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SEQUENCE LISTING
<110> DSM Fine Chemicals Austria Nfg GmbH & Co KG

<120> Novel polypeptide having esterase activity and recombinant
esterase and use thereof

<130> 0.7.1302a

<160> 9

<170> PatentIn version 3.3
<210> 1

<211> 548

<212> PRT

<213> Artificial

<220>
<223> rAPLE

<400> 1
Gly Gln Pro Ala Ser Pro Pro Val Val Asp Thr Ala Gln Gly Arg Val
1 5 10 15

Leu Gly Lys Tyr Val Ser Leu Glu Gly Leu Ala Gln Pro Val Ala Val
20 25 30

Phe Leu Gly Val Pro Phe Ala Lys Pro Pro Leu Gly Ser Leu Arg Phe
35 40 45

BAla Pro Pro Gln Pro Ala Glu Pro Trp Ser Phe Val Lys Bsn Thr Thr
50 55 60

Ser Tyr Pro Pro Met Cys Cys Gln Glu Pro Ile Gly Gly Gln Met Leu
65 70 75 80

Ser Asp Leu Phe Thr Asn Arg Lys Glu Arg Leu Ile Pro Glu Phe Ser
85 90 95

Glu Asp Cys Leu Tyr Leu Asn Ile Tyr Thr Pro Ala Asp Leu Thr Lys
100 108 110

Arg Gly Arg Leu Pro Val Met Val Trp Ile His Gly Gly Gly Leu Val
115 120 125

Val Gly Gly Ala Ser Thr Tyr Asp Gly Leu Ala Leu Ala Ala His Glu
130 135 140 e

Asn Val Val Val val Ala Ile Gln Tyr Arg Leu Gly Ile Trp Gly Phe
145 150 : 155 160



Phe

Gln

Gly

Ser

Arg

225

Lys

Lys

Glu

Asp

Val

305

Lys

Phe

Lys

Ile

Leu
385

Ser

Val

Asp

Val

210

Ala

Asp

Thr

Asp

Leu

290

Asp

Asp

Gly

Leu

Ala
370

Gly

Thr

Ala

Pro

185

Ser

Iie

Met

Thr

Glu

275

His

Gly

Phe

Trp

Asp

355

Asn

Gly

Gly

Ala

180

Gly

Val

Ser

Lys

Thr

260

Leu

Gly

Val

Asn

Leu

340

Gln

Ile

Thr

Asp

165

Leu

Ser

Leu

Glu

Ala

245

Ser

Leu

Asp

Leu

Thr

325

Leu

Lys

Pro

Asp

Glu

His

Val

Val

Ser

230

Ala

Ala

Asp

Pro

Leu

310

Val

Pro

Thx

Glu

Asp
390

His

Trp

Thr

Leu

215

Ala

Val

Leu

Arg

295

Pro

Pro

Thr

Ala

Glu
375

Pro

Ser

Val

Ile

200

Ser

Val

Lys

Phe

Thr

280

Glu

Lys

Tyr

Met

Thr
360

Leu

Val
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Arg Gly Asn Trp Gly

Gln

185

Phe

Pro

Ala

Gln

Val

265

Leu

Ser

Met

Ile

Met

345

Ser

Thr

Lys

170

Glu

Gly

Leu

Phe

Ile

250

His

Lys

His

Pro

Val

330

Gly

Leu

Pro

Lys

Asn

Glu

Ala

Thr

235

A;a

Cys

Met

Pro

Glu

315

Gly

Phe

Leu

Val

Lys
395

Ile
Ser
Lys
220
Ala
Val
Leu
Lys
Phe
300
Glu
Ile
Pro

Trp

Ala
380

Asp

Ala

Ala

205

Asn

Gly

Leu

Arg

Phe

285

Leu

Ile

Asn

Leu

Lys

365

Thr

Leu

His

Asn

190

Gly

Leu

Leu

Ala

Gln

270

Phe

Thr

Leu

Lys

Ser

350

Ser

Asp

Phe

Leu

175

Phe

Gly

Phe

Val

Gly

255

Lys

Ala

Thr

Ala

Gln

335

Glu

Tyr

Lys

Leu

Asp

Gly

Glu

His

Arg

240

Cys

Ser

Leu

Val

Glu

320

Glu

Gly

Pro

Tyr

Asp

400



3/6

Leu Met Gly Asp Val Val Phe Gly Val Pro Ser
405 410
Gln His Arg Asp Ala Gly Ala Pro Thr Tyr Met
420 425
Arg Pro Ser Phe Ser Ser Asp Lys Lys Pro Lys
435 440
His Gly Asp Glu Ile Phe Ser Val Phe Gly Phe
450 455
Asp ARla Pro Glu Glu Glu Val Ser Leu Ser Lys
465 470 475
Trp BAla Asn Phe Ala Arg Ser Gly Asn Pro Asn
485 490
His Trp Pro Met Tyr Asp Gln Glu Glu Gly Tyr
500 505
Asn Thr Gln Ala Ala Lys Arg Leu Lys Gly Glu
515 520
Asn Asp Leu Leu Ser Lys Glu Ala Ala Lys Lys
530 535
His Ala Glu Leu
545
<210> 2
<211> 1647
<212> DNA
<213> Artificial
<220>
<223> xAPLE
<400> 2
gggcagceccag cctegecgee tgttgtggac actgcccagg
gtcagcttag aaggcctggce acagccggtg gcegtcttcee
cccectcteg gatecttgag gtttgectccg ccgcagectg
aagaacacca cctcctaccce tceccatgtge tgccaagage
tcagatctat ttaccaacag aaaggagagg ctcattccgg
tacctaaata tttacacccc tgctgacctg acaaagaggdg

Val Thr

Tyr Glu

Val Ala

Phe

Arg
415

Gln Tyxr

430

Thr Val Ile

445

Pro Leu

460

Thr Val Met

Gly Glu

Gln Ile

510

Leu

Glu Val

525

Ala

Pro Pro

540

Lys

gccgagtect
tgggagtcce
cagaaccatg
caattggggg
agttttctga

gcagactgce

Leu

Gly

Gly Asp

Lys

Gly

Phe
480

Lys

Leu "Pro

495

Gly Vval

Phe Trp

Ile Lys

ggggaagtac

ttttgccaag
gagcttegtg
ot

acagatgctc

agactgtctce

ggtgatggtg

60

120

180

240

300

360



tggatccacyg
gctgcegeatg
ttcagcacag
ctgcactggg
‘tttggagagt
aacctcttce
aaggacatga
tcggetgtet
ctgaagatga
ctgaccactg
aaggatttca
ctgccaacga
tcactecectgt
actgacaagt
ttgatggggg
gcaggagccc
aaacccaaga
c£gttaéaag
tgggccaact
tacgaccagg
aaaggtgaag
ccCaagataa
<210> 3
<211i> 33
<212>
<213>

<220>
<223>

<400> 3

DRA
Artificial

gaggaggtct
aaaacgtggt
gggacgaaca
tccaggagaa
cagcaggagd
accgggcecat
aggctgcagce
ttgttcactg
aatttttcgce
tggtggatgg
acactgtccc
tgatgggctt
ggaagtccta
atttgggggy
atgtggtgtt
ccacctacat
cggtgatcgy
gcgatgeccec
ttgctcgeag
aagaagggta
aagtggectt

agcatgctga

primer

ggtggtggge
ggtggtggce
cageeggygge
catcgccaac
ggaaagtgtc
ctctgagagt
taagcaaatt
cctgegeeag
tcttgatttg
agtgctgctg
ctacatcgtyg
ccecectetet
cccecateget
gacagacgac
tggtgtccca
gtatgagttt
ggaccacgygyg
agaagaggag
tgggaacccc
ccttcagatc
ctggaacgat

getgtga
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ggggcttcca
atccagtacc
aactggggtc
tttggaggceyg
tctgttetgg
ggcgtggeet
gctgtccttg
aagtcggagyg
catggagacc
cccaagatge
ggaatcaaca
gaaggcaagc
aacatccctg
cccgtcaaaa
tctgtgacgg
cagtatcgcec
gatgagatct
gtcagtctca
aatggggagyg
ggcgtcaaca

ctectgteca

cagaattcat ggctatcggg cagccagect cgc

<210> 4
<211i> 30
<212>

DNA

cctatgatgg
gcctgggeat
acttggacca
acccaggcte
tgttgtctee
tcacfgctgg
ctgggtgtaa
acgagctctt
ccagagagag
ctgaagagat
agcaagagtt
tggaccagaa
aggaactgac
agaaagacct
tggceccecgtca
caagcttctce
tcteegtett
gcéagacggt
ggctécccca
ccecaggeage

aggaggcagce

actggccctce
ctggggattc
ggtggcegea
tgtgaccatc
cttggccaag
cctggtecagg
aaccaccacc
ggacttaacg
ccatcccectte
tctggctgaa
tggctggcett
gacggccacyg
tccagtggcece
gttectggac
acacagagat
atcggacaag
tggttttcea
gatgaaattc
ttggccgatg
caagaggctyg

aaagaagcca

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1647

33



<213>

. <220>
<223>

<400>

ccggaattca gcoctccectt cacagcetceag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tcttcgaaga attcacgatg agatttectt caatttttac tgc

<210>
<21l1>
<212>
<213>

<220>
<223>

<400>

gaggctgget geccagettc agectctett ttetceg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

agagaggctg aagctgggca gccagectceyg ccg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Artificial

primer

4

5

43

DNA
Artificial

primer

5

6

36

DNA
Artificial

primer

6

7

33

DNA
Artificial

primer

7

8

39

DNA
Artificial

primer

8
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atggtaccga attctcacag ctcagecatge tttatcttg

<210>
<211>
<212>
<213>

9

40

DNA
Artificial

30

43

36

33

39
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<220>
<223> primer

<400> 9
atggtaccga attctcactt tatcttgggt ggcttctttg

40



