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3C HSLY with LALA mutation
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Sequence for Ab 3C-H5L1

Heavy Chain variable region nucleotide sequence (SEQ ID NO:
1):

> He 3C5
GAGGTCCAGCTGGTACAGTCTGGGCCTGACGTCGAGAAGCCTGGGGCCTCAGTGAAGGTTTC
CTGCAAGGCATCTGGATACACCTTCACCAGCAACTATATACACTGGGTGCGACAGGCCCCTG
GACAAGGGCTTGAGTGGATGGGGGTAATCAACCCTAGGGGTGGTAGCACAGCCAGCGCACAG
AAATTCCAGGGAAGAATCACCATGACCAGGGACACGTCCACGAGCACAGTTTACATGGAACT
GAGCAGCCTGAGATCTGACGACACGGCCGTGTATTACTGTGCGAGAGGGGGAAGGGCCCTTT
TCTATGATAGTTACACGACCCCCCGAGACGGAGGGTCGTGGTGGTTCGACCCCTGGGGCCAG
GGAAGCCTGGTCACCGTCTCCTCA

Heavy chain variable region Amino Acid Sequence (SEQ ID NO:
9):

> He 3C5

EVQLVQSGPDVEKPGASVKVSCKASGYTFTSNY ITHWVRQAPGQGLEWMGVINPRGGSTASAQ
KFQGRITMTRDTSTSTVYMELSSLRSDDTAVYYCARGGRALEFYDSYTTPRDGGSWWEFDPWGQ
GSLVTVSS

CDR Analysis (He 3C5)

(SEQ ID NO: 3) (SEQ ID NO: 4) (SEQ ID NO: b5)
-—-——CDRH1---> <-—-CDRH2--> <-—--CDRH3----
GYTFTSNY.... INPRGGST.. ARGGRALFYDSYTTPRDGGSWWEDP

Light chain variable region nucleotide sequence(SEQ ID NO: 2):
> Li 3C1
GACATCCAGTTGACCCAGTCTCCATCTTCCCTGTCTGCATCTGTAGGAGACAGAGTCACCTT
CACTTGCCAGGCGAGCCAGGACATTAGGAAGTATTTAAATTGGTATCAGCAGAAACCAGGGA
AAGCCCCTAAACTCCTAATCTACGATGCATCCAATTTGARAACAGGGGTCCCATCAAGGTTC
AGTGGAAGTGGATCTGGGACAGATTTTACTTTCACCATCAGCAGCCTGCAGCCTGAAGATGT
TGCAACATACTACTGTCAACAGTTTGATGATCTCCCGATCACCTTCGGCCAGGGGACACGAC
TGCAGATTAAACGA

Light chain variable region Amino Acid Sequence(SEQ ID NO:
10):

> Li 3C1
DIQLTQSPSSLSASVGDRVTFTCQOASQDIRKYLNWYQQOKPGKAPKLLIYDASNLKTGVPSRE
SGSGSGTDFTFTISSLOPEDVATYYCQQFDDLPITFGQGTRLQIK

CDR Analysis (Li_3Cl)
(SEQ ID NO: 6) (SEQ ID NO: 7) (SEQ ID NO: 8)

-———-CDRL1---> <--CDRL2--> <---CDRL3----
QDIRKY...... DAS....... QOFDDLPIT

Fig. 21
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3C H5L1 heavy chain constant region with LALA mutation
(nucleotide sequence)

GCTTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGTCGACCTCT
GGGGGCACAGCGGCCCTGGGCTGCCTGGETCAAGGACTACTTCCCCGAACCGGTGALCG
GTGTCGTGGAACTCAGGCGCCCTGACCAGTGGCGTGCACACCTTCCCGGCTGTCCTA
CAGTCCTCAGGACTCTACTCCCTCAGTAGTGTGGTGACCGTGCCCTCCAGTAGTTTG
GGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAGTAACACCAAGGTGGAC
AAGAGAGTTGAGCCCAAATCTTGTGACAAAACTCACACATGCCCACCGTGCCCAGCA
CCTGAGGCCGCCGGGGGEACCGTCAGTCTTICCTCTTCCCCCCAAAACCCAAGGACALCC
CTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGACGTGAGTCACGAA
GACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAG
ACAAAGCCGCGGGAGGAGCAGTACAACAGTACGTACCGTGTGGTCAGTGTCCTCACC
GTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCCAACAAA
GCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGAGAA
CCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTCAGT
CTGACCTGCCTGGTCAAAGGCTTCTATCCCAGTGACATCGCCGTGGAGTGGGAGAGT
AATGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGC
TCCTTCTTCCTCTACAGTAAGCTCACCGTGGACAAGAGTAGGTGGCAGCAGGGGAAC
GTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGT
CTCTCCCTGTCTCCG (SEQ ID NO: 11)

3C H5L1 heavy chain constant region with LALA mutation
(amino acid sequence)

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVL
QSSGLYSLSSVVIVPSSSLGTQTYICNYVNHKPSNTKVDKRVEPKSCDKTHTCPPCPA
PEAAGGPSVELEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAK
TKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPRE
POVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSP (SEQ ID NO:
12)

Fig.22



