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1
44

PRT
Artificial sequence

Modified GRF peptide

MISC_FEATURE
(1)..(1)

Tyr residue is linked to an hexenoyl-trans-3 moiety

MOD_RES
(44)..(44)
AMIDATION

1

Tyr Ala Asp Ala Ile Phe Thr Asn Ser Tyr Arg Lys Val Leu Gly Gln

1

5 10 15

Leu Ser Ala Arg Lys Leu Leu Gln Asp Ile Met Ser Arg Gln Gln Gly

20 25 30

Glu Ser Asn Gln Glu Arg Gly Ala Arg Ala Arg Leu

35 40



<210> 2

<211> 44

<212> PRT

<213> Artificial sequence

<220>
<223> GRF peptide

<220>

<221> VARIANT

<222> (1)..(1)

<223> Xaa = Tyr or His

220>

<221> VARIANT

<222> (2)..(2)

<223> Xaa = Val or Ala

<220>

<221> VARIANT

<222> (8)..(8)

<223> Xaa = Asn or Ser

220>

<221> VARIANT

<222> (13)..(13)

<223> Xaa = Val or Ile

<220>

<221> VARIANT

<222> (15)..(15)

<223> Xaa = Ala or Gly

<220>

<221> VARIANT

<222> (18)..(18)

<223> Xaa = Ser or Tyr

<220>

<221> VARIANT

222> (24)..(24)

<223> Xaa = Gln or His

<220>

<221> VARIANT

<222> (25)..(25)

<223> Xaa = Asp or Glu



<220>

<221> VARIANT

222> (27)..(27)

<223> Xaa = Met or Ile or Nle

<220>

<221> VARIANT

<222> (28)..(28)

<223> Xaa = Ser or Asn

<220>

<221> VARIANT

<222> (30)..(30)

<223> Xaa = any amino acid or is absent

<220>

<221> VARIANT

<222> (31)..(31)

<223> Xaa = any amino acid or is absent

<220>

<221> misc_feature

<222> (32)..(32)

<223> Xaa can be any naturally occurring amino acid

<220>

<221> VARIANT

<222> (33)..(33)

<223> Xaa = any amino acid or is absent

<220>

<221> VARIANT

222> (34)..(34)

<223> Xaa = any amino acid or is absent

<220>

<221> VARIANT

<222> (35)..(35)

<223> Xaa = any amino acid or is absent

<220>

<221> VARIANT

<222> (36)..(36)

<223> Xaa = any amino acid or is absent

<220>

<221> VARIANT

<222> (37)..(37)

<223> Xaa = any amino acid or is absent



<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa Xaa Asp Ala Ile Phe Tyr

1

VARIANT
(38)..(38)
Xaa = any amino

VARIANT
(39)..(39)
Xaa = any amino

VARIANT
(40)..(40)
Xaa = any amino

VARIANT
(41)..(41)
Xaa = any amino

VARIANT
(42)..(42)
Xaa = any amino

VARIANT
(43)..(43)
Xaa = any amino

VARIANT
(44)..(44)
Xaa = any amino

2

5

acid

acid

acid

acid

acid

acid

acid

Leu Xaa Ala Arg Lys Leu Leu

20

Xaa Xaa Xaa Xaa Xaa Xaa Xaa

<210>

35

3

or is absent

or is absent

or is absent

or is absent

or is absent

or is absent

or is absent

Xaa Ser Tyr Arg Lys Xaa Leu Xaa Gln
10 15

Xaa Xaa Ile Xaa Xaa Arg Xaa Xaa Xaa
25 30

Xaa Xaa Xaa Xaa Xaa
40



<211> 15
<212> PRT
<213> Artificial sequence

<220>

<223> Amino acid sequence corresponding to positions 30 to 44 of the

human GRF
<400> 3
Gln Gln Gly Glu Ser Asn Gln Glu Arg Gly Ala Arg Ala Arg Leu
1 5 10 15

<210> 4

<211> 44

<212> PRT

<213> Homo sapiens

<400> 4
Tyr Ala Asp Ala Ile Phe Thr Asn Ser Tyr Arg Lys Val Leu Gly Gln
1 5 10 15

Leu Ser Ala Arg Lys Leu Leu Gln Asp Ile Met Ser Arg Gln Gln Gly
20 25 30

Glu Ser Asn Gln Glu Arg Gly Ala Arg Ala Arg Leu
35 40



