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Figure 3b

Quantitation of the pseudoheteroduplex assay - ratios of the
cleaved bandsfuncleaved band - T7EL assay
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Figure 3c

Quantitation of the pseudohetsroduplex assay - ratios of the
cleaved bandsfuncieaved band - Surveyor assay
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Figure 5
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Figure 8
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Figure 9
ApGETLO: Non-inverted ApGET1.0: Inverted
or in beta peptide. eptide
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Figure 11
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Figure 12
Editor:
J23119 Sp-tracr-RNA Native SpCas9
(Spelle terminator promoter Fd terminator
TEN |
R e
PC5 “--- Connector —>
Lacl ColEl KanR |—‘
Detector:
PC2 — 7 —
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R
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Target Element sequence (TE) in PCS5:
GAACTTTCAGTTTAGCGGTCT

Target sequence in PC1 and PC2 in 5°-3’ direction (sequences in grey boxes are PDS
and sequences in white boxes are targets, separated by other sequences in between):
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Figure 13

Effect of ApGeti on detector eYFP expression
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Figure 14

Editor:

23119 Sp-tracr-RNA
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Target Element sequence: CACACAGGAAACAGTATTCAT

Target Sequences (grey boxes indicate PDS, white boxes indicate target sequences):

“PDSout” configuration:

5 GACCTCATGAATACTGTTTCCTGTGTGCACACAGGAAACAGTATTCAT )5
3 EEEESTTACTIATGACAAAGGACACAGGTGTGTCCTTTGTCATAAGTACTCCAG 3

“PDSin” configuration with 5 nt spacer:
5 CACACAGGAAACAGTATTCATR it PATTGGACCTCATGAATACTGTTTCCTGTGTG 3'
3 GTGTGTCCTTTGTCATAAGTACTCCAGTTAAUE TG ACT TATGACAAAGGACACAQ 5’

“PDSin” configuration with 8 nt spacer:

5 CACACAGGAAACAGTAT TCA ittt PATTGGTCGACCTCATGAATACTGTTTCCTGTGTG 3'
3' GTGTGTCCTTTGTCATAAGTACTCCAGTTAACCAGE TTACTTATGACAAAGGACACAQ 5

“PDSin” configuration with 14 nt spacer:
5 CACACAGGAAACAGTATTCATE:2 TTTAAACGTCGACGACCTCATGAATACTGTTTCCTGTGTG 3
3 GTGTGTCCTTTGTCATAAGTACTCCAGCAAATTTGCAGCTA I iaaACT TATGACAAAGGACACAC)
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Figure 15
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Figure 16
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Figure 17
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Figure 19
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Figure 20
a.
ApGet-1.0 editing restores activity of the
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Figure 21
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Figure 22
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Figure 23
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Figure 25
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Figure 27
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Figure 28
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Figure 30
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Figure 31
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Figure 32
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Figure 33
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