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FIG. 2A

ELISA: Human 41BB Binding
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FIG. 2B

ELISA: Cyno 41BB Binding
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FIG. 3

Flow Cyt: Binding human 41BB+ CHO Cells
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FIG. 4

ELISA: Cyno 41BB Binding
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FIG. 5

41BBL Blocking on 41BB CHOS
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FIG. 6

NFkB Signal

41BB 293-NFkB Reporter Cell Line
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FIG. 7A

Flow Cyt: 28A10 Binding human PD-L1+ Cells
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FIG. 7B

Flow Cyt: 28A10 Blocking PD1
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FIG. 8A FIG. 8B
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FIG. 9A

Flow Cyt: Binding to human 41BB
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FIG 9B Flow Cyt: Binding to cyno 41BB
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FIG. 9D

FIG. O9E
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Flow Cyt: Binding human 41BB+ Cells
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FIG. 11A

Mean FL-4H

Flow Cyt: Binding Human 41BB+ 293FS

200000-

150000+

100000+

50000+

FIG. 11B
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Flow Cyt: Binding human 41BB+ 293FS
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Humanized 28A2 Variant Binding PDL1+ CHO Cells
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FIG. 13

INBRX-105-1-A (PDL1 x 41BB)
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FIG. 14A

Flow Cyt: Binding human 41BB+ Cells
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FIG. 14C

Flow Cyt: Non-blocking of 41BBL human 41BB+ Cells
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FIG. 15A

Flow Cyt: Binding human PD-L1+ Cells
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FIG. 15C

Flow Cyt: Binding cyno PD-L1+ Cells
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FIG. 15B
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Flow Cyt: Blocking human PD1 on PD-L1+ Cells
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FIG. 15D

Flow Cyt: Blocking cyno PD1 on cyPD-L1+ Cells
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PD-L1-Depedent 41BB Signaling: NF-kB Reporter Cells
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FIG. 17A

Flow Cyt: Binding 41BB+ 293FS
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FIG. 17B

Flow Cyt: Binding DR6+ 293FS
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FIG. 18A

Flow Cyt: Binding PDL1+ 293FS
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FIG. 18B Flow Cyt: Binding PDL2+ 293FS
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FIG. 19A

Flow Cyt: Binding INBRX 105-1 to PDL1+ K562
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FIG. 20

Bridging ELISA: Coated PDL1 Detect 41BB
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FIG. 21A

IFNY ELISA: DC:T-cell Assay 7 Days
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CD8 Proliferation: DC:T-cell Assay 7 Days
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FIG. 21B
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CD8 Proliferation: PDL1-Dependent 41BB Agonism
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FIG. 24A

INFy+ Proliferated T-cells
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41BB Signaling: with PDL1-Positive Cells
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