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. ssPrep-1 378 ng 12,821,116 11,558,853 145
ssPrep Single-stranded

ssPrep-2 370 ng 13,332,866 11,963,648 145

o dsPrep-1 386 ng 15,247,791 14,059,492 149
Commerecial kit Double-stranded

dsPrep-2 432 ng 15,716,512 14,488,921 149
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14.3% adapter dimers, 206 bp average length, 60.7 nmol/pul

Fig. 48A

26.4% adapter dimers, 197 bp average length, 28.5 nmol/pul

Fig. 48B
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26.9% adapter dimers, 193 bp average length, 27.8 nmol/ul
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27.8% adapter dimers, 192 bp average length, 32.8 nmol/ul
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Fig. 49C
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Fig. 49D

20 p.l isopropanol, 30 ul EB - S‘PRI
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