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<160> 88
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<210> 1

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223> Signal peptide 1

<400> 1

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15

Val His Ser

<210> 2

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Signal peptide 2

<400> 2

Met Asp Met Arg Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp
1 5 10 15

Leu Arg Gly Ala Arg Cys

20

<210> 3



<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody

<400> 3

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser

Ala

Phe

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys

Asn
210

<210> 4
<211> 233
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@ antibody light chain with signal peptide 1

<400> 4
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

1

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu

195
Arg

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val

Gly

Thr Gln
5
Ile Thr

Gln Gln
Thr Leu
Thr Asp
70
Thr Tyr
85
Gly Thr
Ile Phe
Val Cys
Lys Val
150
Glu Gln
165
Leu Ser

Thr His

Glu Cys

5

light chain

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp

Lys

Gln

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser

Ala

Gly
200

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr

Ser

10

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser

Glu

Ser

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr

Lys

Pro

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His

Val
205

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val

Lys

15

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser

Tyr

Ser



Val
Ser
Tyr
Leu
65

Phe
Leu
Phe
Val
Lys
145
Arg
Asn
Ser
Lys

Thr
225

His
Val
Ser
50

Leu
Ser
Gln
Pro
Ala
130
Ser
Glu
Ser
Leu
Val

210
Lys

<210> 5
<211> 236
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody

<400> 5

Met
1
Leu

Val

Gln

Ala

65
Pro

Asp
Arg
Ser
Gly
50

Pro

Ser

Ser
Gly
35

Trp
Ile
Gly
Pro
Leu
115
Ala
Gly
Ala
Gln
Ser
195
Tyr

Ser

Asp
20

Asp
Leu
Tyr
Ser
Glu
100
Thr
Pro
Thr
Lys
Glu
180
Ser

Ala

Phe

Ile
Arg
Ala
Thr
Gly
85

Asp
Phe
Ser
Ala
Val
165
Ser
Thr
Cys

Asn

Gln
Val
Trp
Ala
70

Ser
Phe
Gly
Val
Ser
150
Gln
Val
Leu

Glu

Arg
230

Met Arg Val Pro

Gly
Ala
35

Ile

Asn

Arg

Ala
20

Ser
Tyr

Leu

Phe

5
Arg

Val
Ser
Leu

Ser

Cys
Gly
Trp
Ile

70
Gly

Met
Thr
Tyr
55

Ser
Gly
Ala
Gly
Phe
135
Val
Trp
Thr
Thr
Val

215
Gly

Thr Gln
25

Ile Thr

40

Gln Gln

Thr Leu
Thr Asp

Thr Tyr
105

Gly Thr

120

Ile Phe

Val Cys

Lys Val

Glu Gln
185

Leu Ser

200

Thr His

Glu Cys

light chain

Ala
Asp
Asp
Leu
55

Tyr

Ser

Gln Leu

Ile Gln
25

Arg Val

40

Ala Trp

Thr Ala

Gly Ser

Ser
Cys
Lys
Gln
Phe
90

Tyr
Lys
Pro
Leu
Asp
170
Asp
Lys

Gln

Pro Ser
Arg Ala

Pro Gly
60

Ser Gly

75

Thr Leu

Cys Gln
Val Glu
Pro Ser
140
Leu Asn
155
Asn Ala
Ser Lys
Ala Asp

Gly Leu
220

with signal

Leu
10

Met
Thr
Tyr

Ser

Gly

Gly Leu
Thr Gln
Ile Thr

Gln Gln
60

Thr Leu

75

Thr Asp

Ser
Ser
45

Lys
Val
Thr
Gln
Ile
125
Asp
Asn
Leu
Asp
Tyr

205
Ser

Val
30

Gln
Ala
Pro
Ile
Ala
110
Lys
Glu
Phe
Gln
Ser
190
Glu

Ser

peptide

Leu
Ser
Cys
45

Lys
Gln

Phe

Leu
Pro
30

Arg
Pro

Ser

Thr

Ser
Gly
Pro
Ser
Ser
95

Asn
Arg
Gln
Tyr
Ser
175
Thr
Lys

Pro

N

Leu
15

Ser
Ala
Gly
Gly

Leu

Ala
Ile
Asn
Arg
80

Ser
Ile
Thr
Leu
Pro
160
Gly
Tyr
His

Val

Trp
Ser
Ser
Lys
Val

80
Thr



85
Ile Ser Ser Leu Gln Pro Glu Asp Phe
100 105
Ala Asn Ile Phe Pro Leu Thr Phe Gly
115 120
Lys Arg Thr Val Ala Ala Pro Ser Val
130 135
Glu Gln Leu Lys Ser Gly Thr Ala Ser
145 150
Phe Tyr Pro Arg Glu Ala Lys Val Gln
165
Gln Ser Gly Asn Ser Gln Glu Ser Val
180 185
Ser Thr Tyr Ser Leu Ser Ser Thr Leu
195 200
Glu Lys His Lys Val Tyr Ala Cys Glu
210 215
Ser Pro Val Thr Lys Ser Phe Asn Arg
225 230

<210> 6

<211> 451

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody heavy chain

<400> 6

Gln Val Gln Leu Val Gln Ser Gly Ala

1 5

Ser Val Lys Val Ser Cys Lys Ala Ser
20 25

Tyr Met His Trp Val Arg Gln Ala Pro

35 40
Gly Trp Ile Asn Pro Asp Ser Gly Gly
50 55

Gln Gly Arg Val Thr Met Thr Arg Asp

65 70

Met Glu Leu Asn Arg Leu Arg Ser Asp

85

Ala Arg Asp Gln Pro Leu Gly Tyr Cys
100 105

Phe Asp Tyr Trp Gly Gln Gly Thr Leu

115 120
Thr Lys Gly Pro Ser Val Phe Pro Leu
130 135
Ser Glu Ser Thr Ala Ala Leu Gly Cys
145 150

90
Ala Thr Tyr

Gly Gly Thr

Phe Ile Phe
140
Val Val Cys
155
Trp Lys Val
170
Thr Glu Gln

Thr Leu Ser

Val Thr His

220

Gly Glu Cys
235

hIgG2 dK

Glu Vval Lys
10
Gly Tyr Thr

Gly Gln Gly

Thr Asn Tyr
60
Thr Ser Ile
75
Asp Thr Ala
90
Thr Asn Gly

Val Thr Val

Ala Pro Cys

140

Leu Val Lys
155

Tyr
Lys
125
Pro
Leu
Asp
Asp
Lys

205
Gln

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125

Ser

Asp

Cys
110
Val
Pro
Leu
Asn
Ser
190
Ala

Gly

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser

Arg

Tyr

95
Gln

Glu
Ser
Asn
Ala
175
Lys
Asp

Leu

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala

Ser

Phe

Gln
Ile
Asp
Asn
160
Leu
Asp
Tyr

Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser

Thr

Pro
160



Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175
His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190
Ser Val VvVal Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr
195 200 205
Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val
210 215 220
Glu Arg Lys Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val
225 230 235 240
Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
245 250 255
Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
260 265 270
His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu
275 280 285
Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr
290 295 300
Phe Arg Val Val Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn
305 310 315 320
Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro
325 330 335
Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln
340 345 350
Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val
355 360 365
Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
370 375 380
Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
385 390 395 400
Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
405 410 415
Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val
420 425 430
Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
435 440 445
Ser Pro Gly
450

<210> 7

<211> 470

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody heavy chain hIgG2 dK with signal peptide 1

<400> 7
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly



Val
Pro
Thr
Glu
65

Gln
Thr
Tyr
Cys
Ser
145
Arg
Tyr
Ser
Ser
Thr
225
Lys
Pro
Asp
Asp
Gly
305
Asn
Trp
Pro
Glu
Asn

385
Ile

His
Gly
Gly
50

Trp
Lys
Ala
Tyr
Ser
130
Ala
Ser
Phe
Gly
Leu
210
Tyr
Thr
Pro
Thr
Val
290
Val
Ser
Leu
Ala
Pro
370
Gln

Ala

Ser
Ala
35

Tyr
Met
Phe
Tyr
Cys
115
Tyr
Ser
Thr
Pro
Val
195
Ser
Thr
Val
Val
Leu
275
Ser
Glu
Thr
Asn
Pro
355
Gln
Val

Val

Gln
20

Ser
Tyr
Gly
Gln
Met
100
Ala
Phe
Thr
Ser
Glu
180
His
Ser
Cys
Glu
Ala
260
Met
His
Val
Phe
Gly
340
Ile
Val

Ser

Glu

Val
Val
Met
Trp
Gly
85

Glu
Arg
Asp
Lys
Glu
165
Pro
Thr
Val
Asn
Arg
245
Gly
Ile
Glu
His
Arg
325
Lys
Glu
Tyr

Leu

Trp

Gln
Lys
His
Ile
70

Arg
Leu
Asp
Tyr
Gly
150
Ser
Val
Phe
Val
Val
230
Lys
Pro
Ser
Asp
Asn
310
Val
Glu
Lys
Thr
Thr

390
Glu

Leu
Val
Trp
55

Asn
Val
Asn
Gln
Trp
135
Pro
Thr
Thr
Pro
Thr
215
Asp
Cys
Ser
Arg
Pro
295
Ala
Val
Tyr
Thr
Leu
375
Cys

Ser

Val
Ser
40

Val
Pro
Thr
Arg
Pro
120
Gly
Ser
Ala
Val
Ala
200
Val
His
Cys
Val
Thr
280
Glu
Lys
Ser
Lys
Ile
360
Pro

Leu

Asn

Gln
25

Cys
Arg
Asp
Met
Leu
105
Leu
Gln
Val
Ala
Ser
185
Val
Pro
Lys
Val
Phe
265
Pro
Val
Thr
Val
Cys
345
Ser
Pro

Val

Gly

10
Ser

Lys
Gln
Ser
Thr
90

Arg
Gly
Gly
Phe
Leu
170
Trp
Leu
Ser
Pro
Glu
250
Leu
Glu
Gln
Lys
Leu
330
Lys
Lys
Ser

Lys

Gln

Gly
Ala
Ala
Gly
75

Arg
Ser
Tyr
Thr
Pro
155
Gly
Asn
Gln
Ser
Ser
235
Cys
Phe
Val
Phe
Pro
315
Thr
Val
Thr
Arg
Gly

395
Pro

Ala
Ser
Pro
60

Gly
Asp
Asp
Cys
Leu
140
Leu
Cys
Ser
Ser
Asn
220
Asn
Pro
Pro
Thr
Asn
300
Arg
Val
Ser
Lys
Glu
380
Phe

Glu

Glu
Gly
45

Gly
Thr
Thr
Asp
Thr
125
Val
Ala
Leu
Gly
Ser
205
Phe
Thr
Pro
Pro
Cys
285
Trp
Glu
Val
Asn
Gly
365
Glu
Tyr

Asn

Val
30

Tyr
Gln
Asn
Ser
Thr
110
Asn
Thr
Pro
Val
Ala
190
Gly
Gly
Lys
Cys
Lys
270
Val
Tyr
Glu
His
Lys
350
Gln
Met

Pro

Asn

15
Lys

Thr
Gly
Tyr
Ile
95

Ala
Gly
Val
Cys
Lys
175
Leu
Leu
Thr
Val
Pro
255
Pro
Val
Val
Gln
Gln
335
Gly
Pro
Thr

Ser

Tyr

Lys
Phe
Leu
Ala
80

Ser
Val
Val
Ser
Ser
160
Asp
Thr
Tyr
Gln
Asp
240
Ala
Lys
Val
Asp
Phe
320
Asp
Leu
Arg
Lys
Asp

400
Lys



405 410 415
Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser

420 425 430
Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser
435 440 445
Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
450 455 460
Leu Ser Leu Ser Pro Gly
465 470
<210> 8
<211> 473
<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@ antibody heavy chain hIgG2 dK with signal peptide 2

<400> 8
Met Asp Met Arg Val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp
1 5 10 15
Leu Arg Gly Ala Arg Cys Gln Val Gln Leu Val Gln Ser Gly Ala Glu
20 25 30
Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly
35 40 45
Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gln Ala Pro Gly
50 55 60
Gln Gly Leu Glu Trp Met Gly Trp Ile Asn Pro Asp Ser Gly Gly Thr
65 70 75 80
Asn Tyr Ala Gln Lys Phe Gln Gly Arg Val Thr Met Thr Arg Asp Thr
85 90 95
Ser Ile Ser Thr Ala Tyr Met Glu Leu Asn Arg Leu Arg Ser Asp Asp
100 105 110
Thr Ala Val Tyr Tyr Cys Ala Arg Asp Gln Pro Leu Gly Tyr Cys Thr
115 120 125
Asn Gly Val Cys Ser Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val
130 135 140
Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala
145 150 155 160
Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu
165 170 175
Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly
180 185 190
Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser
195 200 205
Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Asn Phe
210 215 220
Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr
225 230 235 240



Lys
Cys
Lys
Val
Tyr
305
Glu
His
Lys
Gln
Met
385
Pro
Asn
Leu

Val

Gln
465

Val
Pro
Pro
Val
290
Val
Gln
Gln
Gly
Pro
370
Thr
Ser
Tyr
Tyr
Phe

450
Lys

<210> 9
<211> 452
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody

<400> 9

Gln
1

Ser
Tyr
Gly

Gln

Val
Val
Met
Trp

50
Gly

Asp
Ala
Lys
275
Val
Asp
Phe
Asp
Leu
355
Arg
Lys
Asp
Lys
Ser
435

Ser

Ser

Lys
Pro
260
Asp
Asp
Gly
Asn
Trp
340
Pro
Glu
Asn
Ile
Thr
420
Lys
Cys

Leu

Thr
245
Pro
Thr
Val
Val
Ser
325
Leu
Ala
Pro
Gln
Ala
405
Thr
Leu

Ser

Ser

Val
Val
Leu
Ser
Glu
310
Thr
Asn
Pro
Gln
Val
390
Val
Pro
Thr

Val

Leu
470

Gln Leu Val Gln

5

Lys Val Ser Cys

20

His Trp Val Arg

35

Ile Asn Pro Asp

Arg Val Thr Met

Glu
Ala
Met
His
295
Val
Phe
Gly
Ile
Val
375
Ser
Glu
Pro
Val
Met

455
Ser

Arg
Gly
Ile
280
Glu
His
Arg
Lys
Glu
360
Tyr
Leu
Trp
Met
Asp
440
His

Pro

Lys
Pro
265
Ser
Asp
Asn
Val
Glu
345
Lys
Thr
Thr
Glu
Leu
425
Lys
Glu

Gly

heavy chain

Ser
Lys
Gln
Ser

55
Thr

Gly
Ala
Ala
40

Gly

Arg

Ala
Ser
25

Pro

Gly

Asp

Cys Cys
250
Ser Val
Arg Thr
Pro Glu
Ala Lys
315
Val Ser
330
Tyr Lys
Thr Ile
Leu Pro
Cys Leu
395
Ser Asn
410
Asp Ser
Ser Arg

Ala Leu

hIgG2

Glu Val
10

Gly Tyr
Gly Gln
Thr Asn

Thr Ser

Val
Phe
Pro
Val
300
Thr

Val

Ser
Pro
380
Val
Gly
Asp
Trp

His
460

Lys
Thr
Gly
Tyr

60
Ile

Glu
Leu
Glu
285
Gln
Lys
Leu
Lys
Lys
365
Ser
Lys
Gln
Gly
Gln

445
Asn

Lys
Phe
Leu
45

Ala

Ser

Cys
Phe
270
Val
Phe
Pro
Thr
Val
350
Thr
Arg
Gly
Pro
Ser
430
Gln

His

Pro
Thr
30

Glu
Gln

Thr

Pro
255
Pro
Thr
Asn
Arg
Val
335
Ser
Lys
Glu
Phe
Glu

415
Phe

Tyr

Gly
15

Gly
Trp
Lys

Ala

Pro
Pro
Cys
Trp
Glu
320
Val
Asn
Gly
Glu
Tyr
400
Asn
Phe

Asn

Thr

Ala
Tyr
Met
Phe

Tyr



65
Met

Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val

Met

Ser

Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His

Pro
450

Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu

435
Gly

Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala

Lys

Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg

Leu

70
Leu

Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly
390
Asp

Trp

His

Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln
Gly

Gln

Asn

Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly
Pro
Ser

Gln

His
440

Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly

425
Tyr

Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410

Asn

Thr

75
Thr

Asn
Thr
Pro
Val

155
Ala

Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn
395
Leu

Val

Gln

Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr
Tyr

Phe

Lys

Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys
Ser

Ser

Ser
445

Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys

430
Leu

Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415

Ser

Ser

80
Cys

Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro
400
Thr

Val

Leu



<210> 10

<211> 471
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody heavy chain

<400> 10

Met
1
Val
Pro
Thr
Glu
65
Gln
Thr
Tyr
Cys
Ser
145
Arg
Tyr
Ser
Ser
Thr
225
Lys
Pro
Asp
Asp

Gly
305

Gly
His
Gly
Gly
50

Trp
Lys
Ala
Tyr
Ser
130
Ala
Ser
Phe
Gly
Leu
210
Tyr
Thr
Pro
Thr
Val

290
Val

Trp
Ser
Ala
35

Tyr
Met
Phe
Tyr
Cys
115
Tyr
Ser
Thr
Pro
Val
195
Ser
Thr
Val
Val
Leu
275

Ser

Glu

Ser
Gln
20

Ser
Tyr
Gly
Gln
Met
100
Ala
Phe
Thr
Ser
Glu
180
His
Ser
Cys
Glu
Ala
260
Met
His

Val

Cys
5
Val
Val
Met
Trp
Gly
85
Glu
Arg
Asp
Lys
Glu
165
Pro
Thr
Val
Asn
Arg
245
Gly
Ile
Glu

His

Ile
Gln
Lys
His
Ile
70

Arg
Leu
Asp
Tyr
Gly
150
Ser
Val
Phe
Val
Val
230
Lys
Pro
Ser

Asp

Asn
310

Ile
Leu
Val
Trp
55

Asn
Val
Asn
Gln
Trp
135
Pro
Thr
Thr
Pro
Thr
215
Asp
Cys
Ser
Arg
Pro

295
Ala

Leu
Val
Ser
40

Val
Pro
Thr
Arg
Pro
120
Gly
Ser
Ala
Val
Ala
200
Val
His
Cys
Val
Thr
280
Glu

Lys

Phe
Gln
25

Cys
Arg
Asp
Met
Leu
105
Leu
Gln
Val
Ala
Ser
185
Val
Pro
Lys
Val
Phe
265
Pro

Val

Thr

hIgG2 with signal peptide 1

Leu
10

Ser
Lys
Gln
Ser
Thr
90

Arg
Gly
Gly
Phe
Leu
170
Trp
Leu
Ser
Pro
Glu
250
Leu
Glu
Gln

Lys

Val
Gly
Ala
Ala
Gly
75

Arg
Ser
Tyr
Thr
Pro
155
Gly
Asn
Gln
Ser
Ser
235
Cys
Phe
Val
Phe

Pro
315

Ala
Ala
Ser
Pro
60

Gly
Asp
Asp
Cys
Leu
140
Leu
Cys
Ser
Ser
Asn
220
Asn
Pro
Pro
Thr
Asn

300
Arg

Thr
Glu
Gly
45

Gly
Thr
Thr
Asp
Thr
125
Val
Ala
Leu
Gly
Ser
205
Phe
Thr
Pro
Pro
Cys
285
Trp

Glu

Ala
Val
30

Tyr
Gln
Asn
Ser
Thr
110
Asn
Thr
Pro
Val
Ala
190
Gly
Gly
Lys
Cys
Lys
270
Val
Tyr

Glu

Thr
15

Lys
Thr
Gly
Tyr
Ile
95

Ala
Gly
Val
Cys
Lys
175
Leu
Leu
Thr
Val
Pro
255
Pro
Val
Val

Gln

Gly
Lys
Phe
Leu
Ala
80

Ser
Val
Val
Ser
Ser
160
Asp
Thr
Tyr
Gln
Asp
240
Ala
Lys
Val
Asp

Phe
320



Asn Ser Thr Phe Arg Val
325
Trp Leu Asn Gly Lys Glu
340
Pro Ala Pro Ile Glu Lys
355
Glu Pro Gln Val Tyr Thr
370
Asn Gln Val Ser Leu Thr
385 390
Ile Ala Val Glu Trp Glu
405
Thr Thr Pro Pro Met Leu
420
Lys Leu Thr Val Asp Lys
435
Cys Ser Val Met His Glu
450
Leu Ser Leu Ser Pro Gly
465 470

<210> 11
<211> 474
<212> PRT

Val
Tyr
Thr
Leu
375
Cys
Ser
Asp
Ser
Ala

455
Lys

<213> Artificial Sequence

<220>
<223> antiCD40 antibody

<400> 11

Met Asp Met Arg Val Pro
1 5

Leu Arg Gly Ala Arg Cys

20
Val Lys Lys Pro Gly Ala
35
Tyr Thr Phe Thr Gly Tyr
50
Gln Gly Leu Glu Trp Met
65 70
Asn Tyr Ala Gln Lys Phe
85
Ser Ile Ser Thr Ala Tyr
100
Thr Ala Val Tyr Tyr Cys
115
Asn Gly Val Cys Ser Tyr
130
Thr Val Ser Ser Ala Ser

Ser
Lys
Ile
360
Pro
Leu
Asn
Ser
Arg

440
Leu

Val
Cys
345
Ser
Pro
Val
Gly
Asp
425
Trp

His

heavy chain

Ala
Gln
Ser
Tyr
55

Gly
Gln
Met
Ala
Phe

135
Thr

Gln
Val
Val
40

Met
Trp
Gly
Glu
Arg
120
Asp

Lys

Leu
Gln
25

Lys
His
Ile
Arg
Leu
105
Asp
Tyr

Gly

Leu
330
Lys
Lys
Ser
Lys
Gln
410
Gly
Gln

Asn

Thr
Val
Thr
Arg
Gly
395
Pro
Ser

Gln

His

Val
Ser
Lys
Glu
380
Phe
Glu
Phe

Gly

Tyr
460

Val
Asn
Gly
365
Glu
Tyr
Asn
Phe
Asn

445
Thr

His
Lys
350
Gln
Met
Pro
Asn
Leu
430
Val

Gln

Gln
335
Gly
Pro
Thr
Ser
Tyr
415

Phe

Lys

Asp
Leu
Arg
Lys
Asp
400
Lys
Ser

Ser

Ser

hIgG2 with signal peptide 2

Leu
10

Leu
Val
Trp
Asn
Val
90

Asn
Gln
Trp

Pro

Gly
Val
Ser
Val
Pro
75

Thr
Arg
Pro

Gly

Ser

Leu
Gln
Cys
Arg
60

Asp
Met
Leu
Leu
Gln

140
Val

Leu
Ser
Lys
45

Gln
Ser
Thr
Arg
Gly
125
Gly

Phe

Leu
Gly
30

Ala
Ala
Gly
Arg
Ser
110
Tyr
Thr

Pro

Leu
15

Ala
Ser
Pro
Gly
Asp
95

Asp
Cys

Leu

Leu

Trp
Glu
Gly
Gly
Thr
80

Thr
Asp
Thr

Val

Ala



145
Pro

Val
Ala
Gly
Gly
225
Lys
Cys
Lys
Val
Tyr
305
Glu
His
Lys
Gln
Met
385
Pro
Asn
Leu

Val

Gln
465

<210> 12

Cys
Lys
Leu
Leu
210
Thr
Val
Pro
Pro
Val
290
Val
Gln
Gln
Gly
Pro
370
Thr
Ser
Tyr
Tyr
Phe

450
Lys

Ser
Asp
Thr
195
Tyr
Gln
Asp
Ala
Lys
275
Val
Asp
Phe
Asp
Leu
355
Arg
Lys
Asp
Lys
Ser
435

Ser

Ser

<211> 231
<212> PRT
<213> Artificial Sequence

<220>

<223> antiCD4@ antibody hIgG2 Fab region heavy chain

Arg
Tyr
180
Ser
Ser
Thr
Lys
Pro
260
Asp
Asp
Gly
Asn
Trp
340
Pro
Glu
Asn
Ile
Thr
420
Lys
Cys

Leu

Ser
165
Phe
Gly
Leu
Tyr
Thr
245
Pro
Thr
Val
Val
Ser
325
Leu
Ala
Pro
Gln
Ala
405
Thr
Leu

Ser

Ser

150
Thr

Pro
Val
Ser
Thr
230
Val
Val
Leu
Ser
Glu
310
Thr
Asn
Pro
Gln
Val
390
Val
Pro
Thr

Val

Leu
470

Ser
Glu
His
Ser
215
Cys
Glu
Ala
Met
His
295
Val
Phe
Gly
Ile
Val
375
Ser
Glu
Pro
Val
Met

455
Ser

Glu
Pro
Thr
200
Val
Asn
Arg
Gly
Ile
280
Glu
His
Arg
Lys
Glu
360
Tyr
Leu
Trp
Met
Asp
440
His

Pro

Ser
Val
185
Phe
Val
Val
Lys
Pro
265
Ser
Asp
Asn
Val
Glu
345
Lys
Thr
Thr
Glu
Leu
425
Lys
Glu

Gly

Thr
170
Thr
Pro
Thr
Asp
Cys
250
Ser
Arg
Pro
Ala
Val
330
Tyr
Thr
Leu
Cys
Ser
410
Asp
Ser

Ala

Lys

155
Ala

Val
Ala
Val
His
235
Cys
Val
Thr
Glu
Lys
315
Ser
Lys
Ile
Pro
Leu
395
Asn
Ser

Arg

Leu

Ala
Ser
Val
Pro
220
Lys
Val
Phe
Pro
Val
300
Thr
Val
Cys
Ser
Pro
380
Val
Gly
Asp

Trp

His
460

Leu
Trp
Leu
205
Ser
Pro
Glu
Leu
Glu
285
Gln
Lys
Leu
Lys
Lys
365
Ser
Lys
Gln
Gly
Gln

445
Asn

Gly
Asn
190
Gln
Ser
Ser
Cys
Phe
270
Val
Phe
Pro
Thr
Val
350
Thr
Arg
Gly
Pro
Ser
430
Gln

His

Cys
175
Ser
Ser
Asn
Asn
Pro
255
Pro
Thr
Asn
Arg
Val
335
Ser
Lys
Glu
Phe
Glu
415
Phe
Gly

Tyr

160
Leu

Gly
Ser
Phe
Thr
240
Pro
Pro
Cys
Trp
Glu
320
Val
Asn
Gly
Glu
Tyr
400
Asn
Phe

Asn

Thr



<400> 12
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30
Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
Gly Trp Ile Asn Pro Asp Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Asn Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Asp Gln Pro Leu Gly Tyr Cys Thr Asn Gly Val Cys Ser Tyr
100 105 110
Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser
115 120 125
Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr
130 135 140
Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160
Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175
His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190
Ser Val Val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr
195 200 205
Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val
210 215 220
Glu Arg Lys Cys Cys Val Glu
225 230

<210> 13

<211> 250

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody hIgG2 Fab region heavy chain with signal
peptide 1

<400> 13
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15
Val His Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
20 25 30
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45



Thr
Glu
65

Gln
Thr
Tyr
Cys
Ser
145
Arg
Tyr
Ser
Ser
Thr

225
Lys

Gly
50

Trp
Lys
Ala
Tyr
Ser
130
Ala
Ser
Phe
Gly
Leu
210
Tyr

Thr

Tyr
Met
Phe
Tyr
Cys
115
Tyr
Ser
Thr
Pro
Val
195
Ser

Thr

Val

<210> 14
<211> 166
<212> PRT
<213> Homo sapiens

<220>
<223> IFNI2

<400> 14

Met
1
Cys
Lys
Gln
Asn
65
Glu

His

Ser
Gln
Asp
Phe
50

Ile
Thr

Leu

Tyr
Lys
Arg
35

Gln
Phe
Ile

Lys

Tyr
Gly
Gln
Met
100
Ala
Phe
Thr
Ser
Glu
180
His
Ser

Cys

Glu

Asn
Leu
20

Met
Lys
Ala
Val

Thr

Met
Trp
Gly
85

Glu
Arg
Asp
Lys
Glu
165
Pro
Thr
Val

Asn

Arg
245

Leu
Leu
Asn
Glu
Ile
Glu

85
Val

His
Ile
70

Arg
Leu
Asp
Tyr
Gly
150
Ser
Val
Phe
Val
Val

230
Lys

Leu
Trp
Phe
Asp
Phe
70

Asn

Leu

Trp
55

Asn
Val
Asn
Gln
Trp
135
Pro
Thr
Thr
Pro
Thr
215
Asp

Cys

Gly
Gln
Asp
Ala
55

Arg

Leu

Glu

Val
Pro
Thr
Arg
Pro
120
Gly
Ser
Ala
Val
Ala
200
Val
His

Cys

Phe
Leu
Ile
40

Ala
Gln

Leu

Glu

Asp
Met
Leu
105
Leu
Gln
Val
Ala
Ser
185
Val
Pro

Lys

Val

Leu
Asn
25

Pro
Leu
Asp
Ala

Lys

Gln
Ser
Thr
90

Arg
Gly
Gly
Phe
Leu
170
Trp
Leu
Ser

Pro

Glu
250

Gln
10

Gly
Glu
Thr
Ser
Asn

90
Leu

Ala
Gly
75

Arg
Ser
Tyr
Thr
Pro
155
Gly
Asn
Gln

Ser

Ser
235

Arg
Arg
Glu
Ile
Ser
75

Val

Glu

Pro
60

Gly
Asp
Asp
Cys
Leu
140
Leu
Cys
Ser
Ser
Asn

220
Asn

Ser
Leu
Ile
Tyr
60

Ser

Tyr

Lys

Gly
Thr
Thr
Asp
Thr
125
Val
Ala
Leu
Gly
Ser
205
Phe

Thr

Ser
Glu
Lys
45

Glu
Thr
His

Glu

Gln
Asn
Ser
Thr
110
Asn
Thr
Pro
Val
Ala
190
Gly
Gly

Lys

Asn
Tyr
30

Gln
Met
Gly
Gln

Asp

Gly
Tyr
Ile
95

Ala
Gly

Val

Lys
175
Leu
Leu

Thr

Val

Phe
15

Cys
Leu
Leu
Trp
Ile

95
Phe

Leu
Ala
80

Ser
Val
Val
Ser
Ser
160
Asp
Thr
Tyr
Gln

Asp
240

Gln
Leu
Gln
Gln
Asn
80

Asn

Thr



100

Arg Gly Lys Leu Met Ser Ser

115

Ile Leu His Tyr Leu Lys Ala

130

135

Ile Val Arg Val Glu Ile Leu

145

150

Thr Gly Tyr Leu Arg Asn

<210> 15

<211> 166
<212> PRT
<213> Artificial Sequence

<220>
<223> IFNIZ

<400> 15

Met Ser Tyr

1
Ser

Lys
Gln
Asn
65

Glu
His
Arg
Ile
Ile

145
Thr

<210> 16

Gln
Asp
Phe
50

Ile
Thr
Leu
Gly
Leu
130
Val

Gly

Lys
Arg
35

Gln
Phe
Ile
Lys
Lys
115
His
Arg

Tyr

<211> 166
<212> PRT
<213> Artificial Sequence

<220>

165

C17s

Asn Leu Leu Gly

Leu Leu Trp Gln
20
Met Asn Phe Asp

Lys Glu Asp Ala
55
Ala Ile Phe Arg
70
Val Glu Asn Leu
85

Thr Val Leu Glu
100

Leu Met Ser Ser

Tyr Leu Lys Ala
135
Val Glu Ile Leu
150
Leu Arg Asn
165

Leu
120
Lys

Arg

Phe
Leu
Ile
40

Ala
Gln
Leu
Glu
Leu
120
Lys

Arg

105
His

Glu

Asn

Leu
Asn
25

Pro
Leu
Asp
Ala
Lys
105
His
Glu

Asn

Leu
Tyr

Phe

Gln
10

Gly
Glu
Thr
Ser
Asn
90

Leu
Leu

Tyr

Phe

Lys
Ser

Tyr
155

Arg
Arg
Glu
Ile
Ser
75

Val
Glu
Lys
Ser

Tyr
155

Arg
His
140
Phe

Ser
Leu
Ile
Tyr

60
Ser

Lys
Arg
His

140
Phe

Tyr
125
Cys

Ile

Ser
Glu
Lys
45

Glu
Thr
His
Glu
Tyr
125
Cys

Ile

110
Tyr

Ala

Asn

Asn
Tyr
30

Gln
Met
Gly
Gln
Asp
110
Tyr
Ala

Asn

Gly
Trp

Arg

Phe
15

Cys
Leu
Leu
Trp
Ile
95

Phe
Gly
Trp

Arg

Arg
Thr

Leu
160

Gln
Leu
Gln
Gln
Asn
80

Asn
Thr
Arg

Thr

Leu
160



<223> IFNI2 C17S,N80Q

<400> 16

Met Ser Tyr Asn Leu

1 5

Ser Gln Lys Leu Leu

20
Lys Asp Arg Met Asn
35
Gln Phe Gln Lys Glu
50

Asn Ile Phe Ala Ile

65

Glu Thr Ile Val Glu
85

His Leu Lys Thr Val

100
Arg Gly Lys Leu Met
115
Ile Leu His Tyr Leu
130
Ile Val Arg Val Glu
145

Thr Gly Tyr Leu Arg
165

<210> 17

<211> 165

<212> PRT

<213> Homo sapiens

<220>
<223> IFNI+2a

<400> 17

Cys Asp Leu Pro Gln

1 5

Leu Leu Ala Gln Met
20

Arg His Asp Phe Gly

35
Lys Ala Glu Thr Ile
50

Asn Leu Phe Ser Thr

65

Leu Asp Lys Phe Tyr

85

Ala Cys Val Ile Gln

100

Leu
Trp
Phe
Asp
Phe
70

Asn
Leu
Ser
Lys
Ile

150
Asn

Thr
Arg
Phe
Pro
Lys
70

Thr

Gly

Gly
Gln
Asp
Ala
55

Arg
Leu
Glu
Ser
Ala

135
Leu

His
Lys
Pro
Val
55

Asp
Glu

Val

Phe
Leu
Ile
40

Ala
Gln
Leu
Glu
Leu
120
Lys

Arg

Ser
Ile
Gln
40

Leu
Ser

Leu

Gly

Leu
Asn
25

Pro
Leu
Asp
Ala
Lys
105
His
Glu

Asn

Leu
Ser
25

Glu
His
Ser

Tyr

Val
105

Gln
10

Gly
Glu
Thr
Ser
Asn
90

Leu
Leu

Tyr

Phe

Gly
10

Leu
Glu
Glu
Ala
Gln

90
Thr

Arg
Arg
Glu
Ile
Ser
75

Val
Glu
Lys
Ser

Tyr
155

Ser
Phe
Phe
Met
Ala
75

Gln

Glu

Ser
Leu
Ile
Tyr
60

Ser
Tyr
Lys
Arg
His

140
Phe

Arg
Ser
Gly
Ile
60

Trp

Leu

Thr

Ser
Glu
Lys
45

Glu
Thr
His
Glu
Tyr
125
Cys

Ile

Arg
Cys
Asn
45

Gln
Asp

Asn

Pro

Asn
Tyr
30

Gln
Met
Gly
Gln
Asp
110
Tyr
Ala

Asn

Thr
Leu
30

Gln
Gln
Glu
Asp

Leu
110

Phe
15

Cys
Leu
Leu
Trp
Ile
95

Phe
Gly
Trp

Arg

Leu
15

Lys
Phe
Ile
Thr
Leu

95
Met

Gln
Leu
Gln
Gln
Gln
80

Asn
Thr
Arg

Thr

Leu
160

Met
Asp
Gln
Phe
Leu
80

Glu

Lys



Glu Asp Ser Ile Leu
115
Tyr Leu Lys Glu Lys
130

Ala Glu Ile Met Arg

145

Leu Arg Ser Lys Glu
165

<210> 18

<211> 175

<212> PRT

<213> Homo sapiens

<220>
<223> IFNI»2

<400> 18
Val Pro Val Ala Arg
1 5
His Ile Ala Gln Phe
20
Lys Arg Ala Lys Asp
35
Arg Cys His Ser Arg
50
Gln Val Arg Glu Arg
65
Leu Lys Val Leu Glu
85
Val Leu Asp Gln Pro
100
Arg Ala Cys Ile Gln
115
Arg Leu His His Trp
130
Ser Pro Gly Cys Leu

145

Leu Thr Arg Asp Leu
165

<210> 19

<211> 143

<212> PRT

<213> Homo sapiens

<220>
<223> IFNI3

Ala
Lys

Ser
150

Leu
Lys
Ala
Leu
Pro
70

Ala
Leu
Pro
Leu
Glu

150
Asn

Val
Tyr

135
Phe

His
Ser
Leu
Phe
55

Met
Thr
His
Gln
Tyr
135
Ala

Cys

Arg Lys Tyr

120
Ser

Ser

Gly
Leu
Glu
40

Pro
Ala
Ala
Thr
Pro
120
Arg

Ser

Val

Pro

Leu

Ala
Ser
25

Glu
Arg
Leu
Asp
Leu
105
Thr
Leu

Val

Ala

Cys

Ser

Leu
10

Pro
Ser
Thr
Glu
Thr
90

His
Ala
Gln
Thr

Ser
170

Phe
Ala

Thr
155

Pro
Gln
Leu
Trp
Ala
75

Asp
His
Gly
Glu
Phe

155
Gly

Gln
Trp

140
Asn

Asp
Glu
Leu
Asp
60

Glu
Pro
Ile
Pro
Ala
140

Asn

Asp

Arg
125
Glu

Leu

Ala
Leu
Leu
45

Leu
Leu
Ala
Leu
Arg
125
Pro

Leu

Leu

Ile
Val

Gln

Arg
Gln
30

Lys
Arg
Ala
Leu
Ser
110
Thr
Lys
Phe

Cys

Thr
Val

Glu

Gly
15

Ala
Asp
Gln
Leu
Val
95

Gln
Arg
Lys
Arg

Val
175

Leu
Arg

Ser
160

Cys
Phe
Cys
Leu
Thr
80

Asp
Phe
Gly

Glu

Leu
160



<400> 19

Gln
1
Ala
Leu
Ile
Ser
65
Phe
Asn

Leu

Arg

Asp
Gly
Lys
Val
50

Ile
Phe
Tyr
Ile

Lys
130

Pro
His
Asn
35

Ser
Gln
Asn
Ser
Gln

115
Arg

Tyr
Ser
20

Trp
Phe
Lys
Ser
Val
100
Val

Ser

Val
Asp
Lys
Tyr
Ser
Asn
85

Thr

Met

Gln

Lys
Val
Glu
Phe
Val
70

Lys
Asp

Ala

Met

Glu
Ala
Glu
Lys
55

Glu
Lys
Leu

Glu

Leu
135

<210> 20

<211> 4

<212> PRT

<213> Artificial Sequence

220>
<223> RL linker

<400> 20
Pro Ala Pro Ala
1

<210> 21

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> GST 1linker

<400> 21

Ala
Asp
Ser
40

Leu
Thr
Lys
Asn
Leu

120
Phe

Glu
Asn
25

Phe
Ile
Arg
Val

105
Ser

Asn
10

Gly
Arg
Lys
Lys
Asp
90

Gln

Pro

Gly

Leu
Thr
Lys
Asn
Glu
75

Asp
Arg

Ala

Arg

Lys
Leu
Ile
Phe
60

Asp
Phe
Lys
Ala

Arg
140

Lys
Phe
Met
45

Lys
Met
Glu
Ala
Lys

125
Ala

Ser Gly Gly Thr Ser Gly Ser Thr Ser Gly Thr Gly Ser

1 5

<210> 22
<211> 12
<212> PRT

10

Tyr
Leu
30

Gln
Asp
Asn
Lys
Ile
110
Thr

Ser

Phe
15

Gly
Ser
Asp
Val
Leu
95

His
Gly

Gln

Asn
Ile
Gln
Gln
Lys
80

Thr
Glu

Lys



<213> Artificial Sequence

220>
<223> HL linker

<400> 22
Ala Glu Ala Ala Ala Lys Glu Ala Ala Ala Lys Ala
1 5 10

<210> 23

<211> 24

<212> PRT

<213> Artificial Sequence

<220>
<223> HL2 1linker

<400> 23
Ala Glu Ala Ala Ala Lys Glu Ala Ala Ala Lys Ala Ala Glu Ala Ala
1 5 10 15
Ala Lys Glu Ala Ala Ala Lys Ala
20

<210> 24
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<223> G4S2 linker

<400> 24
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10

<210> 25

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> G4S3 linker

<400> 25
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15



<210> 26
<211> 20
<212> PRT
<213> Artificial Sequence

220>
<223> G4S4 linker

<400> 26

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1 5
Gly Gly Gly Ser
20

<210> 27

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> TEV-6His tag

<400> 27

10

Glu Asn Leu Tyr Phe Gln Ser His His His His His His

1 5

<210> 28

<211> 392

<212> PRT

<213> Artificial Sequence

<220>

<223> antiCD4@_LC--HL--IFNI2

<400> 28

Asp Ile Gln Met Thr Gln Ser

1 5

Asp Arg Val Thr Ile Thr Cys

20

Leu Ala Trp Tyr Gln Gln Lys

35

Tyr Thr Ala Ser Thr Leu Gln

50 55

Ser Gly Ser Gly Thr Asp Phe

65 70

Glu Asp Phe Ala Thr Tyr Tyr

Pro
Arg
Pro
40

Ser

Thr

Cys

Ser
Ala
25

Gly
Gly

Leu

Gln

10

Ser
10

Ser
Lys
Val
Thr

Gln

Val

Gln

Ala

Pro

Ile

75
Ala

Ser
Gly
Pro
Ser
60

Ser

Asn

Ala
Ile
Asn
45

Arg

Ser

Ile

Ser
Tyr
30

Leu
Phe

Leu

Phe

15

Val
15

Ser
Leu
Ser

Gln

Pro

Gly
Trp
Ile
Gly
Pro

80
Leu



Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Lys
225
Phe
Cys
Leu
Leu
Trp
305
Ile
Phe
Gly

Trp

Arg
385

85
Phe Gly Gly Gly Thr Lys Val Glu
100 105
Ser Val Phe Ile Phe Pro Pro Ser
115 120
Ala Ser Val Val Cys Leu Leu Asn
130 135
Val Gln Trp Lys Val Asp Asn Ala
150
Ser Val Thr Glu Gln Asp Ser Lys
165
Thr Leu Thr Leu Ser Lys Ala Asp
180 185
Cys Glu Val Thr His Gln Gly Leu
195 200
Asn Arg Gly Glu Cys Ala Glu Ala
210 215
Ala Met Ser Tyr Asn Leu Leu Gly
230
Gln Cys Gln Lys Leu Leu Trp Gln
245
Leu Lys Asp Arg Met Asn Phe Asp
260 265
Gln Gln Phe Gln Lys Glu Asp Ala
275 280
Gln Asn Ile Phe Ala Ile Phe Arg
290 295
Asn Glu Thr Ile Val Glu Asn Leu
310
Asn His Leu Lys Thr Val Leu Glu
325
Thr Arg Gly Lys Leu Met Ser Ser
340 345
Arg Ile Leu His Tyr Leu Lys Ala
355 360
Thr Ile Val Arg Val Glu Ile Leu
370 375
Leu Thr Gly Tyr Leu Arg Asn
390

<210> 29

<211> 392

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@_LC--HL--IFNI2_C17S

<400> 29

90
Ile

Asp
Asn
Leu
Asp
170
Tyr
Ser
Ala
Phe
Leu
250
Ile
Ala
Gln
Leu
Glu
330
Leu

Lys

Arg

Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ala
Leu
235
Asn
Pro
Leu
Asp
Ala
315
Lys
His
Glu

Asn

Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Lys
220
Gln
Gly
Glu
Thr
Ser
300
Asn
Leu
Leu

Tyr

Phe
380

Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Glu
Arg
Arg
Glu
Ile
285
Ser
Val
Glu
Lys
Ser

365
Tyr

Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Ala
Ser
Leu
Ile
270
Tyr
Ser
Tyr
Lys
Arg
350
His

Phe

95
Ala

Ser
Glu
Ser
Leu
175
Val
Lys
Ala
Ser
Glu
255
Lys
Glu
Thr
His
Glu
335
Tyr

Cys

Ile

Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ala
Asn
240
Tyr
Gln
Met
Gly
Gln
320
Asp
Tyr

Ala

Asn



Asp
Asp
Leu
Tyr
Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Lys
225
Phe
Cys
Leu
Leu
Trp
305
Ile
Phe
Gly
Trp

Arg
385

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Ala
Gln
Leu
Gln
Gln
290
Asn
Asn
Thr
Arg
Thr

370
Leu

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Met
Ser
Lys
Gln
275
Asn
Glu
His
Arg
Ile
355
Ile

Thr

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Ser
Gln
Asp
260
Phe
Ile
Thr
Leu
Gly
340
Leu

Val

Gly

Thr
Ile
Gln
Thr
Thr
Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Tyr
Lys
245
Arg
Gln
Phe
Ile
Lys
325
Lys
His
Arg

Tyr

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
Val
150
Gln
Ser
His
Cys
Asn
230
Leu
Met
Lys
Ala
Val
310
Thr
Leu
Tyr
Val

Leu
390

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Ala
215
Leu
Leu
Asn
Glu
Ile
295
Glu
Val
Met
Leu
Glu

375
Arg

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Glu
Leu
Trp
Phe
Asp
280
Phe
Asn
Leu
Ser
Lys
360
Ile

Asn

Ser
Ala

25
Gly

Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Ala
Gly
Gln
Asp

265
Ala

Leu
Glu
Ser
345
Ala

Leu

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Ala
Phe
Leu
250
Ile
Ala
Gln
Leu
Glu
330
Leu

Lys

Arg

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ala
Leu
235
Asn
Pro
Leu
Asp
Ala
315
Lys
His
Glu

Asn

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Lys
220
Gln
Gly
Glu
Thr
Ser
300
Asn
Leu
Leu

Tyr

Phe
380

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Glu
Arg
Arg
Glu
Ile
285
Ser
Val
Glu
Lys
Ser

365
Tyr

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Ala
Ser
Leu
Ile
270
Tyr
Ser
Tyr
Lys
Arg
350
His

Phe

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu

175
Val

Ala
Ser
Glu
255
Lys
Glu
Thr
His
Glu
335
Cys

Ile

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ala
Asn
240
Tyr
Gln
Met
Gly
Gln
320
Asp
Tyr
Ala

Asn



<210> 30

<211> 621
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_hIgG2_dK_HC--RL--IFNI2

<400> 30

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val

Phe

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His

290
Arg

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275

Asn

Val

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro

Ala

Val

Val Gln Ser

5
Ser

Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu

Lys

Ser

Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val

Thr

Val

Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys

295
Leu

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280

Pro

Thr

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn

Arg

Val

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu

Val

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr

Glu

His

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln

300
Gln

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe

Asp

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly

Asn

Trp

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val

Ser

Leu

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu

Thr

Asn



305
Gly

Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Gln
465
Gly
Glu
Thr
Ser
Asn
545
Leu
Leu

Tyr

Phe

<210>
<211>
<212>
<213>

Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Arg
Arg
Glu
Ile
Ser
530
Val
Glu
Lys

Ser

Tyr
610

<220>

<223>

<400>

31
621
PRT
Artificial Sequence

31

Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Ser
Leu
Ile
Tyr
515
Ser
Tyr
Lys
Arg
His

595
Phe

Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Pro
Ser
Glu
Lys
500
Glu
Thr
His
Glu
Tyr
580
Cys

Ile

Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Ala
Asn
Tyr
485
Gln
Met
Gly
Gln
Asp
565
Tyr
Ala

Asn

310
Cys

Ser
Pro
Val
Gly
390
Asp
Trp
His
Pro
Phe
470
Cys
Leu
Leu
Trp
Ile
550
Phe
Gly

Trp

Arg

Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Ala
455
Gln
Leu
Gln
Gln
Asn
535
Asn
Thr
Arg

Thr

Leu
615

Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Met
Cys
Lys
Gln
Asn
520
Glu
His
Arg
Ile
Ile

600
Thr

Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Ser
Gln
Asp
Phe
505
Ile
Thr
Leu
Gly
Leu
585
Val

Gly

Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Tyr
Lys
Arg
490
Gln
Phe
Ile
Lys
Lys
570
His

Arg

Tyr

315
Lys

Gln
Met
Pro
Asn
395
Leu
Val
Gln
Asn
Leu
475
Met
Lys
Ala
Val
Thr
555
Leu
Tyr

Val

Leu

antiCD4@_hIgG2_dK_HC--RL--IFNI2_C17S

Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Leu
460
Leu
Asn
Glu
Ile
Glu
540
Val
Met
Leu

Glu

Arg
620

Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Leu
Trp
Phe
Asp
Phe
525
Asn
Leu
Ser
Lys
Ile

605
Asn

Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Gly
Gln
Asp
Ala
510
Arg
Leu
Glu
Ser
Ala

590
Leu

Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Phe
Leu
Ile
495
Ala
Gln
Leu
Glu
Leu
575
Lys

Arg

320
Pro

Gln
Val
Val
Pro
400
Thr
Val
Leu
Leu
Asn
480
Pro
Leu
Asp
Ala
Lys
560
His
Glu

Asn



Gln
Ser
Tyr
Gly
Gln
65

Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val

Ser

Glu
385

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu

370
Trp

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr

Glu

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu

Cys

Ser

Val
Ser
Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro

Leu

Asn

Gln
Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro

Val

Gly
390

Ser
Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys

375
Gln

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly

Pro

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe

Glu

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr

Asn

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met

Pro

Asn
395

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser

380
Tyr

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp

Lys

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn

Ile

Thr

Gly
15
Gly

Trp

Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly

175
Leu

Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala

Thr

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val

Pro
400



Pro Met Leu

Val Asp Lys
Glu
435

Gly

Met His
Pro
450
Arg

Ser

Gln
465
Gly

Ser

Arg Leu

Glu Glu Ile

Thr Ile Tyr
515
Ser Ser
530

Val

Ser

Asn
545
Leu

Tyr

Glu Lys

Leu Lys Arg
His
595
Phe

Tyr Ser

Phe Tyr
610

<210> 32
<211> 629
<212> PRT

Asp
Ser
420
Ala
Pro
Ser
Glu
Lys
500
Glu
Thr
His
Glu
Tyr
580

Ile

Ser
405
Arg
Leu
Ala
Asn
Tyr
485
Gln
Met
Gly
Gln
Asp
565
Tyr
Ala

Asn

Asp
Trp
His
Pro
Phe
470
Cys
Leu
Leu
Trp
Ile
550
Phe
Gly
Trp

Arg

Gly Ser Phe

Gln Gln Gly
425
Asn His Tyr
440
Ala Met Ser
455
Gln Ser Gln

Leu Lys Asp

Gln Gln Phe
505
Gln Asn Ile
520
Asn Glu Thr
535
Asn His Leu

Thr Arg Gly

Arg Ile Leu
585
Thr Ile Val
600
Leu Thr Gly
615

<213> Artificial Sequence

<220>

Phe
410
Asn
Thr
Tyr
Lys
Arg
490
Gln
Phe
Ile
Lys
Lys
570
His
Arg

Tyr

<223> antiCD4@_hIgG2_dK_HC--HL--IFNI2

<400> 32
Gln Vval
1

Ser

Gln

Val Lys
His
35
Ile

Tyr Met

Gly Trp
50
Gln Gly
65

Met

Arg

Glu Leu

Leu
Val
20

Trp
Asn

Val

Asn

Val Gln Ser Gly Ala

5
Ser

Val
Pro
Thr

Arg

Cys
Arg
Asp
Met

70
Leu

Lys Ala Ser
25
Gln Ala Pro
40
Ser Gly Gly
55
Thr Arg Asp

Arg Ser Asp

Glu
10

Gly
Gly
Thr
Thr

Asp

Leu
Val
Gln
Asn
Leu
475
Met
Lys
Ala
Val
Thr
555
Leu
Tyr
Val

Leu

Val
Tyr
Gln
Asn
Ser

75
Thr

Tyr
Phe
Lys
Leu
460
Leu
Asn
Glu
Ile
Glu
540
Val
Met
Leu

Glu

Arg
620

Lys
Thr
Gly
Tyr
60

Ile

Ala

Ser
Ser
Ser
445
Leu
Trp
Phe
Asp
Phe
525
Asn
Leu
Ser
Lys
Ile

605
Asn

Lys
Phe
Leu
45

Ala

Ser

Val

Lys
Cys
430
Leu
Gly
Gln
Asp
Ala
510
Arg
Leu
Glu
Ser
Ala

590
Leu

Pro
Thr
30

Glu
Gln
Thr

Tyr

Leu
415
Ser
Ser
Phe
Leu
Ile
495
Ala
Gln
Leu
Glu
Leu

575
Lys

Gly
15

Gly
Trp
Lys
Ala

Tyr

Thr
Val
Leu
Leu
Asn
480
Pro
Leu
Asp
Ala
Lys
560
His
Glu

Asn

Ala
Tyr
Met
Phe
Tyr

80
Cys



Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Ser

465
Gln

Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Tyr

Lys

Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly

Asn

Leu

Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Ala

Leu

Leu

85
Pro

Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Glu

Leu

Trp

Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly
390
Asp
Trp
His
Ala
Gly

470
Gln

Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Ala
455
Phe

Leu

Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ala

Leu

Asn

Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Lys
Gln

Gly

90
Thr

Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Glu

Arg

Arg

Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn
395
Leu
Val
Gln
Ala
Ser

475
Leu

Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Ala
460

Ser

Glu

Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ala

Asn

Tyr

Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Lys
Phe

Cys

95
Ser

Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Ala

Gln

Leu

Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro
400
Thr
Val
Leu
Met
Cys

480
Lys



485
Asp Arg Met Asn Phe Asp
500
Phe Gln Lys Glu Asp Ala
515
Ile Phe Ala Ile Phe Arg
530
Thr Ile Val Glu Asn Leu
545 550
Leu Lys Thr Val Leu Glu
565
Gly Lys Leu Met Ser Ser
580
Leu His Tyr Leu Lys Ala
595
Val Arg Val Glu Ile Leu
610
Gly Tyr Leu Arg Asn
625

<210> 33
<211> 629
<212> PRT

Ile Pro Glu
505
Ala Leu Thr
520
Gln Asp Ser
535
Leu Ala Asn

Glu Lys Leu

Leu His Leu
585
Lys Glu Tyr
600
Arg Asn Phe
615

<213> Artificial Sequence

<220>

490
Glu

Ile
Ser
Val
Glu
570
Lys

Ser

Tyr

Ile
Tyr
Ser
Tyr
555
Lys
Arg
His

Phe

<223> antiCD4@_hIgG2_dK_HC--HL--IFNI2_c17sS

<400> 33

Gln Val Gln Leu Val Gln
1 5

Ser Val Lys Val Ser Cys

20
Tyr Met His Trp Val Arg
35
Gly Trp Ile Asn Pro Asp
50
Gln Gly Arg Val Thr Met
65 70
Met Glu Leu Asn Arg Leu
85
Ala Arg Asp Gln Pro Leu
100
Phe Asp Tyr Trp Gly Gln
115
Thr Lys Gly Pro Ser Val
130

Ser Glu Ser Thr Ala Ala
145 150

Ser Gly Ala

Lys Ala Ser
25
Gln Ala Pro
40
Ser Gly Gly
55
Thr Arg Asp

Arg Ser Asp

Gly Tyr Cys
105
Gly Thr Leu
120
Phe Pro Leu
135
Leu Gly Cys

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala

Leu

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr

Pro

Val
155

Lys
Glu
Thr
540
His
Glu
Tyr
Cys

Ile
620

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys

140
Lys

Gln
Met
525
Gly
Gln
Asp
Tyr
Ala

605
Asn

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125

Ser

Asp

Leu
510
Leu
Trp
Ile
Phe
Gly
590
Trp

Arg

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser

Arg

Tyr

495
Gln

Gln
Asn
Asn
Thr
575
Arg

Thr

Leu

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala

Ser

Phe

Gln
Asn
Glu
His
560
Arg
Ile

Ile

Thr

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser

Thr

Pro
160



Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Ser
465
Gln
Asp
Phe
Ile

Thr
545

Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Tyr
Lys
Arg
Gln
Phe

530
Ile

Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Asn
Leu
Met
Lys
515
Ala

Val

Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Ala
Leu
Leu
Asn
500
Glu
Ile

Glu

Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Glu
Leu
Trp
485
Phe
Asp
Phe

Asn

Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly
390
Asp
Trp
His
Ala
Gly
470
Gln
Asp
Ala
Arg

Leu
550

Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Ala
455
Phe
Leu
Ile
Ala
Gln

535
Leu

Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ala
Leu
Asn
Pro
Leu
520
Asp

Ala

Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Lys
Gln
Gly
Glu
505
Thr

Ser

Asn

Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Glu
Arg
Arg
490
Glu
Ile

Ser

Val

Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn
395
Leu
Val
Gln
Ala
Ser
475
Leu
Ile
Tyr

Ser

Tyr
555

Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Ala
460
Ser
Glu
Lys
Glu
Thr

540
His

Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ala
Asn
Tyr
Gln
Met
525
Gly

Gln

Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Lys
Phe
Cys
Leu
510
Leu

Trp

Ile

Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Ala
Gln
Leu
495
Gln
Gln

Asn

Asn

Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro
400
Thr
Val
Leu
Met
Ser
480
Lys
Gln
Asn

Glu

His
560



Leu
Gly
Leu
Val

Gly
625

Lys
Lys
His
Arg

610
Tyr

Thr
Leu
Tyr
595
Val

Leu

<210> 34
<211> 384
<212> PRT
<213> Artificial Sequence

<220>

<223> antiCD40_LC--

<400> 34

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe

Gly

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn

210
Phe

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg

Leu

Val
Met
580
Leu

Glu

Arg

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly

Gln

Leu Glu
565

Ser Ser
Lys Ala
Ile Leu

Asn

Thr Gln
5
Ile Thr

Gln Gln
Thr Leu
Thr Asp
70
Thr Tyr
85
Gly Thr
Ile Phe
Val Cys
Lys Val
150
Glu Gln
165
Leu Ser
Thr His
Glu Cys

Arg Ser

Glu
Leu
Lys

Arg
615

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Pro

215
Ser

Lys
His
Glu

600
Asn

RL--IFNI2

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Ala

Asn

Leu
Leu
585
Tyr

Phe

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu

Pro

Phe

Glu
570
Lys
Ser

Tyr

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser

Ala

Gln

Lys
Arg
His

Phe

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser

Met

Cys

Glu
Tyr
Cys

Ile
620

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Ser

220
Gln

Asp
Tyr
Ala

605
Asn

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Tyr

Lys

Phe
Gly
590
Trp

Arg

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr

Asn

Leu

Thr
575
Arg
Thr

Leu

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys

Leu

Leu

Arg
Ile
Ile

Thr

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser

Leu

Trp



225 230
Gln Leu Asn Gly Arg Leu Glu Tyr Cys
245
Asp Ile Pro Glu Glu Ile Lys Gln Leu
260 265
Ala Ala Leu Thr Ile Tyr Glu Met Leu
275 280
Arg Gln Asp Ser Ser Ser Thr Gly Trp
290 295
Leu Leu Ala Asn Val Tyr His Gln Ile
305 310
Glu Glu Lys Leu Glu Lys Glu Asp Phe
325
Ser Leu His Leu Lys Arg Tyr Tyr Gly
340 345
Ala Lys Glu Tyr Ser His Cys Ala Trp
355 360
Leu Arg Asn Phe Tyr Phe Ile Asn Arg
370 375

<210> 35

<211> 384

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@_LC--RL--IFNI2_C17S

<400> 35
Asp Ile Gln Met Thr Gln Ser Pro Ser
1 5
Asp Arg Val Thr Ile Thr Cys Arg Ala
20 25
Leu Ala Trp Tyr Gln Gln Lys Pro Gly
35 40
Tyr Thr Ala Ser Thr Leu Gln Ser Gly
50 55
Ser Gly Ser Gly Thr Asp Phe Thr Leu
65 70
Glu Asp Phe Ala Thr Tyr Tyr Cys Gln
85
Thr Phe Gly Gly Gly Thr Lys Val Glu
100 105
Pro Ser Val Phe Ile Phe Pro Pro Ser
115 120
Thr Ala Ser Val Val Cys Leu Leu Asn
130 135

Leu
250
Gln
Gln
Asn
Asn
Thr
330
Arg
Thr

Leu

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp

Asn

235
Lys

Gln
Asn
Glu
His
315
Arg
Ile

Ile

Thr

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu

Phe

Asp
Phe
Ile
Thr
300
Leu
Gly
Leu

Val

Gly
380

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg

Gln

Tyr
140

Arg
Gln
Phe
285
Ile
Lys
Lys
His
Arg

365
Tyr

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu

125
Pro

Met
Lys
270
Ala
Val
Thr
Leu
Tyr
350
Val

Leu

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys

Arg

Asn
255
Glu
Ile
Glu
Val
Met
335
Leu

Glu

Arg

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala

Ser

Glu

240
Phe

Asp
Phe
Asn
Leu
320
Ser
Lys
Ile

Asn

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala

Gly

Ala



Lys
145
Glu
Ser
Ala
Phe
Gly
225
Gln
Asp
Ala
Arg
Leu
305
Glu
Ser

Ala

Leu

<210> 36

Val
Ser
Thr
Cys
Asn
210
Phe
Leu
Ile
Ala
Gln
290
Leu
Glu
Leu
Lys

Arg
370

Gln
Val
Leu
Glu
195
Arg
Leu
Asn
Pro
Leu
275
Asp
Ala
Lys
His
Glu

355
Asn

<211> 393
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_LC--GST--IFNI2_C17S

<400> 36

Trp
Thr
Thr
180
Val
Gly
Gln
Gly
Glu
260
Thr
Ser
Asn
Leu
Leu
340
Tyr

Phe

Lys
Glu
165
Leu
Thr
Glu
Arg
Arg
245
Glu
Ile
Ser
Val
Glu
325
Lys

Ser

Tyr

Val
150
Gln
Ser
His
Cys
Ser
230
Leu
Ile
Tyr
Ser
Tyr
310
Lys
Arg
His

Phe

Asp Ile Gln Met Thr Gln

1

5

Asp Arg Val Thr Ile Thr

20

Leu Ala Trp Tyr Gln Gln

35

Tyr Thr Ala Ser Thr Leu

Asp
Asp
Lys
Gln
Pro
215
Ser
Glu
Lys
Glu
Thr
295
His
Glu
Tyr
Cys

Ile
375

Ser
Cys
Lys

Gln

Asn Ala
Ser Lys

Ala Asp
185

Gly Leu

200

Ala Pro

Asn Phe
Tyr Cys

Gln Leu
265

Met Leu

280

Gly Trp

Gln Ile
Asp Phe

Tyr Gly
345

Ala Trp

360

Asn Arg

Pro Ser

Arg Ala
25

Pro Gly

40

Ser Gly

Leu
Asp
170
Tyr
Ser
Ala
Gln
Leu
250
Gln
Gln
Asn
Asn
Thr
330
Arg
Thr

Leu

Ser
10
Ser

Lys

Val

Gln
155
Ser
Glu
Ser
Met
Ser
235
Lys
Gln
Asn
Glu
His
315
Arg
Ile
Ile

Thr

Val
Gln
Ala

Pro

Ser
Thr
Lys
Pro
Ser
220
Gln
Asp
Phe
Ile
Thr
300
Leu
Gly
Leu

Val

Gly
380

Ser
Gly
Pro

Ser

Gly
Tyr
His
Val
205
Tyr
Lys
Arg
Gln
Phe
285
Ile
Lys
Lys
His
Arg

365
Tyr

Ala
Ile
Asn

45
Arg

Asn
Ser
Lys
190
Thr
Asn
Leu
Met
Lys
270
Ala
Val
Thr
Leu
Tyr
350
Val

Leu

Ser
Tyr
30

Leu

Phe

Ser
Leu

175
Val

Leu
Leu
Asn
255
Glu
Ile
Glu
Val
Met
335
Leu

Glu

Arg

Val
15
Ser

Leu

Ser

Gln
160
Ser
Tyr
Ser
Leu
Trp
240
Phe
Asp
Phe
Asn
Leu
320
Ser
Lys
Ile

Asn

Gly
Trp
Ile

Gly



Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Thr
225
Asn
Tyr
Gln
Met
Gly
305
Gln
Asp
Tyr
Ala

Asn
385

<210> 37

50
Gly

Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Phe
Cys
Leu
Leu
290
Trp
Ile
Phe
Gly
Trp

370
Arg

Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Ser
Gln
Leu
Gln
275
Gln
Asn
Asn
Thr
Arg
355
Thr

Leu

<211> 404
<212> PRT
<213> Artificial Sequence

Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Met
Ser
Lys
260
Gln
Asn
Glu
His
Arg
340
Ile
Ile

Thr

Thr
Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ser
Gln
245
Asp
Phe
Ile
Thr
Leu
325
Gly
Leu

Val

Gly

Asp
70

Tyr
Thr
Phe
Cys
Val
150
Gln
Ser
His
Cys
Tyr
230
Lys
Arg
Gln
Phe
Ile
310
Lys
Lys
His
Arg

Tyr
390

55
Phe

Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Ser
215
Asn
Leu
Met
Lys
Ala
295
Val
Thr
Leu
Tyr
Val

375
Leu

Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Leu
Leu
Asn
Glu
280
Ile
Glu
Val
Met
Leu
360
Glu

Arg

Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Leu
Trp
Phe
265
Asp
Phe
Asn
Leu
Ser
345
Lys
Ile

Asn

Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Thr
Gly
Gln
250
Asp
Ala
Arg
Leu
Glu
330
Ser

Ala

Leu

Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Phe
235
Leu
Ile
Ala
Gln
Leu
315
Glu
Leu

Lys

Arg

60
Ser

Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
Leu
Asn
Pro
Leu
Asp
300
Ala
Lys
His
Glu

Asn
380

Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Ser
Gln
Gly
Glu
Thr
285
Ser
Asn
Leu
Leu
Tyr

365
Phe

Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Thr
Arg
Arg
Glu
270
Ile
Ser
Val
Glu
Lys
350

Ser

Tyr

Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Ser
Ser
Leu
255
Ile
Tyr
Ser
Tyr
Lys
335
Arg
His

Phe

Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Gly
Ser
240
Glu
Lys
Glu
Thr
His
320
Glu
Tyr
Cys

Ile



<220>
<223> antiCD4@_LC--HL2--IFNI2_C17S

<400> 37

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Lys
225
Tyr
Lys
Arg
Gln
Phe
305
Ile
Lys

Lys

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Ala
Asn
Leu
Met
Lys
290
Ala
Val
Thr

Leu

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Ala
Leu
Leu
Asn
275
Glu
Ile
Glu
Val

Met
355

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Glu
Leu
Trp
260
Phe
Asp
Phe
Asn
Leu

340
Ser

Thr
5
Ile
Gln
Thr
Thr
Thr
85
Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ala
Gly
245
Gln
Asp
Ala
Arg
Leu
325
Glu

Ser

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
Val
150
Gln

Ser

His

Ala
230
Phe
Leu
Ile
Ala
Gln
310
Leu

Glu

Leu

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Ala
215
Ala
Leu
Asn
Pro
Leu
295
Asp
Ala
Lys

His

Pro Ser Ser

Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Glu
Lys
Gln
Gly
Glu
280
Thr
Ser
Asn

Leu

Leu
360

Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Ala
Glu
Arg
Arg
265
Glu
Ile
Ser
Val
Glu

345
Lys

10
Ser

Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Ala
Ala
Ser
250
Leu
Ile
Tyr
Ser
Tyr
330
Lys

Arg

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ala
Ala
235
Ser
Glu
Lys
Glu
Thr
315
His
Glu

Tyr

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Lys
220
Ala
Asn
Tyr
Gln
Met
300
Gly
Gln
Asp

Tyr

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Glu
Lys
Phe
Cys
Leu
285
Leu
Trp
Ile
Phe

Gly
365

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Ala
Ala
Gln
Leu
270
Gln
Gln
Asn
Asn
Thr

350
Arg

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Ala
Met
Ser
255
Gln
Asn
Glu
His
335

Arg

Ile

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ala
Ser
240
Gln
Asp
Phe
Ile
Thr
320
Leu

Gly

Leu



His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr Ile Val

370

375

380

Arg Val Glu Ile Leu Arg Asn Phe Tyr Phe Ile Asn Arg Leu Thr Gly

385

Tyr Leu Arg Asn

<210> 38

<211> 626
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_hIgG2_dK_HC--(G4S)2--IFNI+2a

<400> 38

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala

Met

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly

Ile

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys

Pro

Ser

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys

Ser

Arg

390

Val Gln Ser

5
Ser

Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val

245
Thr

Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe

Pro

Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu

Leu

Glu

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe

Val

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro

Pro

Thr

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro

250
Cys

395

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys

Val

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro

Pro

Val

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys

Val

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro

Asp

Asp

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr

255
Val

400

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240

Leu

Ser



His
Val
Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Pro
465
Gln
Phe
Thr
Ser
Phe
545
Ile
Ile
Glu

Met

Lys
625

<210> 39

Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Gln
Met
Gly
Ile
Thr
530
Tyr
Gln
Leu
Lys
Arg

610
Glu

Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Thr
Arg
Phe
Pro
515
Lys
Thr
Gly
Ala
Lys

595
Ser

<211> 631

260
Pro

Ala
Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Gly
His
Lys
Pro
500
Val
Asp
Glu
Val
Val
580
Tyr

Phe

Glu
Lys
Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Gly
Ser
Ile
485
Gln
Leu
Ser
Leu
Gly
565
Arg

Ser

Ser

Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly
390
Asp
Trp
His
Gly
Leu
470
Ser
Glu
His
Ser
Tyr
550
Val
Lys

Pro

Leu

Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Gly
455
Gly
Leu
Glu
Glu
Ala
535
Gln
Thr
Tyr
Cys

Ser
615

Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ser
Ser
Phe
Phe
Met
520
Ala
Gln
Glu
Phe
Ala

600
Thr

265
Asn

Arg
Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Gly
Arg
Ser
Gly
505
Ile
Trp
Leu
Thr
Gln
585
Trp

Asn

Trp
Glu
Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Gly
Arg
Cys
490
Asn
Gln
Asp
Asn
Pro
570
Arg
Glu

Leu

Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn
395
Leu
Val
Gln
Gly
Thr
475
Leu
Gln
Gln
Glu
Asp
555
Leu
Ile
Val

Gln

Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Gly
460
Leu
Lys
Phe
Ile
Thr
540
Leu
Met
Thr
Val

Glu
620

Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ser
Met
Asp
Gln
Phe
525
Leu
Glu
Lys
Leu
Arg

605
Ser

270
Gly

Asn
Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Cys
Leu
Arg
Lys
510
Asn
Leu
Ala
Glu
Tyr
590
Ala

Leu

Val
Ser
Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Asp
Leu
His
495
Ala
Leu
Asp
Cys
Asp
575
Leu

Glu

Arg

Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro
400
Thr
Val
Leu
Leu
Ala
480
Asp
Glu
Phe
Lys
Val
560
Ser
Lys
Ile

Ser



<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40_hIgG2_dK_HC--(G4S)3--IFNI+2a

<400> 39

Gln Val Gln Leu

1
Ser

Tyr
Gly
Gln
65

Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe

305
Gly

Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Gly
Ile
Glu
His

290
Arg

Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn

Val

Glu

Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val

Tyr

Val Gln Ser

5
Ser

Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys

Ser

Lys
325

Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val

310
Cys

Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295

Leu

Lys

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro

Thr

Val

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val

Ser

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val

Asn
330

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His

315
Lys

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln

Gly

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp

Leu

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn

Trp

Pro

Gly
15
Gly

Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val
Ser

Leu

Ala
335

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn

320
Pro



Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Gly
465
Leu
Lys
Phe
Ile
Thr
545
Leu
Met
Thr
Val

Glu
625

<210> 40

Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Ser
Met
Asp
Gln
Phe
530
Leu
Glu
Lys
Leu
Arg

610
Ser

Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Cys
Leu
Arg
Lys
515
Asn
Leu
Ala
Glu
Tyr
595
Ala

Leu

<211> 636
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_hIgG2_dK_HC--(G4S)4--IFNI+2a

<400> 40

Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Gly
Asp
Leu
His
500
Ala
Leu
Asp
Cys
Asp
580
Leu

Glu

Arg

Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Gly
Leu
Ala
485
Asp
Glu
Phe
Lys
Val
565
Ser
Lys
Ile

Ser

Ser
Pro
Val
Gly
390
Asp
Trp
His
Gly
Pro
470
Gln
Phe
Thr
Ser
Phe
550
Ile
Ile
Glu

Met

Lys
630

Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Gly
455
Gln
Met
Gly
Ile
Thr
535
Tyr
Gln
Leu
Lys
Arg

615
Glu

Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ser
Thr
Arg
Phe
Pro
520
Lys
Thr
Gly
Ala
Lys

600
Ser

Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Gly
His
Lys
Pro
505
Val
Asp
Glu
Val
Val
585
Tyr

Phe

Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Gly
Ser
Ile
490
Gln
Leu
Ser
Leu
Gly
570
Arg

Ser

Ser

Gln
Met
Pro
Asn
395
Leu
Val
Gln
Gly
Leu
475
Ser
Glu
His
Ser
Tyr
555
Val
Lys

Pro

Leu

Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Gly
460
Gly
Leu
Glu
Glu
Ala
540
Gln
Thr
Tyr
Cys

Ser
620

Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ser
Ser
Phe
Phe
Met
525
Ala
Gln
Glu
Phe
Ala

605
Thr

Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Gly
Arg
Ser
Gly
510
Ile
Trp
Leu
Thr
Gln
590
Trp

Asn

Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Gly
Arg
Cys
495
Asn
Gln
Asp
Asn
Pro
575
Arg
Glu

Leu

Gln
Val
Val
Pro
400
Thr
Val
Leu
Gly
Thr
480
Leu
Gln
Gln
Glu
Asp
560
Leu
Ile
Val

Gln

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala



Ser
Tyr
Gly
Gln
65

Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val
Ser
Glu

385
Pro

Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp

Met

Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu

Leu

Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu
Cys

Ser

Asp

Ser
Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro
Leu

Asn

Ser

Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly

390
Asp

Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln

Gly

Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly

Pro

Ser

Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe
Glu

Phe

10
Gly

Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr

Asn

Phe

Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn

395
Leu

Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr

Tyr

Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys

Ser

Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn
Ile
Thr

Lys

15
Gly

Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala

Thr

Leu

Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro

400
Thr



Val
Met
Ser
Gly
465
Gly
Leu
Glu
Glu
Ala
545
Gln
Thr
Tyr
Cys

Ser
625

<210> 41

Asp
His
Pro
450
Ser
Ser
Phe
Phe
Met
530
Ala
Gln
Glu
Phe
Ala

610
Thr

Lys
Glu
435
Gly
Gly
Arg
Ser
Gly
515
Ile
Trp
Leu
Thr
Gln
595
Trp

Asn

<211> 389
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_LC--G4S2--IFNI+2a

<400> 41

Ser
420
Ala
Gly
Gly
Arg
Cys
500
Asn
Gln
Asp
Asn
Pro
580
Arg
Glu

Leu

405
Arg

Leu
Gly
Gly
Thr
485
Leu
Gln
Gln
Glu
Asp
565
Leu
Ile

Val

Gln

Trp
His
Gly
Gly
470
Leu
Lys
Phe
Ile
Thr
550
Leu
Met
Thr

Val

Glu
630

Asp Ile Gln Met Thr Gln

1

5

Asp Arg Val Thr Ile Thr

20

Leu Ala Trp Tyr Gln Gln

35

Tyr Thr Ala Ser Thr Leu

50

Ser Gly Ser Gly Thr Asp

65

70

Gln
Asn
Gly
455
Ser
Met
Asp
Gln
Phe
535
Leu
Glu
Lys
Leu
Arg

615
Ser

Ser

Lys

Gln
55
Phe

Gln Gly
425

His Tyr

440

Ser Gly

Cys Asp
Leu Leu

Arg His
505

Lys Ala

520

Asn Leu

Leu Asp
Ala Cys

Glu Asp
585

Tyr Leu

600

Ala Glu

Leu Arg

Pro Ser

Arg Ala
25

Pro Gly

40

Ser Gly

Thr Leu

410
Asn

Thr
Gly
Leu
Ala
490
Asp
Glu
Phe
Lys
Val
570
Ser
Lys

Ile

Ser

Ser
10

Ser
Lys
Val

Thr

Val
Gln
Gly
Pro
475
Gln
Phe
Thr
Ser
Phe
555
Ile
Ile
Glu

Met

Lys
635

Val
Gln
Ala
Pro

Ile
75

Phe
Lys
Gly
460
Gln
Met
Gly
Ile
Thr
540
Tyr
Gln
Leu
Lys
Arg

620
Glu

Ser
Gly
Pro
Ser

60
Ser

Ser
Ser
445
Ser
Thr
Arg
Phe
Pro
525
Lys
Thr
Gly
Ala
Lys

605
Ser

Ala
Ile
Asn
45

Arg

Ser

Cys
430
Leu
Gly
His
Lys
Pro
510
Val
Asp
Glu
Val
Val
590
Tyr

Phe

Ser
Tyr
30

Leu

Phe

Leu

415
Ser

Ser
Gly
Ser
Ile
495
Gln
Leu
Ser
Leu
Gly
575
Arg

Ser

Ser

Val
15

Ser
Leu

Ser

Gln

Val
Leu
Gly
Leu
480
Ser
Glu
His
Ser
Tyr
560
Val
Lys

Pro

Leu

Gly
Trp
Ile
Gly

Pro
80



Glu Asp Phe Ala Thr Tyr Tyr Cys
85
Thr Phe Gly Gly Gly Thr Lys Val
100
Pro Ser Val Phe Ile Phe Pro Pro
115 120
Thr Ala Ser Val Val Cys Leu Leu
130 135
Lys Val Gln Trp Lys Val Asp Asn
145 150
Glu Ser Val Thr Glu Gln Asp Ser
165
Ser Thr Leu Thr Leu Ser Lys Ala
180
Ala Cys Glu Val Thr His Gln Gly
195 200
Phe Asn Arg Gly Glu Cys Gly Gly
210 215
Cys Asp Leu Pro Gln Thr His Ser
225 230
Leu Leu Ala Gln Met Arg Lys Ile
245
Arg His Asp Phe Gly Phe Pro Gln
260
Lys Ala Glu Thr Ile Pro Val Leu
275 280
Asn Leu Phe Ser Thr Lys Asp Ser
290 295
Leu Asp Lys Phe Tyr Thr Glu Leu
305 310
Ala Cys Val Ile Gln Gly Val Gly
325
Glu Asp Ser Ile Leu Ala Val Arg
340
Tyr Leu Lys Glu Lys Lys Tyr Ser
355 360
Ala Glu Ile Met Arg Ser Phe Ser
370 375
Leu Arg Ser Lys Glu
385

<210> 42

<211> 394

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@_LC--G4S3--IFNIt2a

Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Leu
Ser
Glu
265
His
Ser
Tyr
Val
Lys
345

Pro

Leu

Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Gly
Leu
250
Glu
Glu
Ala
Gln
Thr
330
Tyr
Cys

Ser

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Ser
235
Phe
Phe
Met
Ala
Gln
315
Glu
Phe
Ala

Thr

Asn
Arg
Gln
Tyr
140

Ser

Thr

Pro
Gly
220
Ser
Gly
Ile
Trp
300
Leu
Thr
Gln
Trp

Asn
380

Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Arg
Cys
Asn
Gln
285
Asp
Asn
Pro
Arg
Glu

365
Leu

Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Thr
Leu
Gln
270
Gln
Glu
Asp
Leu
Ile
350
Val

Gln

Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Gly
Leu
Lys
255
Phe
Ile
Thr
Leu
Met
335
Thr
Val

Glu

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Met
240
Asp
Gln
Phe
Leu
Glu
320
Lys
Leu

Arg

Ser



<400> 42

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Gly
225
Arg
Ser
Gly
Ile
Trp
305
Leu
Thr
Gln
Trp

Asn

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Arg
Cys
Asn
Gln
290
Asp
Asn
Pro
Arg
Glu

370
Leu

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Gly
Thr
Leu
Gln
275
Gln
Glu
Asp
Leu
Ile
355
Val

Gln

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Gly
Leu
Lys
260
Phe
Ile
Thr
Leu
Met
340
Thr
Val

Glu

Thr
Ile
Gln
Thr
Thr
Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ser
Met
245
Asp
Gln
Phe
Leu
Glu
325
Lys
Leu

Arg

Ser

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
Val
150
Gln
Ser
His
Cys
Cys
230
Leu
Arg
Lys
Asn
Leu
310
Ala
Glu
Tyr

Ala

Leu

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Gly
215
Asp
Leu
His
Ala
Leu
295
Asp
Cys
Asp
Leu
Glu

375
Arg

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Leu
Ala
Asp
Glu
280
Phe
Lys
Val
Ser
Lys
360
Ile

Ser

Ser
Ala

25
Gly

Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Pro
Gln
Phe
265
Thr
Ser
Phe
Ile
Ile
345
Glu

Met

Lys

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Gln
Met
250
Gly
Ile
Thr
Tyr
Gln
330
Leu
Lys
Arg

Glu

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Thr
235
Arg
Phe
Pro
Lys
Thr
315
Gly
Ala

Lys

Ser

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
His
Lys
Pro
Val
Asp
300
Glu
Val
Val

Tyr

Phe
380

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Ser
Ile
Gln
Leu
285
Ser
Leu
Gly
Arg
Ser

365
Ser

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Leu
Ser
Glu
270
His
Ser
Tyr
Val
Lys
350

Pro

Leu

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Gly
Gly
Leu
255
Glu
Glu
Ala
Gln
Thr
335
Tyr
Cys

Ser

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Ser
240
Phe
Phe
Met
Ala
Gln
320
Glu
Phe

Ala

Thr



385

<210> 43

<211> 399
<212> PRT
<213> Artificial Sequence

<220>

<223> antiCD4@_LC--G4S4--IFNI+2a

<400> 43

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Gly
225
His
Lys

Pro

Val

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Ser
Ile
Gln

Leu
290

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Gly
Leu
Ser
Glu

275
His

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Gly
Gly
Leu
260
Glu

Glu

390

Thr Gln
5
Ile Thr

Gln Gln
Thr Leu

Thr Asp
70

Thr Tyr

85

Gly Thr

Ile Phe
Val Cys
Lys Val
150
Glu Gln
165
Leu Ser
Thr His
Glu Cys
Ser Gly
230
Ser Arg
245
Phe Ser
Phe Gly

Met Ile

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Gly
215
Gly
Arg
Cys

Asn

Gln
295

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Gly
Thr
Leu
Gln

280
Gln

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Gly
Leu
Lys
265
Phe

Ile

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Ser
Met
250
Asp
Gln

Phe

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Cys
235
Leu
Arg
Lys

Asn

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
Asp
Leu
His
Ala

Leu
300

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Leu
Ala
Asp
Glu

285
Phe

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Pro
Gln
Phe
270
Thr

Ser

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu

175
Val

Gly
Gln
Met
255
Gly
Ile

Thr

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Thr
240
Arg
Phe

Pro

Lys



Asp
305
Glu
Val
Val
Tyr

Phe
385

Ser
Leu
Gly
Arg
Ser

370
Ser

Ser
Tyr
Val
Lys
355

Pro

Leu

<210> 44
<211> 395
<212> PRT
<213> Artificial Sequence

<220>
<223> IFNI2--G4S3--antiCD40_LC

<400> 44

Met
1
Cys
Lys
Gln
Asn
65
Glu
His
Arg
Ile
Ile
145
Thr
Gly

Ser

Gly

Ser
Gln
Asp
Phe
50

Ile
Thr
Leu
Gly
Leu
130
Val
Gly
Gly

Ala

Ile

Tyr
Lys
Arg
35

Gln
Phe
Ile
Lys
Lys
115
His
Arg
Tyr
Gly
Ser

195
Tyr

Ala
Gln
Thr
340
Tyr
Cys

Ser

Asn
Leu
20

Met
Lys
Ala
Val
Thr
100
Leu
Tyr
Val
Leu
Gly
180
Val

Ser

Ala
Gln
325
Glu
Phe
Ala

Thr

Leu
5
Leu
Asn
Glu
Ile
Glu
85
Val
Met
Leu
Glu
Arg
165
Ser

Gly

Trp

Trp
310
Leu
Thr
Gln
Trp

Asn
390

Leu
Trp
Phe
Asp
Phe
70

Asn
Leu
Ser
Lys
Ile
150
Asn
Asp

Asp

Leu

Asp
Asn
Pro
Arg
Glu

375
Leu

Gly
Gln
Asp
Ala
55

Arg
Leu
Glu
Ser
Ala
135
Leu
Gly
Ile

Arg

Ala

Glu
Asp
Leu
Ile
360
Val

Gln

Phe
Leu
Ile
40

Ala
Gln
Leu
Glu
Leu
120
Lys
Arg
Gly
Gln
Val

200
Trp

Thr
Leu
Met
345
Thr
Val

Glu

Leu
Asn
25

Pro
Leu
Asp
Ala
Lys
105
His
Glu
Asn
Gly
Met
185
Thr

Tyr

Leu
Glu
330
Lys
Leu

Arg

Ser

Gln
10

Gly
Glu
Thr
Ser
Asn
90

Leu
Leu
Tyr
Phe
Gly
170
Thr
Ile

Gln

Leu
315
Ala
Glu
Tyr
Ala

Leu
395

Arg
Arg
Glu
Ile
Ser
75

Val
Glu
Lys
Ser
Tyr
155
Ser
Gln

Thr

Gln

Cys
Asp
Leu
Glu

380
Arg

Ser
Leu
Ile
Tyr
60

Ser
Tyr
Lys
Arg
His

140
Phe

Ser
Cys

Lys

Lys
Val
Ser
Lys
365
Ile

Ser

Ser
Glu
Lys
45

Glu
Thr
His
Glu
Tyr
125
Cys
Ile
Gly
Pro
Arg

205
Pro

Phe
Ile
Ile
350
Glu
Met

Lys

Asn
Tyr
30

Gln
Met
Gly
Gln
Asp
110
Tyr
Ala
Asn
Gly
Ser
190
Ala

Gly

Tyr
Gln

335
Leu

Arg

Glu

Phe
15

Cys
Leu
Leu
Trp
Ile
95

Phe
Gly
Trp
Arg
Gly
175
Ser

Ser

Lys

Thr
320
Gly
Ala
Lys

Ser

Gln
Leu
Gln
Gln
Asn
80

Asn
Thr
Arg
Thr
Leu
160
Ser
Val

Gln

Ala



210 215
Pro Asn Leu Leu Ile Tyr Thr Ala
225 230
Ser Arg Phe Ser Gly Ser Gly Ser
245
Ser Ser Leu Gln Pro Glu Asp Phe
260
Asn Ile Phe Pro Leu Thr Phe Gly
275 280
Arg Thr Val Ala Ala Pro Ser Val
290 295
Gln Leu Lys Ser Gly Thr Ala Ser
305 310
Tyr Pro Arg Glu Ala Lys Val Gln
325
Ser Gly Asn Ser Gln Glu Ser Val
340
Thr Tyr Ser Leu Ser Ser Thr Leu
355 360
Lys His Lys Val Tyr Ala Cys Glu
370 375
Pro Val Thr Lys Ser Phe Asn Arg
385 390

<210> 45

<211> 400

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@_LC--G4S4--IFNIz2

<400> 45
Asp Ile Gln Met Thr Gln Ser Pro
1 5
Asp Arg Val Thr Ile Thr Cys Arg
20
Leu Ala Trp Tyr Gln Gln Lys Pro
35 40
Tyr Thr Ala Ser Thr Leu Gln Ser
50 55
Ser Gly Ser Gly Thr Asp Phe Thr
65 70
Glu Asp Phe Ala Thr Tyr Tyr Cys
85
Thr Phe Gly Gly Gly Thr Lys Val
100
Pro Ser Val Phe Ile Phe Pro Pro
115 120

Ser
Gly
Ala
265
Gly
Phe
Val
Trp
Thr
345
Thr
Val

Gly

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu

105
Ser

Thr
Thr
250
Thr
Gly
Ile
Val
Lys
330
Glu
Leu

Thr

Glu

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile

Asp

Leu
235
Asp
Tyr
Thr
Phe
Cys
315
Val
Gln
Ser
His

Cys
395

Val
Gln
Ala
Pro
Ile
75

Ala
Lys

Glu

220
Gln

Phe
Tyr
Lys
Pro
300
Leu
Asp
Asp
Lys

Gln
380

Ser
Gly
Pro
Ser
60

Ser
Asn

Arg

Gln

Ser
Thr
Cys
Val
285
Pro
Leu
Asn
Ser
Ala

365
Gly

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr

Leu
125

Gly
Leu
Gln
270
Glu
Ser
Asn
Ala
Lys
350
Asp

Leu

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val

110
Lys

Val
Thr
255
Gln
Ile
Asp
Asn
Leu
335
Asp
Tyr

Ser

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala

Ser

Pro
240
Ile
Ala
Lys
Glu
Phe
320
Gln
Ser

Glu

Ser

Gly
Trp
Ile
Gly
Pro
80

Leu

Ala

Gly



Thr
Lys
145
Glu
Ser
Ala
Phe
Gly
225
Gly
Gln
Asp
Ala
Arg
305
Leu
Glu
Ser

Ala

Leu
385

<210> 46

Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Phe
Leu
Ile
Ala
290
Gln
Leu
Glu
Leu
Lys

370
Arg

Ser
Gln
Val
Leu
Glu
195
Arg
Gly
Leu
Asn
Pro
275
Leu
Asp
Ala
Lys
His
355
Glu

Asn

<211> 636
<212> PRT
<213> Artificial Sequence

<220>
<223> IFNI?--(G4S)3--antiCD4@ HC_IgGl_NNAS_dK

<400> 46

Val
Trp
Thr
Thr
180
Val
Gly
Gly
Gln
Gly
260
Glu
Thr
Ser
Asn
Leu

340
Leu

Phe

Val
Lys
Glu
165
Leu
Thr
Glu
Ser
Arg
245
Arg
Glu
Ile
Ser
Val
325
Glu
Lys

Ser

Tyr

Cys
Val
150
Gln
Ser
His
Cys
Gly
230
Ser
Leu
Ile
Tyr
Ser
310
Lys
Arg
His

Phe
390

Leu
135
Asp
Asp
Lys
Gln
Gly
215
Gly
Ser
Glu
Lys
Glu
295
Thr
His
Glu
Tyr
Cys

375
Ile

Leu
Asn
Ser
Ala
Gly
200
Gly
Gly
Asn
Tyr
Gln
280
Met
Gly
Gln
Asp
Tyr
360
Ala

Asn

Asn
Ala
Lys
Asp
185
Leu
Gly
Gly
Phe
Cys
265
Leu
Leu
Trp
Ile
Phe
345
Gly
Trp

Arg

Asn
Leu
Asp
170
Tyr
Ser
Gly
Ser
Gln
250
Leu
Gln
Gln
Asn
Asn
330
Thr
Arg
Thr

Leu

Phe
Gln
155
Ser
Glu
Ser
Ser
Met
235
Cys
Lys
Gln
Asn
Glu
315
His
Arg
Ile
Ile

Thr
395

Tyr
140
Ser

Thr

Pro

Gly
220
Ser

Gln
Asp
Phe
Ile
300
Thr
Leu
Gly
Leu
Val

380
Gly

Pro
Gly
Tyr
His
Val
205
Gly
Tyr
Lys
Arg
Gln
285
Phe
Ile
Lys
Lys
His
365
Arg

Tyr

Arg
Asn
Ser
Lys
190
Thr
Gly
Asn
Leu
Met
270
Lys
Ala
Val
Thr
Leu
350
Tyr
Val

Leu

Glu
Ser
Leu
175
Val
Lys
Gly
Leu
Leu
255
Asn
Glu
Ile
Glu
Val
335
Met
Leu

Glu

Arg

Ala
Gln
160
Ser
Tyr
Ser
Ser
Leu
240
Trp
Phe
Asp
Phe
Asn
320
Leu
Ser
Lys
Ile

Asn
400

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gln Arg Ser Ser Asn Phe Gln

1

5

10

15

Cys Gln Lys Leu Leu Trp Gln Leu Asn Gly Arg Leu Glu Tyr Cys Leu



Lys
Gln
Asn
65

Glu
His
Arg
Ile
Ile
145
Thr
Gly
Lys
Thr
Gly
225
Tyr
Ile
Ala
Gly
Val
305
Ser
Lys
Leu
Leu
Thr
385
Val

Pro

Asp
Phe
50

Ile
Thr
Leu
Gly
Leu
130
Val
Gly
Gly
Lys
Phe
210
Leu
Ala
Ser
Val
Val
290
Ser
Ser
Asp
Thr
Tyr
370
Gln
Asp

Pro

Arg
35

Gln
Phe
Ile
Lys
Lys
115
His
Arg
Tyr
Gly
Pro
195
Thr
Glu
Gln
Thr
Tyr
275
Cys
Ser
Lys
Tyr
Ser
355
Ser
Thr
Lys

Cys

20
Met

Lys
Ala
Val
Thr
100
Leu
Tyr
Val
Leu
Gly
180
Gly
Gly
Trp
Lys
Ala
260
Tyr
Ser
Ala
Ser
Phe
340
Gly
Leu
Tyr

Lys

Pro

Asn
Glu
Ile
Glu
85

Val
Met
Leu
Glu
Arg
165
Ser
Ala
Tyr
Met
Phe
245
Tyr
Cys
Tyr
Ser
Thr
325
Pro
Val
Ser
Ile
Val

405
Ala

Phe
Asp
Phe
70

Asn
Leu
Ser
Lys
Ile
150
Asn
Gln
Ser
Tyr
Gly
230
Gln
Met
Ala
Phe
Thr
310
Ser
Glu
His
Ser
Cys
390
Glu

Pro

Asp
Ala
55

Arg
Leu
Glu
Ser
Ala
135
Leu
Gly
Val
Val
Met
215
Trp
Gly
Glu
Arg
Asp
295
Lys
Gly
Pro
Thr
Val
375
Asn

Pro

Glu

Ile
40

Ala
Gln
Leu
Glu
Leu
120
Lys
Arg
Gly
Gln
Lys
200
His
Ile
Arg
Leu
Asp
280
Tyr
Gly
Gly
Val
Phe
360
Val
Val
Lys

Leu

25
Pro

Leu
Asp
Ala
Lys
105
His
Glu
Asn
Gly
Leu
185
Val
Trp
Asn
Val
Asn
265
Gln
Trp
Pro
Thr
Thr
345
Pro
Thr
Asn

Ser

Leu

Glu
Thr
Ser
Asn
90

Leu
Leu
Tyr
Phe
Gly
170
Val
Ser
Val
Pro
Thr
250
Arg
Pro
Gly
Ser
Ala
330
Val
Ala
Val
His
Cys

410
Gly

Glu
Ile
Ser
75

Val
Glu
Lys
Ser
Tyr
155
Ser
Gln
Cys
Arg
Asp
235
Met
Leu
Leu
Gln
Val
315
Ala
Ser
Val
Pro
Lys
395
Asp

Gly

Ile
Tyr
60

Ser
Tyr
Lys
Arg
His
140
Phe
Gly
Ser
Lys
Gln
220
Ser
Thr
Arg
Gly
Gly
300
Phe
Leu
Trp
Leu
Ser
380
Pro

Lys

Pro

Lys
45

Glu
Thr
His
Glu
Tyr
125
Cys
Ile
Gly
Gly
Ala
205
Ala
Gly
Arg
Ser
Tyr
285
Thr
Pro
Gly
Asn
Gln
365
Ser
Ser

Thr

Ser

30
Gln

Met
Gly
Gln
Asp
110
Tyr
Ala
Asn
Gly
Ala
190
Ser
Pro
Gly
Asp
Asp
270
Cys
Leu
Leu
Cys
Ser
350
Ser
Ser
Asn
His

Val

Leu
Leu
Trp
Ile
95

Phe
Gly
Trp
Arg
Gly
175
Glu
Gly
Gly
Thr
Thr
255
Asp
Thr
Val
Ala
Leu
335
Gly
Ser
Leu
Thr
Thr

415
Phe

Gln
Gln
Asn
80

Asn
Thr
Arg
Thr
Leu
160
Ser
Val
Tyr
Gln
Asn
240
Ser
Thr
Asn
Thr
Pro
320
Val
Ala
Gly
Gly
Lys
400
Cys

Leu



Phe
Val
Phe
465
Pro
Thr
Val
Ala
Arg
545
Gly
Pro
Ser

Gln

His
625

<210> 47

Pro
Thr
450
Asn
Arg
Val
Ser
Lys
530
Asp
Phe
Glu
Phe
Gly

610
Tyr

Pro
435
Cys
Trp
Glu
Leu
Asn
515
Gly
Glu
Tyr
Asn
Phe
595

Asn

Thr

<211> 641
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_HC_IgGl_NNAS_dK- - (G4S)4--IFNI2

<400> 47

Gln
1
Ser

Tyr
Gly
Gln

65
Met

Val
Val
Met
Trp
50

Gly

Glu

Gln
Lys
His
35

Ile
Arg

Leu

420
Lys

Val
Tyr
Glu
His
500
Lys
Gln
Leu
Pro
Asn
580
Leu

Val

Gln

Leu
Val
20

Trp
Asn

Val

Asn

Pro
Val
Val
Gln
485
Gln
Ala
Pro
Thr
Ser
565
Tyr
Tyr

Phe

Lys

Val
5

Ser
Val
Pro

Thr

Arg
85

Lys
Val
Asp
470
Tyr
Asp
Leu
Arg
Lys
550
Asp
Lys
Ser

Ser

Ser
630

Gln
Cys
Arg
Asp
Met

70
Leu

Asp
Asp
455
Gly
Asn
Trp
Pro
Glu
535
Asn
Ile
Thr
Lys
Cys

615
Leu

Ser
Lys
Gln
Ser

55
Thr

425
Thr Leu
440
Val Ser

Val Glu
Asn Ala

Leu Asn
505

Ala Pro

520

Pro Gln

Gln Val

Ala Val

Thr Pro
585

Leu Thr

600

Ser Val

Ser Leu

Gly Ala

Ala Ser
25

Ala Pro

40

Gly Gly

Arg Asp

Ser Asp

Met Ile
His Glu

Val His
475

Ser Arg

490

Gly Lys

Ile Glu
Val Tyr
Ser Leu
555
Glu Trp
570
Pro Val
Val Asp
Met His

Ser Pro
635

Glu val
10
Gly Tyr

Gly Gln
Thr Asn
Thr Ser

75

Asp Thr
90

Ser
Asp
460
Asn
Val
Glu
Lys
Thr
540
Thr
Glu
Leu
Lys
Glu

620
Gly

Lys
Thr
Gly
Tyr
60

Ile

Ala

Arg
445
Pro
Ala
Val
Tyr
Thr
525
Leu
Cys
Ser
Asp
Ser

605
Ala

Lys
Phe
Leu
45

Ala

Ser

Val

430
Thr

Glu
Lys
Ser
Lys
510
Ile
Pro
Leu
Asn
Ser
590
Arg

Leu

Pro
Thr
30

Glu
Gln
Thr

Tyr

Pro
Val
Thr
Val
495
Cys
Ser
Pro
Val
Gly
575
Asp
Trp

His

Gly
15
Gly

Lys
Ala

Tyr
95

Glu
Lys
Lys
480
Leu
Lys
Lys
Ser
Lys
560
Gln
Gly
Gln

Asn

Ala
Tyr
Met
Phe
Tyr

80
Cys



Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Pro
Lys
Val
Asp
Tyr
305
Asp
Leu
Arg
Lys
Asp
385
Lys
Ser
Ser
Ser
Ser

465
Leu

Arg
Asp
Lys
130
Gly
Pro
Thr
Val
Asn
210
Pro
Glu
Asp
Asp
Gly
290
Asn
Trp
Pro
Glu
Asn
370
Ile
Thr
Lys
Cys
Leu
450
Gly

Gly

Asp
Tyr
115
Gly
Gly
Val
Phe
Val
195
Val
Lys
Leu
Thr
Val
275
Val
Asn
Leu
Ala
Pro
355
Gln
Ala
Thr
Leu
Ser
435
Ser

Gly

Phe

Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asn
Ser
Leu
Leu
260
Ser
Glu
Ala
Asn
Pro
340
Gln
Val
Val
Pro
Thr
420
Val
Leu

Gly

Leu

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Gly
245
Met
His
Val
Ser
Gly
325
Ile
Val
Ser
Glu
Pro
405
Val
Met
Ser

Gly

Gln
485

Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Asp
230
Gly
Ile
Glu
His
Arg
310
Lys
Glu
Tyr
Leu
Trp
390
Val
Asp
His
Pro
Ser

470
Arg

Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Lys
Pro
Ser
Asp
Asn
295
Val
Glu
Lys
Thr
Thr
375
Glu
Leu
Lys
Glu
Gly
455
Gly

Ser

Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Thr
Ser
Arg
Pro
280
Ala
Val
Tyr
Thr
Leu
360
Cys
Ser
Asp
Ser
Ala
440
Gly
Gly

Ser

Cys
105
Leu

Leu

Ser
Ser
185
Ser
Asn
His
Val
Thr

265
Glu

Ser
Lys
Ile
345
Pro
Leu
Asn
Ser
Arg
425
Leu
Gly
Gly

Asn

Thr
Val
Ala
Leu
Gly
170
Ser
Leu
Thr
Thr
Phe
250
Pro
Val
Thr
Val
Cys
330
Ser
Pro
Val
Gly
Asp
410
Trp
His
Gly
Gly

Phe
490

Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Leu
Glu
Lys
Lys
Leu
315
Lys
Lys
Ser
Lys
Gln
395
Gly
Gln
Asn
Gly
Ser

475
Gln

Gly
Val
Ser
140
Leu
Leu
Thr
Val
220
Pro
Phe
Val
Phe
Pro
300
Thr
Val
Ala
Arg
Gly
380
Pro
Ser
Gln
His
Ser

460
Met

Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Pro
Pro
Thr
Asn
285
Arg
Val
Ser
Lys
Asp
365
Phe
Glu
Phe
Gly
Tyr
445
Gly

Ser

Gln

Cys
110
Ser
Lys
Tyr
Ser
Ser
190
Thr
Lys
Cys
Pro
Cys
270
Trp
Glu
Leu
Asn
Gly
350
Glu
Tyr
Asn
Phe
Asn
430
Thr
Gly
Tyr

Lys

Ser
Ala
Ser
Phe
Gly

175
Leu

Lys
Pro
Lys
255
Val
Tyr
Glu
His
Lys
335
Gln
Leu
Pro
Asn
Leu
415
Val
Gln
Gly

Asn

Leu
495

Tyr
Ser
Thr
Pro
160
Val
Ser
Ile
Val
Ala
240
Pro
Val
Val
Gln
Gln
320
Ala
Pro
Thr
Ser
Tyr
400
Tyr
Phe
Lys
Gly
Leu

480
Leu



Trp Gln Leu Asn Gly Arg Leu Glu Tyr
500 505
Phe Asp Ile Pro Glu Glu Ile Lys Gln
515 520
Asp Ala Ala Leu Thr Ile Tyr Glu Met
530 535
Phe Arg Gln Asp Ser Ser Ser Thr Gly
545 550
Asn Leu Leu Ala Asn Val Tyr His Gln
565
Leu Glu Glu Lys Leu Glu Lys Glu Asp
580 585
Ser Ser Leu His Leu Lys Arg Tyr Tyr
595 600
Lys Ala Lys Glu Tyr Ser His Cys Ala
610 615
Ile Leu Arg Asn Phe Tyr Phe Ile Asn
625 630
Asn

<210> 48

<211> 456

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody hIgGl heavy

<400> 48

Gln Val Gln Leu Val Gln Ser Gly Ala

1 5

Ser Val Lys Val Ser Cys Lys Ala Ser
20 25

Tyr Met His Trp Val Arg Gln Ala Pro

35 40
Gly Trp Ile Asn Pro Asp Ser Gly Gly
50 55

Gln Gly Arg Val Thr Met Thr Arg Asp

65 70

Met Glu Leu Asn Arg Leu Arg Ser Asp

85

Ala Arg Asp Gln Pro Leu Gly Tyr Cys
100 105

Phe Asp Tyr Trp Gly Gln Gly Thr Leu

115 120
Thr Lys Gly Pro Ser Val Phe Pro Leu
130 135
Ser Gly Gly Thr Ala Ala Leu Gly Cys

Cys
Leu
Leu
Trp
Ile
570
Phe
Gly

Trp

Arg

Leu Lys
Gln Gln

Gln Asn
540

Asn Glu

555

Asn His

Thr Arg
Arg Ile
Thr Ile

620

Leu Thr
635

chain NNAS

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala

Leu

Val Lys
Tyr Thr
Gln Gly
Asn Tyr
60
Ser Ile
75
Thr Ala
Asn Gly
Thr Val
Pro Ser

140
Val Lys

Asp
Phe
525
Ile
Thr
Leu
Gly
Leu
605
Val

Gly

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125

Ser

Asp

Arg
510
Gln
Phe
Ile
Lys
Lys
590
His
Arg

Tyr

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser

Lys

Tyr

Met
Lys
Ala
Val
Thr

575
Leu

Val

Leu

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala

Ser

Phe

Asn
Glu
Ile
Glu
560
Val
Met
Leu

Glu

Arg
640

Ala
Tyr
Met
Phe
Tyr

80
Cys

Ser
Thr

Pro



145
Glu

His
Ser
Cys
Glu
225
Pro
Lys
Val
Asp
Tyr
305
Asp
Leu
Arg
Lys
Asp
385
Lys
Ser

Ser

Ser

<210>
<211>
<212>
<213>

Pro
Thr
Val
Asn
210
Pro
Glu
Asp
Asp
Gly
290
Asn
Trp
Pro
Glu
Asn
370
Ile
Thr
Lys

Cys

Leu
450

<220>

<223>

<400>

49
455
PRT
Artificial Sequence

49

Val
Phe
Val
195
Val
Lys
Leu
Thr
Val
275
Val
Asn
Leu
Ala
Pro
355
Gln
Ala
Thr
Leu
Ser

435
Ser

Thr
Pro
180
Thr
Asn
Ser
Leu
Leu
260
Ser
Glu
Ala
Asn
Pro
340
Gln
Val
Val
Pro
Thr
420
Val

Leu

Val
165
Ala
Val
His
Cys
Gly
245
Met
His
Val
Ser
Gly
325
Ile
Val
Ser
Glu
Pro
405
Val

Met

Ser

150
Ser

Val
Pro
Lys
Asp
230
Gly
Ile
Glu
His
Arg
310
Lys
Glu
Tyr
Leu
Trp
390
Val
Asp
His

Pro

Trp
Leu
Ser
Pro
215
Lys
Pro
Ser
Asp
Asn
295
Val
Glu
Lys
Thr
Thr
375
Glu
Leu
Lys

Glu

Gly
455

Asn
Gln
Ser
200
Ser
Thr
Ser
Arg
Pro
280
Ala
Val
Tyr
Thr
Leu
360
Cys
Ser
Asp
Ser
Ala

440
Lys

Ser
Ser
185
Ser
Asn
His
Val
Thr
265
Glu
Lys
Ser
Lys
Ile
345
Pro
Leu
Asn
Ser
Arg

425
Leu

Gly
170
Ser
Leu
Thr
Thr
Phe
250
Pro
Val
Thr
Val
Cys
330
Ser
Pro
Val
Gly
Asp
410
Trp

His

155
Ala

Gly
Gly
Lys
Cys
235
Leu
Glu
Lys
Lys
Leu
315
Lys
Lys
Ser
Lys
Gln
395
Gly

Gln

Asn

Leu
Leu
Thr
Val
220
Pro
Phe
Val
Phe
Pro
300
Thr
Val
Ala
Arg
Gly
380
Pro
Ser

Gln

His

Thr
Tyr
Gln
205
Asp
Pro
Pro
Thr
Asn
285
Arg
Val
Ser
Lys
Asp
365
Phe
Glu
Phe

Gly

Tyr
445

antiCD40 antibody hIgGl heavy chain -NNAS-dK

Ser
Ser
190
Thr
Lys
Cys
Pro
Cys
270
Trp
Glu
Leu
Asn
Gly
350
Glu
Tyr
Asn
Phe
Asn

430
Thr

Gly
175
Leu
Tyr
Lys
Pro
Lys
255
Val
Tyr
Glu
His
Lys
335
Gln
Leu
Pro
Asn
Leu
415
Val

Gln

160
Val

Ser
Ile
Val
Ala
240
Pro
Val
Val
Gln
Gln
320
Ala
Pro
Thr
Ser
Tyr
400
Tyr

Phe

Lys



Gln
Ser
Tyr
Gly
Gln
65

Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Pro
Lys
Val
Asp
Tyr
305
Asp
Leu
Arg
Lys

Asp
385

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Gly
Pro
Thr
Val
Asn
210
Pro
Glu
Asp
Asp
Gly
290
Asn
Trp
Pro
Glu
Asn

370
Ile

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Gly
Val
Phe
Val
195
Val
Lys
Leu
Thr
Val
275
Val
Asn
Leu
Ala
Pro
355
Gln

Ala

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asn
Ser
Leu
Leu
260
Ser
Glu
Ala
Asn
Pro
340
Gln
Val

Val

Val
Ser
Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Gly
245
Met
His
Val
Ser
Gly
325
Ile
Val

Ser

Glu

Gln
Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Asp
230
Gly
Ile
Glu
His
Arg
310
Lys
Glu
Tyr

Leu

Trp
390

Ser
Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Lys
Pro
Ser
Asp
Asn
295
Val
Glu
Lys
Thr
Thr

375
Glu

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Thr
Ser
Arg
Pro
280
Ala
Val
Tyr
Thr
Leu
360
Cys

Ser

Ala
Ser

25
Pro

Asp
Asp
Cys
105

Leu

Leu

Ser
Ser
185
Ser
Asn
His
Val
Thr

265
Glu

Ser
Lys
Ile
345
Pro

Leu

Asn

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Leu
Thr
Thr
Phe
250
Pro
Val
Thr
Val
Cys
330
Ser
Pro

Val

Gly

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Leu
Glu
Lys
Lys
Leu
315
Lys
Lys
Ser

Lys

Gln
395

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Ser
140
Lys
Leu
Leu
Thr
Val
220
Pro
Phe
Val
Phe
Pro
300
Thr
Val
Ala
Arg
Gly

380
Pro

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Pro
Pro
Thr
Asn
285
Arg
Val
Ser
Lys
Asp
365
Phe

Glu

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Lys
Tyr
Ser
Ser
190
Thr
Lys
Cys
Pro
Cys
270
Trp
Glu
Leu
Asn
Gly
350
Glu
Tyr

Asn

Gly
15
Gly

Trp

Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly

175
Leu

Lys
Pro
Lys
255
Val
Tyr
Glu
His
Lys
335
Gln
Leu

Pro

Asn

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Ile
Val
Ala
240
Pro
Val
Val
Gln
Gln
320
Ala
Pro
Thr

Ser

Tyr
400



Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr

405 410 415
Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe
420 425 430
Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
435 440 445

Ser Leu Ser Leu Ser Pro Gly

450 455
<210> 50
<211> 244
<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody hIgG2 Fab region heavy chain--TEV--6His tag

<400> 50
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30
Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
Gly Trp Ile Asn Pro Asp Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60
Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Asn Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Asp Gln Pro Leu Gly Tyr Cys Thr Asn Gly Val Cys Ser Tyr
100 105 110
Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser
115 120 125
Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr
130 135 140
Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro
145 150 155 160
Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val
165 170 175
His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser
180 185 190
Ser Val val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr
195 200 205
Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val
210 215 220
Glu Arg Lys Cys Cys Val Glu Glu Asn Leu Tyr Phe Gln Ser His His
225 230 235 240
His His His His



<210> 51

<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody

<400> 51

Asp
1
Asp
Leu
Tyr
Ser
65
Glu

Thr

<210> 52
<211> 11

Ile
Arg
Ala
Thr
50

Gly
Asp

Phe

Gln
Val
Trp
35

Ala
Ser

Phe

Gly

<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody CDRL1

<400> 52

Met
Thr
20

Tyr
Ser
Gly
Ala

Gly
100

Thr Gln
5
Ile Thr

Gln Gln
Thr Leu

Thr Asp
70

Thr Tyr

85

Gly Thr

VL domain

Ser
Cys
Lys
Gln
55

Phe
Tyr

Lys

Pro Ser

Arg Ala
25

Pro Gly

40

Ser Gly

Thr Leu
Cys Gln

Val Glu
105

Ser
10

Ser
Lys
Val
Thr
Gln

90
Ile

Val
Gln
Ala
Pro
Ile

75
Ala

Arg Ala Ser Gln Gly Ile Tyr Ser Trp Leu Ala

1

<210> 53

<211> 7
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40® antibody CDRL2

<400> 53

5

10

Ser
Gly
Pro
Ser
60

Ser

Asn

Ala
Ile
Asn
45

Arg

Ser

Ile

Ser
Tyr
30

Leu
Phe

Leu

Phe

Val
15

Ser
Leu
Ser

Gln

Pro
95

Gly
Trp
Ile
Gly
Pro

80
Leu



Thr Ala Ser Thr Leu Gln Ser

1

<210> 54
<211> 9
<212> PR

T

5

<213> Artificial Sequence

<220>

<223> antiCD40 antibody CDRL3

<400> 54

Gln Gln Ala Asn Ile Phe Pro Leu Thr

1

<210> 55
<211> 12
<212> PR

6
T

5

<213> Artificial Sequence

<220>

<223> antiCD40 antibody

<400> 55
Gln Vval
1

Ser Val

Tyr Met

Gly Trp
50

Gln Gly

65

Met Glu

Ala Arg
Phe Asp
<210> 56

<211> 6
<212> PR

Gln
Lys
His
35

Ile
Arg
Leu

Asp

Tyr
115

T

Leu

Val
20
Trp

Asn
Val
Asn
Gln

100
Trp

Val
5
Ser

Val
Pro
Thr
Arg
85

Pro

Gly

Gln
Cys
Arg
Asp
Met
70

Leu

Leu

Gln

VH domain

Ser
Lys
Gln
Ser
55

Thr
Arg
Gly

Gly

<213> Artificial Sequence

<220>

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr

Thr
120

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys

105
Leu

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr

Val

Val
Tyr
Gln
Asn
Ser
75

Thr

Asn

Thr

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly

Val

Lys
Phe
Leu
45

Ala
Ser
Val
Val

Ser
125

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys

110
Ser

Gly
15
Gly

Lys
Ala
Tyr

95
Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys

Tyr



<223> antiCD40 antibody CDRH1

<400> 56
Thr Gly Tyr Tyr Met His
1 5

<210> 57

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40® antibody CDRH2

<400> 57

Trp Ile Asn Pro Asp Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 58

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody CDRH3

<400> 58

Asp Gln Pro Leu Gly Tyr Cys Thr Asn Gly Val Cys Ser Tyr Phe Asp
1 5 10 15

Tyr

<210> 59

<211> 213

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody_ light chain

<400> 59
Glu Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Arg Ser Asn
20 25 30



Leu Ala Trp Tyr Gln Gln Lys Pro Gly
35 40
Tyr Gly Ala Ser Thr Arg Ala Thr Gly
50 55
Ser Gly Ser Gly Thr Glu Phe Thr Leu
65 70
Glu Asp Phe Ala Val Tyr Tyr Cys Gln
85
Phe Gly Gln Gly Thr Arg Leu Glu Ile
100 105
Ser Val Phe Ile Phe Pro Pro Ser Asp
115 120
Ala Ser Val Val Cys Leu Leu Asn Asn
130 135
Val Gln Trp Lys Val Asp Asn Ala Leu
145 150
Ser Val Thr Glu Gln Asp Ser Lys Asp
165
Thr Leu Thr Leu Ser Lys Ala Asp Tyr
180 185
Cys Glu Val Thr His Gln Gly Leu Ser
195 200
Asn Arg Gly Glu Cys
210

<210> 60
<211> 232
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40 antibody_light chain

<400> 60

Met Gly Trp Ser Cys Ile Ile Leu Phe

1 5

Val His Ser Glu Ile Val Met Thr Gln
20 25

Ser Pro Gly Glu Arg Ala Thr Leu Ser

35 40
Arg Ser Asn Leu Ala Trp Tyr Gln Gln
50 55

Leu Leu Ile Tyr Gly Ala Ser Thr Arg

65 70

Phe Ser Gly Ser Gly Ser Gly Thr Glu

85

Leu Gln Ser Glu Asp Phe Ala Val Tyr
100 105

Trp Ile Thr Phe Gly Gln Gly Thr Arg

Gln
Ile
Thr
Gln
90

Lys
Glu
Phe
Gln
Ser
170
Glu

Ser

Ala
Pro
Ile
75

His
Arg
Gln
Tyr
Ser
155
Thr
Lys

Pro

Pro
Ala
60

Asn
Asn
Thr
Leu
Pro
140
Gly
Tyr
His

Val

with signal

Leu
10

Ser
Cys
Lys
Ala
Phe
90

Tyr

Leu

Val
Pro
Arg
Pro
Thr
75

Thr
Cys

Glu

Ala
Ala
Ala
Gly
60

Gly
Leu

Gln

Ile

Arg
45

Arg
Ser
Lys
Val
Lys
125
Arg
Asn
Ser

Lys

Thr
205

Leu
Phe
Leu
Trp
Ala
110
Ser
Glu
Ser
Leu
Val

190
Lys

peptide

Thr
Thr
Ser
45

Gln
Ile
Thr

Gln

Lys

Ala
Leu
30

Gln
Ala
Pro
Ile
His

110
Arg

Leu
Ser
Gln
Ile
95

Ala
Gly
Ala
Gln
Ser

175

Ser

Thr
15

Ser
Ser
Pro
Ala
Asn
95

Asn

Thr

Ile
Gly
Ser
80

Thr
Pro
Thr
Lys
Glu
160
Ser

Ala

Phe

Gly
Val
Val
Arg
Arg
80

Ser
Lys

Val



115 120
Ala Ala Pro Ser Val Phe Ile Phe Pro
130 135
Ser Gly Thr Ala Ser Val Val Cys Leu
145 150
Glu Ala Lys Val Gln Trp Lys Val Asp
165
Ser Gln Glu Ser Val Thr Glu Gln Asp
180 185
Leu Ser Ser Thr Leu Thr Leu Ser Lys
195 200
Val Tyr Ala Cys Glu Val Thr His Gln
210 215
Lys Ser Phe Asn Arg Gly Glu Cys
225 230

<210> 61

<211> 447

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody_ heavy chain

<400> 61

Gln Val Gln Leu Val Glu Ser Gly Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Ala Ser
20 25

Gly Ile His Trp Val Arg Gln Ala Pro

35 40
Ala Val Ile Trp Ser Asp Gly Ser Asn
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp

65 70

Leu Gln Met Asn Ser Leu Arg Ala Glu

85

Ala Arg Ala Ser Gly Ser Gly Ser Tyr
100 105

Gly Gln Gly Thr Leu Val Thr Vval Ser

115 120
Ser Val Phe Pro Leu Ala Pro Cys Ser
130 135

Ala Ala Leu Gly Cys Leu Val Lys Asp

145 150

Val Ser Trp Asn Ser Gly Ala Leu Thr

165

Ala Val Leu Gln Ser Ser Gly Leu Tyr

180 185

Pro
Leu
Asn
170
Ser

Ala

Gly

Ser Asp
140

Asn Asn

155

Ala Leu

Lys Asp
Asp Tyr

Leu Ser
220

hIgG2 dK

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser

170
Ser

Val val
Phe Thr
Lys Gly

Phe Tyr
60

Ser Lys

75

Thr Ala

Asn Phe

Ala Ser

Ser Thr
140

Phe Pro

155

Gly val

Leu Ser

125
Glu

Phe
Gln
Ser
Glu

205
Ser

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His

Ser

Gln
Tyr
Ser
Thr
190
Lys

Pro

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro

Thr

Val
190

Leu
Pro
Gly
175
Tyr
His

Val

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe

175
Val

Lys
Arg
160
Asn
Ser

Lys

Thr

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160

Pro

Thr



Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp
195 200 205
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys
210 215 220
Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro Ser
225 230 235 240
Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
260 265 270
Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
275 280 285
Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val
290 295 300
Ser Val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320
Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr
325 330 335
Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
340 345 350
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
355 360 365
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
370 375 380
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp
385 390 395 400
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
405 410 415
Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
420 425 430
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

<210> 62

<211> 466

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody_heavy chain hIgG2 dK with Signal peptide 1

<400> 62

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15

Val His Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln

20 25 30
Pro Gly Lys Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe
35 40 45
Ser Ser Asn Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu



Glu
65

Asp
Thr
Tyr
Asp
Lys
145
Glu
Pro
Thr
Val
Asn
225
Arg
Gly
Ile
Glu
His
305
Arg
Lys
Glu
Tyr
Leu
385
Trp
Met

Asp

His

50
Trp

Ser
Leu
Tyr
Tyr
130
Gly
Ser
Val
Phe
Val
210
Val
Lys
Pro
Ser
Asp
290
Asn
Val
Glu
Lys
Thr
370
Thr
Glu
Leu

Lys

Glu

Val
Val
Tyr
Cys
115
Trp
Pro
Thr
Thr
Pro
195
Thr
Asp
Cys
Ser
Arg
275
Pro
Ala
Val
Tyr
Thr
355
Leu
Cys
Ser
Asp
Ser

435
Ala

Ala
Lys
Leu
100
Ala
Gly
Ser
Ala
Val
180
Ala
Val
His
Cys
Val
260
Thr
Glu
Lys
Ser
Lys
340
Ile
Pro
Leu
Asn
Ser
420
Arg

Leu

Val
Gly
85

Gln
Arg
Gln
Val
Ala
165
Ser
Val
Pro
Lys
Val
245
Phe
Pro
Val
Thr
Val
325
Cys
Ser
Pro
Val
Gly
405
Asp
Trp

His

Ile
70

Arg
Met
Ala
Gly
Phe
150
Leu
Trp
Leu
Ser
Pro
230
Glu
Leu
Glu
Gln
Lys
310
Leu
Lys
Lys
Ser
Lys
390
Gln
Gly
Gln

Asn

55
Trp

Phe
Asn
Ser
Thr
135
Pro
Gly
Asn
Gln
Ser
215
Ser
Cys
Phe
Val
Phe
295
Pro
Thr
Val
Thr
Arg
375
Gly
Pro
Ser

Gln

His

Ser
Thr
Ser
Gly
120
Leu
Leu
Cys
Ser
Ser
200
Asn
Asn
Pro
Pro
Thr
280
Asn
Arg
Val
Ser
Lys
360
Glu
Phe
Glu
Phe
Gly

440
Tyr

Asp
Ile
Leu
105
Ser
Val
Ala
Leu
Gly
185
Ser
Phe
Thr
Pro
Pro
265
Cys
Trp
Glu
Val
Asn
345
Gly
Glu
Tyr
Asn
Phe
425

Asn

Thr

Gly
Ser
90

Arg
Gly
Thr
Pro
Val
170
Ala
Gly
Gly
Lys
Cys
250
Lys
Val
Tyr
Glu
His
330
Lys
Gln
Met
Pro
Asn
410
Leu

Val

Gln

Ser
75

Arg
Ala
Ser
Val
Cys
155
Lys
Leu
Leu
Thr
Val
235
Pro
Pro
Val
Val
Gln
315
Gln
Gly
Pro
Thr
Ser
395
Tyr
Tyr
Phe

Lys

60
Asn

Asp
Glu
Tyr
Ser
140
Ser
Asp
Thr
Tyr
Gln
220
Asp
Ala
Lys
Val
Asp
300
Phe
Asp
Leu
Arg
Lys
380
Asp
Lys
Ser

Ser

Ser

Lys
Asn
Asp
Tyr
125
Ser
Arg
Tyr
Ser
Ser
205
Thr
Lys
Pro
Asp
Asp
285
Gly
Asn
Trp
Pro
Glu
365
Asn
Ile
Thr
Lys
Cys

445
Leu

Phe
Ser
Thr
110
Asn
Ala
Ser
Phe
Gly
190
Leu
Tyr
Thr
Pro
Thr
270
Val
Val
Ser
Leu
Ala
350
Pro
Gln
Ala
Thr
Leu
430

Ser

Ser

Tyr
Lys
95

Ala
Phe
Ser
Thr
Pro
175
Val
Ser
Thr
Val
Val
255
Leu
Ser
Glu
Thr
Asn
335
Pro
Gln
Val
Val
Pro
415
Thr
Val

Leu

Ala
80

Asn
Val
Phe
Thr
Ser
160
Glu
His
Ser
Cys
Glu
240
Ala
Met
His
Val
Phe
320
Gly
Ile
Val
Ser
Glu
400
Pro
Val

Met

Ser



450 455 460
Pro Gly
465

<210> 63

<211> 227

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD4@ antibody Fab region heavy chain hIgG2

<400> 63
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Lys
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn
20 25 30
Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Trp Ser Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Ala Ser Gly Ser Gly Ser Tyr Tyr Asn Phe Phe Asp Tyr Trp
100 105 110
Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro
115 120 125
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr
130 135 140
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr
145 150 155 160
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro
165 170 175
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr
180 185 190
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys Asn Val Asp
195 200 205
His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu Arg Lys Cys
210 215 220
Cys Val Glu
225

<210> 64
<211> 246
<212> PRT
<213> Artificial Sequence



<220>
<223> antiCD40 antibody Fab region heavy chain hIgG2 with signal
peptide 1

<400> 64
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15
Val His Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln
20 25 30
Pro Gly Lys Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe
35 40 45
Ser Ser Asn Gly Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu
50 55 60
Glu Trp Val Ala Val Ile Trp Ser Asp Gly Ser Asn Lys Phe Tyr Ala
65 70 75 80
Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn
85 90 95
Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val
100 105 110
Tyr Tyr Cys Ala Arg Ala Ser Gly Ser Gly Ser Tyr Tyr Asn Phe Phe
115 120 125
Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr
130 135 140
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser
145 150 155 160
Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
165 170 175
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
180 185 190
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser
195 200 205
Val val Thr Val Pro Ser Ser Asn Phe Gly Thr Gln Thr Tyr Thr Cys
210 215 220
Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Thr Val Glu
225 230 235 240
Arg Lys Cys Cys Val Glu
245

<210> 65

<211> 240

<212> PRT

<213> Artificial Sequence

<220>
<223> antiCD40 antibody Fab region region heavy chain hIgG2--TEV--6His
tag

<400> 65



Gln Val Gln Leu Val Glu Ser Gly Gly Gly

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly
20 25
Gly Ile His Trp Val Arg Gln Ala Pro Gly
35 40
Ala Val Ile Trp Ser Asp Gly Ser Asn Lys
50 55
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn
65 70
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp
85 90
Ala Arg Ala Ser Gly Ser Gly Ser Tyr Tyr
100 105
Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120
Ser Val Phe Pro Leu Ala Pro Cys Ser Arg
130 135
Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
145 150
Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
165 170
Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
180 185
Val Pro Ser Ser Asn Phe Gly Thr Gln Thr
195 200
His Lys Pro Ser Asn Thr Lys Val Asp Lys
210 215
Cys Val Glu Glu Asn Leu Tyr Phe Gln Ser
225 230

<210> 66
<211> 616
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_hIgG2_dK_HC--RL--IFNI2dM

<400> 66

Gln Val Gln Leu Val Glu Ser Gly Gly Gly
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly

20 25
Gly Ile His Trp Val Arg Gln Ala Pro Gly
35 40

Ala Val Ile Trp Ser Asp Gly Ser Asn Lys

Val
Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr

His
235

Val
Phe
Lys

Phe

Val
Thr
Gly
Tyr
60

Lys
Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val

220
His

Val
Thr
Gly

Tyr

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu

His

Gln
Phe
Leu

45
Ala

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn

Arg

His

Pro
Ser
30

Glu

Asp

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Gly
Ser
Val
Phe
175
Val
Val
Lys

His

Gly
15
Ser

Trp

Ser

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys

His
240

Lys
Asn
Val

Val



Lys
65

Leu
Ala
Gly
Ser
Ala
145
Val
Ala
Val
His
Cys
225
Val
Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg

Leu

Ala

50
Gly

Gln
Arg
Gln
Val
130
Ala
Ser
Val
Pro
Lys
210
Val
Phe
Pro
Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His

Pro

Arg
Met
Ala
Gly
115
Phe
Leu
Trp
Leu
Ser
195
Pro
Glu
Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn

435
Ala

Phe
Asn
Ser
100
Thr
Pro
Gly
Asn
Gln
180
Ser
Ser
Cys
Phe
Val
260
Phe
Pro
Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His

Ser

Thr
Ser
85

Gly
Leu
Leu
Cys
Ser
165
Ser
Asn
Asn
Pro
Pro
245
Thr
Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr

Tyr

Ile
70

Leu
Ser
Val
Ala
Leu
150
Gly
Ser
Phe
Thr
Pro
230
Pro
Cys
Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn

Thr

Asn

55
Ser

Arg
Gly
Thr
Pro
135
Val
Ala
Gly
Gly
Lys
215
Cys
Lys
Val
Tyr
Glu
295
His
Lys
Gln
Met
Pro
375
Asn
Leu
Val

Gln

Leu

Arg
Ala
Ser
Val
120
Cys
Lys
Leu
Leu
Thr
200
Val
Pro
Pro
Val
Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys

440
Leu

Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr
Tyr
185
Gln
Asp
Ala
Lys
Val
265
Asp
Phe
Asp
Leu
Arg
345
Lys
Asp
Lys
Ser
Ser

425
Ser

Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys

Leu

Phe

Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr
Pro
235
Thr
Val
Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser

Ser

Leu

60
Lys

Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val
220
Val
Leu
Ser
Glu
Thr
300
Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val

Leu

Gln

Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu
Ala
Met
His
Val
285
Phe
Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser

445
Arg

Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn
Arg
Gly
Ile
Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430

Pro

Ser

Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys
Pro
Ser
255
Asp
Asn
Val
Glu
Lys
335
Thr
Thr
Glu
Leu
Lys
415
Glu
Gly

Ser

Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg
Pro
Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala

Pro

Asn



450

Phe Gln Cys Gln Lys Leu

465 470

Cys Leu Lys Asp Arg Met

485
Leu GIn Gln Phe Gln Lys
500
Leu Gln Asn Ile Phe Ala
515

Trp Asn Glu Thr Ile Val
530

Ile Asn His Leu Lys Thr

545 550

Phe Thr Arg Gly Lys Leu

565
Gly Arg Ile Leu His Tyr
580
Trp Thr Ile Val Arg Val
595

Arg Leu Thr Gly Tyr Leu

610

<210> 67
<211> 616
<212> PRT

455
Leu Trp Gln

Asn Phe Asp

Glu Asp Ala
505
Ile Phe Arg
520
Glu Asn Leu
535
Val Leu Glu

Met Ser Ser

Leu Lys Ala
585
Glu Ile Leu
600
Arg Asn
615

<213> Artificial Sequence

<220>

Leu
Ile
490
Ala
Gln
Leu
Glu
Leu
570
Lys

Arg

460
Asn Gly
475
Pro Glu

Leu Thr

Asp Ser

Ala Asn
540

Lys Leu

555

His Leu

Glu Tyr

Asn Phe

<223> antiCD4@_hIgG2_dK_HC--RL--IFNI2dM _C17S

<400> 67
Gln Val Gln Leu Val Glu
1 5
Ser Leu Arg Leu Ser Cys
20
Gly Ile His Trp Val Arg
35
Ala Val Ile Trp Ser Asp
50
Lys Gly Arg Phe Thr Ile
65 70
Leu Gln Met Asn Ser Leu
85
Ala Arg Ala Ser Gly Ser
100
Gly Gln Gly Thr Leu Val
115
Ser Val Phe Pro Leu Ala
130

Ser Gly Gly

Ala Ala Ser
25
Gln Ala Pro
40
Gly Ser Asn
55
Ser Arg Asp

Arg Ala Glu

Gly Ser Tyr
105
Thr Val Ser
120
Pro Cys Ser
135

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr

Ser

Arg

Val val
Phe Thr
Lys Gly
Phe Tyr
60
Ser Lys
75
Thr Ala
Asn Phe
Ala Ser

Ser Thr
140

Arg
Glu
Ile
Ser
525
Val
Glu
Lys
Ser

Tyr
605

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr

125
Ser

Leu
Ile
Tyr
510
Ser
Tyr
Lys
Arg
His

590
Phe

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys

Glu

Glu
Lys
495
Glu
Thr
His
Glu
Tyr
575
Cys

Ile

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly

Ser

Tyr
480
Gln
Met
Gly
Gln
Asp
560
Tyr
Ala

Asn

Lys
Asn
Val
Val
Tyr
80

Cys
Trp

Pro

Thr



Ala
145
Val
Ala
Val
His
Cys
225
Val
Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg
Leu
Ala
Phe
465
Cys
Leu

Leu

Trp

Ala
Ser
Val
Pro
Lys
210
Val
Phe
Pro
Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His
Pro
450
Gln
Leu
Gln
Gln

Asn
530

Leu
Trp
Leu
Ser
195
Pro
Glu
Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn
435
Ala
Ser
Lys
Gln
Asn

515
Glu

Gly
Asn
Gln
180
Ser
Ser
Cys
Phe
Val
260
Phe
Pro
Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His
Ser
Gln
Asp
Phe
500
Ile

Thr

Cys
Ser
165
Ser
Asn
Asn
Pro
Pro
245
Thr
Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr
Tyr
Lys
Arg
485
Gln
Phe

Ile

Leu
150
Gly
Ser
Phe
Thr
Pro
230
Pro
Cys
Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn
Thr
Asn
Leu
470
Met
Lys
Ala

Val

Val
Ala
Gly
Gly
Lys
215
Cys
Lys
Val
Tyr
Glu
295
His
Lys
Gln
Met
Pro
375
Asn
Leu
Val
Gln
Leu
455
Leu
Asn
Glu
Ile

Glu
535

Lys
Leu
Leu
Thr
200
Val
Pro
Pro
Val
Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Leu
Trp
Phe
Asp
Phe

520
Asn

Asp
Thr
Tyr
185
Gln
Asp
Ala
Lys
Val
265
Asp
Phe
Asp
Leu
Arg
345
Lys

Asp

Ser
Ser
425
Ser
Gly
Gln
Asp
Ala
505
Arg

Leu

Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys
Leu
Phe
Leu
Ile
490
Ala
Gln

Leu

Phe
155
Gly
Leu
Tyr
Thr
Pro
235
Thr
Val
Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser
Ser
Leu
Asn
475
Pro
Leu

Asp

Ala

Pro
Val
Ser
Thr
Val
220
Val
Leu
Ser
Glu
Thr
300
Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val
Leu
Gln
460
Gly
Glu
Thr

Ser

Asn
540

Glu
His
Ser
Cys
205
Glu
Ala
Met
His
Val
285
Phe
Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser
445
Arg
Arg
Glu
Ile
Ser

525
Val

Pro
Thr
Val
190
Asn
Arg
Gly
Ile
Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430
Pro
Ser
Leu
Ile
Tyr
510

Ser

Tyr

Val
Phe
175
Val
Val
Lys
Pro
Ser
255
Asp
Asn
Val
Glu
Lys
335
Thr
Thr
Glu
Leu
Lys
415
Glu
Gly
Ser
Glu
Lys
495
Glu
Thr

His

Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg
Pro
Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala
Pro
Asn
Tyr
480
Gln
Met
Gly

Gln



Ile Asn His Leu Lys Thr
545 550
Phe Thr Arg Gly Lys Leu
565
Gly Arg Ile Leu His Tyr
580
Trp Thr Ile Val Arg Val
595
Arg Leu Thr Gly Tyr Leu
610

<210> 68
<211> 624
<212> PRT

Val Leu Glu
Met Ser Ser

Leu Lys Ala
585
Glu Ile Leu
600
Arg Asn
615

<213> Artificial Sequence

<220>

Glu
Leu
570
Lys

Arg

<223> antiCD4@_hIgG2_dK_HC--HL--IFNI2dM

<400> 68
Gln Val Gln Leu Val Glu
1 5
Ser Leu Arg Leu Ser Cys
20
Gly Ile His Trp Val Arg
35
Ala Val Ile Trp Ser Asp
50
Lys Gly Arg Phe Thr Ile
65 70
Leu Gln Met Asn Ser Leu
85
Ala Arg Ala Ser Gly Ser
100
Gly Gln Gly Thr Leu Val
115
Ser Val Phe Pro Leu Ala
130
Ala Ala Leu Gly Cys Leu
145 150
Val Ser Trp Asn Ser Gly
165
Ala Val Leu Gln Ser Ser
180
Val Pro Ser Ser Asn Phe
195
His Lys Pro Ser Asn Thr
210
Cys Val Glu Cys Pro Pro

Ser Gly Gly

Ala Ala Ser
25
Gln Ala Pro
40
Gly Ser Asn
55
Ser Arg Asp

Arg Ala Glu

Gly Ser Tyr
105
Thr Val Ser
120
Pro Cys Ser
135
Val Lys Asp

Ala Leu Thr

Gly Leu Tyr
185
Gly Thr Gln
200
Lys Val Asp
215
Cys Pro Ala

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys

Pro

Lys
555
His
Glu

Asn

Val
Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr

Pro

Leu
Leu
Tyr

Phe

Val
Thr
Gly
Tyr
60

Lys
Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val

220
Val

Glu
Lys
Ser

Tyr
605

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu

Ala

Lys
Arg
His

590
Phe

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn

Arg

Gly

Glu
Tyr
575
Cys

Ile

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys

Pro

Asp
560
Tyr
Ala

Asn

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys

Ser



225
Val

Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg
Leu
Glu
Gly
465
Gln
Asp
Ala
Arg
Leu
545
Glu
Ser

Ala

Leu

Phe
Pro
Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His
Ala
450
Phe
Leu
Ile
Ala
Gln
530
Leu
Glu
Leu

Lys

Arg
610

Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn
435
Ala
Leu
Asn
Pro
Leu
515
Asp
Ala
Lys
His
Glu

595
Asn

Phe
Val
260
Phe
Pro
Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His
Ala
Gln
Gly
Glu
500
Thr
Ser
Asn
Leu
Leu
580
Tyr

Phe

Pro
245
Thr
Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr
Lys
Arg
Arg
485
Glu
Ile
Ser
Val
Glu
565
Lys

Ser

Tyr

230
Pro

Cys
Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn
Thr
Glu
Ser
470
Leu
Ile
Tyr
Ser
Tyr
550
Lys
Arg
His

Phe

Lys
Val
Tyr
Glu
295
His
Lys
Gln
Met
Pro
375
Asn
Leu
Val
Gln
Ala
455
Ser
Glu
Lys
Glu
Thr
535
His
Glu
Tyr

Cys

Ile
615

Pro
Val
Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Ala
Asn
Tyr
Gln
Met
520
Gly
Gln
Asp
Tyr
Ala

600
Asn

Lys
Val
265
Asp
Phe
Asp
Leu
Arg
345
Lys
Asp
Lys
Ser
Ser
425
Ser
Ala
Phe
Cys
Leu
505
Leu
Trp
Ile
Phe
Gly
585
Trp

Arg

Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys
Leu
Lys
Gln
Leu
490
Gln
Gln
Asn
Asn
Thr
570
Arg
Thr

Leu

235
Thr

Val
Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser
Ser
Ala
Cys
475
Lys
Gln
Asn
Glu
His
555
Arg
Ile

Ile

Thr

Leu
Ser
Glu
Thr
300
Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val
Leu
Ser
460
Gln
Asp
Phe
Ile
Thr
540
Leu
Gly
Leu

Val

Gly
620

Met
His
Val
285
Phe
Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser
445
Tyr
Lys
Arg
Gln
Phe
525
Ile
Lys
Lys
His
Arg

605
Tyr

Ile
Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430
Pro
Asn
Leu
Met
Lys
510
Ala
Val
Thr
Leu
Tyr
590
Val

Leu

Ser
255
Asp
Asn
Val
Glu
Lys
335
Thr
Thr
Glu
Leu
Lys

415
Glu

Leu
Leu
Asn
495
Glu
Ile
Glu
Val
Met
575
Leu

Glu

Arg

240
Arg

Pro
Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala
Ala
Leu
Trp
480
Phe
Asp
Phe
Asn
Leu
560
Ser
Lys

Ile

Asn



<210> 69
<211> 624
<212> PRT

<213> Artificial Sequence

<220>

<223> antiCD4@_hIgG2_dK_HC--HL--IFNI2dM _C17S

<400> 69
Gln Val Gln Leu Val Glu
1 5
Ser Leu Arg Leu Ser Cys
20
Gly Ile His Trp Val Arg
35
Ala Val Ile Trp Ser Asp
50
Lys Gly Arg Phe Thr Ile
65 70
Leu Gln Met Asn Ser Leu
85
Ala Arg Ala Ser Gly Ser
100
Gly Gln Gly Thr Leu Val
115
Ser Val Phe Pro Leu Ala
130
Ala Ala Leu Gly Cys Leu
145 150
Val Ser Trp Asn Ser Gly
165
Ala Val Leu Gln Ser Ser
180
Val Pro Ser Ser Asn Phe
195
His Lys Pro Ser Asn Thr
210
Cys Val Glu Cys Pro Pro
225 230
Val Phe Leu Phe Pro Pro
245
Thr Pro Glu Val Thr Cys
260
Glu Val Gln Phe Asn Trp
275
Lys Thr Lys Pro Arg Glu
290

Ser
Ala
Gln
Gly
55

Ser
Arg
Gly
Thr
Pro
135
Val
Ala
Gly
Gly
Lys
215
Cys
Lys
Val
Tyr

Glu
295

Gly
Ala
Ala
40

Ser
Arg
Ala
Ser
Val
120
Cys
Lys
Leu
Leu
Thr
200
Val
Pro
Pro
Val
Val

280
Gln

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr
Tyr
185
Gln
Asp
Ala
Lys
Val
265
Asp

Phe

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp
250
Asp
Gly

Asn

Val val
Phe Thr
Lys Gly

Phe Tyr
60

Ser Lys

75

Thr Ala

Asn Phe
Ala Ser
Ser Thr
140
Phe Pro
155
Gly val
Leu Ser
Tyr Thr
Thr Val
220
Pro Val
235
Thr Leu
Val Ser
Val Glu

Ser Thr
300

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu
Ala
Met
His
Val

285
Phe

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn
Arg
Gly
Ile
Glu
270
His

Arg

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys
Pro
Ser
255
Asp

Asn

Val

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg
Pro

Ala

Val



Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg
Leu
Glu
Gly
465
Gln
Asp
Ala
Arg
Leu
545
Glu
Ser

Ala

Leu

<210> 70

Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His
Ala
450
Phe
Leu
Ile
Ala
Gln
530
Leu
Glu
Leu

Lys

Arg
610

Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn
435
Ala
Leu
Asn
Pro
Leu
515
Asp
Ala
Lys
His
Glu

595
Asn

<211> 403
<212> PRT
<213> Artificial Sequence

<220>

Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His
Ala
Gln
Gly
Glu
500
Thr
Ser
Asn
Leu
Leu

580

Phe

Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr
Lys
Arg
Arg
485
Glu
Ile
Ser
Val
Glu
565
Lys

Ser

Tyr

Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn
Thr
Glu
Ser
470
Leu
Ile
Tyr
Ser
Tyr
550
Lys
Arg
His

Phe

His
Lys
Gln
Met
Pro
375
Asn
Leu
Val
Gln
Ala
455
Ser
Glu
Lys
Glu
Thr
535
His
Glu
Tyr
Cys

Ile
615

Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Ala
Asn
Tyr
Gln
Met
520
Gly
Gln
Asp
Tyr
Ala

600
Asn

Asp
Leu
Arg
345
Lys
Asp
Lys
Ser
Ser
425
Ser
Ala
Phe
Cys
Leu
505
Leu
Trp
Ile
Phe
Gly
585
Trp

Arg

Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys
Leu
Lys
Gln
Leu
490
Gln
Gln
Asn
Asn
Thr
570
Arg
Thr

Leu

Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser
Ser
Ala
Ser
475
Lys
Gln
Asn
Glu
His
555
Arg
Ile
Ile

Thr

Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val
Leu
Ser
460
Gln
Asp
Phe
Ile
Thr
540
Leu
Gly
Leu

Val

Gly
620

Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser
445
Tyr
Lys
Arg
Gln
Phe
525
Ile
Lys
Lys
His
Arg

605
Tyr

Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430
Pro
Asn
Leu
Met
Lys
510
Ala
Val
Thr
Leu
Tyr
590
Val

Leu

Glu
Lys
335
Thr
Thr
Glu
Leu
Lys
415
Glu
Gly
Leu
Leu
Asn
495
Glu
Ile
Glu
Val
Met
575
Leu

Glu

Arg

Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala
Ala
Leu
Trp
480
Phe
Asp
Phe
Asn
Leu
560
Ser
Lys
Ile

Asn



<223> antiCD4@_LC--HL2--IFNI2_C17S

<400> 70

Glu Ile Val Met Thr Gln Ser Pro Ala

1
Glu

Leu
Tyr
Ser
65

Glu
Phe
Ser
Ala
Val
145
Ser
Thr
Cys
Asn
Ala
225
Asn
Leu
Met
Lys
Ala
305
Val
Thr

Leu

Tyr

Arg
Ala
Gly
50

Gly
Asp
Gly
Val
Ser
130
Gln
Val
Leu
Glu
Arg
210
Ala
Leu
Leu
Asn
Glu
290
Ile
Glu
Val

Met

Leu

Ala
Trp
35

Ala
Ser
Phe
Gln
Phe
115
Val
Trp
Thr
Thr
Val
195
Gly
Glu
Leu
Trp
Phe
275
Asp
Phe
Asn
Leu
Ser

355
Lys

Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Ile
Val
Lys
Glu
Leu
180
Thr
Glu
Ala
Gly
Gln
260
Asp
Ala
Arg
Leu
Glu
340

Ser

Ala

5
Leu

Gln
Thr
Thr
Val
85

Thr
Phe
Cys
Val
Gln
165
Ser
His
Cys
Ala
Phe
245
Leu
Ile
Ala
Gln
Leu
325
Glu

Leu

Lys

Ser
Gln
Arg
Glu
70

Tyr
Arg
Pro
Leu
Asp
150
Asp
Lys
Gln
Ala
Ala
230
Leu
Asn
Pro
Leu
Asp
310
Ala
Lys
His

Glu

Cys
Lys
Ala
55

Phe
Tyr
Leu
Pro
Leu
135
Asn
Ser
Ala
Gly
Glu
215
Lys
Gln
Gly
Glu
Thr
295
Ser
Asn
Leu

Leu

Tyr

Arg
Pro
40

Thr
Thr
Cys
Glu
Ser
120
Asn
Ala
Lys
Asp
Leu
200
Ala
Glu
Arg
Arg
Glu
280
Ile
Ser
Val
Glu
Lys

360
Ser

Ala
25

Gly
Gly
Leu
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr
185
Ser
Ala
Ala
Ser
Leu
265
Ile
Tyr
Ser
Tyr
Lys
345
Arg

His

Thr
10

Ser
Gln
Ile
Thr
Gln
90

Lys
Glu
Phe
Gln
Ser
170
Glu
Ser
Ala
Ala
Ser
250
Glu
Lys
Glu
Thr
His
330
Glu
Tyr

Cys

Leu
Gln
Ala
Pro
Ile
75

His
Arg
Gln
Tyr
Ser
155
Thr
Lys
Pro
Lys
Ala
235
Asn
Tyr
Gln
Met
Gly
315
Gln
Asp

Tyr

Ala

Ser
Ser
Pro
Ala
60

Asn
Asn
Thr
Leu
Pro
140
Gly
Tyr
His
Val
Glu
220
Lys
Phe
Cys
Leu
Leu
300
Trp
Ile
Phe

Gly

Trp

Val
Val
Arg
45

Arg
Ser
Lys
Val
Lys
125
Arg
Asn
Ser
Lys
Thr
205
Ala
Ala
Gln
Leu
Gln
285
Gln
Asn
Asn
Thr
Arg

365
Thr

Ser
Arg
30

Leu
Phe
Leu
Trp
Ala
110
Ser
Glu
Ser
Leu
Val
190
Lys
Ala
Met
Ser
Lys
270
Gln
Asn
Glu
His
Arg
350
Ile

Ile

Pro
15

Ser
Leu
Ser
Gln
Ile
95

Ala
Gly
Ala
Gln
Ser
175
Tyr
Ser
Ala
Ser
Gln
255
Asp
Phe
Ile
Thr
Leu
335
Gly

Leu

Val

Gly
Asn
Ile
Gly
Ser
80

Thr
Pro
Thr
Lys
Glu
160
Ser
Ala
Phe
Lys
Tyr
240
Lys
Arg
Gln
Phe
Ile
320
Lys
Lys
His

Arg



370

375

380

Val Glu Ile Leu Arg Asn Phe Tyr Phe Ile Asn Arg Leu Thr Gly Tyr

385

Leu Arg Asn

<210> 71

<211> 394
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_LC--G4S3--IFNI2_C17S

<400> 71

Glu
1
Glu
Leu
Tyr
Ser
65
Glu
Phe
Ser
Ala
Val
145
Ser
Thr
Cys
Asn
Gly
225

Ser

Glu

Ile
Arg
Ala
Gly
50

Gly
Asp
Gly
Val
Ser
130
Gln
Val
Leu
Glu
Arg
210
Gly

Asn

Tyr

Val
Ala
Trp
35

Ala
Ser
Phe
Gln
Phe
115
Val
Trp
Thr
Thr
Val
195
Gly
Gly
Phe

Cys

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Ile
Val
Lys
Glu
Leu
180
Thr
Glu
Ser

Gln

Leu
260

390

Thr Gln
5
Leu Ser

Gln Gln
Thr Arg

Thr Glu
70

Val Tyr

85

Thr Arg

Phe Pro
Cys Leu

Val Asp
150

Gln Asp

165

Ser Lys

His Gln
Cys Gly

Met Ser
230

Ser Gln

245

Lys Asp

Ser
Cys
Lys
Ala
55

Phe
Tyr
Leu
Pro
Leu
135
Asn
Ser
Ala
Gly
Gly
215
Tyr
Lys

Arg

Pro
Arg
Pro
40

Thr
Thr
Cys
Glu
Ser
120
Asn
Ala
Lys
Asp
Leu
200
Gly
Asn

Leu

Met

Ala
Ala
25

Gly
Gly
Leu
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr
185
Ser
Gly
Leu

Leu

Asn
265

Thr
10

Ser
Gln
Ile
Thr
Gln
90

Lys
Glu
Phe
Gln
Ser
170
Glu
Ser
Ser
Leu
Trp

250
Phe

395

Leu
Gln
Ala
Pro
Ile
75

His
Arg
Gln
Tyr
Ser
155
Thr
Lys
Pro
Gly
Gly
235
Gln

Asp

Ser
Ser
Pro
Ala
60

Asn
Asn
Thr
Leu
Pro

140
Gly

His
Val
Gly
220
Phe

Leu

Ile

Val
Val
Arg
45

Arg
Ser
Lys
Val
Lys
125
Arg
Asn
Ser
Lys
Thr
205
Gly
Leu

Asn

Pro

Ser
Arg
30

Leu
Phe
Leu
Trp
Ala
110
Ser
Glu
Ser
Leu
Val
190
Lys
Gly
Gln
Gly

Glu
270

Pro
15

Ser
Leu
Ser
Gln
Ile

95
Ala

Ala
Gln
Ser
175
Tyr
Ser
Ser
Arg
Arg

255
Glu

400

Gly
Asn
Ile
Gly
Ser
80

Thr
Pro
Thr
Lys
Glu
160
Ser
Ala
Phe
Gly
Ser
240

Leu

Ile



Lys Gln Leu Gln Gln Phe
275
Glu Met Leu Gln Asn Ile
290
Thr Gly Trp Asn Glu Thr
305 310
His Gln Ile Asn His Leu
325
Glu Asp Phe Thr Arg Gly
340
Tyr Tyr Gly Arg Ile Leu
355
Cys Ala Trp Thr Ile Val
370
Ile Asn Arg Leu Thr Gly
385 390

<210> 72
<211> 622
<212> PRT

Gln Lys
280

Phe Ala

295

Ile Val

Lys Thr
Lys Leu

His Tyr
360

Arg Val

375

Tyr Leu

<213> Artificial Sequence

<220>

Glu
Ile
Glu
Val
Met
345
Leu

Glu

Arg

Asp
Phe
Asn
Leu
330
Ser
Lys
Ile

Asn

Ala
Arg
Leu
315
Glu
Ser

Ala

Leu

<223> antiCD4@_hIgG2_dK_HC--G4S2--IFNI+2a

<400> 72

Gln Val Gln Leu Val Glu Ser Gly Gly

1 5
Ser Leu Arg Leu Ser Cys
20
Gly Ile His Trp Val Arg
35
Ala Val Ile Trp Ser Asp
50
Lys Gly Arg Phe Thr Ile
65 70
Leu Gln Met Asn Ser Leu
85
Ala Arg Ala Ser Gly Ser
100
Gly Gln Gly Thr Leu Val
115
Ser Val Phe Pro Leu Ala
130
Ala Ala Leu Gly Cys Leu
145 150
Val Ser Trp Asn Ser Gly
165
Ala Val Leu Gln Ser Ser

Ala Ala

Gln Ala
40

Gly Ser

55

Ser Arg

Arg Ala
Gly Ser
Thr Val
120
Pro Cys
135
Val Lys
Ala Leu

Gly Leu

Ser
25

Pro
Asn
Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr

Tyr

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser

170
Ser

Val
Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly

Leu

Ala
Gln
300
Leu
Glu
Leu

Lys

Arg
380

Val
Thr
Gly
Tyr
60

Lys
Ala
Phe
Ser
Thr
140
Pro

Val

Ser

Leu
285
Asp
Ala
Lys
His
Glu

365
Asn

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His

Ser

Thr
Ser
Asn
Leu
Leu
350

Tyr

Phe

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro

Thr

Val

Ile
Ser
Val
Glu
335
Lys

Ser

Tyr

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe

175
Val

Tyr
Ser
Tyr
320
Arg
His

Phe

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160

Pro

Thr



Val
His
Cys
225
Val
Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg
Leu
Gly
Ser
465
Ile
Gln
Leu
Ser
Leu
545
Gly

Arg

Pro
Lys
210
Val
Phe
Pro
Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His
Gly
450
Leu
Ser
Glu
His
Ser
530
Tyr
Val

Lys

Ser
195
Pro
Glu
Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn
435
Gly
Gly
Leu
Glu
Glu
515
Ala
Gln
Thr

Tyr

180
Ser

Ser
Cys
Phe
Val
260
Phe
Pro
Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His
Ser
Ser
Phe
Phe
500
Met
Ala
Gln

Glu

Phe

Asn
Asn
Pro
Pro
245
Thr
Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr
Gly
Arg
Ser
485
Gly
Ile
Trp
Leu
Thr

565
Gln

Phe
Thr
Pro
230
Pro
Cys
Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn
Thr
Gly
Arg
470
Cys
Asn
Gln
Asp
Asn
550

Pro

Arg

Gly
Lys
215
Cys
Lys
Val
Tyr
Glu
295
His
Lys
Gln
Met
Pro
375
Asn
Leu
Val
Gln
Gly
455
Thr
Leu
Gln
Gln
Glu
535
Asp

Leu

Ile

Thr
200
Val
Pro
Pro
Val
Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Gly
Leu
Lys
Phe
Ile
520
Thr
Leu

Met

Thr

185
Gln

Asp
Ala
Lys
Val
265
Asp
Phe
Asp
Leu
Arg
345
Lys
Asp
Lys
Ser
Ser
425
Ser
Ser
Met
Asp
Gln
505
Phe
Leu
Glu

Lys

Leu

Thr
Lys
Pro
Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys
Leu
Cys
Leu
Arg
490
Lys
Asn
Leu
Ala
Glu

570
Tyr

Tyr
Thr
Pro
235
Thr
Val
Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser
Ser
Asp
Leu
475
His
Ala
Leu
Asp
Cys
555
Asp

Leu

Thr
Val
220
Val
Leu
Ser
Glu
Thr
300
Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val
Leu
Leu
460
Ala
Asp
Glu
Phe
Lys
540
Val

Ser

Lys

Cys
205
Glu
Ala
Met
His
Val
285
Phe
Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser
445
Pro
Gln
Phe
Thr
Ser
525
Phe
Ile
Ile

Glu

190
Asn

Arg
Gly
Ile
Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430
Pro
Gln
Met
Gly
Ile
510
Thr
Tyr
Gln

Leu

Lys

Val
Lys
Pro
Ser
255
Asp
Asn
Val
Glu
Lys
335
Thr
Thr
Glu
Leu
Lys
415
Glu
Gly
Thr
Arg
Phe
495
Pro
Lys
Thr
Gly
Ala

575
Lys

Asp
Cys
Ser
240
Arg
Pro
Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala
Gly
His
Lys
480
Pro
Val
Asp
Glu
Val
560
Val

Tyr



580

585

590

Ser Pro Cys Ala Trp Glu Val Val Arg Ala Glu Ile Met Arg Ser Phe

595

600

605

Ser Leu Ser Thr Asn Leu Gln Glu Ser Leu Arg Ser Lys Glu

<210> 73

610

<211> 627
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40_hIgG2_dK_HC--G4S3--IFNI+2a

<400> 73

Gln
1
Ser
Gly
Ala
Lys
65
Leu
Ala
Gly
Ser
Ala
145
Val
Ala
Val
His
Cys
225
Val

Thr

Val
Leu
Ile
Val
50

Gly
Gln
Arg
Gln
Val
130
Ala
Ser
Val
Pro
Lys
210
Val
Phe

Pro

Gln
Arg
His
35

Ile
Arg
Met
Ala
Gly
115
Phe
Leu
Trp
Leu
Ser
195
Pro
Glu

Leu

Glu

Leu
Leu
20

Trp
Trp
Phe
Asn
Ser
100
Thr
Pro
Gly
Asn
Gln
180
Ser
Ser
Cys
Phe

Val
260

615

Val Glu Ser

5
Ser

Val
Ser
Thr
Ser
85

Gly
Leu
Leu
Cys
Ser
165
Ser
Asn
Asn
Pro
Pro

245
Thr

Cys
Arg
Asp
Ile
70

Leu
Ser
Val
Ala
Leu
150
Gly
Ser
Phe
Thr
Pro

230
Pro

Ala
Gln
Gly
55

Ser
Arg
Gly
Thr
Pro
135
Val
Ala
Gly
Gly
Lys
215
Cys
Lys

Val

Gly
Ala
Ala
40

Ser
Arg
Ala
Ser
Val
120
Cys
Lys
Leu
Leu
Thr
200
Val
Pro

Pro

Val

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr
Tyr

185
Gln

Ala
Lys

Val
265

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp

250
Asp

Val
Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr
Pro
235
Thr

Val

620

Val
Thr
Gly
Tyr
60

Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val
220
Val

Leu

Ser

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu
Ala
Met

His

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Glu
Pro
Thr
Val

190
Asn

Gly
Ile

Glu
270

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys
Pro
Ser

255
Asp

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg

Pro



Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn
385
Ser
Arg
Leu
Gly
Leu
465
Ala
Asp
Glu
Phe
Lys
545
Val
Ser
Lys
Ile

Ser
625

<210> 74

Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly
Asp
Trp
His
Gly
450
Pro
Gln
Phe
Thr
Ser
530
Phe
Ile
Ile
Glu
Met

610
Lys

Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln
Gly
Gln
Asn
435
Gly
Gln
Met
Gly
Ile
515
Thr
Tyr
Gln
Leu
Lys
595
Arg

Glu

<211> 632
<212> PRT

Phe
Pro
Thr
Val
Thr
340
Arg
Gly
Pro
Ser
Gln
420
His
Ser
Thr
Arg
Phe
500
Pro
Lys
Thr
Gly
Ala
580
Lys

Ser

Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu
Phe
405
Gly
Tyr
Gly
His
Lys
485
Pro
Val
Asp
Glu
Val
565
Val
Tyr

Phe

Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn
390
Phe
Asn
Thr
Gly
Ser
470
Ile
Gln
Leu
Ser
Leu
550
Gly
Arg

Ser

Ser

Tyr
Glu
295
His
Lys
Gln
Met
Pro
375
Asn
Leu
Val
Gln
Gly
455
Leu
Ser
Glu
His
Ser
535
Tyr
Val
Lys

Pro

Leu
615

Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Gly
Gly
Leu
Glu
Glu
520
Ala
Gln
Thr
Tyr
Cys

600
Ser

Asp
Phe
Asp
Leu
Arg
345
Lys
Asp
Lys
Ser
Ser
425
Ser
Ser
Ser
Phe
Phe
505
Met
Ala
Gln
Glu
Phe
585
Ala

Thr

Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr
Lys
410
Cys
Leu
Gly
Arg
Ser
490
Gly
Ile
Trp
Leu
Thr
570
Gln
Trp

Asn

Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr
395
Leu
Ser
Ser
Gly
Arg
475
Cys
Asn
Gln
Asp
Asn
555
Pro
Arg
Glu

Leu

Glu
Thr
300
Asn
Pro
Gln
Val
Val
380
Pro
Thr
Val
Leu
Gly
460
Thr
Leu
Gln
Gln
Glu
540
Asp
Leu
Ile
Val

Gln
620

Val
285
Phe
Gly
Ile
Val
Ser
365
Glu
Pro
Val
Met
Ser
445
Gly
Leu
Lys
Phe
Ile
525
Thr
Leu
Met
Thr
Val

605
Glu

His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met
Asp
His
430
Pro
Ser
Met
Asp
Gln
510
Phe
Leu
Glu
Lys
Leu
590
Arg

Ser

Asn
Val
Glu
Lys
335
Thr
Thr
Glu
Leu
Lys
415
Glu
Gly
Cys
Leu
Arg
495
Lys
Asn
Leu
Ala
Glu
575
Tyr
Ala

Leu

Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp
400
Ser
Ala
Gly
Asp
Leu
480
His
Ala
Leu
Asp
Cys
560
Asp
Leu

Glu

Arg



<213> Artificial Sequence

<220>
<223> antiCD4@_hIgG2_dK_HC--G4S4--IFNI+2a

<400> 74

Gln
1
Ser
Gly
Ala
Lys
65
Leu
Ala
Gly
Ser
Ala
145
Val
Ala
Val
His
Cys
225
Val
Thr
Glu
Lys
Ser
305
Lys

Ile

Val
Leu
Ile
Val
50

Gly
Gln
Arg
Gln
Val
130
Ala
Ser
Val
Pro
Lys
210
Val
Phe
Pro
Val
Thr
290
Val
Cys

Ser

Gln
Arg
His
35

Ile
Arg
Met
Ala
Gly
115
Phe
Leu
Trp
Leu
Ser
195
Pro
Glu
Leu
Glu
Gln
275
Lys
Leu

Lys

Lys

Leu
Leu
20

Trp
Trp
Phe
Asn
Ser
100
Thr
Pro
Gly
Asn
Gln
180
Ser
Ser
Cys
Phe
Val
260
Phe
Pro
Thr
Val

Thr

Val Glu Ser

5
Ser

Val
Ser
Thr
Ser
85

Gly
Leu
Leu
Cys
Ser
165
Ser
Asn
Asn
Pro
Pro
245
Thr
Asn
Arg
Val
Ser

325
Lys

Cys
Arg
Asp
Ile
70

Leu
Ser
Val
Ala
Leu
150
Gly
Ser
Phe
Thr
Pro
230
Pro
Cys
Trp
Glu
Val
310

Asn

Gly

Ala
Gln
Gly
55

Ser
Arg
Gly
Thr
Pro
135
Val
Ala
Gly
Gly
Lys
215
Cys
Lys
Val
Tyr
Glu
295
His

Lys

Gln

Gly
Ala
Ala
40

Ser
Arg
Ala
Ser
Val
120
Cys
Lys
Leu
Leu
Thr
200
Val
Pro
Pro
Val
Val
280
Gln
Gln
Gly

Pro

Gly
Ser
25

Pro
Asn
Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr
Tyr
185
Gln
Asp
Ala
Lys
Val
265
Asp
Phe
Asp

Leu

Arg

Gly
10

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp
250
Asp
Gly
Asn
Trp
Pro

330
Glu

Val
Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr
Pro
235
Thr
Val
Val
Ser
Leu
315
Ala

Pro

Val
Thr
Gly
Tyr
60

Lys
Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val
220
Val
Leu
Ser
Glu
Thr
300
Asn

Pro

Gln

Gln
Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu
Ala
Met
His
Val
285
Phe
Gly
Ile

Val

Pro
Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn
Arg
Gly
Ile
Glu
270
His
Arg
Lys
Glu

Tyr

Gly
15

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys
Pro
Ser
255
Asp
Asn
Val
Glu
Lys

335
Thr

Lys
Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg
Pro
Ala
Val
Tyr
320
Thr

Leu



Pro
Leu
Asn
385
Ser
Arg
Leu
Gly
Gly
465
Thr
Leu
Gln
Gln
Glu
545
Asp
Leu
Ile

Val

Gln
625

<210> 75

Pro
Val
370
Gly
Asp
Trp
His
Gly
450
Gly
Leu
Lys
Phe
Ile
530
Thr
Leu
Met
Thr
Val

610
Glu

Ser
355
Lys
Gln
Gly
Gln
Asn
435
Gly
Ser
Met
Asp
Gln
515
Phe
Leu
Glu
Lys
Leu
595
Arg

Ser

<211> 624
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40_hIgG2_dK_HC--HL--IFNI+2a

<400> 75

340
Arg

Gly
Pro
Ser
Gln
420
His
Ser
Cys
Leu
Arg
500
Lys
Asn
Leu
Ala
Glu
580
Tyr

Ala

Leu

Glu
Phe
Glu
Phe
405
Gly
Tyr
Gly
Asp
Leu
485
His
Ala
Leu
Asp
Cys
565
Asp
Leu

Glu

Arg

Glu
Tyr
Asn
390
Phe
Asn
Thr
Gly
Leu
470
Ala
Asp
Glu
Phe
Lys
550
Val
Ser
Lys

Ile

Ser
630

Met
Pro
375
Asn
Leu
Val
Gln
Gly
455
Pro
Gln
Phe
Thr
Ser
535
Phe
Ile
Ile
Glu
Met

615
Lys

Thr
360
Ser
Tyr
Tyr
Phe
Lys
440
Gly
Gln
Met
Gly
Ile
520
Thr
Tyr
Gln
Leu
Lys
600
Arg

Glu

345
Lys

Asp
Lys
Ser
Ser
425
Ser
Ser
Thr
Arg
Phe
505
Pro
Lys
Thr
Gly
Ala
585
Lys

Ser

Asn
Ile
Thr
Lys
410
Cys
Leu
Gly
His
Lys
490
Pro
Val
Asp
Glu
Val
570
Val
Tyr

Phe

Gln
Ala
Thr
395
Leu
Ser
Ser
Gly
Ser
475
Ile
Gln
Leu
Ser
Leu
555
Gly
Arg

Ser

Ser

Val
Val
380
Pro
Thr
Val
Leu
Gly
460
Leu
Ser
Glu
His
Ser
540
Tyr
Val
Lys

Pro

Leu
620

Ser
365
Glu
Pro
Val
Met
Ser
445
Gly
Gly
Leu
Glu
Glu
525
Ala
Gln
Thr
Tyr
Cys

605
Ser

350
Leu

Trp
Met
Asp
His
430
Pro
Ser
Ser
Phe
Phe
510
Met
Ala
Gln
Glu
Phe
590
Ala

Thr

Thr
Glu
Leu
Lys
415
Glu
Gly
Gly
Arg
Ser
495
Gly
Ile
Trp
Leu
Thr
575
Gln

Trp

Asn

Cys
Ser
Asp
400
Ser
Ala
Gly
Gly
Arg
480
Cys
Asn
Gln
Asp
Asn
560
Pro
Arg
Glu

Leu

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Lys

1

5

10

15



Ser
Gly
Ala
Lys
65

Leu
Ala
Gly
Ser
Ala
145
Val
Ala
Val
His
Cys
225
Val
Thr
Glu
Lys
Ser
305
Lys
Ile
Pro
Leu
Asn

385
Ser

Leu
Ile
Val
50

Gly
Gln
Arg
Gln
Val
130
Ala
Ser
Val
Pro
Lys
210
Val
Phe
Pro
Val
Thr
290
Val
Cys
Ser
Pro
Val
370
Gly

Asp

Arg
His
35

Ile
Arg
Met
Ala
Gly
115
Phe
Leu
Trp
Leu
Ser
195
Pro
Glu
Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser
355
Lys
Gln

Gly

Leu
20

Trp
Trp
Phe
Asn
Ser
100
Thr
Pro
Gly
Asn
Gln
180
Ser
Ser
Cys
Phe
Val
260
Phe
Pro
Thr
Val
Thr
340
Arg
Gly

Pro

Ser

Ser
Val
Ser
Thr
Ser
85

Gly
Leu
Leu
Cys
Ser
165
Ser
Asn
Asn
Pro
Pro
245
Thr
Asn
Arg
Val
Ser
325
Lys
Glu
Phe
Glu

Phe
405

Cys
Arg
Asp
Ile
70

Leu
Ser
Val
Ala
Leu
150
Gly
Ser
Phe
Thr
Pro
230
Pro
Cys
Trp
Glu
Val
310
Asn
Gly
Glu
Tyr
Asn

390
Phe

Ala
Gln
Gly
55

Ser
Arg
Gly
Thr
Pro
135
Val
Ala
Gly
Gly
Lys
215
Cys
Lys
Val
Tyr
Glu
295
His
Lys
Gln
Met
Pro
375

Asn

Leu

Ala
Ala
40

Ser
Arg
Ala
Ser
Val
120
Cys
Lys
Leu
Leu
Thr
200
Val
Pro
Pro
Val
Val
280
Gln
Gln
Gly
Pro
Thr
360
Ser

Tyr

Tyr

Ser
25

Pro
Asn
Asp
Glu
Tyr
105
Ser
Ser
Asp
Thr
Tyr

185
Gln

Ala
Lys
Val
265
Asp
Phe
Asp
Leu
Arg
345
Asp
Lys

Ser

Gly
Gly
Lys
Asn
Asp
90

Tyr
Ser
Arg
Tyr
Ser
170
Ser
Thr
Lys
Pro
Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn
Ile
Thr

Lys
410

Phe
Lys
Phe
Ser
75

Thr
Asn
Ala
Ser
Phe
155
Gly
Leu
Tyr
Thr
Pro
235
Thr
Val
Val
Ser
Leu
315
Ala
Pro
Gln
Ala
Thr

395
Leu

Thr
Gly
Tyr
60

Ala
Phe
Ser
Thr
140
Pro
Val
Ser
Thr
Val
220
Val
Leu
Ser
Glu
Thr
300
Asn
Pro
Gln
Val
Val
380

Pro

Thr

Phe
Leu
45

Ala
Asn
Val
Phe
Thr
125
Ser
Glu
His
Ser
Cys
205
Glu
Ala
Met
His
Val
285
Phe
Gly
Ile
Val
Ser
365
Glu

Pro

Val

Ser
30

Glu
Asp
Thr
Tyr
Asp
110
Lys
Glu
Pro
Thr
Val
190
Asn
Arg
Gly
Ile
Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu
Trp
Met

Asp

Ser
Trp
Ser
Leu
Tyr
95

Tyr
Gly
Ser
Val
Phe
175
Val
Val
Lys
Pro
Ser
255
Asp
Asn
Val
Glu
Lys
335
Thr
Thr
Glu

Leu

Lys
415

Asn
Val
Val
Tyr
80

Cys
Trp
Pro
Thr
Thr
160
Pro
Thr
Asp
Cys
Ser
240
Arg
Pro
Ala
Val
Tyr
320
Thr
Leu
Cys
Ser
Asp

400
Ser



Arg
Leu
Glu
Thr
465
Arg
Phe
Pro
Lys
Thr
545
Gly
Ala
Lys

Ser

Trp
His
Ala
450
His
Lys
Pro
Val
Asp
530
Glu
Val
Val
Tyr

Phe
610

Gln
Asn
435
Ala
Ser
Ile
Gln
Leu
515
Ser
Leu
Gly
Arg
Ser

595
Ser

<210> 76
<211> 165
<212> PRT
<213> Artificial Sequence

<220>
<223> IFNI2 dM

<400> 76

Ser
1
Gln

Asp
Phe
Ile

65
Thr

Tyr
Lys
Arg
Gln
50

Phe

Ile

Asn
Leu
Met
35

Lys
Ala

Val

Gln
420
His
Ala
Leu
Ser
Glu
500
His
Ser
Tyr
Val
Lys
580

Pro

Leu

Leu
Leu
20

Asn
Glu
Ile

Glu

Gly
Tyr
Lys
Gly
Leu
485
Glu
Glu
Ala
Gln
Thr
565
Tyr
Cys

Ser

Leu
Trp
Phe
Asp
Phe

Asn

Asn
Thr
Glu
Ser
470
Phe
Phe
Met
Ala
Gln
550
Glu
Phe
Ala

Thr

Gly
Gln
Asp
Ala
Arg

70
Leu

Val
Gln
Ala
455
Arg
Ser
Gly
Ile
Trp
535
Leu
Thr
Gln
Trp

Asn
615

Phe
Leu
Ile
Ala
55

Gln

Leu

Phe
Lys
440
Ala
Arg
Cys
Asn
Gln
520
Asp
Asn
Pro
Arg
Glu

600
Leu

Leu
Asn
Pro
40

Leu

Asp

Ala

Ser
425
Ser
Ala
Thr
Leu
Gln
505
Gln
Glu
Asp
Leu
Ile
585
Val

Gln

Gln
Gly
25

Glu
Thr

Ser

Asn

Cys
Leu
Lys
Leu
Lys
490
Phe
Ile
Thr
Leu
Met
570
Thr
Val

Glu

Arg
10

Arg
Glu
Ile

Ser

Val

Ser
Ser
Ala
Met
475
Asp
Gln
Phe
Leu
Glu
555
Lys
Leu

Arg

Ser

Ser
Leu
Ile
Tyr
Ser

75
Tyr

Val
Leu
Cys
460
Leu
Arg
Lys
Asn
Leu
540
Ala
Glu
Tyr
Ala

Leu
620

Ser
Glu
Lys
Glu
60

Thr

His

Met
Ser
445
Asp
Leu
His
Ala
Leu
525
Asp
Cys
Asp
Leu
Glu

605
Arg

Asn
Tyr
Gln
45

Met
Gly

Gln

His
430
Pro
Leu
Ala
Asp
Glu
510
Phe
Lys
Val
Ser
Lys
590
Ile

Ser

Phe
Cys
30

Leu
Leu

Trp

Ile

Glu
Gly
Pro
Gln
Phe
495
Thr
Ser
Phe
Ile
Ile
575
Glu

Met

Lys

Gln
15

Leu
Gln
Gln

Asn

Asn

Ala
Ala
Gln
Met
480
Gly
Ile
Thr
Tyr
Gln
560
Leu
Lys
Arg

Glu

Cys
Lys
Gln
Asn
Glu

80
His



85

Leu Lys Thr Val Leu Glu Glu

100

Gly Lys Leu Met Ser Ser Leu

115

Leu His Tyr Leu Lys Ala Lys

130

135

Val Arg Val Glu Ile Leu Arg

145
Gly Tyr Leu Arg Asn
165

<210> 77
<211> 165
<212> PRT

150

<213> Artificial Sequence

<220>
<223> IFNI2 dM C17S

<400> 77

Ser Tyr Asn Leu Leu

1 5

Gln Lys Leu Leu Trp

20
Asp Arg Met Asn Phe
35
Phe Gln Lys Glu Asp
50

Ile Phe Ala Ile Phe

65

Thr Ile Val Glu Asn
85

Leu Lys Thr Val Leu

100
Gly Lys Leu Met Ser
115
Leu His Tyr Leu Lys
130

Val Arg Val Glu Ile

145

Gly Tyr Leu Arg Asn
165

<210> 78
<211> 1947
<212> DNA

Gly
Gln
Asp
Ala
Arg
70

Leu
Glu
Ser

Ala

Leu
150

Phe
Leu
Ile
Ala
55

Gln
Leu
Glu
Leu
Lys

135
Arg

<213> Artificial Sequence

Lys
His
120
Glu

Asn

Leu
Asn
Pro
40

Leu
Asp
Ala
Lys
His
120
Glu

Asn

Leu
105
Leu

Tyr

Phe

Gln
Gly
25

Glu
Thr
Ser
Asn
Leu
105
Leu

Tyr

Phe

90
Glu

Lys
Ser

Tyr

Arg
10

Arg
Glu
Ile
Ser
Val
90

Glu
Lys

Ser

Tyr

Lys
Arg
His

Phe
155

Ser
Leu
Ile
Tyr
Ser
75

Tyr
Lys
Arg
His

Phe
155

Glu
Tyr
Cys

140
Ile

Ser
Glu
Lys
Glu
60

Thr
His
Glu
Tyr
Cys

140
Ile

Asp
Tyr
125
Ala

Asn

Asn
Tyr
Gln
45

Met
Gly
Gln
Asp
Tyr
125
Ala

Asn

Phe
110
Gly
Trp

Arg

Phe
Cys
30

Leu
Leu
Trp
Ile
Phe
110
Gly
Trp

Arg

95
Thr

Arg
Thr

Leu

Gln
15

Leu
Gln
Gln
Asn
Asn
95

Thr
Arg
Thr

Leu

Arg
Ile
Ile

Thr
160

Ser
Lys
Gln
Asn
Glu
80

His
Arg
Ile

Ile

Thr
160



<220>

<223> Nucleic acid encoding SEQ ID NO 32

<400> 78
atgggctggt

gttcaactgg
tgtaaagcca
ggacagggac
cagaaattcc
gaactgaacc
ctgggctact
gttacagtgt
agaagcacca
cctgtgaccg
gtgctgcaga
ttcggcaccc
aagaccgtgg
ggaccttccg
cctgaagtga
tggtacgtgg
aacagcacct
aaagagtaca
agcaagacca
gagatgacca
atcgccgtgg
atgctggaca

tggcagcagg

cctgcatcat
ttcagtctgg
gcggctacac
ttgagtggat
agggcagagt
ggctgagatc
gcacaaatgg
ctagcgcctc
gcgagtctac
tgtcctggaa
gcagcggcect
agacctacac
aacggaagtg
tgtttctgtt
cctgecgtggt
acggegtgga
tcagagtggt
agtgcaaggt
aaggccagcc
agaatcaggt
aatgggagag
gcgacggctc

gcaacgtgtt

tctgtttctg

cgccgaagtg
ctttaccggc
gggctggatc
gaccatgacc
cgacgacacc
cgtgtgcagc
tacaaagggc
agccgctctg
tagcggagca
gtactctctg
ctgtaacgtg
ctgcgtggaa
ccctccaaag
ggtggatgtg
agtgcacaac
gtccgtgctg
gtccaacaag
tcgcgagcect
gtccctgacc
caatggccag
attcttcctg

cagctgttct

gtggccacag

aagaaaccag
tactacatgc
aatcctgaca
agagacacca
gccgtgtact
tacttcgact
ccctececgttt
ggctgtctgg
ctgacatccg
tctagcgtgg
gaccacaagc
tgccctectt
cctaaggaca
tctcacgagg
gccaagacca
accgtggtgc
ggcctgectg
caggtttaca
tgcctcgtga
cctgagaaca
tacagcaagc

gtgatgcacg

ccacaggcgt

gcgccagegt
actgggtccg
geggeggeac
gcatcagcac
attgcgccag
actggggcca
ttcctctggc
tcaaggacta
gcgtgcacac
tcaccgtgcc
ctagcaacac
gtcctgctcc
ccctgatgat
atcccgaggt
agcctagaga
atcaggactg
ctcctatcga
cactgcctcc
agggcttcta
actacaagac
tgacagtgga

aggccctgca

gcactctcag
gaaggtgtcc
acaggctcca
caactacgcc
cgcctacatg
agatcagcct
gggcacactg
tccttgttct
ctttcctgag
atttccagct
tagcagcaat
caaggtggac
tccagtggcc
cagcagaacc
gcagttcaat
ggaacagttc
gctgaacggc
gaaaaccatc
aagccgggaa
cccttccgat
cacacctcct
caagtccaga

caaccactac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380



acccagaagt
aaggccatga
aaactgctgt
gacatccccg
atctacgaga
tggaacgaga
aaaaccgtgc
agcctgcacc
agccactgcg
agactgaccg
<210> 79

<211> 174
<212> PRT

ctctgtctct
gctacaacct
ggcagctgaa
aggaaatcaa
tgctgcagaa
caatcgtgga
tggaagagaa
tgaagcggta
cctggaccat

gctacctgceg

gagccctggc
gctgggettt
tggceggetg
gcagctgcag
catcttcgcc
aaatctgctg
gctggaaaaa
ctacggcaga
cgtgcgcgtg

caactga

<213> Artificial Sequence

<220>
<223> IFNw

<400> 79
Leu Gly
1

Leu

Cys

Val Leu

Lys Asp Arg

35

Gln Leu Gln
50

Gln Ile

65

Met

Phe

Thr Leu

His Leu Glu

Ala Ile
115
Val

Gly

Ile Arg

130

Asp Leu

Leu His
20
Arg Asp

Lys Ala

Ser Leu

Leu Asp
85

Thr Cys
100
Ser Ser

Tyr Leu

Pro
Gln
Phe
His
Phe
70

Gln
Leu

Pro

Lys

Gln Asn

Met Arg
Phe
40
Met

Arg

Val
55
His Thr

Leu His

Leu Gln

Ala Leu
120
Glu Lys
135

gctgaagccg
ctgcagcgga
gaatactgcc
cagttccaga
atcttccggc
gccaacgtgt
gaggacttca
atcctgcact

gaaatcctgc

His Gly Leu
10

Arg Ile Ser

25

Pro

Gln Glu

Ser Val Leu

Glu Ser
75

Leu

Arg
Thr Gly
90
Val Vval
105

Thr

Gly

Leu Arg

Lys Tyr Ser

ctgctaaaga
gcagcaactt
tgaaggaccg
aagaggacgc
aggatagcag
accaccagat
cccggggcaa
acctcaaggc

ggaacttcta

Leu Ser Arg

Phe Leu
30

Lys

Pro

Val
45
Glu

Met
His Met
60
Ser

Ala Ala

His Gln Gln

Glu Glu
110
Phe

Gly
Arg Tyr
125
Cys

Asp Ala

140

agctgccgcc
ccagtgccag
gatgaacttc
cgctctgacc
cagcaccgga
caaccacctg
gctgatgagc
caaagagtat

cttcatcaac

Asn Thr
15
Cys Leu

Gly Ser

Leu Gln
Asn
80
Gln

Trp

Leu
95
Ser Ala

Gln Gly

Trp Glu

1440

1500

1560

1620

1680

1740

1800

1860

1920

1947



Val Val Arg Met Glu Ile Met Lys Ser Leu Phe Leu Ser Thr Asn Met

145

150

155

Gln Glu Arg Leu Arg Ser Lys Asp Arg Asp Leu Gly Ser Ser

<210> 80
<211> 187
<212> PRT
<213> Artificial Sequence

<220>
<223> IFNe

<400> 80

Leu
1
Ser
Leu
Gln
Gln
65
Glu
Glu
Thr
Arg
Ala
145

Leu

Gln

<210>
<211>
<212>
<213>

Asp
Leu
Pro
Gln
50

Gln
Glu
Tyr
Leu
Ile
130
Ile
Thr

Glu

<220>

<223>

<400>

81
628
PRT
Artificial Sequence

81

Leu
Lys
His
35

Tyr
Ile
Asn
Leu
Gly
115
His
Val
Glu

Leu

Lys
Leu
20

Arg
Gln
Phe
His
Glu
100
Ser
Asp
Gln
Lys

Thr
180

165

Leu
Leu
Lys
Lys
Ser
Thr
85

Ala
Asp
Tyr
Val
Leu

165
Thr

Ile
Asn
Asn
Gly
Leu
70

Glu
Leu
Asn
Leu
Glu
150

Ser

Glu

Ile
Lys
Phe
His
55

Phe
Lys
Met
Leu
Glu
135
Ile

Lys

Phe

Phe
Leu
Leu
40

Thr
Arg
Phe
Gly
Arg
120
Asn
Ser

Gln

Arg

Gln
Gln
25

Leu
Leu
Ala
Leu
Leu
105
Leu
Gln
Arg
Gly

Ser
185

170

Gln
10

Thr
Pro
Ala
Asn
Ile
90

Glu
Gln
Asp
Cys
Arg

170
Pro

antiCD4@_hIgG2 dK_HC--HL--IFNo2A

Arg
Leu
Gln
Ile
Ile
75

Gln
Ala
Val
Tyr
Leu
155

Pro

Arg

Gln
Ser
Lys
Leu
60

Ser
Leu
Glu
Lys
Ser
140
Phe

Leu

Val
Ile
Ser
45

His
Leu
His
Lys
Met
125
Thr
Phe

Asn

Asn
Gln
30

Leu
Glu
Asp
Gln
Leu
110
Tyr
Cys
Val

Asp

Gln
15

Gln
Ser
Met
Gly
Gln
95

Ser
Phe
Ala
Phe

Met
175

160

Glu
Cys
Pro
Leu
Trp
80

Leu
Gly
Arg
Trp
Ser

160
Lys



Gln
Ser
Tyr
Gly
Gln
65

Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val
Phe
305
Gly
Ile
Val

Ser

Glu
385

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu

370
Trp

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr

Glu

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu

Cys

Ser

Val
Ser
Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu
Lys
Ser
Lys
325
Ile
Pro

Leu

Asn

Gln
Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val
Thr
Val
310
Cys
Ser
Pro

Val

Gly
390

Ser
Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys

375
Gln

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly

Pro

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe

Glu

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu
Val
Asn
330
Gly
Glu
Tyr

Asn

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr
Glu
His
315
Lys
Gln
Met

Pro

Asn
395

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser

380
Tyr

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp

Lys

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn

Ile

Thr

Gly
15
Gly

Trp

Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly

175
Leu

Thr
Pro
Thr
255
Val
Val
Ser
Leu
Ala
335
Pro
Gln
Ala

Thr

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val

Pro
400



Pro
Val
Met
Ser
Asp
465
Leu
His
Ala
Leu
Asp
545
Cys
Asp
Leu

Glu

Arg
625

<210> 82

Met
Asp
His
Pro
450
Leu
Ala
Asp
Glu
Phe
530
Lys
Val
Ser
Lys
Ile

610
Ser

Leu
Lys
Glu
435
Gly
Pro
Gln
Phe
Thr
515
Ser
Phe
Ile
Ile
Glu
595
Met

Lys

<211> 398
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD40_LC-derivative--HL--IFNa2A

<400> 82

Asp
1

Asp
Leu

Tyr

Ser

Ile
Arg
Ala
Thr

50
Gly

Asp
Ser
420
Ala
Ala
Gln
Met
Gly
500
Ile
Thr
Tyr
Gln
Leu
580

Arg

Glu

Ser
405
Arg
Leu
Glu
Thr
Arg
485
Phe
Pro
Lys
Thr
Gly
565
Ala
Lys

Ser

Asp
Trp
His
Ala
His
470
Lys
Pro
Val
Asp
Glu
550
Val
Val
Tyr

Phe

Gln Met Thr Gln

5

Val Thr Ile Thr

20

Trp Tyr Gln Gln

35

Ala Ser Thr Leu

Ser Gly Thr Asp

Gly
Gln
Asn
Ala
455
Ser
Ile
Gln
Leu
Ser
535
Leu
Gly
Arg

Ser

Ser
615

Ser
Cys
Lys
Gln

55
Phe

Ser Phe

Gln Gly
425

His Tyr

440

Ala Lys

Leu Gly
Ser Leu

Glu Glu
505

His Glu

520

Ser Ala

Tyr Gln
Val Thr

Lys Tyr
585

Pro Cys

600

Leu Ser

Pro Ser

Arg Ala
25

Pro Gly

40

Ser Gly

Thr Leu

Phe
410
Asn
Thr
Glu
Ser
Phe
490
Phe
Met
Ala
Gln
Glu
570
Phe
Ala

Thr

Ser
10

Ser
Lys
Val

Thr

Leu
Val
Gln
Ala
Arg
475
Ser
Gly
Ile
Trp
Leu
555
Thr
Gln
Trp

Asn

Val
Gln
Ala
Pro

Ile

Tyr
Phe
Lys
Ala
460
Arg
Cys
Asn
Gln
Asp
540
Asn
Pro
Arg
Glu

Leu
620

Ser
Gly
Pro
Ser

60
Ser

Ser
Ser
Ser
445
Ala
Thr
Leu
Gln
Gln
525
Glu
Asp
Leu
Ile
Val

605
Gln

Ala
Ile
Asn
45

Arg

Ser

Lys
Cys
430
Leu
Lys
Leu
Lys
Phe
510
Ile
Thr
Leu
Met
Thr
590
Val

Glu

Ser
Tyr
30

Leu

Phe

Leu

Leu
415
Ser
Ser
Ala
Met
Asp
495
Gln
Phe
Leu
Glu
Lys

575
Leu

Ser

Val
15

Ser
Leu

Ser

Gln

Thr
Val
Leu
Cys
Leu
480
Arg
Lys
Asn
Leu
Ala
560
Glu
Tyr
Ala

Leu

Gly
Trp
Ile
Gly

Pro



65
Glu

Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Ala
225
Ser
Ile
Gln
Leu
Ser
305
Leu
Gly
Arg

Ser

Ser
385

<210> 83

Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Ala
Leu
Ser
Glu
His
290
Ser
Tyr
Val
Lys
Pro

370
Leu

Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Lys
Gly
Leu
Glu
275
Glu
Ala
Gln
Thr
Tyr
355
Cys

Ser

<211> 377
<212> PRT
<213> Artificial Sequence

<220>
<223> antiCD4@_LC--(G4S)4--IFNy

Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Glu
Ser
Phe
260
Phe
Met
Ala
Gln
Glu
340
Phe
Ala

Thr

Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ala
Arg
245
Ser
Gly
Ile
Trp
Leu
325
Thr
Gln
Trp

Asn

70
Tyr

Thr
Phe
Cys
Val
150
Gln
Ser
His
Lys
Ala
230
Arg
Cys
Asn
Gln
Asp
310
Asn
Pro
Arg

Glu

Leu
390

Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Ser
215
Ala
Thr
Leu
Gln
Gln
295
Glu
Asp
Leu
Ile
Val

375
Gln

Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Leu
Lys
Leu
Lys
Phe
280
Ile
Thr
Leu
Met
Thr
360
Val

Glu

Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Ser
Ala
Met
Asp
265
Gln
Phe
Leu
Glu
Lys
345
Leu

Arg

Ser

Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Leu
Cys
Leu
250
Arg
Lys
Asn
Leu
Ala
330
Glu
Tyr
Ala

Leu

75
Ala

Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Asp
235
Leu
His
Ala
Leu
Asp
315
Cys
Asp
Leu

Glu

Arg
395

Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Pro
220
Leu
Ala
Asp
Glu
Phe
300
Lys
Val
Ser
Lys
Ile

380
Ser

Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Pro
Gln
Phe
Thr
285
Ser
Phe
Ile
Ile
Glu
365

Met

Lys

Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Ala
Gln
Met
Gly
270
Ile
Thr
Tyr
Gln
Leu
350
Lys
Arg

Glu

Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Glu
Thr
Arg
255
Phe
Pro
Lys
Thr
Gly
335
Ala
Lys

Ser

80
Leu

Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ala
His
240
Lys
Pro
Val
Asp
Glu
320
Val
Val

Tyr

Phe



<400> 83

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Gly
225
Glu
Ala
Glu
Lys
Glu
305
Lys
Leu

Glu

Leu

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Ala
Asp
Ser
Leu
290
Thr
Lys
Asn

Leu

Phe
370

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Gly
Glu
Asn
Asp
275
Phe
Ile
Arg
Val
Ser

355
Arg

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Gly
Asn
Gly
260
Arg
Lys
Lys
Asp
Gln
340

Pro

Gly

Thr
Ile
Gln
Thr
Thr
Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ser
Leu
245
Thr
Lys
Asn
Glu
Asp
325
Arg
Ala

Arg

Gln
Thr
Gln
Leu
Asp
70

Thr

Phe

Val
150
Gln
Ser
His
Cys
Gly
230
Lys
Leu
Ile
Phe
Asp
310
Phe
Lys
Ala

Arg

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Gly
215
Gly
Lys
Phe
Met
Lys
295
Met
Glu
Ala
Lys

Ala
375

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Gly
Tyr
Leu
Gln
280
Asp
Asn
Lys
Ile
Thr

360
Ser

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Gly
Phe
Gly
265
Ser
Asp
Val
Leu
His
345
Gly

Gln

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Ser
Asn
250
Ile
Gln
Gln
Lys
Thr
330
Glu

Lys

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Gln
235
Ala
Leu
Ile
Ser
Phe
315
Asn

Leu

Arg

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140

Ser

Thr

Pro
Gly
220
Gly
Lys
Val
Ile
300
Phe
Tyr
Ile

Lys

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Pro
His
Asn
Ser
285
Gln
Asn
Ser

Gln

Arg
365

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Tyr
Ser
Trp
270
Phe
Lys
Ser
Val
Val

350
Ser

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Gly
Val
Asp
255
Lys
Tyr
Ser
Asn
Thr
335
Met

Gln

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Lys
240
Val
Glu
Phe
Val
Lys
320
Asp
Ala

Met



<210> 84
<211> 614
<212> PRT
<213> Artificial Sequence

<220>

<223> antiCD4@_hIgG2 dK_HC--(G4S)4--IFNy

<400> 84

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Phe
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Ala
Met
His
Val

Phe

Val
Val
Met
Trp
50

Gly
Glu
Arg
Asp
Lys
130
Glu
Pro
Thr
Val
Asn
210
Arg
Gly
Ile
Glu
His

290
Arg

Gln
Lys
His
35

Ile
Arg
Leu
Asp
Tyr
115
Gly
Ser
Val
Phe
Val
195
Val
Lys
Pro
Ser
Asp
275

Asn

Val

Leu
Val
20

Trp
Asn
Val
Asn
Gln
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asp
Cys
Ser
Arg
260
Pro

Ala

Val

Val Gln Ser

5
Ser

Val
Pro
Thr
Arg
85

Pro
Gly
Ser
Ala
Val
165
Ala
Val
His
Cys
Val
245
Thr
Glu

Lys

Ser

Cys
Arg
Asp
Met
70

Leu
Leu
Gln
Val
Ala
150
Ser
Val
Pro
Lys
Val
230
Phe
Pro
Val

Thr

Val

Lys
Gln
Ser
55

Thr
Arg
Gly
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Glu
Leu
Glu
Gln
Lys

295
Leu

Gly
Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe
280

Pro

Thr

Ala
Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265
Asn

Arg

Val

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp
Glu

Val

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val
Tyr

Glu

His

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val
Val
Gln

300
Gln

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp
285
Phe

Asp

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly

Asn

Trp

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val

Ser

Leu

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser
Glu

Thr

Asn



305
Gly

Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Gly
465
Asn
Gly
Arg
Lys
Lys
545
Asp
Gln

Pro

Gly

<210>
<211>
<212>
<213>

Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Ser
Leu
Thr
Lys
Asn
530
Glu
Asp
Arg

Ala

Arg
610

<220>

<223>

<400>

85
409
PRT
Artificial Sequence

85

Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Gly
Lys
Leu
Ile
515
Phe
Asp
Phe
Lys
Ala

595
Arg

Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Gly
Gly
Lys
Phe
500
Met
Lys
Met
Glu
Ala
580
Lys

Ala

Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Gly
Gly
Tyr
485
Leu
Gln
Asp
Asn
Lys
565
Ile
Thr

Ser

310
Cys

Ser
Pro
Val
Gly
390
Asp
Trp
His
Gly
Gly
470
Phe
Gly
Ser
Asp
Val
550
Leu
His
Gly

Gln

Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Gly
455
Ser
Asn
Ile
Gln
Gln
535
Lys
Thr

Glu

Lys

Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ser
Gln
Ala
Leu
Ile
520
Ser
Phe
Asn

Leu

Arg
600

antiCD4@_LC--(G4S)4--IFNA2

Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Gly
Asp
Gly
Lys
505
Val
Ile
Phe
Tyr
Ile

585
Lys

Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Gly
Pro
His
490
Asn
Ser
Gln
Asn
Ser
570
Gln

Arg

315
Lys

Gln
Met
Pro
Asn
395
Leu
Val
Gln
Gly
Tyr
475
Ser
Trp
Phe
Lys
Ser
555
Val

Val

Ser

Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Gly
460
Val
Asp
Lys
Tyr
Ser
540
Asn
Thr

Met

Gln

Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ser
Lys
Val
Glu
Phe
525
Val
Lys
Asp

Ala

Met
605

Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Gly
Glu
Ala
Glu
510
Lys
Glu
Lys
Leu
Glu

590
Leu

Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Gly
Ala
Asp
495
Ser
Leu
Thr
Lys
Asn
575

Leu

Phe

320
Pro

Gln
Val
Val
Pro
400
Thr
Val
Leu
Gly
Glu
480
Asn
Asp
Phe
Ile
Arg
560
Val

Ser

Arg



Asp
Asp
Leu
Tyr
Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Gly
225
His
Ser
Leu
Phe
Met
305
Thr
His
Gln
Tyr

Ala
385

Ile
Arg
Ala
Thr
50

Gly
Asp
Phe
Ser
Ala
130
Val
Ser
Thr
Cys
Asn
210
Gly
Gly
Leu
Glu
Pro
290
Ala
Ala
Thr
Pro
Arg

370
Ser

Gln
Val
Trp
35

Ala
Ser
Phe
Gly
Val
115
Ser
Gln
Val
Leu
Glu
195
Arg
Gly
Ala
Ser
Glu
275
Arg
Leu
Asp
Leu
Thr
355

Leu

Val

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
Val
Trp
Thr
Thr
180
Val
Gly
Gly
Leu
Pro
260
Ser
Thr
Glu
Thr
His
340
Ala
Gln

Thr

Thr
Ile
Gln
Thr
Thr
Thr
85

Gly
Ile
Val
Lys
Glu
165
Leu
Thr
Glu
Ser
Pro
245
Gln
Leu
Trp
Ala
Asp
325
His
Gly
Glu

Phe

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
Val
150
Gln
Ser
His
Cys
Gly
230
Glu
Leu
Asp
Glu
310
Pro
Ile
Pro

Ala

Asn
390

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Gly
215
Gly
Ala
Leu
Leu
Leu
295
Leu
Ala
Leu
Arg
Pro

375
Leu

Pro
Arg
Pro
40

Ser
Thr
Cys
Val
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Gly
Arg
Gln
Lys
280
Arg
Ala
Leu
Ser
Thr
360
Lys

Phe

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Gly
Gly
Ala
265
Asp
Gln
Leu
Val
Gln
345
Arg
Lys

Arg

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Ser
Cys
250
Phe
Cys
Leu
Thr
Asp
330
Phe
Gly
Glu

Leu

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Val
235
His
Lys
Arg
Gln
Leu
315
Val
Arg
Arg

Ser

Leu
395

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
Pro
Ile
Arg
Cys
Val
300
Lys
Leu
Ala
Leu
Pro

380
Thr

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Val
Ala
Ala
His
285
Arg
Val
Asp
Cys
His
365
Gly

Arg

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Ala
Gln
Lys
270
Ser
Glu
Leu
Gln
Ile
350
His
Cys

Asp

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu

175
Val

Gly
Arg
Phe
255
Asp
Arg
Arg
Glu
Pro
335
Gln
Trp

Leu

Leu

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Leu
240
Lys
Ala
Leu
Pro
Ala
320
Leu
Pro
Leu

Glu

Asn
400



Cys Val Ala Ser Gly Asp Leu Cys Val

405

<210> 86
<211> 646
<212> PRT
<213> Artificial Sequence

<220>

<223> antiCD40_hIgG2 dK_HC--(G4S)4--IFNA2

<400> 86

Gln Val Gln Leu Val Gln Ser Gly Ala

1 5
Ser Val Lys Val Ser Cys Lys
20
Tyr Met His Trp Val Arg Gln
35
Gly Trp Ile Asn Pro Asp Ser
50 55
Gln Gly Arg Val Thr Met Thr
65 70
Met Glu Leu Asn Arg Leu Arg
85
Ala Arg Asp Gln Pro Leu Gly
100
Phe Asp Tyr Trp Gly Gln Gly
115
Thr Lys Gly Pro Ser Val Phe
130 135
Ser Glu Ser Thr Ala Ala Leu
145 150
Glu Pro Val Thr Val Ser Trp
165
His Thr Phe Pro Ala Val Leu
180
Ser Val VvVal Thr Val Pro Ser
195
Cys Asn Val Asp His Lys Pro
210 215
Glu Arg Lys Cys Cys Val Glu
225 230
Ala Gly Pro Ser Val Phe Leu
245
Met Ile Ser Arg Thr Pro Glu
260
His Glu Asp Pro Glu Val Gln
275
Val His Asn Ala Lys Thr Lys

Ala
Ala
40

Gly
Arg
Ser
Tyr
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Cys
Phe
Val
Phe

280
Pro

Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn
Pro
Pro
Thr
265

Asn

Arg

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr
Pro
Pro
250
Cys
Trp

Glu

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys
235
Lys
Val

Tyr

Glu

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220
Pro
Pro
Val

Val

Gln

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala
Lys
Val
Asp

285
Phe

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys
Pro
Asp
Asp
270
Gly

Asn

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr
Pro
Thr
255
Val
Val

Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val
240
Leu
Ser

Glu

Thr



Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Gly
465
Leu
Pro
Ser
Thr
Glu
545
Thr
His
Ala
Gln
Thr

625
Ser

<210> 87

290
Arg

Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Ser
Pro
Gln
Leu
Trp
530
Ala
Asp
His
Gly
Glu
610
Phe

Gly

Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Gly
Asp
Glu
Leu
515
Asp
Glu
Pro
Ile
Pro
595
Ala

Asn

Asp

<211> 408
<212> PRT
<213> Artificial Sequence

Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Gly
Gly
Ala
Leu
500
Leu
Leu
Leu
Ala
Leu
580
Arg
Pro

Leu

Leu

Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Gly
Gly
Arg
485
Gln
Lys
Arg
Ala
Leu
565
Ser
Thr
Lys
Phe

Cys
645

Val
310
Cys
Ser
Pro
Val
Gly
390
Asp
Trp
His
Gly
Gly
470
Gly
Ala
Asp
Gln
Leu
550
Val
Gln
Arg
Lys
Arg

630
Val

295
Leu

Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Gly
455
Ser
Cys
Phe
Cys
Leu
535
Thr
Asp
Phe
Gly
Glu

615
Leu

Thr
Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ser
Val
His
Lys
Arg
520
Gln
Leu
Val
Arg
Arg
600

Ser

Leu

Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Gly
Pro
Ile
Arg
505
Cys
Val
Lys
Leu
Ala
585
Leu

Pro

Thr

Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Gly
Val
Ala
490
Ala
His
Arg
Val
Asp
570
Cys
His
Gly

Arg

His
315
Lys
Gln
Met
Pro
Asn
395
Leu
Val
Gln
Gly
Ala
475
Gln
Lys
Ser
Glu
Leu
555
Gln
Ile
His
Cys

Asp
635

300
Gln

Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Gly
460
Arg
Phe
Asp
Arg
Arg
540
Glu
Pro
Gln
Trp
Leu

620
Leu

Asp
Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ser
Leu
Lys
Ala
Leu
525
Pro
Ala
Leu
Pro
Leu
605
Glu

Asn

Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Gly
His
Ser
Leu
510
Phe
Met
Thr
His
Gln
590
Tyr
Ala

Cys

Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Gly
Gly
Leu
495
Glu
Pro
Ala
Ala
Thr
575
Pro
Arg

Ser

Val

Asn
320
Pro
Gln
Val
Val
Pro
400
Thr
Val
Leu
Gly
Ala
480
Ser
Glu
Arg
Leu
Asp
560
Leu
Thr
Leu

Val

Ala
640



<220>
<223> antiCD4@_LC--(G4S)4--IFNw

<400> 87
Asp Ile Gln Met Thr Gln Ser Pro
1 5
Asp Arg Val Thr Ile Thr Cys Arg
20
Leu Ala Trp Tyr Gln Gln Lys Pro
35 40
Tyr Thr Ala Ser Thr Leu Gln Ser
50 55
Ser Gly Ser Gly Thr Asp Phe Thr
65 70
Glu Asp Phe Ala Thr Tyr Tyr Cys
85
Thr Phe Gly Gly Gly Thr Lys Val
100
Pro Ser Val Phe Ile Phe Pro Pro
115 120
Thr Ala Ser Val Val Cys Leu Leu
130 135
Lys Val Gln Trp Lys Val Asp Asn
145 150
Glu Ser Val Thr Glu Gln Asp Ser
165
Ser Thr Leu Thr Leu Ser Lys Ala
180
Ala Cys Glu Val Thr His Gln Gly
195 200
Phe Asn Arg Gly Glu Cys Gly Gly
210 215
Gly Gly Gly Gly Ser Gly Gly Gly
225 230
Gln Asn His Gly Leu Leu Ser Arg
245
Met Arg Arg Ile Ser Pro Phe Leu
260
Arg Phe Pro Gln Glu Met Val Lys
275 280
Val Met Ser Val Leu His Glu Met
290 295
His Thr Glu Arg Ser Ser Ala Ala
305 310
Leu His Thr Gly Leu His Gln Gln
325
Leu Gln Val Vval Gly Glu Gly Glu
340

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Gly
Asn
Cys
265
Gly
Leu
Trp

Leu

Ser
345

Ser
10

Ser
Lys
Val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Ser
Thr
250
Leu
Ser
Gln
Asn
Gln

330
Ala

Val
Gln
Ala
Pro
Ile
75

Ala
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Leu
235
Leu
Lys
Gln
Gln
Met
315
His

Gly

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
Gly
Val
Asp
Leu
Ile
300
Thr

Leu

Ala

Ala
Ile
Asn
45

Arg
Ser
Ile
Thr
Leu
125
Pro
Gly
Tyr
His
Val
205
Gly
Cys
Leu
Arg
Gln
285
Phe
Leu

Glu

Ile

Ser
Tyr
30

Leu
Phe
Leu
Phe
Val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gly
Asp
Leu
Arg
270
Lys
Ser
Leu

Thr

Ser
350

Val
15

Ser
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
Val
Lys
Gly
Leu
His
255
Asp
Ala
Leu
Asp
Cys

335
Ser

Gly
Trp
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Ser
Pro
240
Gln
Phe
His
Phe
Gln
320

Leu

Pro



Ala Leu Thr Leu Arg Arg Tyr Phe Gln Gly Ile

360

Glu Lys Lys Tyr Ser Asp Cys Ala Trp Glu Val

375

Met Lys Ser Leu Phe Leu Ser Thr Asn Met Gln

355

370
385 390
Lys Asp Arg Asp Leu Gly

405

<210> 88
<211> 658
<212> PRT

Ser Ser

<213> Artificial Sequence

<220>

<223> antiCD40_hIgG2 dK_HC--(G4S)4--IFNe

<400> 88

Gln Val Gln Leu Val Gln Ser Gly Ala

1 5
Ser Val Lys Val Ser Cys
20
Tyr Met His Trp Val Arg
35
Gly Trp Ile Asn Pro Asp
50
Gln Gly Arg Val Thr Met
65 70
Met Glu Leu Asn Arg Leu
85
Ala Arg Asp Gln Pro Leu
100
Phe Asp Tyr Trp Gly Gln
115
Thr Lys Gly Pro Ser Val
130
Ser Glu Ser Thr Ala Ala
145 150
Glu Pro Val Thr Val Ser
165
His Thr Phe Pro Ala Val
180
Ser Val Val Thr Val Pro
195
Cys Asn Val Asp His Lys
210
Glu Arg Lys Cys Cys Val
225 230
Ala Gly Pro Ser Val Phe

Lys Ala

Gln Ala
40

Ser Gly

55

Thr Arg

Arg Ser
Gly Tyr

Gly Thr
120

Phe Pro

135

Leu Gly

Trp Asn

Leu Gln

Ser Ser
200

Pro Ser

215

Glu Cys

Leu Phe

Ser
25

Pro
Gly
Asp
Asp
Cys
105
Leu
Leu
Cys
Ser
Ser
185
Asn
Asn

Pro

Pro

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Thr
Val
Ala
Leu
Gly
170
Ser
Phe
Thr

Pro

Pro

395

Val
Tyr
Gln
Asn
Ser
75

Thr
Asn
Thr
Pro
Val
155
Ala
Gly
Gly
Lys
Cys

235
Lys

Val
380
Glu

Lys
Thr
Gly
Tyr
60

Ile
Ala
Gly
Val
Cys
140
Lys
Leu
Leu
Thr
Val
220

Pro

Pro

Val Tyr Leu

365
Arg

Arg

Lys
Phe
Leu
45

Ala
Ser
Val
Val
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Ala

Lys

Met

Leu

Pro
Thr
30

Glu
Gln
Thr
Tyr
Cys
110
Ser
Arg
Tyr
Ser
Ser
190
Thr
Lys

Pro

Asp

Glu

Arg

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Ser
Ala
Ser
Phe
Gly
175
Leu
Tyr
Thr

Pro

Thr

Ile

Ser
400

Ala
Tyr
Met
Phe
Tyr
80

Cys
Tyr
Ser
Thr
Pro
160
Val
Ser
Thr
Val
Val

240
Leu



Met
His
Val
Phe
305
Gly
Ile
Val
Ser
Glu
385
Pro
Val
Met
Ser
Gly
465
Gln
Thr
Pro
Ala
Asn
545
Ile
Glu
Gln
Asp
Cys

625
Arg

Ile
Glu
His
290
Arg
Lys
Glu
Tyr
Leu
370
Trp
Met
Asp
His
Pro
450
Ser
Arg
Leu
Gln
Ile
530
Ile
Gln
Ala
Val
Tyr
610

Leu

Pro

Ser
Asp
275
Asn
Val
Glu
Lys
Thr
355
Thr
Glu
Leu
Lys
Glu
435
Gly
Gly
Gln
Ser
Lys
515
Leu
Ser
Leu
Glu
Lys
595
Ser

Phe

Leu

Arg
260
Pro
Ala
Val
Tyr
Thr
340
Leu
Cys
Ser
Asp
Ser
420
Ala
Gly
Gly
Val
Ile
500
Ser
His
Leu
His
Lys
580
Met
Thr
Phe

Asn

245
Thr

Glu
Lys
Ser
Lys
325
Ile
Pro
Leu
Asn
Ser
405
Arg
Leu
Gly
Gly
Asn
485
Gln
Leu
Glu
Asp
Gln
565
Leu
Tyr
Cys

Val

Asp

Pro
Val
Thr
Val
310
Cys
Ser
Pro
Val
Gly
390
Asp
Trp
His
Gly
Gly
470
Gln
Gln
Ser
Met
Gly
550
Gln
Ser
Phe
Ala
Phe

630
Met

Glu
Gln
Lys
295
Leu
Lys
Lys
Ser
Lys
375
Gln
Gly
Gln
Asn
Gly
455
Ser
Glu
Cys
Pro
Leu
535
Trp
Leu
Gly
Arg
Trp
615

Ser

Lys

Val
Phe
280
Pro
Thr
Val
Thr
Arg
360
Gly
Pro
Ser
Gln
His
440
Ser
Leu
Ser
Leu
Gln
520
Gln
Glu
Glu
Thr
Arg
600
Ala

Leu

Gln

Thr
265
Asn
Arg
Val
Ser
Lys
345
Glu
Phe
Glu
Phe
Gly
425
Tyr
Gly
Asp
Leu
Pro
505
Gln
Gln
Glu
Tyr
Leu
585
Ile
Ile
Thr

Glu

250
Cys

Trp
Glu
Val
Asn
330
Gly
Glu
Tyr
Asn
Phe
410
Asn
Thr
Gly
Leu
Lys
490
His
Tyr
Ile
Asn
Leu
570
Gly
His
Val

Glu

Leu

Val
Tyr
Glu
His
315
Lys
Gln
Met
Pro
Asn
395
Leu
Val
Gln
Gly
Lys
475
Leu
Arg
Gln
Phe
His
555
Glu
Ser
Asp
Gln
Lys

635
Thr

Val
Val
Gln
300
Gln
Gly
Pro
Thr
Ser
380
Tyr
Tyr
Phe
Lys
Gly
460
Leu
Leu
Lys
Lys
Ser
540
Thr
Ala
Asp
Tyr
Val
620

Leu

Thr

Val
Asp
285
Phe
Asp
Leu
Arg
Lys
365
Asp
Lys
Ser
Ser
Ser
445
Ser
Ile
Asn
Asn
Gly
525
Leu
Glu
Leu
Asn
Leu
605
Glu

Ser

Glu

Asp
270
Gly
Asn
Trp
Pro
Glu
350
Asn
Ile
Thr
Lys
Cys
430
Leu
Gly
Ile
Lys
Phe
510
His
Phe
Lys
Met
Leu
590
Glu
Ile
Lys

Phe

255
Val

Val
Ser
Leu
Ala
335
Pro
Gln
Ala
Thr
Leu
415
Ser
Ser
Gly
Phe
Leu
495
Leu
Thr
Arg
Phe
Gly
575
Arg
Asn
Ser

Gln

Arg

Ser
Glu
Thr
Asn
320
Pro
Gln
Val
Val
Pro
400
Thr
Val
Leu
Gly
Gln
480
Gln
Leu
Leu
Ala
Leu
560
Leu
Leu
Gln
Arg
Gly

640
Ser



645 650 655
Pro Arg



