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Claims 

1. A fusion protein comprising:

(i) a DNASE1-LIKE 3 (D1L3) protein having chromatin-degrading activity, wherein said

D1L3 protein has an amino acid sequence that is at least 95% identical to amino acids 21

to 282 of SEQ ID NO: 4, and wherein the C-terminus of the D1L3 amino acid sequence

lacks the amino acid sequence of amino acids 301-305 of SEQ ID NO: 4,

(ii) an albumin located at the N-terminal side of the D1L3 protein, wherein the albumin has

an amino acid sequence at least 95% identical to SEQ ID NO: 39, and

(iii) a flexible amino acid linker of from 5 to 50 amino acids between the albumin and the

D1L3 protein, wherein the flexible linker has at least 15 amino acids and is composed

predominately of serine and glycine residues.

2. The fusion protein of claim 1, wherein the C-terminus of the D1L3 amino acid sequence

lacks the amino acid sequence of amino acids 291-305 of SEQ ID NO: 4.

3. The fusion protein of claim 1, wherein the C-terminus of the D1L3 amino acid sequence

lacks the amino acid sequence of amino acids 283-305 of SEQ ID NO: 4.

4. The fusion protein of claim 1, wherein the amino acid linker has the sequence S(GGS)4GSS

(SEQ ID NO:36), S(GGS)9GSS (SEQ ID NO:37), or (GGS)9GS (SEQ ID NO:38).

5. The fusion protein of claim 1, wherein the D1L3 amino acid sequence has an arginine at

the position corresponding to position 101 of SEQ ID NO: 4.

6. The fusion protein of claim 1, wherein the albumin amino acid sequence comprises the

amino acid sequence of SEQ ID NO: 39.

7. The fusion protein of claim 1, wherein the fusion protein has the amino acid sequence of

SEQ ID NO: 19, SEQ ID NO: 26, or SEQ ID NO: 27.
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8. The fusion protein of claim 3, wherein the D1L3 amino acid sequence comprises a lysine

at the position corresponding to position 282 of SEQ ID NO: 4. 

9. The fusion protein of claim 1, wherein the D1L3 amino acid sequence has a substitution at

the position corresponding to position 68 of SEQ ID NO: 4. 

10. The fusion protein of claim 9, wherein the amino acid at the position corresponding to

position 68 of SEQ ID NO: 4 is replaced with an amino acid selected from Ala, Ser, and Gly. 

11. The fusion protein of claim 1, wherein the D1L3 amino acid sequence has one or more

substitutions at positions corresponding to positions of SEQ ID NO: 4 selected from the group 

consisting of 180, 200, and 259. 

12. The fusion protein of claim 11, wherein the D1L3 amino acid sequence has one or more

substitutions that correspond to substitutions in SEQ ID NO: 4 selected from the group consisting 

of K180A, K200A, and K259A. 

13. The fusion protein of claim 1, wherein the D1L3 amino acid sequence comprises one or

more substitutions that correspond to substitutions in SEQ ID NO: 4 selected from the group 

consisting of R115A, R115Q, K227S and K227E. 

14. The fusion protein of claim 1, wherein the D1L3 amino acid sequence comprises a

substitution that corresponds to a substitution in SEQ ID NO: 4 selected from the group consisting 

of R51K, R81K, and R115K. 

15. A fusion protein comprising the amino acid sequence of SEQ ID NO: 27.

16. A fusion protein comprising the amino acid sequence of SEQ ID NO: 30.




