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FIG. 1

GCTAGCacc atggggcccagcggcaccgceccggegeegecctgetggeecctgetggece
A S T M G P 8 G T A G A A L L A L L A
Gcecectgtgcececcecgceccagecgggee ctggaggagaagaaggtgtgccagggcaccagcaac
A L C P A S R A L E BE K K V C Q G T S N
aagctgacccagctgggcaccttcgaggaccacttcecctgagecctgecageggatgttcaac
K . T ¢ L 6 T F E D H F L S L QQ R M F N
aactgcgaggtggtgctgggcaacctggagatcacctacgtgcagecggaactacgaccetqg
N C¢C E V VvV L GG N L E I T Y V Q R N Y D L
agcttcctgaagaccatccaggaggtggccggctacgtgctgatcgecctgaacacecgtyg
s F L, K T I Q E V A GG Y V L I A L N T V
gagcggatccccecctggagaacctgecagatcateccggggcaacatgtactacgagaacage
E R I P L ENL ¢ I I R G N M Y Y E N S
tacgccctggcecgtgctgagcaactacgacgccaacaagaccggcctgaaggagcectgecce
Yy AL A V L 8 N Y D AN KT G L K E L P
atgcggaacctgcaggagatcctgcacggecgecegtgeggttcagecaacaacececcgeccetyg
M R N L ¢ E I L H G A V R F S8 N N P A L
tgcaacgtggagagcatccagtggcgggacatcgtgagcagegagttectgagcaacatyg
c N V E s I ¢ W R D I VvV 8 s E F L 8 N M
agcatggacttccagaaccacctgggcagctgccagaagtgcgacceccagcectgecececcaac
s M D F Q N H L ¢ s € o K C D P S C P N
ggcagctgctggggcgeccggcgaggagaactgeccagaagctgaccaagatcatcectgegece
G s ¢ W G A G E E N C Q KL T K I I C A
cagcagtgcagcggccggtgccggggcaagagcecccecagecgactgectgeccacaaccagtge
¢ ¢ s 6 R ¢C R G K 5 P S D C C H N @ C
gccgecggetgcaccggcecoccccgggagagcecgactgectggtgtgecggaagtteecgggac
A A G C T G P R E S D C UL V C R K F R D
gaggccacctgcaaggacacctgcccceccceccecctgatgectgtacaaccccaccacctacceag
E A T CI KD T C P P L M L Y N P T T Y Q
atggacgtgaaccccgagggcaagtacagcttcecggecgeccacctgegtgaagaagtgecece
M DV N P E G K Y S F G A T C V K K C P
cggaactacgtggtgaccgaccacggcagctgegtgecgggectgeggecgecgacagetac
R N ¥ V VT D H G S C V R A C G A D S Y
gagatggaggaggacggcgtgcggaagtgcaagaagtgcgagggcccecctgeceggaaggtyg
EM EE D G V R K CZ K KCE G P C R K V
tgcaacggcatcggcatcggecgagttcaaggacaccctgagcatcaacgeccaccaacatce
c N G I 6 I G E F K D T L s I N A T N I
aagcacttcaagaactgcaccagcatcagcggcgacctgcacatcctgcececcgtggectte
K H F K N CT SsSs I 8 G DL H I L P V A F
cggggcgacagcttcacccacacceccceccccectggaccececcaggagectggacateectgaag
R 6 D s ¥ T H T p P L D P Q E L D I L K
accgtgaaggagatcaccggcttcecctgetgatceccaggectggeccecgagaaccggaccgac
T v K E I T G F L L. I © A W P E N R T D
ctgcacgccttcgagaacctggagatcatccggggecggaccaagcagcacggceccagtte
L H A F EN L E I I R G R T K Q H G Q F
agcctggecgtggtgagcecctgaacatcaccagcectgggectgecggagectgaaggagatce
s L AV Vv s L N I T S L G L R S L K E I
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FIG. 1, Cont'd

agcgacggcgacgtgatcatcageggecaacaagaacctgtgectacgecaacaccatcaac
s b G DV I I s G N KN L C Y A N T I N
tggaagaagctgttcggcaccagcagccagaagaccaagatcatcagcaaccggggcecgag
W K K L F 6 T 8§ s ¢ K T K I I 8 N R G E
aacagctgcaaggccaccggccaggtgtgccacgeccectgtgecagecececgagggetgetgg
N 38 ¢C K A T G Q vV C H A L C 8 P E G C W
ggccccgagceccceccgggactgegtgagetgeccagaacgtgagecggggecgggagtgegtyg
G p E P R D C V 8 C Q N V 38 R G R E C V
gacaagtgcaacatcctggagggcgagcccececgggagttegtggagaacagcgagtgcatce
b K ¢ N I L E G E P R E F V EN s E C I
cagtgccacceccgagtgectgeccecaggtgatgaacatcacctgecacecggeceggggecce
¢ H P E C L P @ V M N I T C T G R G P
gacaactgcatccagtgcgcccactacatcgacggccecceccactgecgtgaagacctgeccecce
b N ¢ I ¢ ¢ A H Y I D G P HC V K T C P
gccggcegtgatgggcgagaacaacaccecctggtgtggaagtacgeccgacgecggceccacgtyg
A G VM G E NN T L VvV W K Y A D A G H V
tgccacctgtgccaccccaactgecacctacggectgcacecggeccecggectggagggetge
Cc B L ¢ H P N C T Y G C T G P G L E G C
gccecggaacggceccccaagatccecceccagcatcecgceccaccggecatgectgggegecectgetgetyg
A R N G P K I P s I A T G M L G A L L L
ctgctggtggtggccecctgggcatecggectgttcatgecggeggecggcacategtgeggaag
L L v v A L 6 I 6L F MR R R H I V R K
cggaccctgcggcecggcectgectgcaggagegggagectggtggagececcctgaccececcagegge
R T L R R L L 9 E R E L V E P L T P S8 G
gaggcccceccaaccaggceccctgetgeggatecctgaaggagaccgagttcaagaagatcaag
E A P N ©Q A L L R I L K E T E F K K I K
gtgctgggcagcggcgceccttcecggcaccgtgtacaagggectgtggatcceccgagggecgayg
v L. & 8 G A F G T V Y K G L W I P E G E
aaggtgaagatccccgtggeccatcaaggagectgcgggaggeccaccageccccaaggecaac
K v K I p V A I K E L R E A T S P K A N
aaggagatcctggacgaggcctacgtgatggccagegtggacaacccecccacgtgtgeegqg
K E I L. D E A Y V M A S V D N P H V C R
ctgctgggcatctgcctgaccagcaccgtgcagctgatcacccagectgatgecececttegge
L .. I ¢ L T s TV oL I T o L M P F G
tgcctgctggactacgtgecgggagcacaaggacaacatcggcagccagtaccectgetgaac
c L L DY V R E H K DN I G S ©Q Y L L N
tggtgcgtgcagatcgccaagggcatgaactacctggaggaccggcggctggtgcacegg
w ¢ v g I A K 6G6M N Y L E D R R L V H R
gacctggceccgcceccggaacgtgectggtgaagacccecceccagcacgtgaagatcaccgactte
b L. A A RNV L V K T P Q H V K I T D F
ggcctggccaagcectgcectgggcecgecgaggagaaggagtaccacgecgagggecggcaaggtyg
G L A K L L G A E E K E Y H A E G G K V
cccatcaagtggatggccctggagagcatcctgcaccggatctacacccaccagagecgac
p I K wM AL E S I L H R I Y T H Q S D
gtgtggagctacggcgtgaccgtgtgggagctgatgaccttecggcagcaagecctacgac
v w s Yy 6 VvV T VvV w E L M T F G S K P Y D
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FIG. 1, Cont'd

ggcatcceccgeccagcecgagatcagecagecatecectggagaagggecgageggetgeccecagece
G I p A S E I 8 5 I L BE K G E R L P ¢Q P
cccatctgcaccatcgacgtgtacatgatcatggtgaagtgectggatgatcgacgeccgac
p I ¢c T I D VvV Yy M I M V K C WM I D A D
agccggcceccaagttececgggagetgatcatcgagttcagecaagatggeccgggaceceeceag
S R P K F R E L I I E F S K M A R D P Q
cggtacctggtgatccagggcgacgagcggatgcacctgcecccagececccaccgacagecaac
R Yy L. v.I ¢ G b E R MUHUL P S P T D S N
ttctaccgggccecctgatggacgaggaggacatggacgacgtggtggacgeccgacgagtac
F Y R AL M D EE D MDDV V D A D E Y
ctgatccceccagcagggcttettcagecageccccagecaccagecggacccecctgetgage
L I P ¢ G F F 8 s P s T s R T P L L S
agcctgagcgccaccagcaacaacagcaccgtggcecctgcatcgaccggaacggcectgeag
s L. s A T s N N S T v A C I D R N G L Q
agctgccceccatcaaggaggacagcttectgecageggtacagcagcgaccccaccggegece
s ¢ p I K E D s F L Q9 R Y S 8 D P T G A
ctgaccgaggacagcatcgacgacaccttectgecegtgeccgagtacatcaaccagage
L. T £ D S I D D T F L P V P E Y I N Q S
gtgcccaagcggcceccgeccggcagcegtgcagaaccececgtgtaccacaaccageccctgaac
v P K R P A G 8 V Q N P V Y H N Q P L N
cccgccccecagceccgggacccecceccactaccaggaccececacagecaccgecgtgggecaaccce
P A P S R D P H Y © D P H S T A V G N P
gagtacctgaacaccgtgcagcccacctgcgtgaacagcaccttcgacagccecccgecceac
E Yy L. ~n T V @ P T C V N S T F D S P A H
tgggcccagaagggcagccaccagatcagecctggacaaccecgactaccagecaggactte
w A Q9 K 6 8 H ¢ I 8§ L bD N P D Y Q Q D F
ttccccaaggaggccaageccaacggcatcttcaagggcagcaccgecgagaacgeccgag
F P K E A K P N G I F K G S T A E N A E
tacctgcgggtggeccecccececagagcagegagttcatecggegectgaGCGGCCGC
Yy L R V A P 9 S 8 E F I G A - A A A
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FIG. 2

EGFR HER3 swap varll ECD

LEEKKVCOQGTSNKLTQLGTFEDHFLSLORMFNNCEVVLGNLEITYVORNYDLSFLKTIQEVAGYVLIALNTVERIPLEN
LQIIRGNMYYENSYALAVLSNYDANKTGLKELPM RNLQEILHGAVRFSNNPALCNVESIQWRDIVSSDFLSNMSMD
FQNHLEPPC iR Bt ' BQb RHEN

GLCPRACEGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVAFRGDSFTHTPPLDPQELDILKTVKEITGFLLIQAWP
ENRTDLHAFENLEIIRGRTKOHGQFSLAVVSLNITSLGLRSLKEISDGDVIISGNKNLCYANTINWKKLFGTSGQKTKIIS
NRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRNYSRGRECVDKCNLLEGEPREFVENSECIQCHPECLPQAM
NITCTGRGPDNCIQCAHYIDGPHCVKTCPAGVMGENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLEGCPTNGP
KIPS

EGFR HER3 swap varlll ECD

LEEKKVCOQGTSNKLTQLGTFEDHFLSLORMFNNCEVVLGNLEITYVORNYDLSFLKTIQEVAGYVLIALNTVERIPLEN
LQIIRGNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFSNNPALCNVESIQWRDIVSSDFLSNMSMD
FOQNHLGSCOKCDPSCPNGSCWGAGEENCQKLTKIICAQQCSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKF
RDEATCKDTCPPLMLYNPTTYQMDVNPEG KYSFGATCVKKCPRNYVVTD HGSCVRACGADSYEM EEDGVRKCKK
CEGPCRKVCNGIGIGEFKDSLSINATNIKHFKM

GTSG
QKTKISNRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRNVSRGRECYDKCNLLEGEPREFVENSECIQCHPE
CLPOQAMNITCTGRGPDNCIQCAHYIDGPHCVKTCPAGVMGENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLE
GCPTNGPKIPS

EGFR HER3 swap varlV ECD

LEEKKVCQGTSNKLTQLGTFEDHFLSLQORMFNNCEVVLGNLEITYVOQRNYDLSFLKTIQEVAGYVLIALNTVERIPLEN
LQIRGNMYYENSYALAVLSNYDANKTGLKELPMRNLQEILHGAVRFSNNPALCNVESIQWRDIVSSDFLSNMSMD
FQNHLGSCQKCDPSCPNGSCWGAGEENCQKLTKIICAQQCSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKF
RDEATCKDTCPPLMLYNPTTYQMDVNPEGKYSFGATCVKKCPRNYVVTDHGSCVRACGADSYEMEEDGVRKCKK
CEGPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVAFRGDSFTHTPPLDPQELDILKTVKEITGFLLIQA

WPENRTDLHAFENLENIRGRTKQHGQFSLAVVSLNITSLGLRSLKEISDGDVIISGNKNLCYANTINWKKLFGTSGQKT
KIISNRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRNVSRGRECVDKCNLLEGEPREFVE QPM

: VMGENNTLVWKYADAGHVCHLCHPNCTYGCTGPGLEGCPTN

GPKIPS
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FIG. 3

Competition of phages with
Domain | | Domain Il | Domain lll [ Domain lll
Cluster

nr. |MFtested| nolgG ICR10 EGFR.1 [Cetuximab [ MatuzuMab
1 3998 2.494 2.227 2.343 0.101 0.671
2 4289 2.278 2.046 2.226 2.222 2.356
3 4000 2.597 1.736 2.604 2.533 0.345
4 4016 2.184 0.088 2.129 2.135 2.133
5 4029 1.898 2.193 1.256 1.235 1.938
6 4034 1.747 142 0.108 1.62 1.776
7 4035 1.594 0.951 1.554 1.079 1.309
8 4032 2.276 2.145 2.057 1.996 0.099
9 4284 2.04 2.212 1.776 2.08 1.226
10 4358 1.631 1.704 1.833 1.991 0.066
11 4280 2.549 2.302 2.135 1.141 0.613
12 4283 2.827 2.336 2.889 0.265 0.122
13 4281 2.107 2.195 1.968 1.589 1.255
14 4286 1.589 1.723 1.66 0.272 0.247
15 4285 2.176 2.332 1.599 2.369 2.285
16 4287 2.052 1.825 1.711 1.187 1.705
17 4359 ND ND ND ND ND
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FIG. 11A

MF4280: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence

QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEY
GKTFFAQNFQGRVIMTEDTSADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLE
DSWGQGTLVTVSS

FR1: QVQLVQSGAEVKKPGASVKVSCKVSGYTLT
CDR1: ELSMH

FR2: WVRQAPGKGLEWMG

CDR2: GFDPEYGKTFFAQNFQG

FR3: RVITMTEDTSADTAYMELSSLRSEDTAVYYCAT
CDR3: EGYYETTTYYYNILEDS

FR4: WGQGTLVTVSS

Annotated nucleotide sequence

CAGGTGCAGCTG
Q Vv O L
GTGCAGTICTGGGGCTGAGGTGAAGAAGCCTGGCGCCTCAGTGAAGCTCTCCTGCAAGGTT
v 0 8§ 6 A E V K K P 6 A 5§ V K V 5 C K V
TCCGGATACACCCTCACTGAATTATCCATGCACTGGGTGCGACAGGCTCCTGGTAAAGGE
s ¢ vy 7 L T E L 8 M H W V R O A P G K G
CTTGAATGGATGGGAGGCTTTGATCCTGAGTATGGTAAAACATTCTTCGCACAGAACTTC
L B W M G G F D P E Y G K T F F A O N F
CAGGGCAGAGZCACCATGACCGAGGACACATCTIGCAGACACAGCCTACATGCAGCTAAGC
o ¢ R V T M T E D T 5 A D T A Y M E L S
AGCCTGAGATCTGAGGACACGGCCGTGTATTACTGTIGCAACAGAGGGGTATTATGAGACT
s L. R § BE D T A V Y Y C A T E G Y Y E T
ACTACTTATTACTACAACCTTITTITIGACTICCTGCEGGCCAGGGAACCCTGGTCACCGICTCA
r T vy ¥y ¥y N L F D S W G O G T L VvV T V S
AGC
S
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FIG. 11A, Cont'd

MF3998: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:

QVQLVQSGSELKKPGASVKVSCKASGYTFTNNAINWVRQAPGQGLEWMGWINTITG
DPTYAQGFTGREVEFSLDTSVSTAY LQISSLKAEDTGVYY CAREEFLEWLFFDYWGQG
TLVTVSS

FR1: QVQLVQSGSELKKPGASVKVSCKASGYTEFT
CDR1: NNAIN

FR2: WVRQAPGQGLEWMG

CDR2: WINTITGDPTYAQGEFTG

FR3: REVFSLDTSVSTAY LQISSLKAEDTGVYYCAR
CDR3: EEFLEWLFFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence

CAGGTGCAGCTGGTGCAGTCTGGGTCTGAGTTGAAGAAG
Q v Q9 L v @ S G S E L K K
CCTGGGGCCTCAGTGAAGGTTTCCTGCAAGGCTTCTGGATACACCTTCACTAACAATGCC
P 6 A 38 VK V §$ ¢C K A 58 G Y T F T N N A
ATAAATTGGGTGCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGATGGATCAACACC
I N w VvV R Q AP G Q G L E WM G W I N T
ATCACTGGGGACCCAACGTATGCCCAGGGCTTCACAGGACGGTTTGTCTTCTCCTTGGAC
I T ¢ bP T Y A Q G F T G R F V F s L D
ACCTCTGTCAGCACGGCATATCTGCAGATCAGCAGCCTGAAGGCTGAGGACACTGGCGTIG
T s v s T A Y L Q I 5 s L K A E D T G V
TATTACTGTGCGAGAGAGGAATTTITTGGAGCTGGTTATTCTTTCGACTACTGGGGCCAGGGA
y vy ¢ AR E E F L E W L F F D Y W G Q G
ACCCTGGTCACCGTCTCAAGC
T L v T VvV S 8
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FIG. 11A, Cont'd

MF4010: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:

QVQLVQSGSELKKPGASVKVSCKASGYTFTNNAMNWVRQAPGQGLEWMGWINTIT
GDPSYAQGFTGREVESLDTSVNTAY LQISSLKAEDTAVYY CAREEFLEWLFFDYWGQ
GTLVTVSS

FR1: QVQLVQSGSELKKPGASVKVSCKASGYTEFT
CDR1: NNAMN

FR2: WVRQAPGQGLEWMG

CDR2: WINTITGDPSYAQGFTG

FR3: REVFSLDTSVNTAYLQISSLKAEDTAVYYCAR
CDR3: EEFLEWLFFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

caggtgcagctggtgcagtctgggtctgagttgaagaagect

g v 0 L v ¢ S G S E L K K P
ggggcctcagtgaaggtttectgcaaggettectggatacaccttcactaacaatgecatyg
G A $S VvV K vV s ¢ K A 3 G Y T F T N N A M
aattgggtgcgacaggcccecctggacaagggcttgagtggatgggatggatcaacaccatce
N W VvV R Q0 A P G QO G L E WM G W I N T I
actggggacccatcgtatgceccagggecttcacaggacggtttgtettetecctggacace
T 6 b P S Y A Q G F T G R F V F s L D T
tctgtcaacacggcatatctgcagatcagcagecctgaaggctgaggacactgececgtatat
S v N T A Y L ¢ I 8 $ L K A E D T A V Y
tactgtgcgagagaggaatttttggagtggttattctttgactactggggccagggaacc
y ¢ AR EE F L E W L F F D Y W G Q G T
ctggtcaccgtctcaagecgtctccagt

L v T v s s VvV s S
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FIG. 11A, Cont'd

MF4003: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:

QVQLVQSGSELKKPGASVKVSCKASGYTFPSFAMNWLRQAPGQGLEWMGWITTNTG
DPTYAQGFSGRFVESLDTSVSTAY LQISSLKAEDTAVYYCARVYNWIRGFDYWGQGTL
VTVSS

FR1: QVQLVQSGSELKKPGASVKVSCKASGYTFP
CDR1: SFAMN

FR2: WLRQAPGQGLEWMG

CDR2: WITTNTGDPTYAQGFSG

FR3: REVFSLDTSVSTAYLQISSLKAEDTAVYYCAR
CDR3: VYNWTIRGFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

caggtgcagctggtgcaatctgggtctgagttgaagaagect

Q v ¢ L Vv 9 s G S B L K K P
ggggcctcagtgaaggtttcctgcaaggcettctggatacaccttececctagttttgetatyg
G A S V K Vv s ¢ K A S G Y T F P S F A M
aattggcttcgacaggcccecctggacaagggcttgagtggatgggatggatcaccaccaac
N w L R ¢ A P G © G L E W M G W I T T N
aclggggacccaacglalgcccagggellclcecaggacggllilglgliclecclggacacce
T & b P T Y A Q G F 5 G R F V F 5 L D T
tctgtcagcacggcatatctgcagatcagcagectaaaggctgaggacactgecgtgtat
s v s - A Y L ¢ I 8 S L K A E D T A V Y
tactgtgcgagagtttataactggataaggggatttgactactggggccagggaaccctyg
y Z A R V Y N W I R G F D Y W G © G T L
gtcaccgtctcaagcgtctccagt

v T v 8§ S VvV S S
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FIG. 11A, Cont'd

MF4289: heavy chain variable region sequence of an EGFR binding antibody:
Complete VH sequence:

QVQLVQSGSELKKPGASVKVSCKTSGYTFTDY AMTWVRQAPGQGLEWMGWITTNTG
DPTYAPGFTGRFVESLDTSVSTAY LQISSLKAEDTAVYY CARVY HWIRGFEFWGQGTL
VTVSS

FR1: QVQLVQSGSELKKPGASVKVSCKTSGYTFT
CDR1: DYAMT

FR2: WWRQAPGQGLEWMG

CDR2: WITTNTGDPTYAPGFTG

FR3: REVFSLDTSVSTAYLQISSLKAEDTAVYYCAR
CDR3: VYHWIRGFEF

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

ggcccagceccggceccalyggceccagglgcagelgglgcaalceclgggleclgaallgaagaagecl
A Q P A M A Q V Q L VvV Qg S G S E L K K P
ggggcctcagtgaaggtttcctgcaagacttctggatacaccttcactgactatgectatyg
G A S V K Vv s ¢ K T s G Yy T Fr T D Y A M
acttgggtgcgacaggcccectggacaagggcttgaatggatgggatggatcaccaccaac
T w VvV R ¢ A P G ©Q G L E W M G W I T T N
actggggacccaacgtatgcecccgggettcacaggacggtttgtecttetecttggacace
T & b P T Y A P G F T G R F V F S L D T
tctgtcagcacggcatatctgcagatcagcagecctaaaggccgaggacactgecgtatat
s v s - A Y L ¢ I 8 S L K A E D T A V Y
tactgtgcgagagtgtatcattggatacggggatttgagttttggggccagggaaccctyg
Yy ¢ A R V Y H W I R G F E F W G © G T L
gtcaccgtctcaagcgtctccagt
v T v 8§ S VvV S S
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FIG. 11A, Cont'd

MF3370: heavy chain variable region sequence of an EGFR binding antibody:
Complete VH sequence:
QVQLVQSGAEVKKPGASVKVSCKASGYTFTSY GISWVRQAPGQGLEWMGWISAYNG

NTNYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCAKDRHWHWWLDAEFDY
WGQGTLVTVSS

FR1: QVQLVQSGAEVKKPGASVKVSCKASGYTET
CDRI: SYGIS

FR2: WWRQAPGQGLEWMG

CDR2: WISAYNGNTNYAQKLQG

FR3: RVTMTTDTSTSTAYMELRSLRSDDTAVYYCAK
CDR3: DRHWHWWLDAFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

caggllcagclgglgcaglclggagceclgagglgaagaagcecl
vV ¢ L v ¢ s ¢ A E V K K P
ggggcctcagtgaaggtctcecctgcaaggettctggttacacctttaccagectatggtatce
G A S V K v s ¢ K A S G Yy T F T S Y & I
agctgggtgcgacaggceccectggacaagggcttgagtggatgggatggatcagegettac
S W v R ¢ A P G Q9 G L E W M G W I S A Y
aatggtaacacaaactatgcacagaagctccagggcagagtcaccatgaccacagacaca

N & N 7T N Y A QO K L 9 G R VvV T M T T D T
tccacgagcacagcecctacatggagctgaggagectgagatctgacgacacggetgtgtat
s T s - A Y M E L R S L R S D D T A V Y

tactgtgcaaaagatcgtcattggcattggtggctggacgectttgattattggggccaa
y C A K D R H W H W W L D A F D Y W & 0O
ggtaccctggtcaccgtctccagt
G T L v T Vv S S
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FIG. 11A, Cont'd

MF4002: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:

QVQLVQSGSELKKPGSSVKVSCKASGYTFTNYAMNWVRQAPGQGLEWMGWITTNT
GDPTYAQGFTGRFVEFSLDTSVSTAY LQISSLKAEDTAVYYCVRVYNWIRGFDYWGQG
TLVTVSS

FR1: QVQLVQSGSELKKPGSSVKVSCKASGYTET
CDR1: NYAMN

FR2: WVRQAPGQGLEWMG

CDR2: WITTNTGDPTYAQGFTG

FR3: REVFSLDTSVSTAY LQISSLKAEDTAVYYCVR
CDR3: VYNWIRGFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

caggtgcagctggtgcaatctgggtctgagttgaagaagect

Q v @ L VvV ¢ 8 GG s8S E L K K P
gggtcctcagtgaaggtttcctgcaaggcettctggatacaccttcactaactatgectatyg
G s § v K v s ¢ K A 8 6 Y T F T N Y A M
aattgggtgcgacaggcccectggacaagggcttgagtggatgggatggatcaccaccaac
N w V R Q@ A P G ©Q G L E W M G W I T T N
actggggacccaacgtatgcccagggcecttcacaggacgttttgtettcectecttggacacce
T & b P T Y A Q G F T G R F VvV F S L D T
tctgtcagtacggcatatctgcagatcagcagcecctaaaggctgaggacactgecgtatat
s v s - A Y L ¢ I 8 S L K A E D T A V Y
tactgtgtgagagtgtataactggataaggggatttgactactggggccagggaaccctyg
y 2 v R vV Y N W I R G F D Y W G @ G T L
gtcaccgtctcaagcgtctccagt

v T v 8§ S VvV S S
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FIG. 11A, Cont'd

MF3751: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGTINPSG
GSTYYAQKFQGRVIMTRDTSTSTVY MELSSLRSEDTAVYYCARDRNWGWDFDYWGQ
GTLVTVSS

FR1: QVQLVQSGAEVKKPGASVKVSCKASGYTET
CDR1: GYYMH

FR2: WWRQAPGQGLEWMG

CDR2: TINPSGGSTYYAQKFQG

FR3: RVTMTRDTSTSTVYMELSSLRSEDTAVYYCAR
CDR3: DRNWGWDFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

cagglgcagcelg

VvV Qo L
gtacagtctggggctgaggtgaagaagcctggggcectcagtgaaggtttcctgcaaggea
v 9 S 6 A BE V K K P G A s V K V 5 C K A
tctggatacaccttcaccggctactatatgcactgggtgecgacaggeccctggacaaggyg
s & vy 7 F T G Y Y M H W V KR Q0 A P G Q0 G
cttgagtggatgggaacaatcaaccctagtggtggtagcacatactacgcacagaagttc
L B w MM 6 T I N P S G G S T Y Y A Q K F
cagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgage
& R V T M T R D T S T S T V Y M E L S
agcctgagatctgaggacacggecgtgtattactgtgecgagagatcggaactggggatygg
s L R 8 E D T A VvV Y Y C A R D R N W & W
Gactttgactactggggccagggaaccctggtcaccgtctccagt

o v D VYV W G @ G T L Vv T V S5 8
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FIG. 11A, Cont'd

MF3752: heavy chain variable region sequence of an EGFR binding antibody
Complete VH sequence:
EVQLVESGPEVKKPGASVKVSCKASGYTFTSYYMHWVRQAPGQGLEWMGTINPSGG

STYYAQKFQGRVTLTRDTSTSTVYMVLSSLRSEDTAVYYCARDRNWGWDEDYWGQG
TLVTVSS

FR1: EVQLVESGPEVKKPGASVKVSCKASGYTET
CDR1: SYYMH

FR2: WVRQAPGQGLEWMG

CDR2: TINPSGGSTYYAQKFQG

FR3: RVTLTRDTSTSTVYMVLSSLRSEDTAVYYCAR
CDR3: DRNWGWDFDY

FR4: WGQGTLVTVSS

Annotated nucleotide sequence:

gagglgcagclgglggaglclgggcecclgagglgaagaagecl

E v ¢ L v B s GG P E V K K P
ggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatyg
G A S V K Vv s ¢ K A S G Yy T Fr T S Y Y M
cactgggtgcgacaggcccectggacaagggcttgagtggatgggaacaatcaaccctagt
H w vV R ¢ A P G @ G L E W M G T I N P S
ggtggtagcacatactacgcacagaagttccagggcagagtcaccctgaccagggacacy

G & s - Y Y A Q@ K ¢FP 0 G R V T L T R D T
tccacgagcacagtctacatggtgctgagcagectgagatctgaggacacggecgtgtat
s r s - v Yy M VvV L. 8 s$s L R S E D T A V Y

tactgtgcgagagatcggaactggggatgggactttgactactggggccagggaaccctyg
y C A R D R N W G W D F D Y W G ©Q© G T L
gtcaccgtctcaagcgtctccagt
v T v 8§ S VvV S S
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FIG. 11B

MF3178: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTGCAGCT

“GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

"TACTCTCCA

GGGCCAAGGT

Amino acid sequence:

GTGAAGGTICT

CGACAGGCCC

ACAAACTATG

ACAGCCTACA

ACACATCATC

ACCCTGGICA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

CTTICTCCTICA

CCGTICTCCAG

GGTGCAGTCT

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTCCTCT

T

GGGGCTGAGG

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TACTCCCCCT

TGANGANGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCTGTGTA

TTCATTATTC

QVQLVQSGCAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPCQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCARDHGSRHFWSYWGF

DYWGQGTLVTVSS

CDR1: GYYMH

CDR2: WINPNSGGTNYAQKFQG
CDR3: DHGSRHFWSYWGFKFDY
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FIG. 11B, Cont'd

MF3176: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1 GGCCCAGCCG GCCATGGCCG AGGTGCAGCT GTTGGAGTCT GGGGGAGGCT TGGTACAGCC

61 TGGGGGGICC CTGAGACTICT CCTGTGCAGC CTICTIGGATTC ACCTTITAGCA GCTATGCCAT
121 GAGCTGGGTZC CGCCAGGCIC CAGGGAAGGG GCTGGAGIGG GICTICAGCTA TTAGTGGTAG
181 TGGTIGGTAGC ACATACTACG CAGACTCCGT GAAGGGCCGG TTICACCATCT CCAGAGACARA
241 TTCCAAGAAC ACGCTGTATC TGCAAATGAA CAGCCTGAGA GCCGAGGACA CGGCTGTGTA
301 TTACTCTCCA ACACATTCCT CCTACCCCCC CTACTACTCC CUCTITTCATT ATTCCCCCCA

361 AGGTACCCTG GTCACCGICT CCAGT
Amino acid sequence:

EVQLLESCGGLVQPGGSLRLSCAASCFTFSSYAMSWVRQAPCKGLEWVSAISGSCGCS
TYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDWWYPPYYWGFDYWG
QGTLVTVSS

CDR1: SYAMS
CDR2: AISGSGGSTYYADSVKG
CDR3: DWWYPPYYWGFDY
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MF3163: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTGCAGCT

“GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

"TACTCTCCA

GGGCCAAGGT

Amino acid sequence:

GTGAAGGTICT

CGACAGGCCC

ACAAACTATG

ACAGCCTACA

AAACATTCTT

ACCCTGGICA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

ACTCTCCTICA

CCGTICTCCAG

GGTGCAGTCT

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

TTTCTACICT

T

GGGGCTGAGS

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TCCTCCCCCT

TGANGANGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCCGTGTA

TTCATTATTC

QVQLVQSGCAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPCQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAKDSYSRHEFYSWWAF

DYWGQGTLVTVSS

CDR1: GYYMH

CDR2: WINPNSGGTNYAQKFQG
CDR3: DSYSRHFYSWWAFDY

SUBSTITUTE SHEET (RULE 26)
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MF3307: heavy chain variable region sequence of an erbB-3 binding antibody

Nucleic acid sequence (underlined sequence encodes end of leader peptide):

1

61

121

181

241

301

361

GGCCCAGCCG GCCATGGCCC AGGTGCAGCT

“GGGGCCTCA

GCACTGGGTG

CAGTGGTIGGC

GTCCATCAGC

"TACTGTGCA

GGGCCAAGGT

Amino acid sequence:

GTGAAGGTICT

CGACAGGCCC

ACAAACTATG

ACAGCCTACA

AGAGGTTCIC

ACCCTGGTCA

CCTGCAAGGC

CTGGACAAGG

CACAGAAGTT

TGGAGCTGAG

CTAAACGICT

CCGTCTCCAG

GGTGCAGTCT

TTCTGGATAC

GCTTGAGTGG

TCAGGGCAGG

CAGGCTGAGA

GTCTAACTAC

T

GGGGCTGAGG

ACCTTCACCG

ATGGGATGGA

GTCACGATGA

TCTGACGACA

TTCAACGCCT

TGAAGAAGCC

GCTACTATAT

TCAACCCTAA

CCAGGGACAC

CGGCCGTGTA

TTGATTATTG

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGSRKRLSNYFNAFD

YWGQGTLVTVSS

CDRI1: GYYMII

CDR2: WINPNSGGTNYAQKFQG
CDR3: GSRKRLSNYFNAFDY
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CDR1 CDR2
1 10 20 30 40 50 60
ME3178 OVOLVQOSGAEVKKPGASVKVSCKASGYTELT GYYMH WVRQAPGCQGCLEWMG WINPNSGGTNYAQKFQG
ME6055 ......... D e e e e Ao, R - K....
ME6056 ......... Dooooooie. T i i il i Ao, R BN K....
ME6057 ..., D..oiia.. T e e e e e e e, B o
ME6058 ......... D...oooa.. T e e i e e A..... B o K....
S B B
ME6060 ......... D e e e e Ao, ce Qe K....
T O e Qe K.
MEGOG 2 e e e B -
S O B o K....
MEGO6d ottt et e e e e e Koo, B o
MEGO6D vttt i et i i e e S e 0G.SL L.
T O ce QLS
T O e Qe
MEG OB o e e e e B o
O B o
G O . S c...8G.S.........
= G O B -
ME GO 72 it e e e e e e e B N
ME OO 73 i e e e e e e cee S iiiaann
L O e eSS e
CDR3
70 80 90 100 110 120
MF3178 RVIMTRDISISTAYMELSRLRSDDTAVYYCAR DHGSRHFWSYWGFDY WGQGTILVTIVSS
MEF6055 ...... E..T. .. T e e e e e e i e,
MEF6056 ..5...E..T..... Qi T e i et it i e
ME6057 it iiiieean L P
MF6058 ..S...E..T..... Q.. T e i e i e e i e
T 0
ME6060 ...... E..T.. ... i T e i e i e e i e
ME6061 ......... T it i ettt e teiee e
ME6062 ......... T e i i i iaaee ceaan et e
ME6063 ......... T e i i i iaaee ceaanee et e
ME6064 ......... T i i it ettt it e
ME6065 ......... T.. Voo oo, B e e e e e e i e
ME6066 ......... e
ME6067 ... T..V..... S P
ME6068 ......... T e i i i iaaee ceaan et e
M B 06D it i e e e e e e e
ME6070 ......... T.. Voo oo, B e e e e e e i e
ME607L ......... T S
ME6072 ...... ... N
ME6073 ... T e i i i iaaee ceaan et e
S
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DNA sequences of MF3178 variants (without sequence encoding leader peptide)

>MF6055_VH

caggtgcagctggtgcagtctggggctgacgtgaagaagectggggectcagtgaaggtctectgecaagg
cttetggatacacettecaceggetactatatgecactgggtgegacaggececctggacaagetettgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatg
accagggagacgtccacaagcacagcctacatggagctgagcaggctgagatctgacgacacggectacgt
attactgtgcaagagatcatggttctegtecatttetggtettactggggetttgattattggggecaagyg

tacce tggte acegt ctcca gt

>MF6056_VH

caggtgcagctggtgcagtctggggctgacgtgaagaagectggggectcagtgaaggtcacgtgecaagg
cttetggatacacettcaceggetactatatgecactgggtgegacaggeccctggacaagetettgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcaaagaagtttcagggcagggtctctatg
accagggagacgtccacaagcacagcecctacatgcagetgagcaggectgagatectgacgacacggetacgt
attactgtgcaagagatcatggttctcecgtcatttcectggtecttactggggetttgattattggggecaagyg

taccectggtcacegtctecagt

>MF6057_VH

caggtgcagctggtgcagtctggggctgatgtgaagaagectggggectcagtgaaggtcacgtgecaagg
cttectggatacaccttcaccggetactatatgecactgggtgegacaggececctggacaagggettgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtceccatcagecacagectacatgecagetgagecaggetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

SUBSTITUTE SHEET (RULE 26)



WO 2015/130172 PCT/NL2015/050124

28/46

FIG. 11B, Cont'd

>MF6058_VH

caggtgcagctggtgcagtctggggctgacgtgaagaagectggggectcagtgaaggtcacgtgecaagg
cttectggatacaccttcacecggetactatatgcactgggtgegacaggececctggacaagetcecttgagtyg
gatgggatggatcaaccctcaaagtggtggcacaaactatgcaaagaagtttcagggcagggtctctatg
accagggagacgtecacaagecacagectacatgecagetgagecaggetgagatetgacgacacggetacgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6059_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcaccggctactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaaccctggcagtggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtcecatcagecacagectacatggagetgagecaggetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt

>MF6060_VH

caggtgcagetggtgecagtectggggetgacgtgaagaagectggggectcagtgaaggtctecctgecaagyg
cttctggatacaccttcaccggctactatatgcactgggtgegacaggececctggacaagectcttgagtg
gatgggatggatcaaccctcaaagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatg
accagggagacgtccacaagcacagectacatggagectgagecaggetgagatctgacgacacggectacgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecectggtcacegtctecagt
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>MF6061_VH

caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttectggatacaccttcacecggetactatatgcactgggtgegacaggececctggacaagggettgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttaagggcagggtcacgatg
accagggacacgtecaccagecacagectacatggagetgagecaggetgagatetgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6062_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcaccggctactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaaccctggcagtggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtceccacaagcacagectacatggagetgagecaggetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt

>MF6063_VH

caggtgcagetggtgecagtectggggetgaggtgaagaagectggggectcagtgaaggtctecctgecaagyg
cttctggatacaccttcaccggctactatatgcactgggtgegacaggececctggacaagggettgagtg
gatgggatggatcaaccctcagagtggtggcacaaactatgcaaagaagtttcagggcagggtcacgatg
accagggacacgtccaccagcacagectacatggagectgagecaggetgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecectggtcacegtctecagt
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FIG. 11B, Cont'd

>MF6064_VH

caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttectggatacaccttcacecggetactatatgcactgggtgegacaggececctggaaaggggettgagtg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtecacgagecacagectacatggagetgagecaggetgagatetgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6065_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcacctcttactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaaccctcaggggggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtceccaccagecacagtgtacatggagetgagecaggetgagatectgaggacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt

>MF6066_VH

caggtgcagetggtgecagtectggggetgaggtgaagaagectggggectcagtgaaggtctecctgecaagyg
cttctggatacaccttcaccggctactatatgcactgggtgegacaggececctggacaagggettgagtg
gatgggatggatcaaccctcagagtggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtccaccagcacagectacatggagetgagetetetgagatctgaggacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecectggtcacegtctecagt
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FIG. 11B, Cont'd

>MF6067_VH

caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttectggatacaccttcacecggetactatatgcactgggtgegacaggececctggacaagggettgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtecaccagecacagtctacatggagetgagetetetgagatetgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6068_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcaccggctactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtcecaccagecacagectacatggagetgagecaggetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt

>MF6069_VH

caggtgcagetggtgecagtectggggetgaggtgaagaagectggggectcagtgaaggtctecctgecaagyg
cttctggatacaccttcaccggctactatatgcactgggtgegacaggececctggacaagggettgagtg
gatgggatggatcaaccctcagagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtceccatcagcacagectacatggagetgagecaggetgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecectggtcacegtctecagt
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FIG. 11B, Cont'd

>MF6070_VH

caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttectggatacaccttcacctettactatatgcactgggtgegacaggececctggacaagggettgagtg
gatgggatggatcaacccttctgggggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtecaccagecacagtgtacatggagetgagecaggetgagatetgaggacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6071_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcaccggctactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaacccttctagtggttctacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtcecaccagecacagectacatggagetgagetetetgagatectgaggacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt

>MF6072_VH

caggtgcagetggtgecagtectggggetgaggtgaagaagectggggectcagtgaaggtctecctgecaagyg
cttctggatacaccttcaccggctactatatgcactgggtgegacaggececctggacaagggettgagtg
gatgggatggatcaacccttctagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtccaccagcacagtctacatggagetgagetetetgagatctgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecectggtcacegtctecagt
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FIG. 11B, Cont'd

>MF6073_VH

caggtgcagctggtgcagtctggggctgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttectggatacaccttcacecggetactatatgcactgggtgegacaggececctggacaagggettgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtecaccagecacagectacatggagetgagecaggetgagatetgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacectggtcacegtctecagt

>MF6074_VH

caggtgcagcectggtgcagtctggggectgaggtgaagaagectggggectcagtgaaggtctectgecaagg
cttctggatacaccttcaccggctactatatgcactgggtgecgacaggecccctggacaagggecttgagtyg
gatgggatggatcaacccttctagtggtggcacaaactatgcacagaagtttcagggcagggtcacgatg
accagggacacgtcecatcagecacagectacatggagetgagecaggetgagatectgacgacacggetgtgt
attactgtgcaagagatcatggttctegtcatttetggtcttactggggetttgattattggggecaagg

tacecctggtcacegtctcecagt
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FIG. 11B, Cont'd

Nucleic acid alignment (without end of leader sequence)

ME3178
MF6058
MEF6061
ME6065

ME3178
MF6058
MF6061
ME6065

ME3178
MF6058
MF6061
MEF6065

MF3178
MF6058
MF6061
ME6065

ME3178
ME6058
MEF6061
ME6065

ME3178
MF6058
MF6061
ME6065

CAGCTGCAGCTIGGTGCAGTICTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCAGTGAAGGTCTCCTGCAAG

............................. O €
CDR1

GCTTICTIGGATACACCTTCACC GGCTACTATATGCAC TGGGTIGCGACAGGCCCCTGGACAAGGGCTTGC
............................................................. CT

..................... T . . i e e e i e e

CDR2

AGTCGATGGGA TGGATCAACCCTAACAGTGGTGGCACAAACTATGCACAGAAGTTTCAGGGC AGGGT
....................... (O
....................... (O £
....................... C.GG.G.. . TCT.. ... ... i ii i e
CACCATGACCAGGGACACGTCCATCAGCACAGCCTACATGGAGCTGAGCAGGCTGAGATCTGACGACAC

T.T.. . Govuovnnn CA . i, C e e e e e
....................... i i e s e i e e e e
....................... O €
CDR3
GGCTGTIGTATTACTGTGCAAGA GATCATGGTTCTCGTCATTTCTGGTCTTACTGGGGCTTTGATTAT
B
TGGCGCCAAGGTACCCTGGTCACCGTCTCCAGT
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FIG. 11C

a) Common Light Chain

DIQMTQSPSSL.SASVGDRVTITCRASQSISSYTLLNWYQQKPGKAPKLLIYAASST.QSGVP
SRFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPPTFGQGTKVEIKRTVAAPSVEIEFD
PSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLS
STLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

FIG. 11D

heavy chain for EGFR binding

QVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAPGKGLEWMGGFDPEY
GKTFFAQNFQGRVITMTEDTSADTAYMELSSLRSEDTAVYYCATEGYYETTTYYYNLF
DSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEN
WYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTDPPSREEMTKNQVSLTCEVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

heavy chain for erbB-3 binding

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCARDHGSRHFWSYWGF
DYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSG
ALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTKPPSREEMTKNQVSLKCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
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FIG. 16a
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