
SHORT-CRAIN PEPTIDES AS PARATHYROID HORMONE (PT!!) RECEPTOR AGONIST
Field of 'Pita ti0/1: The present invention relates to novel
short-chain peptides as PTH receptor agonist of general formula (1),
their pharmaceutically acceptable salts and pharmaceutical
compositions containing them. -Z2-4-214-4-Z6-17-Za-Z9-Z10-Zii
-Z12-43-Z14-45-B (I) The present invention also relates to processes
for preparing compounds of general formula (1), their
pharmaceutically acceptable salts and phannaceutical Compositions
containing them. Background to the invention: 15Osteoporosis is a
skeletal disorder characterised by diminished bone mass, decreased
bone mineral density (BMD), decreased bone strength and associated
with an increased risk of bone fracture (Lane J. M" et al., Clin.
Orthop. Relat. Res., 372, 2000, 139-150). Osteoporotic fractures most
often occur in the vertebrae, hips or the femoral neck. These
fractures severely impair the quality of fife because of pain,
long-lasting  20 immobility and poor recovery. Bone comprises of
several different cell types. Osteoblast (bone formation) lays down
new bone from the mineral present in the extracellular milieu around
the cells. Osteoelasts (bone loss) remove old bones, releasing the
minerals compiled within bone back into the extracellular matrix. The
balance between adequate new bone being deposited and old bone being
removed is 25what gives bone its extremely beneficial properties.
Osteoporosis occurs when the rate of the bone resorption is greater
than the rate of bone formation (Seeman E., et al., N. Engl, J.
Ivied., 354(21), 2006, 2250-2261). Postmenopausal estrogen deficiency
is the most common cause of osteoporosis in women, as estrogen puts a
break on osteoclast lifespan. Other major risk factors in the
development of osteoporosis include: low 30calcium intake, vitamin D
deficiency, type-I diabetes, rheumatoid arthritis, long-term use of
medication such as atuiconvulsants and corticostemids and low levels
of testosterone in men (Cole Z. A., et al., Curt; Rheumatol, Rep.,
10(2), 2008, 92-96; Harvey, N., et al., Curt. Rheumatol, Rep., 5(1),
2003, 75-81).        Patients with osteoporosis would benefit from
new therapies designed to promote fracture repair or from therapies
designed to prevent or lessen the fractures associated with the
disease (Lindsay R., Lancet, 341(8848), 1993, 801-805). At present,
there is no effective cure for osteoporosis, though estrogen,
raloxifene (oestrogen  5 receptor modulators), calcitonin and the
bisphosphonates (etidronate, alendronate and risedronate) are used to
treat the disease with varying levels of success through their action
to decrease bone resorption (Recker R. R., J. Clin, Enclocrinot
Metab., 1993, 76(1), 14-16). Native human Parathyroid Hormone (PTH )
is an 84 amino acids polypeptide  10 that acts as the most important
regulator of calcium homeostasis in the human body through its direct
action on bone and kidneys (Kronenberg 1-1. M., Bringhurst F. R.,
Nussbaum S. R., Jilppner H., Abou-Samra A. 13., In Handbook of
Experimental Pharmacology, Mundy, G. R., and Martin, U., (eds), pp.
185-201, Springer-Verlag, Heidelberg (1993)). PTII synthesis and
release from the pruathyroid glands are  15 controlled principally by
the serum calcium level; a low level stimulates and a high level
suppresses both hormone synthesis and release. PTV in-turn, maintains
the serum calcium level by directly or indirectly promoting calcium
entry into the blood, Pl'H contributes to net gastrointestinal
absorption of calcium by favouring the renal synthesis of the active
form of vitamin D. PTH promotes calcium rcabsorption from 20 bone,



receptor and stimulates intracellular signaling (Ji T. It, et al., J.
Biol. Chem; 273, 1988, 17299-17302; Hjorth, S. A., et at, Regulatory
Peptides, 64, 1996, 70). PTH binds to the PTH receptor with affinity
in the nM range; the ligand- 10occupied receptor transmits a signal
across the cell membrane to intracellular effector  enzymes through a
mechanism that involves intermediary hetcrotrimcric CITP-binding
proteins (C) proteins). The primary intracellular effector enzyme
activated by the PTH receptor in response to PTEI peptide is adenylyl
cyclase (AC) (Goltzman D., J. Bone Miner. Res., 15(3), 2000,
605.608). Thus PTA induces increase in the second 15 messenger,
cyclic adenosine monophosphate (cAMP) which regulates the poorly
characterized downstream cellular processes involved in bone
remolding (Juppner H., et al., Science, 254, 1991, 1024-1026). Other
signalling pathways of this receptor, such as elevation of
intracellular calcium, phospholipase C-dependent and independent
activation of protein kinase C, have been described. Since PTH
regulates blood calcium 20 and the phosphate levels and exhibit
potent anabolic (bone-forming) effects, the parathyroid hormone and
its derivatives represent potential therapeutic agent for the
treatment of osteoporosis (Slovak D. M., et at, J. Bone Miner, Res.,
I, 1986,377-381; Dempster D. W., et al., Endocr. Rev., 14, 1993,
690-709), Synthetic PTH (1-34) exhibits full bioaetivity in most
cell-based assay systems, 25 has potent anabolic effects on bone mass
in animals and has recently been shown to reduce the risk of bone
fracture in postmenopausal osteoporotic women. In human trials  on
postmenopausal women, daily subcutaneous injections of low doses of
PTH (1.34) were shown to result in impressive bone formation in the
spine and femoral neck with      significant reduction in incidence
of vertebral fractures (Neer It M., et al., N. Engl. J. 30 Med., 344,
20014434-1441; Dempster D. W., et al., Endocr. Rev., 14, 1993,
690.709). These clinical data reveal PTI-1 as one of the most
efficacious agents tested for osteoporosis. Under the brand name
Forteo (Eli Lilly), PTH (1-34) in the form of  teriparatide acetate
has been approved for the treatment of osteoporosis.  PER derivatives
include polypeptides that have amino acid substitutions or are
truncated relative to the full-length molecule. I3oth the N and
C-terminal truncated fbrtns of PER (1-34) has been studied.
Additionally, amino acid substitutions within the     truncated
polypeptides have also been investigated, (Azurani A., et at, J.
Biol. Chem., 5271, 1996, 14931.14936). It has been known that
residues in the 15-34 domain of PER peptide contribute importantly to
receptor binding affinity, while N-terminal 1-14 amino acids of PH-1
peptide are responsible for the activation of receptor (Naussbaum S.
R., et al., .1, Biol. (hem., 255, 1980, 10183-10187; Garclella T. J.,
et al., Endocrinology, 132, 1993, 2024-2030; Takasu H., et al.,
Biochemistry, 38, 1999, 1013453-13460; Hoare S. R. J., et al., &Biol.
Chem., 276, 2001, 7741-7753; Luck NI D., et al., Molecular
Endocrinology, 13, 1999, 670-680). Truncated PT[-! (I-34) derivatives
such as cyclised PT1-1 (1-17), PTH (1-28) and Mil (1-31) are active
in most assay systems and promote bone-formation (Whitfield J. F" et
al., J. Bone Miner, Res., 12, 1997, 1246-1252; WO 2007 / 130113 A2;
WO 2008 /068487; Whitefild J. F., et at, 15Cale& Tissue Int., 56,
1995, 227-231; Rixon R. H., et al, J. Bone Miner. Res., 9, 1994,
1179-1189; Whitfield J. F., et at, Trends Phannacol. Sci, 16, 199$,
372-386; Whitfield J. F., et al., Calcif. Tissue Int., 58, 1996,



25 transient mobilization of calcium and hypercalcemia also the
toxicological data and in particular the unfavourable results of
cancerogcnesis studies (dose and treatment duration dependent
increased risk of osteosarcoma) induce a cautious use of PTH (I34)
(Vahle J. L., Toxicol. Pathos., 32(4), 2004, 426-438; Whitfiel I. F.,
Medscape Womens Health, 6(5), 2001, 7; Kuijkers 0,, BMJ, 324(7335),
2002, 435-436). On the  30 other hand, low molecular weight peptides,
for instance those consisting of the first 14 or 11 amino acids of
PTH (PTH(I-14) and P1'E1(1-11)), proved to be inactive or exhibited
very low biological activity, in animal models (Tregear G. W., et
al., Endocrinology, 93, 1973, 1349-1353; Gardena T. 3., et al., 3.
Biol. Chem, 266, 1991, 13141-13140.        Therefore, during last
decade, investigation has focused on development of P111-derived low
molecular weight peptides with improved biological profile,
preferably orally bioavailable, protease resistant, easy to synthesis
and exhibit a greater safety index. Recently, it was found that the
activity of low molecular weight peptides  5 can be improved by
introducing helix stablising unnatural amino acids at specific
positions. For example, P1I1(1-11) analogs ([Ala3, Glmo, Argi
11-17F1(1-/ I), [Ala3, Gime, Ilan I]-FITI(1-11) and [Aibt,i; Ginw;
Harl1J-PTH(1-11)) and PTH (1-14) analogs, such as (AC5C1, Aib3,
011)10, Hari!, Alat2, TrIcti4WITI(1 .14) stimulate CAMP, in nIvt
range (WO 03/009804; WO 04/093902). Several studies were carried out
to find  10 low molecular weight peptides with P11-I-like activity
(Reidhaar-olson J. F., et al., Mol. Cell, Endocrinology., 160, 2000,
135-147; Shimizu M., et al., J. Biol. Chem., 275, 2000, 21836-21843;
Shimizu M., et al., Endocrinology, 142, 2001, 3068-3074; Shimizu N.,
et at, I, Biol. Client, 276, 2001, 49003-49012; WO 03/009804).
Although short analogues consisting of as little as II amino acids
(derivatives of first 1-11 residues of  15 PTH peptide, Seq. ID.
No.2) can activate the 11TH receptor (in vitro) with low potency (WO
04/067021), however, in animal models (in vivo) bone-anabolic
activity of these analogues has not been reported. In conclusion,
agonist activity on cAMP-signalling pathway of the PTH receptor (in
vitro) alone is not at all predictive for bone-anabolic activity in
vivo. 20In the present investigation, surprisingly, we found that
homologous substitution (derivatives) of N-terminal sequence of PTH
(1-34) peptide (first 1-14 or l- 15 residues, Seq. ID. No. 3 and 4)
with unnatural amino acids resulted in the identification of novel
class of short-chain peptides having potent PTH receptor
agonistic activity, more specifically P1I-I-1 receptor agonistic
activity, at varying 25degree of selectivity. To enhance the duration
of action and stability against proteolytic enzyme, we have
site-specifically modified the short-chain peptides with unnatural
amino acids and succeeded in identifying metabolically stable and
highly potent short- chain peptides, Some of the short-chain peptides
showed bioavailability even by. oral route of administration, while
retaining PTI1-1 receptor agonistic activities, 3011TH (1-34)
sequences alignment shown below represents the primary structural
relationships: PITH (1-34):
"svsnQuquirtolail4LNSMERVEWLIRKICLQDVILIVE34 (Seri. ID No: 1). PTH
(1.1 ) ISVSEIQLNIIINLIt (Seq. No: 2)  PTH (1-14): ISVSEIOLMHNLOKI 114
(Seq. ID No: 3) PTH (1.15): ISVSEIQLMIINTOKIllis (Seq. ID No: 4)
Single-letter abbreviations for amino acids can be found in Zubay,
G., Biochemistry 2"" ed" 1988, MacMillan Publishing, New York, p. 33.



such as osteoporosis, postmenopausal osteoporosis and for stimulating
bone repair.        The present invention provides novel short-chain
peptides of forrnula (I), which primarily act as a PTH/ MIN receptor
agonist. These short-chain peptides exhibit increased metabolic
stability against proteolytic enzymes. Most of short-chain peptides
30 were found to be stable in rat plasma upto 24 hours (in vitro),
showed increased stability against GIT enzymes such as pepsin and
acidic stomach pH and also against liver microsomes (in vitro). Due
to increased metabolic stability, other than parenteral route of
administration, some of these short-chain peptides can also be
delivered by oral route of administration.  Preferred embodiments
A preferred embodiment of the present invention is to provide novel
short-chain peptides of general formula (I), novel intermediates
involved in their synthesis, their pharmaceutically acceptable salts
and pharmaceutical compositions containing them or 5their mixtures,
suitable for the treatment/mitigation/regulation of bone disorders.
In a further premed embodiment, is provided pharmaceutical
compositions containing short-chain peptides of general formula (I),
their pharmaceutically acceptable salts, solvates and their mixtures
having pharmaceutically acceptable carriers, solvents, diluents,
excipicnts and other media normally employed in their 10manufacture,
In a still further preferred embodiment is provided the use of the
novel short-chain peptides of the present invention as agents for
stimulating new bone formation and treating and / or preventing
osteoporosis and related bone disorders, by administering a
therapeutically effective and non-toxic amount of the short chain
1.5peptides of formula (I), or their pharmaceutically acceptable
compositions to the mammals those are in need of such treatment.
Abbreviations used The following abbreviations are employed in the
examples and elsewhere herein: 20 Abu(CN) 2-amino-4-cyanobutanoic
acid, Aib = a-Arnino-isobMyric acid, Alanine,  ct-Me-APPA7
2-amino-2-methy1-5-phenylpentanoic acid,  a-Me-Hip(OMe).t amethylatcd
Bip(Olde), 25 alvie-Har = alpha-methyl-Liar,  aMe-IC
alpha-methyl-Lys, aMe-M - alpha-methyl-Met,  aMe-Nle =
alphamethyl-Norleucine,  aMe-Pro- alpha-methyl-Proline, 30 a-Me-Phe
alpha-methyl-phenylalanine, a-Me-2F-Phe
alpha-methy1-2-fluorophenylalanine,  a-Me-2,6-F-Phe
alpha-methy1-2,6-diflurophenylalanine, aMe-14 alpha-methyl-Arg,  a
Me-Trp- alpha-methyl-Tryptophan, ctMe-Val- alpha-methyl-Valine, AC3C-
1-amino cyclopropane carboxylic acid, ACsen I
-amino--cyclopentanecarboxylic acid, 5AC6C- I
-amino-cyclohexanecarboxylic acid, ACN Acetonitrile, APRA
2-amino-5-phenylpentanoic acid, Arg- Arginine, Arg(NO2)
Arginine(Nitro), 10Asp--; Aspartate, Asa- Asparagine, 



1311 Benzyl, Boc = tert-Butoxycarbonyl,       Bip(OMe)---
2'-ethyl-4'-methoxy-biphenylalanine, 15But- 0-tert-butyl group, cAMP=
Adenosine 3',5'-cyclic monophosphate, Cit DCM Dichloromethane, DMF =
N,N-Dirnethyl fonnam 20DIPCDI- Di-isopropylcarbodiimide, DIPEA-
Diisopropylethylamine, Et = Ethyl, Et20 r- Diethyl ether, EtMet
Ethionine, 25Enloe = Fluorenylmetboxycarbonyl, 2F-Phe
2-fluorophenylalanine, g Gram (s), Gly- Glycine, Gin= Glutamate,
30Glutamine, Isoleucine, Ii - Hour (s), IIisHistidie,  Liar - I
lomoarginine, Hoek = Homocitrulline, HoGlu = Homoglutamic acid,
fioLeu Bomoleucine, 51100t = I -Hydroxybenzotriazole, HOAt=
7-Aza-hydroxybenzotriazole, HDTV =
24111-benzotriazole-1-y1)-1,1,3,3-tetramethyl am inium
hexafluorophosphate, HPLC = High Performance Liquid Chromatography,
K(Biotin) = Lysine(Biotin), 10 K(NO2)= Lysine(Nitro), L = Liter, LC
/1vIS = Liquid Chromatography / Mass Spectrometry, Lys= Lysinc, Me=
Methyl, 15Met= Methioninc, MM - minute (s), mL - milliliter, pl =
microliter, mg = milligram (s), 20mmol millimole (s), 



MS- Mass Spectrometry, Nva Norvaline, NM - Norleucine, N-methyl-Met,
25 (NMe)Nle N-methyl-Nle,  (NMe)K N-methyl-Lys,  (NMe)R N-methyl-Arg,
(NMe)Har Ninethyl-Har, Om Omithine, 30 Orn(NO2)= Omithine(Nitro),
po: per-oral administration, Phe= Phenylalanine, PTH= Parathyroid
Hormone,  PTH-1r agonist = Parathyroid Hormone receptor agonist,
PyROP Bonzotriazole- I -yl-oxy-tris-pyrrolidino-phosphonium
hexatittorophosphate, Pyr= Pyroglutamic acid, Pro- Prot ine, sc
Subcutaneous route of administration, 5SITS = Solid Phase Peptide
Synthesis, SMet- Selenomethionine, TMS Trirnethylsilyl, TIPS =
Triisopropylsilane, TEA = Trifluoroaeetic acid, 10TaTti- 2-(If
I-benzotriazole- I tyl);1,I,3,3-tctramethylaminium tetrafluoroborate,
Trt= Trityl group, Try l'ryptophan, Val- Valine, WR- Wistar Rats. 15
Brief description of the accompanying drawings  Figure I; In vitro
DRC and EC50 determination of PIER I -34) (Figure A) and Seq. ID No.
111 (Figure 13), in Rat PT!-!- 1 R assay (agonistic activity,
measured by amount of cAMP released).      Figure 2: Examples of
orthogonally protected amino acids used in Emoc based lid 20phase
peptide synthesis (SITS) of short-chain peptides. Figure 3: In vivo
DRC study with Seq. ID No. III (Figure A: % increase in serum Ca2t
levels; Figure B: %decrease in serum PO4 levels), in OVX Female Rat.
Figure 4: Changes in biochemical parameters and femur weight, in OVX
Rat after 6  weeks treatment with Seq. ID No. III and PT11(1-34).
25Figure 5: Histological Sections of the femur, in OVX rats after 6
weeks treatment with  Seq. ID No. III.  Figure 6: Histological
sections of the tibia in OVX rats after 6 weeks treatment with ' Seq.
ID No. I I I.      Figure 7: Histological sections of the lumbar
vertebrae in OVX rats after 6 weeks 30 treatment with Seq. ID No.
111. Details description of the invention       In accordance with
the present invention, synthetic short-chain peptides having the
structural formula (I), which showed PTH- I receptor agonistic
activity, are  disclosed. These short-chain peptides exhibit
increased metabolic stability to to  



proteolytic cleavage, as most of short-chain peptides were found to
he stable in rat plasma upto 24 hours (in vitro), showed increased
stability against G1T enzymes such as pepsin and acidic stomach pH
and also against liver microsomes (in vitro). Due to increased
metabolic stability, some of these short-chain peptides can also be
delivered by oral routes of administration, for the treatment /
prevention of hypoparathyroidism and diseases characterized by bone
mass reduction, such as osteoporosis, postmenopausal osteoporosis and
for stimulating bone repair.       The present invention thus
discloses novel short-chain peptides as PTH receptor agonist having
the following structure (I) I0 .
A-Z1-Z2-Z3-Z4-Z5-Z6-4-4-Z9-ZI0-Z11-Z12-Z13-Z141-Z15-13 CD wherein,
'Ai represents the groups -N11-R or R3-CO-NH-. wherein Br represents
hydrogen, 15 Biotin, or optionally substituted linear or branched
(C1-1s) alkyl chain, or suitable amino acids such as pyroglutamic
acid (Pyr), Pro (P), alphamethyl-Proline (alvfe-P), Val (V),
N-methyl-valine (NMe-V), alpha-methyl-Valine (aMe-V), Lys(Biotin),
Lys(alkyl), lys(acetyl); R3 is selected from optionally substituted
linear or branched (CI-18) alkyl chain, (C1-6)alkoxy, (C3-C6)
cycloalkyl, aryl, heteroaryl or arylalkyl 20 groups;        In a
preferred embodiment, the aryl group is selected from phenyl,
napthyl, indanyl, fluorenyl or biphenyl, groups; the heteroaryl group
is selected from pyridyl, thienyl, ffiryl, imidazolyl, benzofuranyl
groups; the arylalkyl groups represent groups wherein the aryl group
is attached to an alkyl groups as defined elsewhere in the
25specification. '13' represents -COOR2, -CONHR2 or CH2OR2. wherein
R2 represents 1-1 or suitable amino acids such as Val (V),
alpha-methyl-Valine (aMe-V), Lys(Biotin), Lys(alkyl), Lys(acetyl) and
the like; Each of .7,1, Z3 & Z12 may be same or different and
independently represents 30 naturally or unnaturally occurring amino
acids selected from the group comprising of Ser(S),
alpha-methyl-Sorine (aMe.S), Val (V), alpha-methyl-Valine (aMe-V),
Pro (P), alpha-methyl-Praline (aMe-P), Gly(G), Ala(A),
a-amino-isobutyric acid (Aib), I-  amino eyclopropane carboxylic acid
(AC3C), I -amino-cyclopentanecarboxylic acid (AC5C),
1-amino-cyclohexanecarboxylic acid (AC6C); Z2 represents either a WI
(V) or aMe-Val (aMe-V); Each of 7,4, 4 & Zio, may be same or
different and independently represents a  5 naturally or unnaturally
occurring amino acid selected from the group comprising of Glu(E),
Homoglutamic acid (HoGlu), 2-aminoa4-cyanobutanoic acid (Abu(CN)),
Asp(0), Asn(N), Gln(Q), Alb;       Each Of Z5, Z7 & 10 may be same or
different and independently represents a naturally or unnaturally
occurring amino acid selected from the group comprising of  10 Lou
(1), Ile (I), Nle (Norleucine), Nva (Norvaline), HoLeu (Homoleueine),
Abtr(CN), His (H), Phe (F), alpha-methyl-phenylalanine (-ct-Me-Phe-),
alpha-methyl-2- fluorophenylalanine (-a-Me-2F-Phe-) or
alpha-methy1-2,6-niflurophenylalanine (-aMei-2,6-F-Phe-) or
2-fluorophenylalanine (-2F-Phe-) as below;    Z8 represents a
naturally or unnaturally occurring amino acid selected from the
group comprising of Met, N-methyl-Met ((NMe)M), alpha-methyl-Met
(aMc-M), alpha-methyl-Valine (aMe-V), Leu, Nle, N-methyl-Nle
((NMe)Nle), alpha-methyl20Norleucine (aft/le-Nile), Nva,Ethionine
(EtMet), selenomethiortine (Wet), WI;  Z11 and Z13 may be same or
different and independently represents a naturally or unnaturally
occurring amino acid selected from the group comprising of Aib,



112NCOO11 ct-Me-Phe0-Me-2F-Platt Z15 may be present or absent. Z/5
when present   H2NCOOH 2F-Phe represents a naturally or
unnaturally occurring amino acid selected from the group comprising
of 2-amino-5- 10phenylpentanoic acid (APPA) or
2-amino-2-methy1-5-phenylpentanoic acid (a-Me- APPA);  APPAa-Me-APPA
15In an embodiment of the present 'invention are provided modified
PTH analogues of formula (1) wherein 'A' represents the groupsor
R3-CO-NI1-,   wherein Fti represents hydrogen, Biotin or suitable
amino acids such as pyroglutamie acid (Pyr), Pro (P), Val (V), and
all other symbols are as defined earlier;        In another,
embodiment of the invention is provided compounds of thrinula (1)
wherein, R3 is selected from optionally substituted linear or
branched (cr.). alkyl chain and all other symbols are as defined
earlier;        In another embodiment of the invention is provided
compounds of formula (I) wherein, 'B' represents --COOR2, -CONHR2,
wherein R2 represents H or suitable amino acids such as Val (V),
alpha-methyl-Valine (aMe-V), Lys(Biotin) and all other symbols are as
defined earlier; 10In another embodiment of the invention is provided
compounds of formula (1) wherein, each of Z1, 4 & Z12 may be same or
different and independently represents naturally or unnaturally
occurring amino acids selected from the group comprising of Ala(A),
a-amino-isobutyric acid (Aib), 1-amino cyclopropane carboxylic acid
(AC5C), 1-amino-cyclopentanecarboxylic acid (AC5C),
1-amino-cyclohexanecarboxylic acid 15(AC6C) and all other symbols are
as defined earlier;        In another embodiment of the invention is
provided compounds of formula (I) wherein Z2 represents a naturally
or unnaturally occurring amino acid selected from the group
comprising of Val(V) and all other symbols are as defined earlier; In
a still further embodiment of the invention is provided compounds of
formula 20 (1) wherein, each of Z4, Z6 & Z10, may be same or
different and independently represents a naturally or unnaturally
occurring amino acid selected from the group comprising of Ciltr(E),
Gln(Q), Aib and all other symbols are as defined earlier;       [n
another embodiment of the invention is provided compounds of formula
(1) wherein each of 4, 4 & 12 may be same or different and
independently represents a 25 naturally or unnaturally occurring
amino acid selected from the group comprising of Leu (14, Ile (I),
Me, HoLeu (Homoleucine), His (H), alpha-methyl-i.
fluorophenylitlanine (-a-Me-2F-Phe-),
alpha-methy1-2,6-difiurophenylalanine (-a-Me26-F-Phe-) and all other
symbols are as defined earlier;             In another embodiment of
the invention is provided compounds of formula (I) 30 wherein 4
represents a naturally or unnaturally occurring amino acid selected
from the group comprising of Met, alpha-methyl-Met (ceMe-M), Nle,
N-methyl-Nle ((NMe)Nle) and all other syrnbols are as defined
earlier;        In another embodiment of the invention is provided
compounds of formula (I) wherein each of 41 and Z13 may be same or
different and independently represents a naturally or unnaturally
occurring amino acid selected from the group comprising of Alb,
cxMe-Pro, Lysine (K), Lysine-Biotin (K(Biotin)), K(NO2), Arginine
(R), 5 Arg(NO2), Homoarginine (liar), Omithinc (Orn), Om(NO2),
Citrulline (Cit) Hornocitrulline (HoCit),
alpha-methyl-2-fluorophenylalanine (-a-Me-2F-Phe-),
alphamethy1-2,6-diflurophenylalanine (-a-Me-2,6-F-Phe-) and all other
symbols are as defined earlier; In another embodiment of the



In a preferred embodiment, the present invention discloses modified
PTI1 20 analogues of formula (I) wherein 'A' represents the groups
-NH-R1 or wherein RI represents hydrogen, Biotin or suitable amino
acids such as pyroglutarnic acid (Pyr), Pro (P), Val (V); R3 is
selected from optionally substituted linear or branched (C1-00 alkyl
chain; '13' represents -COOR.2, -CONIIR2 wherein R.2 is as defined
earlier; each of Zi, Z3 & Zir may be same or different and
independently 25 represents a naturally or unnaturally occurring
amino acids selected from the group comprising of Ala(A),
ct-amino-isoblityric acid (Aib), 1-amino cyclopropane carboxylic acid
(ACC), 1-amino-cyclopentanecarboxylic acid (AC5C),
1-aminocyclohexanecarboxylic acid (AC6C); 4 represents a Val (V);
each of Z4, 15 and Zio, may be same or different and independently
represents a naturally or unnaturally  30 occurring amino acid
selected from the group comprising of Glu(E), Gln(Q), Aib; Z5,  Zr
and 4 may be same or different and independently represents a
naturally or unnaturally Occurring amino acid selected from the group
comprising of Lou (L), Ile  (1), Nle, adieu (Hornoleucine), His (H),
alpha-tnethy1-2-fluorophenylalanine (-a-Me- 15   2F-Phc-),
alpha-rnothy1-2,64iflurophenylalanine (-a-Me-2,6-F-Phe-); 4
represents a naturally or unnaturally occurring amino acid selected
from the group comprising of Met, alpha-methyl-Met (aMe-M), Nle,
N-methyl-Nle ((Nlvfe.)Nle); Z1 & ZU may be same or different and
independently represents a naturally or unnaturally occurring  5
amino acid selected from the group comprising of Mb, aMe-Pro, Lysine
(K), Lysine-Biotin (K(Biotin)), K(NO2), Arginine (R), Arg(NO2),
Homoarginine (Hat), Ornithine (Om), Orn(NO2), CitruHine (Cit),
Homocitrulline (HoCit), alpha-methyl-2- fluorophenylalanine
(-a-Me-2F-Phe-), alpha-methyl-2,6-diflurophenylalanine
(-a-Me2,6-F-Fhe-); ZI4 represents a naturally or unnaturally
occurring amino acid selected  10 from the group comprising of
2'-ethyla4'anethoxy-biphenylalanine (Bip(OMe)), a-methylated Bip(OMe)
[aMe-Bip(OMe)], alpha-methy1-2-fluorophenylalaninefa-Me2F-Phe-),
alpha-methy1-2,64iflurophenylalanine (-a-Me-2,6-F-Phe-); Z15 when
present represents a naturally or unnaturally occurring amino acid
selected from the group comprising of 2-amino-5-phenylpentanoic acid
(APRA) or 2-amino-2-methyl-5- ISphenylpentanoic acid (a-Me-APPA).
The substituents on any of the groups defined above may be selected
from hydroxyl, ow, halo, thio, nitro, amino, alkyl, alkoxy, haloalkyl
or haloalkoxy groups;        The term 'natural amino acids' indicates
all those twenty amino acids, which are present in nature. 20The term
'unnatural amino acids' or 'non-natural amino acids' preferably
represents either replacement of L-amino acids with corresponding
0-amino acids such as replacement of L-Ala with D-Ala and the like or
suitable modifications of the L or D amino acids, amino alkyl acids,
either by          a-alkylation such as substitution of Ala with
a-methyl Ala (Aib), replacement of 25Met with a-methyl Met;
substitution on the side chain of amino acid such as substitution of
aromatic amino acid side chain with halogen, (CrC3) alkyl, aryl
groups, more specifically the replacement of Phe with halo Phe;
The various groups, radicals and substituents used anywhere in the
specification 30are described in the following paragraphs.       The
term "alkyl" used herein, either alone or in combination with other
radicals, denotes a linear or branched radical containing one to
eighteen carbons, such as methyl,  ethyl, n-propyl, iso-propyl,



Med. Chem., 36(21), 1993, 3039-3049 and c) compounds in which
individual amino acids are replaced by analogous structures for
example Ala with Mb; Met with a-Me-Met.         In general, the use
of such alternative structures can provide significantly longer
half-life in the body, since they are more resistant to breakdown
under physiological conditions or to improve bioavai lability.
Throughout the description the conventional one-letter and
three-letter code for  5 natural amino acids are used as well as
generally acceptable three-letter codes for other unnatural amino
acids such as liar (honaoarginine), Me (norleucine), a-amino
isobutanoie acid (Aib) are used. The term `PTH receptor modulator or
agenisr refers to a compound that acts at      the puti and/or
PTI-1-2 receptor to alter its ability to regulate downstream
signaling 10events, such as eAMP production, Example of receptor
modulators includes rigonist, partial agonist, inverse agonist and
allosteric potentiators.         In accordance with the present
invention, the synthetic isolated short-chain peptides described
herein primarily acts as VIE receptor agonists. These synthetic
short-chain peptides exhibit desirable in vitro Put receptor agonist
activity in OMR-  15 106 cells, in the range of 1-1000 nM
concentration. PTI-1 receptor agonistic activity is assessed by
estimation of amount of cAMP released by the test compounds. Some of
the short-chain peptides prepared showed increase in BMD and / or
bone strength, when tested in vivo, in OVX rat model, thus making
them ideal therapeutic candidates for the treatment and prevention of
osteoporosis. These new classes of short-chain 20peptides can be
administered by oral or other non-invasive routes or parenteral
routes of administration.         The present invention provides
short-chain peptides of formula (I) pharmaceutical compositions
employing such short-chain peptides either alone or in combination
and for methods of using such short-chain peptides. In particular,
the 25 present invention provides a pharmaceutical composition
comprising a therapeutically effective amount of short-chain peptides
of formula (1), alone or in combination(s), with a pharmaceutically
acceptablecarrier, Further provided is a method for treating or
delaying the progression or onset of osteoporosis, especially primary
osteoporosis, endocrine osteoporosis, postmenopausal osteoporosis,
hereditary and congentinal forms 30 of osteoporosis, wherein,
therapeutically effective amount of short-chain peptides of formula
(i) or their combination(s) can be administered to a mammal, example,
human and a patient in need of treatment. Preparation. of the
short-chain peptides:         Several synthetic routes can be
employed to prepare the short-chain peptides of the present invention
well known to one skilled in the art of peptide synthesis. The
short-chain peptides of formula (I), where all symbols are as defined
earlier can be synthesized using the methods described below,
together with conventional techniques  5 known to those skilled in
the art of peptide synthesis, or variations thereon as appreciated by
those skilled in the art. Referred methods include, but not limited
to those described below.       The short-chain peptides thereof
described herein may be produced by chemical synthesis using suitable
variations of both the solution-phase (preferably, using Boo-  10
chemistry; M. Bodansky, A. Bodansky, "The practice of peptide
synthesis", SpringerVerlag, Denim, 1981; E, Gross, J. Meinhofer, "The
peptide synthesis, analysis, biology", Vol, 1, Academic Press,



20 4.-climetboxyphenyl-Fmoc-aminomethyl)-Phenoxyacetyl-p-methyl
benzhydrylam ine resin (Fmoc-Itink amide MBEIA resin),
2-chloro-Trityl-chloride resin or pbenzyloxyberizyi alcohol resin
(FIMP resin) to which the C-terminal amino acid may or may not be
already attached. lithe C-terminal amino acid is not attached, its
attachment may be achieved by 11081 active ester of the
Fmoc-protected amino acid formed by its  25 reaction with DIPCDI. in
ease of 2-Chloro-trityl resin, coupling of first Ftnoc-protected
amino acid was achieved, using DIPEA. For the assembly of next amino
acid, N-terminal protection of peptidyl resin was selectively
deprotected using 10-20 % piperidine solution. After every coupling
and deprotection, excess of amino acids and coupling reagents were
removed by washing with DMF, DCM and ether. Coupling of 30 the
subsequent amino acids can be accomplished using HOER or HOAT active
esters produced from DIPCDI/ HOBt or DIPCDVIIOAT, respectively. In
case of some difficult coupling, especially coupling of those amino
acids, which are hydrophobic or amino acids with bulky side chain
protection; complete coupling can be achieved using  a combination of
highly efficient coupling agents such as 1-113TU, PyBOP or TUTU, with
additives such as D1PEA. The synthesis of the short-chain peptides
described herein can be carried out by using batchwise or continuous
flow peptide synthesis apparatus, such as CS.Bio or AAPPTEC peptide
synthesizer, utilizing the ',mock-butyl protection strategy. The
non-natural non-commercial amino acids present at different position
were incorporated into the peptide chain, using one or more methods
known in the art. In one approach, FMOCprqtected non-natural amino
acid was prepared in solution, using appropriate literature
procedures. For example, the Frnoc-protected APRA analogs, described
above, were 10 prepared from L-pyrogluttunic acid, in good
enantiomeric purity, using modified literature procedure (Betsbrugge
J.V., et al., Tetrahedron, 54, 1988, 1753.1762).       The
Fmoc-protected a-methylated amino acids were prepared using
asymmetric Strecker synthesis (Boesten, W.H.J., et al., Org. Lett.,
3(8), 2001, 1121.1124; Cativiela C., Diaz-de-villegas M. D.,
Tetrahedran Asymmetry, 9, 1988, 3517-3599). The 15 resulting
derivative was then used in the step-wise synthesis of the peptide.
Alternatively, the required non-natural amino acid was built on the
resin directly using synthetic organic chemistry procedures and a
linear peptide chain were build.        The peptide-resin precursors
for their respective short-chain peptides May be cleaved and
deprotected using suitable variations of any of the standard cleavage
20 procedures described in the literature (King 13.S., et at, Int. J.
Peptide Protein Res., 1990, 36, 255-266). A preferred method for use
in this invention is the use of TFA cleavage mixture, in the presence
of water and TIPS as scavengers. Typically, the peptidyl.resin was
incubated in TFA / Water Trips (95:2.5:2.5) for 1.5 - 4 hrs at room
temperature. The cleaved resin is then filtered off and the TEA
solution is concentrated  25or dried under reduced pressure. The
resulting crude peptide is either precipitated or washed with Et20 or
is re-dissolved directly into DMF or 50 % aqueous acetic acid for
purification by preparative HPLC. Short-chain peptides with the
desired purity can be obtained by purification  using preparative
HPLC, The solution of crude peptide is injected into a semi-Prep 30
column (Luna 10g; Cut; 100 At), dimension 250 X 50 mm and eluted with
a linear gradient of ACN iti water, both buffered with 0.1% TEA,



Me0 4.-moe-PAL-PEC-PS itt$10 20% Piperidine Depretee Hon    Me0
PAL-PEGLPS Resin Peptide + Resin Scheme 1: General Scheme for
Enloe-Based SETS       A stock solution of diisopropylethylamine
(D1PEA; 0.9 M) and DMF were stored in reagent bottles, under dry
nitrogen atmosphere. the resin, Fmoc-PAL-PEC3- PS (0.38 nunol/g; Ig)
was dried over P203, in vacua (I hr) and swollen in freshlydistilled
WY (5 ml). The swollen resin was slurry packed into a glass column
and positioned in the synthesizer. All the synthetic cycles were
carded out at a flow ditc of 5 ad, min- 1, Table!, The resin was
washed with freshly distilled DMF for 10 minutes.  Deprotection of
Fmoc group was performed with 20% piperidine in DMF for 10 minutes
and the deprotection Was monitored by UV detection of the column
effluent at 304 MTh 5Table I. Automated cycles for solid phase
peptide synthesis  Step Function Reagent/ Solvent Number of cycles
Time (Minute)  Wash Dirnethylfonnamide (DMF) I. 10  Deprotection 20 %
piperidine in DMF 2 15 3 Wash DM!: 3 15 4 



Acylation Amino acid; TITTU and diisopropylethylamine (in DMF)
Recycle 120 5 Wash Dimethylfortnamide 4 10         Excess piperidine
was removed by three auxiliary wash cycles and a distilled DMF wash
cycle, with each cycle of 15 minutes. The amino group was treated
with 10 Fmoc-amino acid (4 equivalent), preactivated with Tam (3.9
equivalent) in the presence of D1PEA (8 equivalent) and recycled for
120 minutes. The excess amino acid and soluble by-products were
removed from column and loop by four auxiliary wash cycles and
distilled DMF wash cycles, with each cycle of 10 minutes.
Furthermore, synthetic cycles (deprotection, wash, acylation and
wash) were repeated for complete 15 assembly of linear peptide. Final
deprotection cycle was performed with 20% piperidine in DMF for 15
minutes to remove the terminal Emoc group, followed by wash cycle (10
X 4 minutes). Completed peptide-resin was filtered through sintered
glass filter, washed three times successively with DMF, DCM,
methanol, DMF and diethyl ether (100 mt., each). Peptide-resin was
dried in vacua over 111205 (2 hr) and 20 stored at -20 t.
Me046Frin4. Ai..-P EC-PS gob I) Piper idine (Fmoc deprotection) 2)
Ftrioc-ct-hle-Phe-OH (4 eq.); DIVEF; TBTU (3.9 eq,); META (8 eq); 2 h
3) Washing with OW and DCM 4) Repeat step 1-3, with foIlwoing amino
acids: Emoc-Lys(Boe)-0T1 Fame-a-Me-Pro-OH fmoc-Har(Pbt)-011
rinoc-Gln(TrO-OH Fmoc-IIis(Trt)-011 Fmoc-Met-OH Finoc-Leu-OH
Fmee-Gln(TM)-011 Fmoc-fle-l)i I Fmoc-GIu(01110-014 Fatoc-ACI5C-OH
Enloe-Val-01i Ftnoc-AC5C-OH 5) Piperidine (Fincre deprotection) 6) TM
cleavage 7) RP-EPIC purific.Mion
112N-(AC5C)-V-(AC5C)-FAQ10411Q4ler-(aMe-Peo)-K-(a-Me-Phe)-CONlh (Seq.
ID. No. 18) Scheme 2: SPPS of Seq. ID. No. 18        Ninhydrin resin
test was carried out to check the N-terminal free amino group of
resin bound peptide. Appearance of blue-purple colouration of the
solution and the resin beads indicates the presence of free amino
group on resin bound peptide and was considered to be a positive
test.        Small-scale cleavage was carried out to assess the
purity of resin bound peptide. The dried Peptide-resin (ca 10-mg) was
treated with mixture (1 mL) of TPA, water, triisopropylsilane (95:
2.5: 2.5 v/v), for 90 minutes at room temperature with gentle 10
occasional swirling. The resin was filtered, washed thoroughly with
neat TM (I mL) and the entire filtrate was evaporated under reduced
pressure. Residual TM was azeotroped three times with diethyl ether
(2 rilL), Residue obtained was suspended in distilled water (2 ml.)
and the aqueous layer was extracted three times with diethyl ether (3
mL). The aqueous layer was separated and freeze-dried to yield the
crude 26  peptide
1-1214-(AC5C)-V-(AC5C)-EIQLMIIQ-Itar-(aMe-Pro)-K-(a-Mc-Phe)-CONI12,
The lyophilised peptide
1-1214-(AC5C)-V-(AC5C)-EIQLMILQ-1-lar-(aMe-Pr0)-K-(a-MePhe)-CONI-12
was dissolved in 0.1% aqueous TEA (ca I nig /1 ml) and its purity was
analyzed by analytical RP4IPLC and characterized by electrospray
ionisation mass spectrometry (ESI-MS). Percent purity: 90% (crude
peptide). F,SI-MS; Calcd. for
112N(AC$C)-V4AC5C)-FIQLMHQ-IlakaMe-Pro)-K-(a-Me-Phe)-CONFI2: 1790
(NE), 1812 (144+1e) and 1828 (WIC); Pound (in/i.): 1.790 (M'), 1812
(M+Na4) and 1828 (M+1C). 



Using above protocol and suitable varialions thereof which are
within-the scope 10  of a person skilled in the art, the short-chain
peptides designed in the present invention were prepared, using
Emoc-SPPS approach. Furthermore, resin bound shod-chain peptides were
cleaved and deprotected, purified and characterized using following
protocol. Cleavage and deprotection: 15The desired short-chain
peptides wee cleaved and deprotected from their respective
peptidyl-resins by treatment with TEA cleavage mixture as follows. A
solution of TFA / Water / Triisopropylsilane (95: 2.5: 2,5) (10 ml /
100 mg of peptidylresin) was added to peptidyl-resins and the mixture
was kept at room temperature with occasional starring. The resin was
filtered, washed with a cleavage mixture and the 20  combined
filtrate was evaporated to dryness. Residue obtained was dissolved in
10 ml of water and the aqueous layer was extracted 3 times with ether
(20 ml each) and finally the aqueous layer was freeze-dried, Crude
peptide obtained alter freeze-drying was purified by preparative HPLC
as follows: Preparative [(PLC purification of the crude short-chain
peptides: 25Preparative HPIC was carried out on a Shimadzu LC-8A
liquid chromatograph. A solution of crude peptide dissolved in DME or
water was injected into a semi-Prep column (Luna 10p; Cis; 100 A),
dimension 250 X 50 mm and eluted with a linear gradient of ACNI in
vvater, both buffered with 0.1 % TFA, using a flow rate of 1$ -50 tnL
/ mm, with effluent monitoring by PDA detector at 220 nm. A typical
gradient of 30 20% to 70% of water-ACW mixture, buffered with 0.1 %
TEA was used, over a period of 50 minutes, with I% gradient change
per minute. The desired product eluted were collected in a single
10-20 nl fraction and pure short-chain peptides were obtained as
amorphous white powders by lyophilisation of respective IIPLC
fractions.  HPLC analysis of the purified short-chain peptides
After purification by preparative IIPLC as described above, each
peptide was analyzed by analytical RP-HPLC on a Shimadzu LC-10AD
analytical 14PLC system. For analytical [(PLC analysis of short-chain
peptides, Luna 5p; Cig: 100 A, dimension 5 250 X 4.6 mm column was
used, with a linear gradient of 0.1% TEA and ACN buffer and the
acquisition of chromatogram was carried out at 220 nm, using a PDA
detector, Characterization by Mass Spectrometry Each peptide was
characterized by electrospray ionisation mass spectrometry (ESI-
MS),, either in flow injection or LC/MS mode. Triple quadrupole mass
spectrometers 10 (AP1-3000 (MDS-SCIF,S, Canada) was used in all
analyses in positive and negative ion electrosmay mode, Full scan
data was acquired over the mass range of quadrupole, operated at unit
resolution. In all cases, the experimentally measured molecular
weight was within 0.5 Daltons of the calculated rnonoisotopic
molecular weight. Quantification of the mass chromatogram was donc
using Analyst 1.4.1 software. 15 Utilizing the synthetic methods
described herein along with other commonly known techniques and
suitable' variations thereof, the following novel short chain
peptides were prepared (Table 2 (i-xix)I. This list is indicative of
the various groups of short chain peptides, which can be prepared
according to the present invention, and are 20 expected to at least
include obvious variations of these short chain peptides. However,
such disc:Insure should not be construed as limiting the scope of the
invention in any way. In Table 2 (i-xix), novel short chain peptides
of present invention are listed along with their corresponding Seq.
ID. No. 25 Table 2 (i): List of short-obain peptides prepared Seq.ID.



Aib-V-Aib-EIQL-Nle-HQ-Har..Aib-k-(a-Me-Phe)  11
(AC3C)51-Aih-E1QL-Nle-14Q-Har-AK-(a-tyle-Phe) 12 13 (AC3C)-V-A
ib-13,1Q1M11Q-44ar-(aNte-Pro)-K-(a-Nle-Phe)
(AC3C)-V-Aih-EIQL.Nle-11Q-Ilar-(aNle-Pro)-K-(a-Me-Pho) 14
(AC3C)-V-Alb-EIQLMIIQ4lar-Aib-K-(a-Me-Phe)
(AC3C)-V-Aih-EIQL411e-i(Q-Elar-Aih-K-(a.Me-Phe) 15  16
Aib-V-(AC5C)-E1Q1A14Q4iar-Aib-K-(a-Me-Phe) 17
Aib-V4ACX)-111Q1,-Nle-11Q-14ar-Aib-K-(a-Nle-Phe) ...
(AC5C)-V-(AC5C)-EKA,M14Q-Har-(aNdle-Pro)-K-(a-Me-Phe) 18  19
(AC5C)-V-(AC5C)-E1Q1,-Nle-1-04-Har-(WePro)-K-(a-tvle-Phe) 20
(AC5C)-V-Aib-EIQLMIN-14ar-Aib-K-(a-Me-Phe) 21
(AC5C)-V-Aib-E1Q1,-Nle-11Q-liar-Aib-K-(a-Me-Phe)   22
Aib-V4AC6C)-E1Q1,M11Q-Ular-Aib-K-(a-Me-Phe) 23--
Aih-V-(AC6C)-EIQL.Nle-HQ41ar-Aih-K-(a-MesPhe) 24 A
ib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Ilat-AK-(a-Nte-Phe) 



25 AibmV-Aib-E1Q-(a-Nle-2F-Phe)-Nle-11Q-liar-(aMe-Pro)-K-(a-Me-Phe)
-26 Aib-V-Aib-E1Q-(a-Nle-2F-PheyNle-14Q-Ilar-Aih-K-(a-Nle-Phe) 27
(AC3C)-V-Aib-E1Q-(cc-Me-2F-Phe)-Nic-11Q-Ilar-AK-(a-Nde-Phe) 28
(AC3C)-V-Aib-E1Q-(a-hte-217,43h9-Nle-liQ-Har-(aMe-Pro)-1C-(cx.Me-Phe)
10 (AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-1-lar-Aib-K-(a-N4e-Phc)
Aih-V-(AC5C)-E1Q-(a-Me-2P-Phe)-Nle-14Q-Har-AK-(a-Me-Phe) 30
Aib-V-(AC5C)-E1Q-(a-Me-21:-Phe)-Nle-li()-Har-(aMe-Pro)-K-(a-Nle-Phe)
31  32 A
itoi.(Acsc)-ElQ-(a-tvie-2F-Phe)-Nle-14Q-Flar-Aib-1C-(a-Me-Phe)
(AC$C)-V-(AC5C)-E1Q-(a-Me-2P-Phe)-htlelFIQ-IIITAK-(a:Nle-Pher -- 33
34 (AC5C)-V-(AC$C)-E1Q-(a-Me.2F-Phe).Nle-FIQ4-lakaNie-Pro)-K-(a-Nle-
Phe) 35
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nie-11Q-118r-Aib-K-(a-Me-Phe)    37
Aih-V-Aib-1-3Q-(a-Me-2,6-F-Phe)-Nic-FIQ-1
lar-(aNde-Pro)-K-(ct-Me-Phe) 38
Aib-V-Aib-lifQ(a.Me-2,6-F-Phe)-Nle-11Q41ar-Aib-K-(a-Me-Phe) 39
(AC3C)-V-Aih-E1Q-(a-Mc-2,6-F4Hic)-Nlc-HQ4 lar-AK-(a-tvle-Phc) 



40
(AC3C)-N-Aib-E1Q-0-ls.40-2,6-E-Pho)-Nle41Q-1-lar-(ca4o-Pro)-K-(a-Me-P
he) 41 (AC3C)-V-Aib-E1Q-(a-Me-2,6-F-PheyNle.HQ-i lar-Aib.K4a-Me-Phe)
42 Aib-V,.(ACse)41Q-(a-Me-2,6-17-Phe)-Nle-HQ-Har-AK-(a-Me-Phe) 43
Aih-V-(AC5C)-E1Q-(a-Me-2.6-F-Phe)-Nit40Q-1-1ar-(ottvte-Pro)-Ma-Me-Phc
) 44 Aib-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-illar-Aib-K-(q-Me-Phe)
45 (AC5C)-V-(AC5C)-E1Q4a-Mc-2,6-F-Phe)-Nle-HQ-Elar-AK-(a-Me-Phe) 46
(AC5C.)-V-(AC3C)-E1Q4ct-Me-24-F-Phe)-Nle-11Q4
lar-(ahle-Pro)-K-(ct-Me-  Phe) 47
(ACse)-V-(AC5C)-ElQ-(u-Me-2.6-F-Phe)-Nle-1-1Q-liar-Aib-K-(a-Me-Pitc)
48
(AC$C.)-V-(AC5C).E0)-(a-tvle-2,6-1:-Phe)-Nle-11-(Abu(CN))-l(ar-AK-(a-
Me-  Phe) 49
(AC5C)-V-Aib-E1Q-(ci-Me-2,6-F-Phc)-Nle410-11ar-A1C-(a-Mahe) SO
(Aese)-V-Aih-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-klar-(alvie-Pm)-K-(a-Me-Ph
e) 51 (AC5C)-V-Aib-E1Q-(o-Me-2,6-1:-Phe)-N le-HQ-I
tar-Aib-K-(cc-tvfe-Phe)  _ 52
(AC5C')-V-(AC5C)-E1Q-(a-ivIc-2,6-F-Phe)-M.1-1Q-41ar-AK-(a-Me-Phe) 53
(AC5C)-V-(AC5C)-E1Q-(a-Nte-2,6-F-Phe)-N1-1-1Q-Ilar-(aMe-Pro)-K-(a-Me-
Phe)  ... 4 



(AesC)-V-(AC5C)-FIQ-(oc-Me-2.6-17-Phe)-M-11Q-1 iar-Aib.K-(a.Me-Phe)
Table 2 (iii): List of short-chain peptides prepared Seq. 1D. No.
Sequence of short-chain peptides
Aib-V-Aib-E1Q-(a-Me-.2F-Phe)-Nle-1-1Q-1-lar-AK-(a-Me-2F-Phe) 56
Aib-V-Aib-EIQ-(a-Me-2F-Phe)-Nle-HQ-Har-(aMe-Pro)-K-(a-Me-2F-Phe) 57 A
ih-V-A ib-E1Q-(ci-Me-Phe)-Nle-FIQ.Flaraih-K-(a-Me-2F-Plie) 58
(AC3C)N-Aib-E1Q-(a-Me-2F-Plte)-Nle-11Q-Flar-AK-(a.Me-2F.Phe) 59
(AC3C)-V-Aih-E1Q-(a-Me-2F-Phe)-Nle.11Q-llar-(ciMe-Pro)-X-(a-Me-2FPito
) 60
(AC3C)-V-AibthElQ-(a-Nle-2F-Phe)-Nle-HQ-1-1ar-Aib-K-(a-Me-217-Phe)
61 Ai b-V-(AC5C)-FIQ-(0.-Me-2E-Phe)-Nle-11Q-11ar-Alc(a-Me.2F-Phe) 62
-63 A
ib-V-(AC5C).E1Q-(a-Me.2F-Phe)-N1c-FIQ-11ar-(aMe-Pro)-K-(a-Me-2FPhe)
Alb-V-(AC5C)-E1Q-(ct-Me-2F-Phe)-Nle-11Q-11ar-Aib-K-(a-Me-2F-Plie) 64
(AC$C)-V-(ACsC)-E1Q-(a-Me-2F-Phe)-Nle-IfQ-11ar-AK-(a-Nle-2F-Phe)
(AC5C)N-(ACsC)-E1Q-(04-Me-2F-PheWle-11Q-1-lar-(atvle-Pro)-K-(a-tvle21
7-Phe) 65  66
(ACC)-V-(ACsC)-E1Q-(a-Nle-2F-Phe)-Nle-1-10-Elar-Aib-K-(a-Me-2P-Phe)
67 (AC$C)-V-Aib-E1Q-0-Nle-21,-Pile)-Nle 41Q-Har-AK-(a.Me-2E-Phe) 68
(AC5C)-V-Aib-EIQ-(cx-Wie-2F-Phe)-Nie-11Q-11ar-(aMe-Pro)-K-(a-Me-2
F-Pile) 69
(AC5C)-V-Aiti-E1Q-(a-Nle-2F-PheyNle-11Q-Har-Aib-K-(a-Me-2F-Phe) 



70 Ai b-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Har-A-K(Biotin)-(a-Me-212-
Phe) 71 A
ib-V-Aib-E1Q-(a-Me-2,6-F-nie)-Nle-1-1Q.11ar-AK-(a-Me-2F-Phe) 72 _ 7 A
ila#V-A ib-E1Q-(a-Me-2,6.F.Phe)-Nle-HQ-1-lar-(aMe.Pro)-44-(a-Me-2
F-Pile)  Ai b-V-A ib-RIQ-(a-Me-2,6-F-Phe)-Nle-1-1Q-1-lar-Ai
b-K-(asMe-2F-Phe) 74
(AC3C)-V-Aib-E1Q-(a-Isie-2,6-F-Phe)-Nle-1-19-11ar-AK-Wfvfe-2F-Phe) 75
(AC3C)-WAib-E1Q-(a-Me-2,6-F-Phe)-N le-HQ-1lar-(aMe-Pro)-K-(a-Me2
F-Phe) 76
(AC3C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-1-1ar-Aib-K-(a-Me-2F-Phe)
77 A
ib-V-1/2(AC5C)-E1Q-(a-Mo-2,6-F-Phe)-Nle-11Q-1-lar-A1(044e-2F-Phe) 78
79
Aib-V4AC5C).E1Q-(tx-Me-2,6-F-Phe)-Nle-1-1Q-41ar-(aMe-Pro)-K-(a-Nle2F-
Phe)
AibN-(AC5C)-E1Q-(a-Me-2,6-F.Phe)-Nle-HQ-1-lar-Aib-K-(a-Me-2FPlie) 0
(AC50-V-(AC$C)-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Elar-A1C-(a-Me-217-phe) 81
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-E4Ite)411e-1-1Q-Har-(aMe-Pro)-1C-(etMe-
2F-Phe) 82
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-E-PheyNle-liQ-liar-Aib-K-(a-Me-2FPile)
83 (ACsC)-V-A ib-E1Q-(a-Me-2,6-F-Phe)-N
le-1-1Q-Flar-AK-(a-Me-21-7-Phe) 84 (AC5C)-V-Aib.ii1Q-ta-Me-2,6
F-Phe)-N le-HQ 4 lar-(aMe-Pro)-1(-(a-Me-  2P-Phe) 85
(AC5C)-V-Aib.E1Q-(a-.2,6-F-Phe)-NiethifQ-E lar-Aib-K-(a-Me-2F-Phe) 



86 (AC5C)-V-Aib-E1Q-(a-Me-2,6-f-Phe)-Nle-F1-(Abu(CND-Flar-AK-(a-Me-
2F-Phe) 8 Aib-V-(AC6C)-E1Q-(a-Me-2,6-F-Phe)-Nle-I
fQ-14ar-AK-(a-Me-2P-Phe) 88
Aib-V-(AC6C)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Flar-(0.4e-Pro)-K-(a-Me-
2F-Phe)  _ 89 Aib-V-(AC6C)-E1Q-(a-Me-2,6-F-Phe)-Nie. 1 IQ-llar-A
ib-K-(a-Me-2F-Phe)
(AC3C)-V-Aib-E1Q-(cc-Me-21:-Phe)-Nle-14Q-1-Iar-A
ib-K-(ct-Me-2,6-P-Phe) Aib-V-(ACC)-ER)4tx-Me-2F-PheWle-11Q-1(ar-A
Km(a-Me-2.6-P-Phe) A
ib-V-(AC5C)-E1Q-(a-Me-2P-Phe)-Nle-11Q-14ar-(aMe-Pro)-K-(a-Me-2,6-FPhe
) Alb-V-(AC3C)-E1Q-(a-Me-2F-Phe)-N le-I IQ-llar-A
b4C-(a-Me-2,6-F-Phe)
(AC5C)-V-(AC5C)-E1Q-(ct-Me-21P-Phe)-Nle-11Q-1-lar-AK-(a-Me-2,64-Phe)
(AC$C)-V-(AC5C)-E1Q-(a-Me-2F-PheyNle-HQ-flar.(aMe-Pre)-1C-(a-Me-2,6.
P-Phe)
101(AC5C)-V-(AC,C).EPQ-(ce-1140-2F-Phe)-Nle-HQ-Har-Aib-K-(a-Me-2,6-F.
Phe)
102(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Bar-A1C4a-Me-2,6-P-Phe)
103(Ac$C)-V-Alb-E1Q-(cc-Me-2F-Pho)-Nle-HQ-Ilar-(aMe-Pro)-K-(a-Me-2,6-
P-    Phe) 104 (AC5C)- V -Aib-Iii()-(a-Me-2F-Plie)-N le-iip-riar-A
ib-K -(a-Me-2,6-F-Plke) 105
Aib-V-Aib-E10-(a-Mie-2.6-1-7-Phe)-Nie-11Q-Ilar-A-K(Biotin)-(a-Me-2,6-
F-  P1w)
106Aib.V-Aib-E1Q-(cc-Me-2,6-Fae)-Nle-1-1Q-Ilar-AK-(a-Me-2,64-Phe)
107Aib-V-Aib-E1Q-(cc-Nle-2,6-17-Phe)-Nle-FIQ-11akatvIc-Pro)-K-(a-Me-2
,6-r- 



Phe).  108 Aib-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-11104-10-liar-Aib-K-(a-Me-2,6-F-Phe)
109(AC3C)-V-1b-131Q-(a-M6-F-Pbe)-Nic-11Q-Ilar-AK-(a-N4e-2,6-F-Pile)
110(AC3C)-V-Aib-E1Q-(a-Me-2,6-F-Pbe)-Nle-11Q-Ilar-(aMe-Pro)-K-(a-Me-2
,6-  F-Phe) 111
(AC3C)-V-Aib-E04(a-Me-2,6-F-Plie)-Nle-HQ-flar-Aib-K-(a-Me-2,6-F-Phe)
112
Aib-V-(AC5C)-E1Q-(a-Me-2,6-F-Plie)-Nle-1-1Q-11ar-A1C-(ec-Me-2,6-E-Phe
)
113Aib-V-(AC5C)-E1Q-(a.Me-2,6-1P-Pite)-Nle-11Q-1-lat-(aMe-Pro)-K-(a-M
e-2,6-  F-Phe) 114
Aib-V-(AesC)-EIQ-(a-Me-2,6-E-Phe)-Nie.HQ-14ar-Aib-K-(a-Me-2,6-F-Phe)
115(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-11ar-A K
-(a-Me-2,6-F-Pbe)
1.16(Aesej-V-(AC5C)-131Q-(a-Me-2,6-F-Pbe)-Nle-10-11ar-(aMe-Pto)-K-(wM
e. 2,6-E.Phe) 117(ACse)-V-(AC5C)-E1Q-(u-Me-2,6-F-Phe)-Nle-11Q-11 The)
11$
118(AC$C)-V-Alb-ER)-(a-Me#2,6-F-Phe)-Nle-IIQ.11ar-AK-(a-Me-2,6.F-Phe)
119(AC5C)-V-Aib-HQ-(a.Me-2,6-F-Phe)-Nle-I1Q-11ar-(aMe-Pro)-K-(a-Me-2,
6. F-Phe)
120(AC5C)-V-Aib-E1Q.(a-me-2,6-F-Phe)-Nle-1-1Q-1-1Aib-K-(a-Me-2,6-F-Ph
e)  Table 2 (v); List of short-chain peptides prepared  Seq. ID. N(j.
Sequeaee of short-chain peptides
Aib-V-Aib-E1Q-(c4-Me-2F-Phe)4le4lQ-Ilar-A-Cit-(1-Me-2F-Phe)
Aib-V-Aib-EIQ-(a-Me-2F-Pbe)-Nle-FIQ-1-lar-Aib-Cit-(a-Me-2F-Phe)  



123 124 ----
(AC3C)-V-Aib-131Q-(a-Me-2F-P1ic)-Nle-1-1Q41ar-A-Cit-(a-Me-2F-Phe)
(AC)C)-V-Aib-ER)-(a-Me-2F-1The)-Nle-11Q44ar-Alb-at-(a-Me-2F4The) 125
Aib-V.(AC5C)-E1Q-(a-114e-2E-Phe)-Nie-1 EQ4 lar-A-Cit-(a-Me-2F-Plie)
126 Aib.V-(AC5C)-E1Q-(a-Me2F-Plte)-Nle-11Q-Har-Aib-Cit-(a-Me2FPhe)
127
(AC5C)-V-(ACse)-E1Q-(cc-Me-2F-pile)-Nle-11Q-1-lar-A-Cit-(a-Me-2F-Phc)
128 (AC5041-(AC5C)-ER.,)-(a-Me-2F-1)lie)-Nle-11Q-I1ar-A
ih-Cit-((Z-Mo-2F-Phe) 129
(AC5C)-1V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Har-A-Cit-(a-Me-21:-Phe) 130
.,.........._ 131 Bi--A 133
(AC$C)-V-Aib-E1Q-(a-Me-21-"-Phe)-Nle-/-1Q-Elar-Aib-Cit-(a-Me-2F-Phe)
Aib-V-Aib-E1Q-(a-Me-2,6-11-Phe)-Nle-HQ-klat-A-Cil-(a.Me-21,-Phe)
ib-V-A ib-E1Q-(a-Me-2,6-F-Phe).1?11e-11Q-Ilar-Aib-Cit-(a-Me-2F-Phe)
(AC3C)-V-Aib-E1Q-(a.Me-2,6.4,-Phe).Nle-1-1Q-14ar-A-Cit-(a-Mu-2F-Phe)
134
(AC3C)-V-Aib-E1Q-(a-Me-2.6-E-Phe)-Nle-11Q-Har.Aib-Cit-(a-Me-2E-Phe)
135
Aib.V4AC5C)-E1Q-(cc-Me-2,6-F.Plie)-Nle-HQ-1-lar-A-Cit-(a-Me-2F-Phe)
136 137
Aib.V-(AC5C)-E(CHa-Me-2,6-1:-Phe)-Nle-11Q-1-lar-Aib-C7ii-(a-Me-211-Ph
e)
(AC5C)N-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-11ar-A-Citqa-Me-21--Phe)
138
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)Nte-11Q-liar-Aib-Cit-(a-Me-2FPhe)



139,
(AC$C)-V-Aib-E1Q-(a440-2,6-F-Phe)-Nle-HQ-1-lar-A-Cit-(a-N40-2F-Phe)
140
(Aese)-V-Aib-E1Q-(a-Me-2,6-F-Plie)-Nle-1-1Q44ar-Aib-Cit-(a-Me-2F-Phe)
141 Aib-V-Aib-E1Q-(a-Me-2F-1110-Nle-11Q-11ar.A-Cit-(a-Me-2,6-F-Plic)
142 Aib-V-Aib-E1Q-(a -Me-2F-Phe)-Nie-HQ-11ar-Aib-Cit-(a-Me-2,64-Phe)
143
(ACAC)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-liar-A-Cit-(a-Me-2.6-F-Phc)
144
(AC3C)-V-Aib-FAQ-(a.Me-2F-PheyNle-11Q-11ar-Aib-Cit-(a-Nle-2,6-F-Phe)
145 Aib-V4AC5C)-ElQ-(a-Me-2E-Phe)-Nle-11Q-11ar-A-Cit-(a-Me-2,6-F-Phe)
146 Aib-V.(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Haraib-c
it-(a.Me-2,6-F-Phe) 147
(AC5C)-V-(AC$C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-11ar-A-Cit-(a-Me-2,6-F-Phe)
148
(AC$C)-V-(AC5C)-E1Q-(a-Nle-2E-Phe)-Nle-11Q-11ar-Ail)-Cit-(a-Me-2,6-FP
he) 149
(AC5C)-V-Alb-E1Q-(a-Me-2F-Phe)-Nle-HQ-Flar-A-Cit-(a-Me-2,6-1:-Phe)
150
(AC$C)-V-Aib-E1Q.(a-Me-2F-Phe)-Nle-119-Har-Aib-Cit-(a-N4e-2,6-F-Phe)
151
Aib-V-A11,-EIQ-(a-Mc-2,6-F-Phe)-Nle-1-1Q-flara-Cit(a-Me-2,6-F-Phe)
152 _ A i b- V
-Aib-EK)-(a-Me-2,6-F-Phe)-Nle-1-1Q-Har-Aib-Cit-(a-Me-2,6-F-Phe) ..._
153
(AC3C)-V-Aib-1:1Q-(a-Me,-2,6-F-Plie)-Nle-I1Q-1-lar-A-Cit-(a-Me.2,6-F-
Phe) 154 (ACie)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-f1Q-Ilar-A
ib-Cit-(a-Me-2,6-F-Phe) 155
Aib-V-(AC5C)-131Q-(a-Me-2,6-F-Plie)-Nle-ligi
lar-A-Cit-(a-Me-2,6-FPhc) 156 Ai b-
V-(AC$C)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Har-A ib-Cit-(a-Me-2,6-17-Phe) 



157 (AC5C)-V-(AC$C)-E1Q-(a-MO-2,6-F-Phe)-N
le./EQ-liar-A-Citia-Me#2,6-F-  Pile) 158
(AC$C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Plie)-Nle-11Q-Ilar-Aib-Cit-(a-tvle-2,
6-F-  Phe) 159 (AC5C)-V-Aib-EIQ-(a-Me-2,6-F-Phe)-Nle.11Q-1-far-A
-Cit-(a*Me-2,6-F-Phe) 160 (AesC)-V-Aib-E1Q-(a-IVIe-2,6-F-Phe)-Nle-f
1Q-1-1ar-Aib-Cit-(a-Me-2,6-F-Phe)  Table 2 (vi): List of short-chain
peptides prepared Seq.ID. No. Settrice of s hort-eha io peptides 161
Aib-V-Aib-EIQ-(a-Me-2F-Phe)-N le-HQ-liar-A -A ib-(a-Me-2F-Phe) 161
Aib-V-Aib-E1Q-(a-Me-2F-PheyNle-HQ-Har-Aib-Aib-(a-Me-2F-Phe) 163
(ACIC)-V-Aib-E1Q-(a-Isele-2F-Phe)-Nle.11Q-llar.A-Aib-(a-Me-2F-Phe)
164 .... 165 (AC3C)-Vaib-E1Q-(a-Me-2F-Phe)-Nle-HQ-1
lar.Aib-Aib-(a-tvle-2F-Phe)  Ai b-V-(AC5C)-E1Q-(a-tvle-217-Phe)-N
le-11Q-1 larasaib-(a-Me-2F-Phe) 166 A
ib-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nic-I IQ-I Iar-Aib-Aib-(a-Mc-2F-Phe)
167
(AC5C).V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-Har-A-Aib-(a-Me-2F-Phe)
168
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-11Q-11afrAib-Aib-(a-Me-2F-Pbe)
169 (AC5C)-V-Aib-ElQ-(a-Me-2F-Phe)-Nle-11Q-14ar-A-Aib-(a-Me-2F.Phe)
170 (A1175C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Har-Aib-Aib-(a-Me-2F-Phe)



171 Aib-V-Aib-E1Q-(a-Me-2,6-F-The)-Nle-1-1Q-Hat-A-Aib-(a-Me-2F-Plie)
172 Ai b-V-Alb-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Har-A
ib-Aib-(a-Me-2F-Phe) 173
(AC3C)N-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-11ar-A-Aib-(a-Me-2F-Phe) 174
(AC1C)-V-Aib7E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-11ar-Aib-Aib-(a-Me-2F.Plie)
175 Ai b-V-(AC513)-E1Q-(cc-Me-2,6-F-Pbe)-N le-1-1Q-liar.A-A
ib-(a-Mc-2F-Phe) 176 Ai b-V-(ACIC)-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-I
lar-Aib-Aib-(cx-Me-2F-Phe)   Ill
(AC5C)N-(ACsC)-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ4-(ar-A-Aib-Ox-Me-2F-Phe)
178
(AC5C)-V-(ACse)-E1Q-(a-Me-2.6-F-Phe)-Nle-HQ-11ar-Aib-Aib-(a-Me-2FPhe)
179 (AC5C)N-Aib-E1Q-(a-Me-2,6-E-Phe)-Nle-11Q-11ar-A-Aih{a-Me-2F-Phe)
180
(AC5C)-V-Aib-EIQ-(a-Me-2,6-F-Phc)-Nle-liQ-Har-Aib-Aib-(a-Me-2F-Phe)
181 Aib-V-Aih-E1Q-(u-Me-2F-Phe)-Nle-1-1Q-1-lar-A-Aib-(a-Me-2,6-E-Phe)
182
Aib-V-Ai5-131Q-(a-Mc-2F-Phe)-Nle-11Q-1iar-Aib-Aib-(a-Me-24-17-Phe)
183 (AC3C).V-Aib-E1Q-(a-Me2F-Phe)-Nle.11Q11ar.A.Aib-(a.Me-2,6-17-Phe)
84
(ACIC)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-flar-Aib-Aib-(a-Me-2,6-1,-Phe
) 185
Aib-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Elar-A-Aib-(a-Me-2,6-F-Phe) 186
Aib-V-(AC$C)-E1Q-(a-Me-2F-Phe)-Nle-11Q-1-lar-Aih-Aib-(a-Me-2,6-F-Phe)
187
(AC5C)-V-(AC5C)-E1Q-(a-Me-IF-Phe)-Nle-11Q-Ilar-A-Aib-(cc-Me-2,6-F-Pho
)- 8
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)411e41Q-Ilar-Aib-Aib-(a-Me-2,6.F.
Phe) 189 



(AC5C)-V-Aib-E1Q-(a-Me-2P.Phe)-Nle-1-1Q-Har-A-Aib-(a-Me-2,6-P-Phe) 90
(AC5C)-V-Aib-EAQ
.(a-Me-2F-Phe)-Nle-11Q-1far-Aib-Aib-(cc-Me-2,6-17-Phe) 191
Aib-V-Aib-E1Q-(Ex-Me-2,6-F-Phe)-Nle-HQ-Flar-A -A ib-(a-Me-2,6-F-Phe)
192 A ib-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Har-Aib-Aibia-Me-2,6-F-Phe) 193 194
(AC3C)-V-Ailo-E1Q-(a-Me-2,6-1F-Phe)-Nle-11Q-Har-A-Aib-(a-Me-2,6-P-Phe
)
(AC3C)N-Aib-E1Q4a-Me-2,6-17-Phe)-Nle-11Q-1-lar-Aib-Aib-(a-Me-2,6-FPhe
) 195 A
ib-V-(AC$C)-E1Q-(a-Me-2,6.F-Phe)-Nle-HQ-Flar-A.Aib-(a-Me-2,6-F-Phe)
196 A ib-V-(AC$C)-E1Q-(a-Me-2,6-F.Phe)-Nle-HQ-Ilar-Aib-A
ib-(a-Me-2,6-FPhe) 197 198
(AC5C)-V-(AC5C)-EQ-((X-Me-2,641,-Phe).Nle-HQ4lar-A-A ib-(a-Me-2,6-F.
Phe)
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nre-1-1Q-llar-Aib-Mb-(a-Me-2,6-F
- Phe) 199
(AC5C)-Vaib-EIQ-(a-tvle-216-F-Phe)-Nle-HQ-Har-A-Aib-(a-Me-2,6-F-Phe)
200
(AC5C)-V-Aib-E1Q-(a-Me.2,6-P-Phe)-Nle-1-1Q-Ilar-Aib-Aib-(a-Me-2,6-FPh
e)  Table 2 (vii) List of short-chaiu peptides prepared Seq.10. No.
-, Sequence of short-ehain peptides, 201
Aib-V-Aib-E1Q-(a--2F-Phe)-Nte-E1Q-1 lar-A-(a-Me-2,6-F-Phe)-(a-Me-2F-
Phe) 202
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Har-Aib-(a-,Me-2,6-F.Phe)-(a-Me2F-
Phe) 203
(AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Ilar-A-(a-Me-2,6-1:-Plie)-(a-M
e2F-Phe) 



04 .
(AC3C)-V-Aib-B1Q-(a-Me-2F-Plie)-Nle-HQ-Har-Aib-(o-Me-2,6-F-Phe)-(a-,
Me-2F.Phe) 205
Aib-V-(AesC)-E1Q-(a-Me-2E-Phe)-Nle-14Q-Har-A4a-Me-2,6-F-Phe)-(a-Nle2F
-Phe) 206
Aib-V-(AC5C)-E1Q-(n-ivic-2F-Phe)-Nle-HQ-4-lar-Atb-(a-Me-2,6-F-Phe)-(a
Me-2F-Phe) 207 208
(ACtC)-V-(ACiC)-E1Q-(a-tvie-2F-Phe)-Nle-1-1Q-1-lor-A-(a-Me-2,6-F-Phe)
-(aMe-2F-Phe)  (AC,C)-V-(AC5C)-EIQ-(a-tvfe-2F-Phe)-Nle-11Q-1 far-Ai
b-(a-Me-2,6-F-Phey (o-Me-2F-Phe) 209
(AesC)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-1-Iar-A-(a-Me-2,6-E-Phe)-(a-Me2
F-Phe) 210
(AC5C)-V-Aib-EIQ-(1-Me-2F-Phe)-Nle-HQ-Efor-Aib-(a-Me-2,6-F-Phe)-.(ctM
c-2E-Phe) 211
Alb-V-Aib-E1Q4ccMe-2,647-Phe)-Nle-11Q-4-1ar-A-(a-lvle-2,6-F-Phe)-(a-M
e2F-Phe) 212
Aib-V-Aib-ElQ-(a-Me-2,6-F-Phe)Nlo-FIQ-1-lar-Aib-(a-Me-2,6-F-Phe)-(aMe
-2F-Plie) 213
(AC3C)-V-Aib-E1Q--(a-Me-2,64F-Phe)-Nle-1-1Q-1-lar-A-(a.Me-2,6,,F,The)
-(aMe-2F-Phe) 214
(AC3C)-V-Aib-ElQ-(a-Me-2,6-1?-Phe)-NletliQ-11araib-(a-Me-2,6-F-Phe)-(
aMe-2F-Phe)   215 A
ib-V-(AC5C)-E1Q-(ct-Me-2,6-E-Phe)-Nle-HQ-11ar-A-0.-Me-2,6-F-Pheko.-
Me-217-Plie) 16 A
iti-V-(AC5C)-E1Q-(a-Mc-2,6-1,-Plic)-Nlc-11Q-1-1.ar-Aih-(a-Mc-2,6-12-P
he)-(aMe-2F-Phe) 217 218 (AC$C)-V-(AC5C)-E1Q-(a-Nle-2,6-17-Phe)-Nle-
IlQ-1 lar-A -(a-Me-2,6-E-Phe)- (cc-Me-2 E-Phe)
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6.F-Phe)-Nle-HQ-Ilar-Aib-(a-Me.2,6-FPhe)-
(a-Me-2F-Phe). 219
(AC5C)-N.Aib-E1Q.(a.Me-2,6-17-Phe)4110-1-1Q-1-lar-A-(a-Me..2,6-F-Phe)
-(aMc-2F-Plte) 220 



(AC5C)-V-Aib-E1Q-(a-Me-
,6-F-Phe)-Nle-FIQ-Har-Aib-(a-Me-2,6-F-Phe)-(aMe.2F-Phe) 221 Ai
b-V-Aib-E1Q-(a-Nle-2F-Plic)-Nle-HQ-Ilar-A-0-Me-2,6-F-PheHa-Me-2,6-
F-Phe)  Aib-N-Aib-E1Q-(a-Me-2P-Pho)-N lc-HQ-Hat-A
ib-(a-Me-2,6-F-Phe.)-(a-11e2,6 -F-Plie) 223 (AC3C)-V-Aib-E1Q-(a-Me-2
F-Phe)-Nle-1-1Q-1-far-A-(a-Me-2,6-F-Phe)-(a-Mc2,6 -F-Pfle) 224 225
(AC3C)-V-Aib-/31Q-(a-Me.2F-Phe)-Nle-10-1-lar-A
ib-(a-Me-2,6.F-Phe)-(aMe-2 ,6-E-Phe) Ai
b-V-(AC5C)-E1Q4a-Me-2F-Phe)-Nle-HQ-1-lar-A-(a-Me-2,6-F-Phe)-(a-Me2,6-
1:-Phe) 26
Aib-V-(Ae5C)-E1Q-(a-Mc-2F-Phe)-Nle-11Q4iaraib4a-Me-2,6.F.Phe)-(a.
Me-2,6-17-Phe) 227 (AC5C)-V-(ACM-141Q-(ot-Me-21:-Phe)-Nle-HQ- liar-A.
Mc-2,6-F-Phe)
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)Nle-11Q-liar-Aib-(a-Me-2,6-F-Phey
(a-Me-2,6-F-Phe) 2
(AC5C)-V-Aib-E1Q-(a4.4e-2F-PheyNle41Q-1-lar-A-(a-tvle-2,6+F-Phe)-(cc-
Me2,6-F-Phe) 230.
(AC5e)-V-Aib-131Q-(a-Me-2F-Phe)-Nle41Q-flar-Aib4a-Me-2,6-F-Phe)-(aMe-
2,644The)   231 Ai
b-V-Aib-111Q-(a-Me-2,6-E-Re)-Nle-ip-Fiar-A-@-Mie-2,64-7-Phe)-(a-Me24-
F-Phe) 232 Ai b-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-14Q-Har-Ai
b-(a-Me4.2,6-F-Pite)-(aMe-2,6-F-Phe) , 233
(AC3C)-V-Aib-11Q-(c-Me-2,6-F-PheyNle-11Q-1-lar-A-(a-tvle-2,6-17-Phe)-
(aMe-2.6-F-Phe) 234
(AC3C)-V-Aib-E1Q0-Ivie-2,6.F.Pbe)-Nle-1-1Q-11ar-Alb-(a-Me-2,6-F-Pbe)-
(aMe-2,6-1-7-Phe) 235 Aib-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-N le.
11Q-11nr-A-(a-Me-2,6-F-Phe)-(aMe.-2,6-F-Pbe) 236 Ai
b-V-(ACse)-E1Q.(ce-tvie-2,64-Pbe)-N
le.,11Q-Har-Aib-(a-iVic-2,6-1:-Plie)-(a. Me-2,64:-Phe) 37
(AC5C)-V-(AC5C)-EIQ-(a-Me-2-,6-F-Phe)-Nle-i
iQ4-iar-A-(a-Me-2,6-F-Plie). (ct-Me-2,6-P-Phe) _ 



38
(ACs(7)-V-(AC5C)-E1Q-(a-tvie-2,6-f-Pbe)-Nie-41Q-1-1ar-Aib-(a-Me-2,64,
.. Phe)-(a-Me-2,6-F-Phe) 2
(ACsC)-V-Aib-E1Q-(a-Me-2,6-E-Phe)-Nle-11Q-Ilar-A-(a-tvie-2,64-Plie)-(
aMe-2,6-F-Pike) 240
(AC5C)-N-Aib-E1Q-(a-N4e-2,6-F-Phe)-Nle-11Q-1-1ar-Atb-(cx-Me-2,6-F-Pli
e)-(a Me-2,6-F-Pbe)  Table 2 (veil): List of short-chain peptides
prepared Seq.ID. No. Sequence of short.ebain peptides 41
Aib-V-Aib-E1Q-(0-Me-2F-Pbe)-Nle-1-1Q-Hara-Arg(NO2).(askte4F-Pbe) 242
Aib-V-Atb-E1Q-(a-Me-2F-Phe)-Nle-HQ-1-far-Aib-Arg(1402)-(ct-Me4F-1The)
243
(AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-141e-1-1Q-11ar-A-Arg(NO2)-(a-Me-21:-Ph
e) 244 (AC3C)-V-Aib-E1Q-(a-Me-2F-PheyN 1e-11Q-flat-A
ib-Arg(NO2)-(ciale-2EPhe) 245
Aib-V-(AC5C)-E1Q-(a4Me-2F-Phe)44le-1-1Q-1-lar-A-Arg(NO2)-(cx4fe-2F-Ph
e) 246
Aib-V-(ACse)-E1Q-(a-Me-21^--PheWle-HQ-1-lar-Aib-Arg(1102)-(a-ivie-2Fh
e)   247
(AC5C)-V-(AC5C)-FiQ-(a-Me-2F-Phe)-Nle-1(Q-Har-A-Arg(NO2)-(a-tv1;
2PPhe) 248
(AC5C)-V-(AC5C)-1AQ,(a-Me-2F-Phe)-Nle-1-1Q-Har-Aib-Arg(NO2)-(a-Me2F-P
he) 249
(AC$C)-V-Aib-E1Q-(a-hie-2F-Phe)-Nle-14Q-Har-A-Argh102)-(a-Me-2P-Phe)
250 (AC$C)-V-Aih-E1Q4x-Me-21,-Phe)-Nle
4-1Q-114r-Aib-Arg(NO2)-(a-Nle-2FPhe) 251
Aih-V-Aib-E1Q-(cx-Me-2,6-1:-Phc)-Nle-HQ-Har-Aarg(NO2)4a-Me-2F-Phe) 25
Aih-V-Aib-E1Q-(cx-Me-2,6-F-Phe)-Nle-1-1Q4-lar-Aib-Arg(NO2)-(a-Me-2P-P
he) 253
(AC3C)-V-Aib-131Q-(a-Ivie-2,6-F-Phe)-Nle-11Q-i-lar-A-Arg(N01)-(a-Me-2
FPhe) 



254
(AC3C)-V-Aib-E1Q-(a-Nle-2,6-F-Phe)-Nle-HQ-11ar-Aib-Arg(NO2)-(a-Me.2FP
he) 255
Aih.V..(ACsC)4:1Q-0-tvic-2,6-F-PheyNle-11Q-1-lar-A-Arg(NO2)-(a-Me-2F.
['he) 256
Aib-V-(AC5C)-E1.(2-(a-Me-2,6-P-Phe)-Nle-1-1Q-1-14-Aib-Arg(NO2)-(a-Me-
217- Pho) 257 (AC5C)-V-(ACsC)-E1Q-(tx-Me-2,6-F-Phe)-Nle4
IQ-Har.A..Arg(NO2)-(a-Me2F-Phe) 258
(AC5C)-V-(AC,C)-131Q-(a-Me-2,6-F-Phe)-Nle-i -IQ-liar-Alb-A
rg(NO2)-(a-Me2F-Phe) 259
(AC5C)-V.Aib-ElQ-(a-Me-2,64"-Pho)-Nle-HQ-1-1ar-A-AryNO2)-(a-Mes2PPhe)
260 (AC5Q-V-Aib-HIQ-(a-Me-2,6-F-Phe)-N le
4-1Q-Har-Aib-AreNO2)-(a-Me-2F-. ['he) 261
AihN-Aih-E1Q-(c-Me-2F-Phe)-Nie.HQ-Har.A.Arg(NO2)-(a.Me..2,6-F-Phe) 6
Aib-V-Aib-ii1Q-(a-Me-2F-Phe)-Nle-HQ-4-far-Aib-Arg(NO2)-(a-Me-2,6-F-Ph
e) 263
(AC3C)-V-Aib-E1Q-(a-Me.2P-Phe)-Nle-1-1Q-Har-A-Arg(N04-(a-Me-2,6-PPhe)
264 .
(AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Har-Aib-Arg(NO2)-(a-Me-2,6-FMO)
265 Aib.V.(AC5C)-E1Q-(a.Me-2F-Phe)-Nle-1-1Q-Har-A-Arg(NO2)-(a-M,6-F.
Pith) 266 Aib-V-(AC5C)-EN-(a-Me-2F-Phe)-Nle-11Q-1 lar-A
ib-Arg(NO2)-(a-Nle-2,6-FPhe) 267
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ4lar-A-Arg(NO2)-(a-Me- ,6-
F-Phe) 268 (AC5C)-V-(AC5C)-E1Q-(a-Me-2P- Phe)-N
le-1-1Q-1-1ar-Alb-Arg(NO2)-(a-Me2,6-F- Me) 269 , (AC5C)-V-A
ib-E1Q-(a-Me-2F.Pfle)-Nle-1-1Q-1 lar-A-Arg(NO2)-(a-Me-2,6-FPhe) 270
(AC5C)-V-A
ib-E1Q-(a-Me-21:-Phe)-Nle-1-1Q-1-lar-Aib-Arg(NO2)-(a-Me-2,6-FPhe) 271
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-E1Q-Elar-A-Arg(NO2)-(a-Mo-2,6-FPhe
) 



272
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Ilar-Aib-Arg(NO2)-(a-Me-2,64:-
Phe) 273 274
(AGIC)-V-Aib-EN-(a-Me-2,6-F-Phe)-Nle-HQ-Ilar-A-Arg(NO2)-(a-Me-2,6-FPh
e)
(AC3C)-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nle-11Q-Ilar-Aib-Arg(NO2)-(a-Me-2,6
- F-Phe) 275 276 27 A
ib-V-(AC5C)-E1Q-(a.Me-2,6-F-Plie)-Nle-11Q-Flar-A-Arg(NO2)-(a-Me-2,6-F
Phe)
Aib-V-(Aese)-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-fier-Aib-Arg(NO2)-(a-Me-2,6-
1:-Phe)
(AC5C)-V-(AC5C)-E1Q-(c-Me-2,6-F-Ithe)-Nle-1-1Q-Ilar-A-Arg(NO2)-(a-k4e
2,64-ithe) 278 (AC5C)-V-(AC$C)-E1Q-(a-c-2,6-F-Phe)-141c-1-1Q-1
laraib-Arg(NO2)-(a-Me- 2,6-E-Plte) 279 280
(Aese)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Flar-A-Arg(NO2)-(a.Me.2,64.
the)
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Plie)-Nle-1-1Q-Har-Aib-AreNO2)-(a-Me-2,6
- F-Phe)  Table 2 (ix): List of short-eh:do peptides prepared Seq..0.
No. Sequence of short-chain peptides 281
Aib-V-Aib-E1Q-(a-Me-21,-Phe)-Nie-l1Q-Oni-A-Cit-(a-Me-2F-Phe)  282 283
Aib-V-Aib-E10-(a-Me-2F-Plic)-Nle-HQ-Om-Aib-Cit-(a-Mc-2F-Plic)
(AC5C)-V-Aib4E1Q-(a-Me-2F-Pite)-Nle-1-1Q-Orn-A-Cit-(a-Me-217-Pbe) 284
(AC5C)-V-Aib-E1Q-(w44e-2F-Phe)-Nle4IQ-Orn-Aib-Cit-(a-Me.2F-Phe) 285
Aib..V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-0m-A-Cit-(ct-Mes2F-Phe) 



286 Aib-V-Aib-E1Q-(a-tvle-2,6-E4Phc)-Nle-HQ-0m-Aib-Cit.(a-Me-2F-Phe)
287
(AC5C)-V-Alb-E1Q-(a-Nle-2,64-Pbe)-Nle-1-1Q,Om-A-Cit-(a-Me-2F4Plie)
238 289
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-N1e44Q-Orn-A-Cit-(ct-Me-2.6-P-Pbc) 290
Aib-V-Aib-E1Q-(a-Me-2F-elle)-Nle4IQ-Om-Aib-Cit-(a-Me-2,6-17-Phe) 291
(AC5C)-V-Aib4E1Q-(a-Me.2F-Phe)-Nle-HQ-Orn-A-Cit-(a-Me..2,6-f-filie)
292
(AC5C)-V-Aib-E1Q-(a-Mc-2F-Phe)-Nle-HQ-Orti-Aib-CL-(a-Me-2,6-F-Phe)
293
Aib-V-Aib-EK.)-(a-Mc-2,6-F-Phe)-Nle-1.1Q-Orn-A-Cit-(a-Me-2,6-F-Phe)
294 A
ib-V-Aib-E1Q-(a-Me-2,6-1-Plie)-Nle-HQ-Orn-Aib-Cit-(a-Me-2,6-F-Phe)
295 296
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Pbc)4Jle-HQ-Orn-A-Cit-(cc-Me-2,6-F-Phe)
(AC5C)-V-Aib-lilQ-(a-Me-2,6-F-Pbe)-Nle-11Q-Orn-Aib-Cit-(a-Me-2,64.Phe
) 297 Aib.V-Aib-ER)-(a-Ivic-2F-Phe)-Nic-HQ-0m-A-Aib-(a-Mt-2F4he) 298
Aib-V-Aib-E1Q-(a-Me-21"-Phe)-Nle-1-1Q-Onl-Aib-Aib-(a-Me-217-Phe) 299
(AC5C)-V-Aib-E1Q-(a-Mc-2F-Phe)-Nle-11Q-Orn-A-Aib40,-Me-2F-Phe) 300
(AC3e)-V-Aib-EIQ-(cx-Me-2F-Phe)-Nle-HQ-Orn..Aib-A ib-(a-Me-2F-Pbe)
301 Aib-V-Aib-E1Q-(a-Mc-2,6-F-i'lle)-Nic-HQ-On-A-Aib-(a-Me-2F-Plie)
302 A
ib-V-Aib-EN-(4).-Mc-2,6-F-Pbc)-Nle-HQ-Orn-Aib-Aib-(41-Nle-2F-Pbe) 303
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Pbc)-Nie-HQ-Orn-A-Aib-(a-Me-2F-Pbe) 304
(AC$C)-V-Aib-19,1Q-(a-Me-2,6-F-Pbe).Nle-1-1Q-Orn-Alb-Mb-(a-Me-2F-Phe)



305 Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Or1-A-Aith(a-Me-2,6-17-Phe)
306 Aib-V-Alb.E1Q-(a..Me..2F-Phe)-Nle-HQ-Orn-Aib-Aib-(a-Me-2,6-F-Phe)
307 (AC$C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Orn+A-Aib-(a-MC-2,6-17-Phe)
308 (AC5C)N-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Ona-Aib-Aib-(a-Mc-2,6-F-Phe)
309 A ib-V-A ib-E1Q-(a-Me-2,6 -12-13110-N le-HQ-Om-A-A
ib-(a-Me-.2,6-F-Phe) 310 A 03-V-A
ib-E1Q-(a-Me-2,6-F-Plie)-Nle-11Q43m-A ib-Aib4x-Ivle-2,6-F-Phe) 311
(AC5C)-V-Aib-EfQ-(a-Me-2,6-F-Phe)411e-1-1Q-Orti-A-Aib-(a.Me-2,6-1=-Ph
e) 312 (AC5C)-V-Aib-EQ (a- Me-2,6-E-Phe)-Nle-F1Q-Orn-A
ib-Aib-(a-MC-2,6 -F-  Mc) 313 A
ib-V-Alb-E1Q-(a-Me-2F-Phe)-Nle-11Q-Orn-A-(a-Me-2,6-F-Phe)-(a-Me-2F-
Phe) 314
Aib-V-Aib-E1()-(a-IvIc-2E-Phe)-Nle-11Q-Om-Aib-(a-Me#2,6-F-Phe)-(a-Me-
2F-Phe) 315
(AC5C)-V-Aib-E1Q-(cc-Me-2F-Phey.Nle-FEQ-Orn-A-(c4-1*-2,642-Phe)-(a-Me
w  2F-Phe) 316 (AC$C)-V-Aib-E1Q-(a1v1e-2 F-Plie)-N
le41Q-Orn-Aib-(a-Me-2,6-F-Phe)-(a-  Me-2 F-Phe) 317
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Om-A-(a-Me-2,6-F-Phe)-(a-Me-  



217-Phe) 318 Aib-V-Ail)-E1Q-(a .Mc-2,6 -E.
Phc)-Nic-HQ-Orn-Aib-(a-Krie-2,6 -E-Phe)--  Me-2F-Phe) 319
(AC5C)-V-Aib-PAQ.ia-Me-2,6-F-Phe)-Nle-11Q-Om-A-(a-Me-2,6-F-Phe)-(a-
Me-2 F-Phe) 320 , (ACX)-V-A ib-12,19-(a-Me-2,6-F-Phe)-N le-HQ-Om-A
il)-(a-Me-2,6-F-P110)-(aMe-2F-Plie). 321
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Orn-A-(a-Me-2,6-F-Pbe)-(a-Nle-2,6
-  F-Plie) 322 Aib-V-Aill-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-0m-A
ib-(a.Me..2,6-F-Pho)-(a-Me-  2,6-F-Phe) 323
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-1,11e-HQ-OrnA4a-Me-2,6-F-Ithe)-(a-1146
-  2,6-F-Phe) 24 (AC5C)-Va
ib-E1Q-(a-Me-217-.Phe)-Nle-HQ-Orn-Aib-(a.Me.2,6-F-Phe)-(a-
Me-2,6-F-Phe) 325
Aib-V-Aib-E1Q-(a-Me-2,6-F-Plie)-Nle-11Q.0m-A-(a-Me-2,6-F-Phe)-(a-Me-
2,6-F-Phe) 26
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-0m-Aib-(a-Me-2,6-F-Phe)-(a-
Me-2,6-1 -Phe) 327 



(AC$C)-V-Aib-E1Q-(a-Me-2,6-F-PheyNie-14Q-0m-A-(a-14.4e-2,6-F-Phe)-(aM
c-2,6-F-Phe) 328  (AC$C)-V-A ib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Oni-A
ib-(a-Me-2,6-F-Plie)-(aMe-2,64F-Pite) 329
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Orn-A-Arg(NO2)-(a-Me-2F-Phe) 330
Aib-V-Aib-R1Q-(a-Me-2E-Phe),Nle-11Q-Onn-Aib-Arg(NO2)-(a-tvfe-2F-Phe)
331  (AC5C)-V-Aib-Elq-(a-tvle-2F-PheyNle-HQ-Orn-A-Arg(N07)-(a
-Me-2F-Phe) 332
(AC5C)-V-Aib-EIC(a4Me.2F-Plic)-Nit41Q-Orn-Aib-Arg(NO2)-(0,-Mc4FMe)
333  Aib-V-A ib-F,IQ
(a-Me-2,6-17-Phe)-Nte-11Q-Orn-A-Axg(NO2)-(a-Me-2F-Phe) 334  Aib-V-A
ib-E1Q-(a-tvle-2,6-F.Phe)-Nle-1-1Q-Orn-Aib-Arg0102)-(a-Me-nPhe) 335
(AC5C)-V-Aib-14,1Q-(a-Me-2,6-F-PheyNle-1-1Q-Orn-A-Are402) ,(a-Me-21,-
Pile) 36  (ACse)-V-Akib-E1Q-(a-Me-2,6-F-Plie)-Nle-1-1Q-Orn-A
ib-Arg(NO2)-(a-Me-2F. Me) 337  Aib-V-A
ib-E1Q-(ci-Me-2F-Phe)-Nle-1-1Q-0m#A-Arg(NO2)-(a-Me-2,6-F-Phe) 338
Aib-V-A
ib-F.EQ-(coMe-2F-Plic)-Nle-HQ-Orn-Aib-Arg(N0a)-(a-Mc-2,6-FPhe) 339
(AC5C)-V-Alb-E1Q-(a-Nle-2F-Phe)-Nle-1-1Q-0m-A-ArgNO2)-(a-Me-2,6-FPhe)
340 



(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe),Nle-11Q-Orn-A
ib-Arg(NO2)-(tx-Me-2,6-PPhe) 341
Aib-V-Aib-131Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Om-A-Arg(NO2)-(a-Me-2,6-F-
Pht)
Aib-V-Aib-111Q-(cx-Me-2,6?E-Phe)-1.41e-11Q-Orrt-Aib-Arg(NO2Ha-Me-2,47
F:- Phe) 4   343  (AC5C)-V-A
ib-E1Q-(a-Ivle-2,6-F-Pho)-Nle-11Q-Orn-A-Arg0.402)-(a-Me-2,6- F-Phe)
344
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-0m-Aibarg(NO2)-(a-Me-2,8-
F-Phe)  fable 2 (x): List of short-chain peptides prepared SeqIn. No.
345 Sequence of short-chai n peptides  Aib-V-Ai
b-E1Q-(a-Me-2P-12110)-N le-HQ-Ca-A-CI t-(a-Me-2F-Phe) 346 _
Aib-V-Aib-E1Q-(q-Me-2F-Phe)-Nle-HQ-Cit-Ail)-Cit-(a-Mc-2F-Phe) 347
(AC5C)-V-Alb-ElQ-(-Me-21"-Phe)-Nle-HQ-Cit-A-Cit-(u-Me-2F-Phe) 348
(A.C5C)-V-Aib-EIQ-(a-Me-2F-Plie)-N le-tiQ.Cit-Aib-Cit-(a-Me-2F-Phe)
349 Ai b-V-A ib-E1Q-(a-Me-2,6-F.The)-Nle-HQ-Cit-A-Cit-(a-Me-2F.Phe)
350 Aib-V-A
ib-FAQ-(a-Me-2,6-F-Plie)-Nle-11Q-Cit-Aib-Cit-(a-Me-2F-Phe) 3
(AC$C)-V-Aib-E1Q-(a-Me-2,6-1-7-Phe)-Nle-iN-Cit-A-Cit-(a-Me-2F-Phe) 3
(AC,C)-V-AitrEIQ-(a-Me-2,6-F-Pbc)-Nle-11Q-Cit-Aib-Cit-(a-N4e-2F-Phe) 



353 Aib-V-Aib-E1(:)-(a-Me-2F-Phe)-Nle-11Q-Cit-A-Cit-(a-N4c-2,6'F-Phe)
54
Aib-V-Aitt-131Q-(a-lvie-2F-Phe)-Nle-HQ-Cit-Aib-Cit-(a.Me-2,6-F-Phe) 5
(AC5C)-V-Aiki41Q-(a-Me-2F-Phe)-Nle-1-1Q-Cit-A-Cit-(a-Mc-2,6-17-Phe)
356 (AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-N le-11Q-C it-Ai
b-Cit-(a-Me-2,6-1-7-Plie) 357 Ai
b-V-Aib-ER)-(a-Me-2,6-12-Phe)-Nle-HQ-Cit-A-Cit-(a-Me.2.6-F-Phe) 358
Aib-V-Aib-FIQ-(a-Me-2,6-F-Phe)-Nic-14Q-Cit-Aib-Cit4a-Me..2,6-E-Phe)
359 360
(AC5C)-V-Aib-E1Q-(a-Mc-2,6-F-Phe)-N10-11Q-Cit-A-Cit-(a-Me-2,6-F-Phc)
(Aese)-V-Aib-E1Q-(tx-Me-2,6-1:-Phe)-Nle-HQ-Citaib-Cit-(a-Me-2,6-F-Phe
) 361 Ai b-V-A ib-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-C it-A-Ai
b-(a-Me-2E-Phe) 362 Ai b-V-Aib-E1Q-(a-Me-2F-Phe)-N le-1-1Q-Cit-Ain-A
ib.-(aMe-217-Phe) 63 (AC5C)-V-A ib-EIQ-(ct-Me-21:-Phe)-N10-HQ-Cit-A
-A ib-(a-Me-2F-Phe) 364 (AC5C)-V-Alb.E1Q4t.Me.21Z-Ptte)-N lc-HQ-CU-A
ii"-Aib-(ec-Me4F-Plie) 65
Aib-V-Aib-E1Q-(a-Me-2,6-17-Phe)-Nle-11Q-Cit-A -Aib-(a44e-217-Plie)
366 367 761-
Aib-V-Aily-E1Q-(a-Mc-2,6-F-Phe)-N10-1-1Q-Cit-Aib-Aib..(a..Me-2F-Phe)
(AC5C)-V-Aib-E1Q-(a-Me-2,6-1'-Plie)-N1e4{Q-Cit-A-Aib-(a-Me-21'-111w)
(AC5C)-V-Alb-E1Q-(a-Mo-2,6-1"-Phe)-Nle-HQ-Cit-Aib-Aib-(a-Me-iF-Phe)
369 Aib-V-Aib-E1Q-(a-Me-2F-Phe)-N1c-1-1Q-Cit-A-Atb-(a-Me-2,6-F-Phe)
370
Alb-V-Aity-E1Q-(a-Mc-2F-Phe)-Nlc-HQ-Cit-Aib-Aib-(ct-Nic-2,6-P-Phe)
371 (AC5C)-V-Aib-E1Q-(a-Me-2F-Plie)-Nle41Q.Cita-Aib.(otale-2,6-F-Phe)



372 373 - 374
(AC5C)-V-Aih-11Q-(o-Me-2F-Phe)-Nle-fiQ-Cit-Aib-Aib-(a-Me-2,6-F-Phe)
Aih-V-Aih-WQ-(a- Me-2,6-F-Phe)-Nle-FIQ-C it-A-A ib-(a-Me-2,6-F-Pho)
Aib-V-Aib-E1Q-(a-Me-2,6-17-Phe)-Nle-1-1Q-C, it-A
83-Aih-(ti-Me-2,6-F-Phe) 375
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Cit-A-Aib-(a-Me-2,6-F-Phe)
376
(AC5C)-V-Aib-E1Q-(a-Mc-2,6.F-Phe)-Nle-11Q-Cit-Aib-Aib-(a-Mc-2,6-F-Phc
) 377 Ai b-V-Ath-E1Q-(a-Me-2F.Phe)-Nle-liQ-C
it-A-(a-Me-2*6-F-Phe)-(04-Me-2FPile) 378 A ib-V-A
ib-E1Q-(a-Mc-2F-Phe)-Nle-HQ-C it-Ai b-(a-Me-2,6-F-Phe)-(a-Me2 F-Phe)
379 (AC3C)N-Aib-151Q-(a-Me-2F-Phe)-Nle-11Q-Ci 2F-Phe) 380
(Aese)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Citaib-(ccMe-2,6-F-Phe)-(aMe-2
F-Phe) 381
Aib-Vaib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Cil-A-(a.-Me-2,6-F-Phe)-(a-Me2
F-Pbe) 382 Aih-V-Aib-E1Q-(a-Me-2,6-17-Phe)-Nle-HQ-Cit-A
ib-(a-Me-2,6-F-Pho)-(a-Me2 F-Phe) 383 384
(AC5C)-V-ARFEIQ-(a-Me-2,6-F-Phe)-Nte-11Q-Cit-A-(a-Me-2,6-F-Phe).(aMe-
2F-Phe)
(AC$C)-V-Aib-E1Q1a-tVie-2,6-F-Phe).Nle-HQ-Cit-Aib-(0L-Me-Z6-F-Phe)-(a
. Me-2F-Phe) 385 Aib-V-Aib-F1Q-(ct-Me-2
F-Phe)-Nle-1-1Q-Cit-A-(a-Me-2,6-F-Phe)-(a-Me-2,6- F-Phe) 386,
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Cit-Alt,-(a-Me-2,6-F-Phe)-(a-Me2,
6-F-Phe) 387
(Aese)-V-Aih-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-Cit-A-(a-Me-2,6-F-Phe)-(a-Me2
,6-F-Phe) 388
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-141e-11Q-Cit-Aib-(a-Me-2,6-F-Phe)-(aMe
-2,6-F-Phe) 389 



Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Cit-A-(a-Me-2,6-F-Phe)-(a-Me2,
6-F-Phe) 390
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)441e41Q-Citalb-(a-Me-2,6-F-Phe)-(a-Me-
391 392 2,6-f-Phe)
(AC5C)-V-Aib-ElQ-(a-Me-2,6-F-Phe)-Nle-11Q-Cit-A-(tx-Me-2,641-
Me-2,6-F-Phe)
(AC5C)-V-Aib-E1Q-(a-fsele-2,64'-fte)-Nle-HQ-Cit-Aib-(et-Me-2,6-17-Phe
)-(aMe-2,6-F-Phe) 393 Aib-Vaib-Eit.)-(ec-Me-2F-Phe)-Nie-11Q-C it-A-A
rg(NO2)-(ct-Me-217-Phe) 394
Aib-V-Aib-E1Q-(a-Me-2P-Plie)-Nle-11Q-Cit-Aib-Arg(NO2)-(a-Me-2E-Phe)
95
(AC5C)N-Aib-13,1Q-(a-Me-2F-Phe)-Nie-14Q-Cit-A-Arg(N00-(a-Me-2F-Plie)
396 (AC5C).V-Aib-E1Q-(ct-Me-2Fae)-Nle-IICKit-Aib-Arg(NO2)-(a-Me-2F-
Phe) 397 Aib.V.A
ib-E1Q-(a-Me-2,6-F-Ithe)-Nle-liQ-Cit-A-Arg(NO2)-(a-Me-2F-Phe) 398
Aib-V-Atb-E1Q-(a-Me-2,6-F'-Phej-Nle-11Q-Cit-Aib-Arg(NO2)-(a-Me-2F-Phe
) 399 (AC5C)-V.Aib-E1Q -(a-tvie-2,6.17-Phe)-N le
-11Q-Cit-A-Arg(NO2)-(a440-2F-  Phe) ,  400
(AC5C)-V-Aib-E1Q-(a-Meg,6-F-Pite)-N le
-1-(Q-Cit-Aib-Arg(NO2)-(a-Me-2F-  Re) 401
Aib-V-Aib-E1Q-(a-N1e-2F-Plie)-Nle-HQ-Cit-A-Arg(NO2)-(a-Mc-2,6-F-Phe)
402
Aib-V-Aib.HQ-(ex-tvte-2F-Phe)-Nle-HQ-Cd-Ail"-Arg(NO2)-(a-Me-2,6-F-Phe
) 



403
(AC5C)-V-Aila.+4,1Q-(a-114e-2F-Pire)-Nle-11Q-Cit-A-Arg(NO2)-(a-Nte-2,
6-F-  Phe) 404
(AC5C)-V-Aib-E1Q-0a-Me-2F-Phe)-Nle-IIQ-Cit-Aib-Arg(NO2)-(a-Me-2,6-F-
Phe) 405
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe),Nle-110-eit-A-Arg(NN-(a-Me-2,6-F-Phe)
406
Aib-V-Aib-ElQ-(a-Me-2,6-F-Phe)-Nle-1-1Q-Cit-Aib-Arg(1402)-(a-Me.2,6-E
-  Phe) 407
(AC5C)N-Aib-E1Q-(a-Me-2,6-F-Phe)-Nic419-Cit-A-At002)-(a-Me-2,6-F-
Phe)  , 40
(AC$C)-V-Aib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-Citaib-Arg(NO2)-(a-Me-2,6-
E-Phe)  -  Table 2 (xi): List a short-ehain peptides prepareel Seq.
ID.quettee of short-chain peptides    1+10.  .
Aib-V-Aib-E1Q-(a-Me-2E-Phe)-Nle-HQ-(HoCit)-A-Cit-(a-Me-2F-Plie) 409
410 



Aib-V-Aib-17:1Q-(a-1v1e-2F-Phe)-Nle-11Q-010Cio-Aib-Cil-(a-Me-2F-Phe)
411
(AC5C)-V-Aib-E1Q-(cx-Me-2E-Phe)-Nle-11Q-(11oCil)-A-Cit-(a-Me-2F-Phe)
412  (AC5C)-V-Aib-ENQ0-14e-2F-Phe)-Nle-14Q-0
loCit)-Aity*Cit-(a-Me-2F-Phe) 413  A
ih-V-Aib-MQ-(a-tvle-2,6-F-PheyNle-11Q-0-ineit)-A-Cit-(ct-M e-2F-Phe)
414  A it; v-Aib-MQ-(a-Me-2,6-F-Pho)-N
te-HQ-(11oCit)-Aib-Cit-(a-Me-217.-Phe) 415 41-6- '
(AC5C)-V-Aib-E1Q-(a-Me-2,6-P-Phe)-Nle-11Q-(Hoeit)-A-Cikex-Ivle-2F-Phe
)   (AC5C)-V -Ai b-E.11Q-(a-Me-2,6-F-Phe)-N 16-10)-(flocio-Aib-C
it-(a-Me-2FPhe) 417  Ai b-V-Aib-E1Q-(a-Me-2F-Fc)-14
le,4-1Q-(14oCityA-Cit-(a-Me-2,6-F-Phe) 418  A
itt-V-Aib-E1Q-(a-Me-2F-Plie)-N
le-E1Q-(HoCit)-Aib-Cit-(a-Me-2,6-F-Phe) 419  (AC5C)-V-Ai
b-E1Q-(a-Me-217-Phe)-N le-1-1Q-(FloCit)-A-Cit-(a-Me-2,6-f The) 420
(AC5C)-V-Aib-EIC)-(cc-Me.21,-.Phe)-NIc-1-1Q-(HoCit)-Aib-Cit-(a-Me-2,6
-FPhe) 421
Alb-V-Ailr-ElQ-01-Me-2,64'-Phe)-Nie-11Q-(HoCit)-A-Cit-(a-Me-2,6-F.Phe
) 422
Aib-V-Aib-E1Q-(cc-Me-2,6-1:-Phe)-Nle-11Q-(1-loCio-Aib-Cit-(a-Nile-2,6
-17-Phe) 



423
(AC5C)N-Aib-E1Q-(a-Mq-2,6-F-Phe)-Nle-11Q-040Ci1)-A-Cit-N-Me-2,6-FPhe)
424  (AC5C)-V-Aib-E(Q-(oc-tvle-2,6-)-N le-11Q-(11oCil)-A ib-C
it-(a-tvle-2,6-F- he) 425 426
Aib-V-Aib-E1Q-(a-M0-2F-Plie)-Nle-1-1Q-(1H0Cit)-A-Aib4a-Me-2F-Plie)
Ai b-V -Aib-E1Q-(c4.41e-2F-Phe)-N le-14Q-(1-1oCit)-Aib-A
ib-(a-1?48-2F-Phe) 427
(AesC)-V-Ail,-EIQ4a44e-2F-Phe)-Nle-11Q.(HoCit)-A-Aib-(a-Me-2F-Phe)
428  (AC$C)-V-Aib-EIQ-(oL-Me-21,-Phe)-Nle-1 1Q-(11oCit)-Aib-Aib
.(a-M0-21-7-Phe) 429
Aib-V-Aib-E1Q-(a-Me-2,6-F-Pbe)-Nle-HQ-(1-10CiO-A.Aib-Orryfe-2F-Phe)
430
Aib-V-Aib-E1Q-(a-Me-2,64:-Pho)-Nle-11Q-(1-1oCit)-Aib-Aib-(a-Me-2F-Phe
) 431
(AC5C)-V-Aib-E1Q-(a4,40-2,6-F-PIre)-Nie-HQ-(1-10Cit)-A-Aib-(a-Me-2F-P
he) 432  (AC5C)-V-Aib-f1Q-(a-Me-2,6-F-Phe)-Nle.IIQ-(11000-A iba
ib-(a-Mc-2FPile) 433  Aib-V-Aib-E
Q-{a-Mc-2F-Phe)-Nle-11Q-(Hoeit)-A-Atb4a-Me-2,6-F-Phe)
Aih-V-Aib-E1Q-(a-Me-217-Phe)-Nle-14Q-OloCio-Aibaib-(a-Me-2,6-F-Phe) 



434  435 (AC5C)-V-Aib-E1Q-(a-hle-217-Phe)-Nle4
IQ-(1-loCit)-A-Aib-(a.Mc-2.6-F-Phe) 436
(AC5C)-V-Aib-E1Q-(a-Me.217-Phe)-Nle41Q-(floCit)-A  Phe)  A
ib-V-Aib-E1Q-(a-N4e-2,64:-Phe)441e-11Q-0-10Cit)-A-Aib-(a-18.4e-2,647-
Phe) 437   Ai b-V-Aib-E1Q-(a-Me-2,6-F-Phe)-N le-11Q-(140Cit),A
ib-Aib-(a-Me-2,6.F. 438   Phe) 439
(AC5C)-V-Aib-EK)-(et-Me-2,6-F-Phe).N1c-HQ-0
LoCit)-A-Ait)-04-1Vie-2,6-P.  Phe) 440 (AesC).V-Ai
b-E1Q-(a-Me-2,6-Phe)-Nle4-1Q-(11oCit)-Aib-Aib-(a-Me-2,6-1:-  Phe).
441 Ai
b-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-(HoCio.A-(a-Me-2,6-F-PheNct.Me -
2F.Phe) 442
ib-ER)-(ct-Me-21,-Phe)-Nle-HQ-(140Cit)-Aib-(a-Me-2,6-F-Phe)-(a-
Me-2F-Phe) 443
(AC5C)-V-Aib-E1Q-(a-Nle-2F-PheyNle-1-1Q-(HoCit)-A-(a-Me-2,6-F-Phe)-(a
-  Me-2F-Phe) 444 



(AC5C)-V-Aib-E1Q-(a-Me-2.14he)-Nle-HQ-(11oCit)-Aib-(a-Me-2,6-F-Phe)-
(a-Me-2F-Phe) 445
Aib-V-Aib-E1Q-(a-Me-2,6-17-Phe)-Nle-1.1Q-(1-toCit)-A-(ot-h4e-2,6
11/44e-2F-Phe) 446
Aib-V-Aib-EIQ-(0.-Me.2,6-P-PheyNle-1-1Q-(FloCit)-Aib-(a-Me.2,6-P-Phe)
-(cy.  Me-2 E-Phe) 447 (AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q
(1-loCit)-A-(a-Me-2,6-F-Phe)-  (a-Me-2F-Phe) 448
(AC$C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)411e41Q-04oCio-Aib-(a-Me-2,6-
Phe)-(a-Me-212.4'he) 449
Aib-V-Aib-E1Q.(a-Me-2F-PheWle-11Q-(HoCio-A-(a-Me.2,6-F-Phe)-(a-Me-
2,6-F-Phe) 450
Aib-V-Aib-E1Q-(a-184e.217-Phe)-Nle-1-0)-(110C0)-Aib-(Me;
2,6-F-Phe)-(a-  Me-2,6-F-Phe)  -   451
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11(2-(Hoeit)-A-(a-Mc-2,6-1,-Phe)-(
aMe-2,6.+F-Phe) 452
(AC5C)-V-Aib-ER)-(u-Me-2F-Phe)-Nle-11Q-(floCit)-Aib-(a-Me-2,6-E-Phc)-
(a-Me-2,6-F-Phe) 453
Aib-V-Aib-E1Q4a-Me-2,6-F-Phe)-Nle-HQ-(110Cit)-A-(a-Me-2,6-E-Phe)-(aMe
-2,6-E-Phe) 454 455 



Aib-V-Alb-E1Q-(a-Me-2,6-P-Phe)-Nle-11Q-(1 loCit)-A
ib-(a-Me.2,6-F-Phe)-(aMe-2,6-E-Phe)
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-(1-1oCit)-A-(a-Me-2,6-1,-Phe
)- (a-Me-2,64-Phe) 456 (AC5C)-V-Aib-e1Q-(a-Me-2,6-F-Phe)-Nle-14Q-(/
loCit)-A ib-(a-Me.2,6-FPhe)-(a-Me-2,6-1:-Phe) 457
Aib-V-Aih-E1Q-(ct-Mc-2F-Phe)-Nle-11Q-(11oCit)-A-AryNO2)-(cx-Me-21,-Ph
e) 458
Aib-V-Aib-E1Q-(a-Pfle-21,-Phe)-Nle-11Q-(1-1oCit)-Aib-ArEN07),(a-Me-2F
Phe) 459
(AC5C)-V-Aib-111Q-(a.Me-2F-Phe)-Nle.11Q-(11oCio-A-Arg(NO2)-(a-tvle-2F
. Phe) 460 (AC5C)-V-Aib-F,1Q-(a-Me-2F-Phe)-Nle-HQ-(14oCit)-A
ib-Arg(NO2)-(a-Me2F-Phe) 461
Aib.V.Aib-E1Q-(a-Me-2,6.F.Phe)-Nk-HQ-(11oCi 0-, A
-Arg(NO2)-(a-Me-2EPhe) 462 Aib-V-Alb-E1Q
-(a-Me-2,6-F-Phe)-Nle-1-1Q-(1 loCi 0-A ib-Arg(NO2)-(a-1?40-2FIthe)
463
(ACs(2)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-1410-11Q-(FroCit)-A-Arg(NO2)-(a-Me
2 F-Phe) 464
(AC5C)-V-Aib-PAQ-(a-Me.2,6-F-Phe)-Nle-HQ-01oCit)-Aib-Arga'402)-(0.-Me
2F-Phe) 465
itib.v-itib.E1(Ha-lvfe-2F-Phe)-N1e419-(HoCiO-A-Arg(NO2)-(coMe-2,647-
Phe) 466
Aib-V-Aib-E1Q-(a-Me-2E-Phe)-Nle-11Q-(11oCit)-Aih-Arg(NO2)-(a-Me-2,6-F
- Phe) ._, .  167-
(AC5C)-V-Aib-13,1()-((x-Me-2P-Phe)-Nle-liQ-(11oCit)-A-Argaq02)-(a-Me-
2,6- F-Phe) 468 (Aese)-V-Aih-FIQ-(ct-Me-2F-Phe)-Nle-11Q-0
beit)-Aib-Arg(NO2).(tx-tyle2,6-F-Phe)
Aib-V-Aib-E[Q-(a-Me-2,6-F-Phe)-Nte.1-11Q-OloCit)-A-Arg(r402)-(a-Me-2,
6- 17-Phe) 469 470   A
ib-V-Aib-E1Q4cc-hle-2,6-F-Phe)-Nle-HQ-(11oCit)-Aib-Arg(NO2)-(a-Me-2,6
- F-Phe) 



471 472, (AC5C)-V-AibeElQ-(a-rvie-2,6-F-Phe)-N le-I
IQ-(1-10Cit)-A-Arg(NO2)-(a-Me2,6-F-Phe)
(AC5C)N-Aih-EIQ-(a-Me-2,6-P-Phe)-Nle-HQ-(11oCit)-Aih-Arg(NO2)-(a.-64c
2,6-F-Phe)      481  Aib-V-Aih-EU)-(ct-Me-2F-Phe)-N
le-14Q-(a-Me-2,6-F-Phe)-A-Cit-(a-Me-2,6-   F-Phe) 482
Aib-V-Aib-E1()-(otilife-2F-Phe)-Nle-11Q-0,-Me-2,6-12-Phe)-Aib-Ci10-Me
-   2,6-F-Phc) 483
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-(a-Me-2,6-F-Phe)-A-Cika-Me.
2,6-F-Phe) 484
(AC5C)-V-Aib-E1Q-(tx-Me-2F-Phe,)-Nle-1-1Q-(a-Me-2,6-F-Phe)-Aib-Cit-(a
e-2,6-F-Phe) 485
Aib-V-Aib-ElQ-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-17-Phe)-A-Cit-(a-Me-
2,6-F-Phe) 486  



Alh-V-Aib-E1Q-(a-Me-1,6-F-Phe)-Nle-1-1Q-(a-Me-1,6-F-Phe)-Aih-Cit-(a-1
v1e-   2,6-F-Phe) 487
(ACyC)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-(tx-Me-2,6-F-Phe)-A-Cit-(a
-   Mc-2,6-F-Phe) 488
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-i1Q-(a-tvre-2,6-P-Phe)-Aih-Ch-(
a-   Me-2,6-F-Phe) 489  Aib-V-Ai b-E1Q-6x -Me.2F-Phe)-N
le-11Q-(a-Me-2,6-F-Phe)-A -Ai b-(a-Me-2F-   Phe) 490
Aib-V-Aib-E1Q-(a.Me-2F-Phe)-Nle-1-1Q-(a-Me-2,6-11.Phe)-Aibaib-(a-Nfe-
2F-Phe) 491  (AC5C)N-Aib-FAQ-(a.Me-2F'-Phe)-Nle-1-1Q-(a-Me-2
6-F-Phe)-A,..Aib-(a-Wle-   2F-Phe) 492
(ACse)-V-Aib-E1Q-(ce-Me-2F-Phe)-Nle-E1Q-(cx-Me-2,6-F-Phe)-Aib-Aibicx-



Me-2F-Phe) 493
Aib-V-Aib-E1Q-(a-Me.2,6-F-Phe)-141e-HQ-(a-Me-2,6-F-Phe)-A-Aib-O-Mc-
2F-Phe) 494
A113-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q+x-Me-2,6-F-Phe)-Aib-Aib-(a-
Me-2F.Phe) 495  -
(AC5C)-V-Aib-HQ-(a-Me-2,6-F-Phe)-Nle-1-1Q-(a-Me-2,6-F-Phe)-A-Aib-(a-
Me-2F-Phe) 496  (AC5C)-V-Aib-E1Q-(0-Me-2,6-F-PheyNle
1-1Q-(a-lvie,-2,6-F-Phe)-Aib-Aib-(a-   Me-2F-Phe)  497Aib-V -A
ib-E1Q-(a-Me-2F-Plie)-N le-HQ-(a-Me-2,6-1:-Phe)-A-Aib-(a-Nle-2,6-
17-Phe) 498A
ib-V-A0)-EIQ-(a-Me-21,-PheyNte-11Q-(a-Me-2,6-F-Plie)-Aib-Aib-(a-Mc-
2,6-P-Phe)
499(ACsC)-V-Aib-EQ-(a-Me-2F-Phe)-Nle-HQ-(a-fv1e-2,6-F-Phe)-A-Aib-(a-I
vie- 2,6-F-Phe)
500(ACsC)-V-Aib-EIQ-(a-Me-2F.Phe)-Nle-11Q-(cc-Me4,6-F-Phe)-Aib-Aib-(a
. Me-2,6-F-Phe) SOPhe)-A-A 02A
ib#V-Aib-E1Q-(a.Me-2,6-F-PheyNle-IIQ-0-Me-2,642-PheyAib-Aib-(a.
Mc-2,6-F-Phe)
503(AC5C)-V.Aib-E1Q-(a-Me-2.6-F-Phe)-Nle-1-1Q4a-Me-2,-PhecA:Xib-(a- 



Me-2,6-F-Phe)
504(AC5C)-V-A0)-ElQ-(a-Me-2,6-F-Phe)-Nie-HQ-(a-tvlic-2,6-F-PheyAib-Ai
b-(ex- Me-2,6-F-Phe)
505Aib-V-Aib-E1Q-(a-Me-2F-PheyNle-11Q-Ox-Me-2,6-F-PheyA-(a-Me-2,6-F-
Plie)-(a-Me-2F-Phe)
506Aib-V-Aib-E1Q-(a-Me-2F-The)-Nle-11Q-(a-tvle-2,6-F-Phe)-Aib-(a-Me-2
,6-F- Phe)-(a-Mc-2F-Phe)
507(AC5C)-V-Aib-E1Q-(a-Me-2F-Plie)-Nle-11Q-(a-Me.2,64
-Phe)-A-(a-Me.2,6- F-Phe)-(c.Me-2E-Phe)
508(AC5C)-V-Aib-E1Q-(a-Me-2E-Phe)-Nle-HQ-(ashile-2,6-F-Phe)-Aib-(a-Me
- 2,6-F-Phe)4a-Me-2F-Phe)
509Aib-V-Aib-E1Q-(a-N40-2,6-f-Phs)-Nle-11Q-(a-Mc-2,6-F-Phe)-A-(a-Me-2
,6-F- Phe)-(a-Me-2F-Plie)
510Aib-V-Aib-E1Q-(a-Me-2,6-F-Plie)-1410-HQ-(a-Me-2,6-F-Phe)-Aib-(a-Me
-2,6- -Phe)-(a-N40-2F-Phe)
511(AC5C)-V-A1b-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-F-Plte)-A-(a-Me
- 2,6-F-Phey(a-Me-2F-Phe)
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Qicx4.4e-2,6-E-Phe)-Aib-(a-Me
-    246-F-Plic)-(a-Me-2F-Phe) 513
Aib-V-Aib-111Q-(cx-Me-2F-11)c)-Nle-11Q-(a.Me-2,6-17.-Phe)-A-(a-Mc-2,6
-F.  Phe)-(a-Mt.2,6-F-Phe) 514
ib-E1Q-(a-Me-2F-Phe)-Nle-4-1Q-(cx-Mc-2,6-1'.Plie)-Aib-(a-Me-2,6.F-
Phe)4a-Me-2,6-F-Phe) 515
(AC5C)-V-Aib-FIQ-(a-Mc-21,-Phe)-Nle-11Q-(a-Me-2,6-F-Plie)-A-(a-N10-2,
6-  F-PlieHa-Me-2,6-F-Phe) 516. (ACsC)-V-Ai
6-151Q-(a-Me-217-PheyNle-11Q-(a-tyle-2,6-F-Pho)-Aib-(a-Me-  2,6
-E-Plic)-(a-Me-2,6-F.Phe) 517
Aib-V-Mb-E1Q-(a-Me-2,6-F-Pho)-N14-11Q-(a-Ms-2,6-F.Phe)-A-(rt-Me-2,6-1
7., Phe)-(a-Me.2,6-F-Re) 



518
Aib-V-Aib.E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-(a-Me-2,64-Phe)-AiNa-tvle-2,6-
E-P1ie)-(a-Me-2,6-1:-Phe) 519
(Aese)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-(a-Me-2,6-f-Ph4)-A-(a.Me-
2,6-11-Plie)-(a-Me-2,6-E-Phe) 520
(AC5C)-V-Aib-131Q-(a-lv1e.2,6-1:-Phe)-N
le-11Q-(a-Me-2,6-F-Plic)-Aib-(a-Me-  2,6-F- Phe)-(a-Me-2,6-F-Phc) 521
A ib-st -Aib-la1Q-(a-Me-21:-Phe)-N
le-1-1Q-(a-Me-2,6-F-Phe)-A-Arg(NO2)-(a-  Me-2 F-Phe) 522 A
ib-V-Aib-E1Q044c-2F-Plie)-Nle-HQ-(41-Me-2,6-F-PheyAibiarg(N00-(a-
Me-2F-Phe) 523
(AC5C)-V-Aib-RIC)-(a-lvle-2F-Phe)-Nle-11Q-(a-Me-2,6-F-Phe)-A-ArgNO2)-
(a-Me-2F-The) 524
(AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-1.41e-F1Q-(a-IV1e-2,6-F.Pho)-Aib-
Arg(NO2)-(a-Me-2F-Plie). 525
Aib-V-Aib-E1Q-(a-Me-2,6-17-PheyNle-HQ-(a-kle-2,6-F-Phe)-A-Ar002)-
(a-Me-2F-Phe) 526 A
ib-V-Aib-F,1Q-(a-Me-2,6-F-Phe)-Nle-liQ-(a-Me-2,6-F.P114)-A
ib-Arg(NO2)-  (a-Me-2F-Phe) 527
(AC3C)-V-Aib-E1Q-(a-M4-2,64,-Phc)-141e4-1Q-(0.-Mc-2,6-F-Phe)-A-  



Arg(NO2)-(a-Me-2F-Phe)    Table 2: List of short-chain peptides
prepared Seq.1 No. .,quetice of short-chain peptides 537
Aib-V-Aib-E1Q-(a-Me-2F-Plie)-Nlit-11Q-Aib-A-Cit-(a4.4e-2F-Phe)
AitiN-Aib-EIQ-(a-Me-2F-Plie)-Nle-11Q-Aib-Aib-Cit-(a-Me-2F-Phe) 538
539 (AesC)Naib-EAQ-(a-Me-2F-Phe)-Nle-1-1Q-Aib-A-Cit-(a-Me-2F-Phe) 540
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-Aib-Aib-Cit-(ix-Me-2F-Phe)
541 Aib-V-Aib-E1Q-(a-Me-.2,6-F-Pile)-Nle-11Q-Aib-A-Cit-(a-Me-2F.Phe)
542
Aib-V-Aib-E1Q-(a-Me-2,642-Plie)-Nle-I-1Q-Ait.-Aib:Cit-(a-Me-2F-Phe)
543
(AC$C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-WQ-Aib-A-Cit-(1:4410-2F-Plie)
544
(AC5C)-V-Aib-E1Q-(a-Me..2,6-F-Phe)-Nle-11Q-Aib-Aib-Cit-(0.44e-2F-Phe)
545 Aib-V-Aib.E1Q-(a-Wie-2F-Phe)-Nle-1-1Q-Aib-A-Cit-(w?Mc-2,6-F-Phe)
546 547
Aib-V-Aib-E1Q-((x-Me-2F-Phe)441e41Q-Aib-Aib-Cit-(a-Me-2,6-F-Phe)
(AC5C)-V-Aib-F,1Q-(a-Me-2F-Phe)-Nle-HQ-Aib-A-Cit-(a-Me-2,6-F-Phe) 548
(AC5C)-V-Aib-EN-(a-rvIe-2F-Phe)-$11e-1-1Q-Aib-Aib-Cit-(a-Me-2,6-F-Phe
) Aib-V-Aib-E1Q-(a-Me-2,6-F-Ph0)-Nle41Q-Aib-A-Cit-(a-Me-2,6-F-Phe)
549  550 



Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Alb-Aib-Cit-(a-Me-2,6-E-Phe)
551
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Aib-A-Cit4ot-Me-2,6-F-Phe)
552 (AC5C)-V-A
ib-E1Q-(a-Me.2,6-F-Phe)-Nle-HQ-Aib-Aib-Cit-(ce-lvte-2,6-F-Phe)  A
ib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-E1Q-Aib-A-Aib-(a.Me-2F-Phe) 554
Aib-V-Aib-E1Q-(a-Me-2 F-Phe)-Nle-E1Q-Aib-Aib-Aib-(a-Me-2 F-Phe) 555
(AC5C)-V-Aib-E1Q-(tv-Me-2F-Pbe)-Nle-1-1Q-A ib-A-A ib-O-Me-2F-Phe) 556
(AC5C)-V-Aib-F1Q4a-Me-2E.Phe)-Nle-11Q-Aib-Aib-Aib-(a-Me-2F-Phe) 557
558 Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Aib-A-Aib-(a-ble-2F-Pho)
Aib-V-A ib-EICHa-Me-2,6-F-Phe)-Nle-HQ-Aibaib-Aib-(a-Me-2F-Phe) 559
(ACsC)-V-Aib-E1Q-(a-Me-2,6-E-Phe)-Nle-HQ-Aib-A-Aib-(a-hle-2F-Phe) 60
(AC5C).V-Aib-E1Q-(a-Me-2,6-1,-Phe)-Nle-HQ-Aib-Aib-Aib-(a-Me-2F-Phe)
561 Aib-V-Aib-EIQ-(a-Me-2F-Phe)-Nlc-1-1Q-Aib-A-A ib-(a-Mc-2,6-F-Phe)
562
Aib-V-Aih-E1Q-(a-Nle-2F-Phe)-Nle-1-1Q-Aib-Aib-Aib-(a-Me-2,6-F-Phe)
563 (AC5C)-V-Aib-E1Q-(a-Me-2F-Phe) -NW-HQ-Alb -A-A
ib-(a-Me-2,6-F-Phe) 564 (AC5C)-V-A ih-ElQ-(a-Me-217-Phe)-Nle41Q-Aib-A
ib-Aib-(a-tv1e-2,6-F-Phe) 6 Ail3N-A ib-F1Q-(a-Me-2,6-F-Phe)-Nle-11Q-A
ib-A-Aib-(a-Me-2,6-F-Phe) 566 Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-N
le-HQ-A ib-Aib-Alb-(a-tv10-2,6-FPhe) 567
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nk-HQ-Aib-A-A ib-(a-Me-2,6-F-Phe)
568 (ACiC)-V-Aib-131Q-(a-Me-2,6-F-Phe)-Nle-11Q-A ib-A Phe) 69 



Aib-V-A ib-E1Q-(a-Me-2 F-Pbe)-Nle-HQ-Aib-A-(a-Me-2,6-F
-Phe)-(a-Me-2ERe) 70 Aib-V-A
ib-E1Q-(a-Me-2F-Phe)-Nle-1-1Q-Aib.Aib-(a-tvie-2,6-F-Phe)-(a-Me2
F-Phe) 7
(Ao5C)-V-Aib-EIQ-(a-Me-2F-Phe)-Nie41Q-Aib-A-(a-Me-2,6-F-Phe)-(a-e
2F-Phe) 572
(AC5C)-V-Alb-E1Q-(a-rvie-2F-Phe)-Nle-11Q-Aib-Aib-(a-tvle-2,6-F.Phe)-(
a-    Me-2E-Phe) 573 Aib-V-A
ib-E1Q-(a-Me-2,6-1,-PheyNle-HQ-Aib-A-(a-Me-2,6-F-Phe)-(a-Me-  2E-Phe)
574
Aih-V-Aib-li1Q-(a-Me..2,6-F-Phe)-Nle-11Q-Aib-Aib-(a-Me-2,6-f-Phe)-(a-
Me-2 F-Phe) 575
(Aese)-V-Aib-E1Q4a-Me-2,647-.Phe)-Nle-1-1Q-Aib-A-(cc-Me-2,6-1,-Plie)-
(a-  Me-2 F-Phe) 576 (AC5C)-V-Aib-E1Q0-1?4e-2,6-F-Phe)-N
le-1-1Q-Aib-Aib-(u-Mc-2,64,-Phe)-(a-  Me-2F-Phe) 577 Alb-
V-Aib-E1Q.-(a-Me-2F-Phe)-Nle-HQ-Aib-A{a-Me-2,6-F-Phe)-(a4s4e-2,6-
17-Phe) 578 Aib-V-Aib.E1Q-(a-Me-212.Phe)-Nle-11Q-A ib-A
ib-(a-Mc-2,6-17-Pho)-(a-Me-  2,6-F-Phe). 579
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Aib-A-(a-Mc-2,6-F-Phe) Ka-Me-



2,6-17-Phe) 580 (AC5C)-V-Aib-ER)-(a-Me-2F-Pho)-Nle-HQ-Aib-A
ib-(a-Me-2,6-.F-Phe)-(u..  Me-2,6 -F-Phe) 581
Aib-V-Aib-E1Q4a-Me-2,6-E-Phe)-Nle-11Q-A ib-A-(a-Mt-2.6-F-Phe)-(a-Me-
2,6-F-Pho) 582 Aill-Viaib-E1Q-(ix-Me-2,6-F-Phe)-Nle-HQ-A ib-A
ib-(a-tvie-2,6-F-Phe)-(a..  Me-2,6-F-Phe) 583
(AC5C)-V-Aib-E1Q.(a-N4e-2,6-17-Pho)-Nle-1-1Q-A
ib-A-(a-Me-2.6-F-Phe)-(a-  Me-2,64?-Phe) 584
(AC5O-V-Aib-E1Q-(a.Me-2,6-F-Phe)-Nle-HQ.Aib-Aib-(a-Me-2,6-F.PheMa-
Me-2,6-F-Plie) 585 A ib-V-Aih-ElQ-(a-Me-2F-Phe)-Nle-1-1Q-A ib-A
sArg(NO2)-(a-Me-2F-Phe) 586 Ai b-V-Aib-ElQ-(a-Me-2F-Phe)-Nle-HQ.A
ib-A ib-Arg(NO2)-(tx-N1e-21:-Phe) 587
(AC5C)-V-Alb-E1Q-(a-Me-2F-Phe)-Nie-1-1Q-Aib-A-AreN07)-(a-Me-2F-Phe)
588 (ACse)N-Aib-E1Q-(a-N4e-2F-Phe)-Nle-FIQ.Aib-A
ib-Arga402)-(a-Me-2F-  Phe) 589
Aib-V-Aila-E1(10-Me-2,6-F-PheYNIe-HQ-Aib-A-Arg(NO2)-(a-Me-2F-Phe)
590
Aib-V-Aib-ElQ-(ct-Me-2,6-F-Phe)-Nle-HQ-Aib-Aib-Arg(NO2)-(ft-Me-2F-Phe
)
(AC5C)-V-Aib-E1Q-(a-Me-2,6-17-Phe)-Nle-1-1Q-Aib-A-Arg(N0,1)-(a-Me-2P-



591   Phe) 592
(ACsC)-V-Aib-MQ-(a-Me-2,6-F-Phe)-Nle4-1Q-Aib-Aib-AryNO2)-(a-Me-2F-
Phe) 593
Aib-V-Aib-E[Q-(a-Me-2F-Phe)-Nle-ElQ-Aib-A-Arg(N00-(a-Me-2.6-F-Phe)
594
Aib-Vaib-E1Q-(a-Me-2F-Phe)441e-EN-Aib-Aih-Arg(NO2)-(a-Mc-2,64C-P-he)
595
(AC$C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Aib-A-Arg(NO2)-(a-lvfe-2,6-F-
Phe) 596
(AC5C)-V-Aib-ElQ4a-Me-2F-Phe)-Nle-11Q-Alb-Aib-Arg(NO2)-(a-Me-2,6-F.
Phe) 597
AibN-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-10-Aib-A-Arg(NO2)-(a-Me-2,6-F-
Phe) 598
Aib-V-Aib-E[Q-(a-Ivie-2,6-F-Phe)-Nle-tiQ-Aib-Aih-Arg(NO2)-(cc-Me-2,6-
F-  Phe) 599 (AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-N le-I-IQ-A
ib-A-Arg(NO2)-(a-Me-2,6-F-  Pile)
(AC5C)-V-Aib-ER)-(a-Me.2,6-F-Phe).Nle-HQ-Aib-Ail)-Arg(NO2)-(a-Me-2,6-
600   F-Phe)  



Table 2 (tiv): List of short-chain peptides prepared Seq. 1D.
Sequence of short-chain peptides No. 601AihN-Aib-EIQLMI
1Q-Flar-AK-(Bi p(OMe))-(APPA)
602Aib-V-Aib-E1Q1,-Nle-I-1Q-11ar-AK-(Bip(Olvie))-(APPA) -603(AC3C)-V
-A ib-EPILN114Q-Ilar-AK4B ip(Ols 4))-(APPA) 604-
605,11/4411Q-1-lar-A IC-(B ip(OMe))-(APPA) 606-
-607Aib-V4AC3C)-EIQLMHQ-f1ar-AK-(iiip(Otvie)j-(7tPPA)--
608Aiti-V-(AC3C)-EIQL-Nle-HQ4lar-AK1I3ip(0hile))-(APPA)
609(AC3C)-V-(AC3C)-EIQLMHQ4{ar4AK-03ip(OMe))-(APPA)   610
(AC3C)-V-(AC3C)-EIQL-Nle-11Q-Ilar-A K-(B ip(OMe))-(APPA ) 611
(AC5C)-V-(AC3C)-EIQLMIIQ-1-lar-AK413ip(OMe))-(APPA) 612
(AC5C)-V-(ACC)-EIQL-Nle-11Q-liar-AK-(Bip(OMe))-(APPA) 613
Ath-V-Aib-EIQLMEIQ-1-lar(NO)-A1C(Bip(OMe))-(App,k) 614
Aib-V-Aib-EIQL-Nle-11O-Ilar(NO2)-AK-(Bip(Olvie))-(APPA) _. 615
(AC3C)-V.Aib-ElQ1M1-1Q-Har(NO2)-AK-(Bip(OMe))-(APPA) 616
(AC3C)-V-Aib-EIQL-Me-11Q-Har(NO2)-AK-(Bip(OMe))-(APPA) 617
(AC5C)-V-Aib-EIQLMHQ-klar(NO2)-AK-(B ip(OMe))-(APPA) 618
(AC5C)-V-Aib-EIQL-Nle-E1Q-Har(NO2)-AK-(Bip(OMe))-(APPA)  ,.. - 619
Aib-V-(AC3C)-EIQLM1-0-11ar(NOD-AK-1/2(Bip(OMet))-(APPA) 620
Aib-V-(AC3C)-RIQL-Nle-liQ-1-lar(NO2)-AK -03ip(OM0))-(APPA) 



6 (AC3C)-V-(ACIC)-EIQLMI1O-Ilar(NO2)-AK-(13ip(0M0))-(APPA) 622
(AC3C)-V-(AC3C)-EIQL-Nle-1-1Q-11ar(NO2)-AK-(Bip(OMe))-(APPA) 623
(AC5C)-V-(AC3C)-EIQLMEIQ-1-1ar(NO2)-AK-(Bip(OMe))-(APPA) 624
(AC5C)-V-(AC3C)-EIQL-Nle-11Q-Elar(NO2)-AK-(Bip(Olvle))-(APPA) 625
Aib.V-Aib-EIQLMIIQ-Har(NO2)-A-K(Riotin)-(BippmemAiTA) 626
Aib-Vaib-EIQL-Nle.HQ-Har(NO2.)-A-K(Biotin)-(Bip(OMe))-(APPA) 627
Aib-V-Aib-EIQLM11Q-Har-A-K(Iliotirt)-(Bip(oMe))-(APPA) 628
Aib-V-Aib-EIQL-Nle41Q-Har-A-K(Bialin)-(liip(OMe))-(APPA) 629
Aib-V-Aib-EIQLM.14Q-Ilar(NO2)-A-1((-00-(C112)6.C.H3)-(11
ip(Otvle))-(APPA) 630 A
ib-V-Aib-P.IQL-Nle-11Q-Har(NO2)-A-1C(.03-(C11X-C113)-(Hip(OMe))-
(APPA) 631
Aib-V-A11)-EIQLMHQ-1-lar-A-K(-00-(C112)4-C1{3)-(BiPPMe))-(APPA) 3
Aib-V-Aib-E1Q1,441e-I[Q-1-tar-A-K(-CO-(C1-12)s-C1-13)-(BiPPMe))-(APPA
)  633-
Aib-V-Aib-EIQLM11Q-Har(NOD-A.K(-00-(C112.)rC113)-(Bip(OMe))-(APPA)
634 Aib-V-Aib-EIQL-N1c41Q-Ilar(NO2)-A-K(-00-(C112)a-CH3).(Bip(OMe)).
(APPA) 635
Aib-Vaib-E191,M11Q-1-lar-A-K(C0-(C112)8-CH3)-(13ip(Ohle)).(APPA) 636
Aib-V-Aib-EIQL-Nle-HQ-11ar-A-K(-00-(eih)s-CH3)-(8ip(OMe))-(APPA) 637
(AC5C)-V-(AC3C)-EIQL-Nle-11Q-1-lar-A-K(-00-(e1-12)8-CH3)-(Bip(OMe))- 



(APPA) 638
(AC5C)-V-(AC3C)-E1Q1241-1Q-11ar(NO2)-A-(NMegi-(Bip(OMe))-(APPA)
Table 2 (xv) List of short-chain peptides prepared Seq.111. No.
Sequence of short-chain peptides 640
(AC5C)-V-(AC3C)-EIQL-(NMe)M-11Q-Har-A-K(-00-(C117)s-CH3)-
(Bip(ONle))-(APPA) 641
(AC5C)-V-(AC3C)-E1Q1ANIvle)Nle-11Q-Ilar-A-K(-00-(C1-12)a-C1-13)-  (B
ip(OMe))-(APPA) 642
(AC3C)-V-(AC3C)-EIQL-(NMe)M-11Q-liar(NO2)-A-(NMe)1C-(Bip(OMe))-
(APPA) 643
(AC3C)-V-(AC3C)-E1Q1-(NMe)Nle-11Q-Har(NO2)-A-(NMe)K-(flip(OMOY
(APPA) 644
(AC5C)-V-(AC3C)-EtQL-(NMe)M-1-1Q-11-lar(NO2)-A-(NMe)K-(11ip(Olvic))-
(APPA) 645
(AC5C)-V-(AC3C)-EIQL-(NMONle-1-1Q-11ar(NO2)-A-(NMe)K-(Bip(OMe))-
(APPA ) 646 Ai b-V-A ib-EIQLMI-1Q-1-lar-AK-(3 ip(ONIe)) 647 A ib-V-A
ib-EIQL411e-HQ-1-lar-A K-(121ip(OMe)) 648
(AC3C)-V-Aib-EIQLMI1Q-Ilar-AK-(Bip(OMe)) 



649 (AC3C)-V-Alb-IIQL-Nle-i-N-Har-AK-(Bip(OMe)) 650
(ACsC)-V-Aib-EIQLMIIQ-1-1ar-AK-(Bip(0Nte)) 651 -- (AesC)-V-Aib-EIQL-N
lei 1Q-Elar-A1C-(Bip(O/vIc)) 652
Aib-V-(ACic)-FIQLMIEQ-14ar-AK-(13ip(OMe)) 653 Aib-V
-(AC3C)-EIQL-Nle-11Q-11ar-A KO ip(OMe)) 654
(AC3C)N-(AC3C)-EIQLMHQ-1-lar-AK-(Bip(Olt/e)) 655
(ACIC)-V-(AC3C)-F-IQL-Nle-I4Q-1-1ar-AiC-(Bip(OMe)) 656
(AC5C)-V-(AC3C)-EIQU1/411-1Q-llar-AK-(Bip(OMe)) 651
(AC,C)-V-(AC3C)-EIQL-Nle-HQ-Bar-AK-(Bip(OMe)) 658
Aib-V-Aib-EIQL1,411Q-11a0102)-AK-(Bip(OM)) 659
Aib-V-Aib-EIQL-Nle-11Q-Har(N00-AK-(Biri(Olvie)) 660
Aib-V-Aib-EIQL.M1-1Q-1-lat(NO2)-A-K(BiOtin)-(Bip(OMeD 66 A
tb-V-Aib-EIQL-Nle-iiQ-1-180102)-A-4(Biotin)-(Bip(OMe))
662Alb-V-Aib-EIQLMI-1Q-1-1ar-A-K(Biotin)-(8ip(OMe)) 663Ai
b-V-Aib-EIQL-Nn)-(11ip(OMe)) 664Aib-V-Aib-EIQLMFIQ-
Ilar(NO2)-A-14:TO-(Cil;)6-a-l;RBLP(OMer- --
665Aib-V-Aib-EIQL.Nle-11Q-11ar(NO2)-A:k"(-CO:(Z1-12)6-d13)-(Bip(OMeD
666Aib-V-Aib-ElQ1MHQ-Har-A-1C(C0-(012)6-C1-13)qB ip(OMe)) --
667Aib-V.Aib-EIQL-Nle-11Q-Ilar-A-K(C0-(Cf12)6-C143)-(Bip(Otvle))
668Aib-V-Aib-INLME1Q-1-lar(NO2)-A-K(-00-(eT12)s-613)4Bip(Ofvlo))
669Aib-V-Aib-EAQL.Nle-1-1Q-11-arW25-A-K(-00-(012)g-(313)-(Bip(OMe))
670Aib-V-Aib-EIQINII:1Q-1-lar-A4M-00-(C112)re1-13)1Bip(OMen --
671Alb-V-Aib-E1Q1,-Nle-11Q-1-lar-A-M-00-(C112)s-CH3)-(Hip(OMO
672(AC5C)N-(AC3C)-EIQLMTIQ-Ilar-A-K(-00-(012)a-C113)-(Blp(OMe)) 



673(AC5C)-V-(AC3C)-EIQL-Nle-1-1041ar-A-K(C04212)B-C113)-(B1P(OMeD
674(AC5C)-V4AC3C)-EIQI,M1-1Q-11ar(NO2)-A -6+1Me)K-(B 'POMO)
675(AC5C)N-(AC5C)-E1M-Nle-1-1Q-1-lar(NO2)-A-04Me)K-(Bip(OMe)) Table 2
(rvi : List of short-chain peptides prepared Seq. ID. Sequence of
short-chain peptides No
676Aib-V-Aib-ElQ1.-(NMe)M-HQ.Ilar-A-K(-00-(C112)11-C1-13)-(BiP(Olvie)
) 677A
ib-V-Aib-EIQL-(1?1Me)Nle-HQ-Iiar-A-K(-00-(C1-12)8-a-13)-(BiPPMeD
678(AC3C)-V-Aib-EIQL-(NMe)M-HQ-1 lar-A-K(-00-(C Fith-CH3)-(B 'POMO)
679(AC3C)-V-Aib-E1Q1,-(Nttle)Nlar-A-M-00-(CIF12)8-CH3)-(13iP(OMe))
680A ib.V-Atb-EIQI,M1-Q-HarA-Arg(NO2)-(13 ip(OMe))-(APPA)
681Aib-V-Aib-EIQL-Nle-11Q-Har.A-Arg(NO2)-(8 ip(OMe))-(APPA)
682(AC3C).V-Aib-FIQI,M1-1Q-Har-A-Arg(NO2)-(Bip(OMe))-(APPA)
683(AC3C)-V-Aib-E1QL-Nle-FIQ-Flar-A-Arg(NO2)-(Bip(OMe))-(APPA)
684(AC5C)N-Aib-E1Q1,M1-1Q-11ar-A-Arg(NOD-(13ip(OMe))-(APPA)
685(AC5C)-V-Aib-EIQI,M11Q-Haraib-Arg(NO2)-(13ip(OMe))-(APPA)
686(AC5C)-V-Aib-EIQL-Nle-HQ-flar-A-Arg(NO2)-(13ip(OMe))-(APPW)
687Aib-V-(AC3C)-ELQI,M11Q.liax-A-Arg(NO2)-(Rip(OMe))-(APPA)
688Aib-V-(AC3C)-EIQL-Nre:HQ-Hara-4rg(NO2)-(Ilip(OMe))-(APPA)
689(AC3C)-V-(AC3C)-ENLMI1Q-Har-A-Arg(NO2)-(liip(OMe))-(APPA)   690
691 692 693
(AC3C)-V-(AC3C)-EIQL.Nle-11Q-14ar-A-Ar007)-(Rip(OMe))-(APPA)
(AC5C)-V-(ACie)-EIQLMIIQ-11ar-A-Arg(NO3)4liip(Otyle))-(APPA)
(AC5C)-V-(AC3C)-E1Q1,-Nle-ifeill far-A-Arg(NO2)-(Bip(Ohle))-(APPA)
A03.V.Aib.E1Q-(a-Me-2,6-12-Phe)-Nle-I1Q-11ar-A-Arg(NO2)-(B ip(OMe))-
(A PPA) 694
(AC3C)-V-Aib()-(a-Me-2,6-P-Phe)-Nle-11Q-Flar-A-Arg(NO2)-(BiP(OMen-
(APPA) 69$
(AC5C)-V-Aib-Eig-(a-Me-2,6-F-Phe)-1?110-11Q-liar-A-Arg(NO2)-(BiP(Orvi
e))-  



(APPA) 696
Aib-V-(AC3C)-E1Q-(a-Me-2,6-F-Phe)-Nlt-110-11ar-A-Arg(NO2)-(BiP(OMe))-
(APPA) 697
(AC3C)-V-(AC3C)-119-(a-Me-2,6-F-Plte).Nle-11Q-liar-A-Arg(NO2)-
(Bip(OMO)(APPA) 698
(AC5C)N-(AC3C)-E1Q-(a-Mc-2,6-F-Phe)-Nle-119-11ar-A-Arg(NO2)-
(Rip(OrvIe))-(APPA) 699
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Ilar-A-Arg(NO2)-(Bip(OMe))-
(APPA) 700 (AC3C).V.Aib-EIQ-(a-Mc-2 -Phc)-Nle-1-1Q-1 tar-A-MOOD-(B
iP(ON4c))-  (APRA) 701 (AC5C)-V-Aib-EIQ -(a-Nle-2F-Phe)-Nle-11Q-1
far-A-M*1%102MB ip(OMe))-  (APPA) 702 Aib-V-(AC3C)-E1Q-(a-tvle-2
-Phe)-Nle.1-1Q-Har-A-Arg(NO2)-(Bip(OMe)).  (APPA) 703
(ACIC)-V-(AC3C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Ilar-A-Arg(NO2)-  (13
ip(01V10))-(APPA) 704
(AC5C)-V-(AC3C)-E1Q-(a4,4e,2F-Phe)-Nle-HQ-Har-A-Arg(NO2)-
(Bip(Okle))-(APPA) 705
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-141e-HQ-Har-A-Arg(NO2)-(a-Me-2,6-F- 



Phe)4APPA) 706
(AC3C)N-Aib-ElQ-(a-Me-2,6-F-PheybIle-HQ-Har-A-Arg(NO2)-(cc.Me-2,6-F-
Phe)-(APPA) 707
(AC5C)-v-Aib-E1Q-(a-tvles2,6-F-Phe)-Nle-HQ-110-A-Arg(NO2)-(a-Me-2,6-F
-  708 Phe)-(AP PA).
Aib-V-(AC3C)-E1Q-(a-Me-2,6-F-Phe)-Nle-/IQ-Har-A-Arg(NO2)-(a-tvie-2,6-
FPhe)4APPA) 709
(AC3C)-V-(AC3C)-E1Q-(a-Me-2,6-12-Phe)-Nle-11Q-1-lar-A-Arg(NO2)-(a-Me2
76-F.Phe)-(APPA) 710
(AC,C)-V-(AC3C)-ER)-(a-Me-2,6-F-Phe)-Nle-11Q-klar-A-Arg(NO2)-(a-Me-
2,6-F-Phe)-(APPA) 711
Alb-V-Aib-11Q.(a-Me-2F-Phc)-Nle-f1Q-Elar.A-Arg(NO2)-(a-Me-2,6-P-Phe).
(APPA) 12
V-Aih-E1Q-(a-Me-2F-Phe)-Nlell1Q-11ar-A-Arg(NO2),(a-Me-2,6-F-
Phe)-(APPA) 713
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Hara-Arg(1402)-(a-Me-2,6-F.
Phe)-(APPA) 714
Aib-V-(AC3C)-E1Q-(a-Me-2F-Phe)-111e-11Q-Ilar-A-Arg(NOD-(a-Me-2,6-F-
Phe)-(APPA) 15
(AC3C)-V-(AC3C)-1:1Q-(a-lvte-2F-Phe)-Nle-F1Q-11ar-A-Arg(NO2)-(a-Ivic-
2,6-  F-Phe)-(APPA) 



716
(AC5C)-V-(AC3C)-E1Q-(a.h1c-2F-Phe)-Nle-41Q-11ar-A-Arg(NO2)-(a-Me.2,6.
F-Phe)-(APPA) 717 -
Aib-V-Aib-E1Q-(a-ts4e-2,6-F-Phe)-Nle-HQ-1-lar-A-Arg(NO2)-(aale-2F-Phe
;;-'  (APPA) 718
(AC3C)-V-Aib-E1Q-(cx-Me-2,6-F-Phe)-Nle-11Q-Har-A-Arg(NO2)-(a.-Me-2F-
Phe)-(APPA) 719.
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-1-lar-A-Arg(NO2)-(a-Me-2F-
Phe)-(APPA) 720
Aib-V-(AC3C)-E1Q-(a-Me-2,6-F-Phe)-Nle41Q-11ar-A-Arga402)-(a-tvie-214.
Phe)-(APPA) 721
(ACIC)-V-(AC3C)-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-1-lar-A-AreNO2)-(a-lvle-
2F-Phe)-(APPA) 722 (AC5C)-V-(AC3C)-E1Q-(a-,Me-2,6-F-Phe)-N
e-F1Q-1-1ar-A-Arg(NO2).(a.Me-  2F4he)-(APPA) 723
Aib-V-Aib-E1Q-(a-Me-2P-Phe)-Nle-1-1Q-Ilar-A.Arg(NO2)-(a-Me-2F-Phe)-
724 (APPA)  (AC3C)-V-Aib-ElQ-(et-Me-2F-Phe)-Nle-HQ-1
lar-A-Arg(NO2)-(a-Me-2P-Phe)- (APPA) 725
(ACse)-V-Aih-E1Q-(a-Me-2F-Phe)-Nle-11Q-1-lar-A-Arg(NO2)-(a-Me-H-Phey



(APPA) 726
(Aese)-Vaih-EIQ-(a-Me-2F-Phe)-NIe-1-1Q-Ilar-Aib-Arg(NO2)-(a-Me-2F-
Phe)-(A PPA) 727 A ib-V.-(AC3C)-E1Q-(a-Me-2F-Phe)-Nle-I IQ-Har-A-A
rg(NO2)-(a-Me-2F-Phe)-  (APPA) 728
(AC3C)-V-(AC3C)-E1Q-(cc-Me-2P-Phe)-Nte-11Q-1 tar-A-Arg(NO2)-((x-Me.2
F., Phe)-(APPA) 729
(AC5C)-V-(AC3C)-E1Q-(a-Me-2F-Pho)-Nle-1-1Q-I-lar-A-Arg(NO2)4a-Me-2F-
Phe)-(APPA)  Table 2 (xvi"): List of shortehain peptides prepared
Seq.ID. No. Sequence of short-chain peptides 730
Aib-V-Aib-EIQL-Tkile-1-1Q-Hau--AR-(11ip(OMe))4APPA) 731
(AC5C)-V-Aib-EIQL-Nle-HQ-14ar-AR-(8 ip(OMe))-(APPA) 732
Alb-Y-Aib-131Q1,-Nle-1-1Q-1-lar-A-Cit-(Bip(OMe))-(APPA) 733 -'154
(AC5C)-V-Aib-EIQL-Nle-11Q-11ar-A-Cit-(Bip(OMe))-(APPA)
Aib-V-Aib-EIQL-Nle41Q-Ilar-A-A ib-(Bip(0Mc))-(A PPA) 735
(AC50-V-Aib-EIQL-NIe-f4Q41ar-A-Aih413ip(OMe))-(APPA) 736 Aib-V-A
ib-EIQL-Nle-IIQ-I far-A-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA) 737
(AC5C)-V-Aib-FIQL-Nle-FIQ.Ilar.A.(a-Me-2,6-F-Phe)-(13ip(OMc))-(APPA)
738 Alb-V-Aib-EIQL-Nle-11Q4Iar-Aib-R-(Bip(OMe))4APP4) 



739 (AC5C)-V-Aib-EIQL-Nle-11Q-Har-All>.11-(Bip(9Me))-(APPA) 740
Aib-V-Aib-EIQL-,Nle-HQ-1-lar-Aib-Cit-(13ip(OMe))-(APPA) 741
(Ae5e)-V-Aib-EIQL-Nle4{Q-1-1ar-Aib-Cit-(Bip(OMe))-(APPA) 742
Aib-V-Aib-EIQI.-Nle-11Q41ar-Aib-Aib.(Bip(OMe))-(APPA) 743
(AC3e)-V-Aib-EIQL-Nie44Q-11ar-Aib-Aib-(3ip(OMe))1APPA) 744
Aib-V-Aib-RIQL-Nle41Q-Ilar-Aib-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA)
745 746
(AC5C)-V-Aib-E1Q1,-Nie-11Q-11ar-Alb-(a-Mo-2,6-F-Phe)-(Bip(OMe))-(APPA
)   Aib-V-Aib-EIQL44le-F1Q-Om-A R-(Bip(OM0))-(APPA) 747 748 749 "-
(AC5C)-V-Aib-EIQL-Nle-E1Q-Orn-AR-(13ip(018.40)-(APPA)
Aib-V-Aib-EIQL-Nle-1-1Q-Om-A-Cil413ip(OMe))4APPA)
(AC:50-V-Aib-EIQL-Nle41Q-Orn-A-Cit-(Bip(ONle))-(APPA) 750 751
Alb-Vaib.E1Q1--Nte-11Q-Om-A-Aib-(Bip(OMe))-(APPA)   (A
C5C)-V-Aib-fiCQL-N le-HQ-Om-A-Aib-(B ip(OMe))-(711)PA) 



752 753  Ai b-V-Aib-EIQL-N
le-11Q-Orti-A-(a-Me-2,6-1,-Plie)-(Bip(01,40)-(APPA)
(AC5C)-V-Alb-EIQL-Nle-1-1Q-0m-A-(a-Me.2,6-17-Phe)-03ip(OMe))-(APPA)
754  Aib-V-Aib-EIQL-Nle-1 fQ-Orn-Aib-R-(Bip(OMe))-(APPA) 755
(AC$C)-V-Aib-E1Q1,-Nle-/ EQ-Orn-Aib-R-(Bip(OMe))-(APPA) 756 757
Aib-V-Aib-EtQL-N le-11Q-Orn-Aib-Cit-(B ip(ONfe))-(APPA)
(AC50-V-Aib-EIQL-Nle-11Q-Orn-Aib-Cit-(Bip(Ohle))-(APPA) 758
Aib-V-Aib-EIQL.Nle-11Q-Omaib-Aib-(Bip(OMO(APPA) 759
(AC$C)-V-Aib-ElQ1,-Nle-HQ-Onn-Ath-Alb-(131p(OMe))-(APPA) 760 761
Aiti-V-Aib-E1Q1,-Nle-11Q-Oni-Aib-(a-Me.2,6-F-Phe)-(Bip(OMO)-(APPA)
(AC5C)-Vaib-EIQ17-Nle-11Q-Orn-Aib-(ccale-2,64:-Phe)-(Bip(OMe))-
(APPA) 762 763  A ib-V-Aib-E1QL-N le.1-1Q-Cit-AR-(Bip(ON40)-(APPA)   



(AC5C)-V-Ai6-EIQL-Nle11Q-Cit-AR-03ip(OMOHAPPA) 764  A
ib-V-Aib-EIQL-Nle-I4Q-Cit-A-Cit-(Bip(ONie))-(APPA) 765
(AC5C).V-Aib-8IQL-Nle-1-1Q-Cit-A-Cit413tp(OMe))-(APPA) 766
Aib-V-Aib-E1QL-N le-1-1Q-C it-A -Aib-(Ilip(OMe))-(A PPA) 767
(A.C$C)-V-Ai b-EIQL -Nle-1-{Q-Ci t -A-A il)-(B i p(OMOHAPPA) 768
Aib-V-Aib-E1Q1--Nie-HQ-Cit-A-(a-Me+2,6-F,Plie)-(Bip(0/v1e))-(APPA)
769
(AC5C)-V-Aib-E1(21,-1gle-1-1Q-Cit-A-0a4/10-2,6-F-Pho)-(Bip(OMe))-(APP
A) 770  A ib-V-M19-EIQL-Nle-11Q-Cit-A ib-R-(Bip(OMe))-(APPA) 771
(AC5C)-V-Aib-EIQL-Nle-HQ-Ci(-Aib-R-(B ip(ON4e))-(APPA) 772
Aib-V-Aib-EIQL-Nle-HQ-Cit-Alb-Cit-(13 ip(OMe))-(A ETA) 773
(AC5C)4-Aib-ENL-Nle4IQ-Cit-Aib-Cit-(Bip(OMORAPPA) 774
Aib-V-Aib-EIQL-Nle.1-1Q-Cit-Aib-Atb-olip(ON40)-(APPA) 775
(AC5C)-V-Aib-EIQL-Nle-11Q-Cit-Aib-Ait)-(131p(Olvie))-(APPA)   



776 Aib-V-Aib-E1Q1,-Nle-HQ-Cit-Aib-(a-Me-2,6-F-Phe)-(Bip(OMell-(APPA)
777
(AC5C)-V-Aib-131QL-Nle-HQ-Cit-Aib-(a-Me-2,6T-Phe)-(Bip(OMe))-(APPA)
778 Aib-V-Aib-E1Q1.-Nle41Q-(11oCit)-AR-(Bip(OMe))-(APPA) 779
(ACie)-V-AilyEIQL-Nle41Q-(HoCit).AR-(8ip(OMe))-(APPA) 780 Aib-V-A
ib-EIQL-Nle41Q-(11oCit)-A-Cit-(81p(Otvie))-(APPA) 781
(AC5C)-V-Aib-ERL-Nle-HQ-(HoCit)-A-Cit-(Bip(OMe)) (APPA) 782
AibN-Aib-EIQL-Nle-HQ-(Hocit)-A-Aib-(8 ip(OMe))-(A PPA) 78
(ACC)-V-Aill-E1Q1.-Nle-HQ-(FroCit)-A.Aib-(131p(OMe))-(APPA) 784
Aib-V-A ib-EIQL-Nle.F1O-(I
toCit)-A-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA) 785
(AC5C)-V-Aib-EIQL-Nle-11P-(lloCit)-A-(a-Me-2,6-F-Phe)-(13ip(Otvie))-
(APPA) 786 Aib-V-Aila-EIQL-Nle44Q-(Hoeit)-Aib-R4Bip(OMe))-(APPA) 787
(AC5C)-V-Aib-EIQL-N le-Fp-OioCit)-Aib-lt.(Bip(OMe))-(APPA) 788
Aib-V-Aib-EtQL-Nle-HQ-(-loCit)-Aib-Cit-(Bip(OMe))-(APPA) 789
(AC5C)-V-Alb-E1Q1,-Nle11Q-(FtoCit)-Aib-Cit-(Bip(OMe))-(APPA) 790
Aib-V-Aib-EIQL-Nle41Q-0 I oeit)-Aib-A ib-(B ip(OMe))-(APPA) 79L
(AC5C)-V-Aib-EIQL-Nle41Q-(liocit)-Aib-Aib-(13ip(OMe))-(APPA) 792
Aib.V.Aib-EIQL-Nle-HQ-(1-roCit)-Aib-(a.Me-2,6-F-Phe)-(Bip(OMe)).
(APPA) 793 



(AC5C)-V-Aib-FIOL-Nle-HQ-(11oCit)-Aib-(a-Me#2,6.F.Phe)-(Bip(OMe))-
(APPA) 794 Alb-V-Aib-ETQL-Nle-11Q-(et-Me-2,6-F-Plie)-AR-(B
ip(OMe))-(APPA) 795
(AC5C)-V-Aib-EIQL-Nle-11Q-(a-Me-2,6-P-Plie).AR.(Bip(OMe))-(APPA) 796
A ib-V-A ib-li IQL-Nle-F4Q-(a-Me-2,64-Phe)-A-Cit-(fi
ip(Orvie))-(APPA) 797
(AC5C)-V-Aib-E1QL-Nle-HQ-(a-Me-2,6-F-Phe)-A-Cit-(8 ip(OMe))-(APPA)
798 Aib4'-Aib-EIQL-Nle-FIQ-(a-Me.2,6-F-Phe)-A-Aib-(B
ip(Otvte)).(APPA) 799
(AC5C)-V-Aib-E1Q1,-Nle-11Q-(a-Me-2,6-F-Phe)-A-Aib-(Bip(OMe))-(APPA)
800 Aib-V-A ib-EIQL-Nle.11Q.(a-Me-2,6-F-Phe)-A-(a.Me.2,6-F-Phe)-
(Bip(OMe))-(APPA) 801
(AC5C)-V-Alb-E1QL-Nle-11Q-(a-Me-2,6-F-Phe)-A-(a-Me-2,6-F-Phe)-
(Bip(Olv1e))-(APPA) 802
Ath.V-Aib-E1QL-Nle-14Q-(a-Me.2,6-Phe)-Aib-R-(Bip(OMe))-(APPA)   803
(ACgC)-V-Aib-EIQL-Nle-HQ-(a-ivte-2,6-F-Phe).Aib-R-(Bip(OMe))-(APPA)
804 A ib-V-A ib-131Q1,
-Nle-11Q-(a-Me-2,6-F-Phe)-Aib-eit-(13ip(OMe))-(A PM) 805
(AC5C)-V-Aib-EtQL-Nle-11Q-(a-Me-2,6-17-Phe)-Alb-Cit-(11ip(OMe))-(APPA
) 806 A ib-V-A ib-EIOL-N le-HQ-(a-Me-2,6-1,-Phe)-Aib-A
ib-(Rip(OMe))-(APPA) 807
(AC5C)-V-Aib-M1.-Nle-11Q-(a-Me-.2,6-P-Phc)-Aib-Aib-(Bip(OMe))-(A0A)
808 Aib-V-Aib-E1QL-Nle.,11Q-(a-Me-2,6-F-Phe)-Aib-(a,Me-2,6-E-Phey, (8
ip(OMe))-(APPA) 



809 (Aese)-V-Aib-131QL-Nle-11Q-(a-Me-2,6-F-Phe)-Aib-(a-Mc-2.6-F-Phe)-
(13ip(OMe))-(APM)  Table 2 (xviii): List of short-chain peptides
prepared Seq.ID, No. Sequence of short-chain peptides 810
Aih-V-Aib.EIQ-(ct.Me.2,6-F-Phe)-Nle-HQ.Elar-Alt-(Hip(OMe))-(APPA) 811
(AC5C)-V-Aib-E1O-(ct-Me-2,6-1,-Phe)-Nle-HO-Flat-AR-(Bip(OMe))-(APPA)
812
Aib-V-Aib-131Q-(a-Me.2,6-F-Phe)-Nle-11Q-Flar-A-Cit-(8ip(OMe))-(APPA)
813 (AC5C)-V-Aib-ElQ-(a-Me-2,6-17-Pheybile-11Q-1-lar-A-C it-01
ip(01v1e))- (APPA) 814
Aib-V-Aib-E1Q-(a-Me42,6-F-Phe)-Nle-11Q-Ilar.A-Alb4Bip(OMe))-(APPA)
815 (AG$C)-V-Alb-EIQ-02-Me-2,6-F-Phe)-Nle-flQ-Ilar.A-Aib-(Bip(OMe))-
(APPA) 816 Aib-V-Aib-E1Q-(ct-lvle#2,6-F-Phe)-Nle-
1Q-liar-A-(a-Me-2,6-P-Phe)- (Bip(OMe))-(APPA) 817 (AC5C)-V-A
ib-E1Q-(cx-c-2,6-F-Phe)-Nle-1-1Q-11ar-A.(tx-Me-2,6-17-Phe)-
(1)1p(Olvle))-(APPA) 818
Aib-V-Aib-E1Q.(asMe.2,6*F-Phe)-Nle-11Q-Ilar-Alb-R.(Etip(OMe))-(APPA)
819 (AC$C)-V-Aib-E1Q-(ct-Me-2,6-E-Phc)-Nle-11Q-Har-Aib-R-(Bip(OMe))-
(APPA) 820
Aib-N-Alb-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Efar-Aib-Cit-(Bip(OMe))-(APPA)
821
(AC5C)-V-Alb-filQ4a-Me-2,6-17-Phe)4'Ue41Q-ltar-Aib-Ci1-(Bip(OMe))-
(APPA)  822 823 Aib-V-Aib-E1Q-(a-Me-2,6-P-Phe).Nle-111Q-Ilar-Aib-A
ib-(Bip(OMe))-(APPA)  



(AC5C)-V-Aib..E1Q-(a-Me-2,6-P-Phe)-Nle-HQ-1-iar-A i b-A 0)011)(0140)-
(APRA) 824 A ib-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Elar-Aib-(a-Me-2,6-F-Phe)-
(Bip(OMc))-(APPA) 825
(AC5C)N-Aib-EAQ-(ce-Me-2,6-F-Phe)INIe-lie-Har-Aib-(a-Me-2,6-P-Phe)-
(Bip(OMe))-(APPA). 826 A
ib-V-Aib-ri,k)-(a-Me-2,6-F-Phe)-Nle-f1Q-Orn-AR-(Bip(OMc))-(APPA) 827
(AC5C)-V-Alb-E1Q-(a-Me-2,6-F-Phe)-Nle-l-CQ-Om-AR-(Bip(OMe))-(APPA)
828 Aib-V-Aib-REQ-(a-Me-2,6-F-Phe)-141e-t IQ-Om-A-CR-03i
p(OMe))-(APPA) 829
(AC5C)-V-Aib-E1O-(a-Me-1/42,6-F-Phe)-Nle-41Q-Orn-A-Cit.(Bip(OMe))-
(APPA). 30 A ib-V-Aib-E1Q-(a-Me-2,6-E-Phe)-Nie-I
IQ-0m-A-Aib-(Bip(Olvic))-(APPA) 831
(AC$C)-V-Aib-E1Q-(a-Me-2,6-E-PlleyNle-HQ-Orn-A-Aib-(Bip(OMe))-
(APRA) 832
Aib-V-Aib-E1Q-(a-Me-2,647.-Plie)-Nle-HO-Orn-A-(a-Me-2,6-F-Phe)-
(Bip(OMe))(APPA) 833
(AC5C)-Vaib-EIC)-(a-Me-2,6-F-Phe)-Nle-14Q-Orn-A-(a-Me-2,6-F-Phe)-
(Bip(OMe))-(APPA) 834 A ib-V-Aib-EQ-(a-Me-2,6-F-Phe)-Nle-li()-01-n-A
ib-R-(Bip(OMe))-(APPA) 835
(AC5C)-V-Aili-E1Q-(a-Me-2,64:-Phe)-Nle-11Q-Orn-Aib-R-(B ip(OMe))-
(APRA) 



836 Ai b-V-Aih-E1Q-(a.Me-2,6-F-Plie)-Nle-I
Q-Ornaib-Cit-(Hip(OMe))-(APPA) 837
(AC$C)-V-Aib-E1Q-(a-MO-2,6-F-Phe)-Nle-HQ-Or1-Aib-C11-(8ip(0Me))-
(A.PPA) 838
Aib-V-Aib-ElQ.(a-Me-2,6-F-Phe)-Nle-FIQ-Orn-Aib-Aib-(Bip(OMe))-(APPA)
839 (AC3C)-V-Aib-E1Q-(a.Me-2,6-P-Pho)-Nte4 CO-Om-Alb-A6-(Bip(OMe))-
(APPA) 840 A
ib-V-Aib-E1Q-(a-Me-2,6-P-Phe)-Nle-1-1Q-Orn-Aill-(a-Me-2,6-P-Phe)-
(Bip(OMe))-(APPA) 4
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-F1Q-com-Aib-(a-Me-2,6-F-Pho)-
(Hip(OMe))-(APPA) 4
Aib-V-Aib-EiQ-(a-Me-2,6-F-Phe)-Nle-1-1Q-Cit-Alt-(Bip(OMe))-(APPA) 843
(AC5C)-V-Aib.41Q-(a-Me-2,6-F-Phe)-Nle-I1Q-Cit-A R-(8 i p(OMe))-(APPA)
844 Aib-V-Aib-M-(a-Me-2,6-F-Phe)-Nle-I
IQ-Cit-A-Cit-(Bip(ON1e))-(APPA) $45
(AC5C)-V-Aib-E1Q-(a-Me-2,6-P-Pho)-Nle-1-1Q-Cit-A-Cit-(13ip(Otvic))-(A
PPA) 846 Aib-V-Aib-EIQ-(a-Me-2,64-Phe)-Nie-i
iQ-Cit-AAib-(8ip(OMe))-(APPA) 847
(AC5C)-V-Aib-E[Q-(a.Me-2,6.F-Phe)-Nle-HQ-Ci1-A-Aib-(Bip(OM e))-
(APPA) 48
Aib-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nte-HQ-Cit-A-(a-Me-2,6-P-Phe)-  



(Bip(ON4e))-(APPA) 849
(ACse).V.Aib-E1Q-(a,-Me-2,6-F-Phe).Nle-41Q-Cit-A-(a-Me-2,6-17-Phe)-
(Bip(OMe))-(APPA) 850 A ib-V-A
ib-E1Q-(a.Me.2,6-F-Phe)-Nle-1-1Q-Cit-Aib.R-(Bip(OMe))-(APPA) 851
(AC5C)-V-Aib.E1Q-(a-Me-2,6-1E-Phe)-Nle-HQ-Cit-Aib-R-(Bip(OMe))-
(APPA) 852 Ai b-V-Aib-E1Q-(a-Me-2,6-F-Plie)-N1c-1-1Q-Cit-A
ib-Cit-(Bip(Otvie))-(APPA) 853
(ACse)-V-Aib-E1Q-(a-Mc-2,6-F-Phe)-Nle-11Q-Cit-Aib-Cit-(Bip(OMe))-
(APPA) 854
Aib-V-Aib-ECQ-(a-Me-2,6-F-Plie)-Nle-HQ-Cit-Aib-Aib-(13ip(Otvle))-(APP
A) 855
(AC$C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-14Q-Cit-Aib-Aib-(13ip(OMe))-
(APPA) 856
Aib.V.Alb.E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Cit-Aib-(a-Me-2,6-F4Phe)-
(Bip(OMe))-(APPA) 857
(AC5C)-V-Aib-EIR)-(a-Me-2,6-F-Phe)-Nle-FIQ-Cit-Aib-(a-Me-2,6-11-Phe)-
(Bip(ON40)-(APPA). 858
Aib-V-Aib-E1Q-(cc-Me.2,6-F-Phe)-Nle-11Q-(1-loCit)-AR-(Bip(OMe))-(APPA
) 859 (ACse)-V-Aib-ElQ-(a.Me-2,6-F-Phe)-N le-I -1Q-aloCit)-Alt-(13
ip(Orvie)).  (APPA) 860 Aib.V.Aib-E1Q-(a-Me-2,6-F-Phe)-Nle4
p-(1-loCit)-A-Cit-(13ip(OMe))- 



(APPA) 861
(ACsC)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-1-0-(floCie-A-00-(Bip(OMe))-
(APPA) $62
Aib-V-Aib-E1Q-(a.Me-2,6-17-Phe)-Nle-HQ-(EloCit)-A-Aib-(Bip(OMe))-
(APPA) 863
(AC5C)-V-Aib-ElQ-(a-Me-2,6-P-Phe)-Nle-HQ-(1-1oCit)-A-Aib-(Bip(OMe))-
(APPA) 864
Aib-V-Aib-E1Q-(a-Me-2,64-Plie)-Nle-HQ-(lioCit)-A-(a-Nic-2,6-17-Phe)-
(Bip(Olvie))-(APPA) 865
(AC5C)N-Aib-EQ-(a-Me-2,6-17-iihe)-Nle-11Q-(11oCit)-A-(a-Me-2,6-F-Phe)
- (Bip(OMe))-(APPA) 866
Aib-V-Aib-1:1()-(a-Me-2,6-E-Phe)-Nle-1-1Q-(11oCit)-Aib-R ,(Bip(OMe))-
(APPA) 67
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-(1-loCit)-Aib-R-(13ip(OMe))
- (APPA) 868
Aib.V.Ath-E1Q-(ix.Me-2,6-F-Phe)-Nle-HQ-(HoCit)-Aib-Cit-(Bip(OMe))-
(APPA) 869 (AC5C)-V-Aib-E1Q-(a-Me-2.6-F-Ithe)-Nle-11Q-(1
faCit)-Aib-Cit-(Bip(OMe))- (APPA) 870
Aib-V-Afb-131Q-(a-Me-2,6-F-Plie)-Nle-10-(11oCit)-Aib-Mb-(B ip(OMe))-
(APPA) 871
(AC5C)N-Ail"-EIQ-(a-Me-2,6-1:-Phc)-Nle-HQ-(11oCit).Aib-Aib-(Bip(OMe))
- (APPA) _ 72 Aib-N-A0)-ER)-(a-Me-2,6-F-Phe)-Nle-1-1Q-(1-loCit)-A
ib-(a-1v1e-2,6-F-Phe)- (13 ip(ON4e))-(APPA) 873
(AC5C)-V-Aib-E1Q-(a-N4e-2,6-F-Phe)-Nle-HQ-(11oCithAib+x-Me-2,6-FPhe)-
(13ip(OMe))-(APPA) 874
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phc)-Nle-HQ-(a.Me-2,6-F-Pho)-AR(Bip(ON10)-(
APPA) 8
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nie-FIC)-(a-Me-2,6-F-Plie)-AR:
(Bip(OMe))-(APPA) 876 



Aib-V-Aib-E1Q-(a44e-2,6,4:-Plie)-N le-1-1Q-(a-Me-2,6-E-Phc)-A-Cil(13
ip(C)N4c))-(APPA) 877 (ACse)-V-Aib-M-(a-Me4,64;
Phe)-Nle-1-1Q(a-Me-2,64:-Phe)-A-Cit.    (Bip(0Mc))-(APPA) 878
Aib-V-Aib-E1Q-(a-Me-2,6-1,-Phe)-Nle-11()-(ct-Me-2,6-17-Phe)-A-Aib-
(Bip(Otvie))-(APPA) 879
(A,C5C)-V-Aib-E1Q-(a-Mc-2,6-F-Pbc)-Nlc-110-(cc-Me-2,6-F-Pho)-A-Aib-
(Bip(OMe))-(APPA) -880
Aib-V-Aib-EIQ-(cc-Me-2,6-1-,-Phe)-Nle-11Q-(ct-Me-2,6-F-Phe)-A(a-Me-2,
6-F-  Phe)-(11ip(OMe))-(APPA) 881
(AC5C)-V-Aib-111Q-(a-Mc-2,6-17-Phc)-N1c-HQ-(a-Me-2.6-F-Phe)-A-(a-Mc-
2,6-P-Phe)-(Bip(OMe))-(APPA) 882 Ai
b-V#Aib-E1Q-(ct.Me2,6-17-Plie)-Nle-DQ-(a-Me-2,6-F-Phe)-A ib-R-  (B
ip(OMe))-(APPA) 883
(AC5C)-V-Aib-f1Q-(a-Me-2,6-12-Plke)-Nle-11Q-(a.Me-2 ,6-F-Phe)-Aib-R-
(II ip(OMe))-(APPA) 884
Aib-V-Aib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-F-PheyAib-Cit-
(1)ip(OMe))-(APPA) 885
(Aese)-V-Aib-E10-(a-Me-2,6-Fac)-Nle-HQ-(a-tvic-2,6-1:-Phe)-Aib-Cit-
(Bip(OMe))-(APPA) 



886
Aib-V-Aib-Er()-(a-Me-2,6-1-7-Phc)-Nle-1-1Q-(tx-Me-2,6-F-Phe)-Aib-Aib-
(B ip(OMe))-(APPA) 887
(AC3C)-V-Aib-litQ-01-Mc-2,64-Phe)-Nle-BQ-01.-Me-2,6.F-Phe)-Aib-A03-
(Bip(OMe))-(APPA)
Aib-V-Aib-E1Q-(a-Mc-2,6-F-Phe)-Nle.11Q-(a-Me-2,6-E-Phe)-Aib-(a-Mc-2,6
-  P-Phe)-(Bip(OMe)HAPPA) 889
(AC5C)-V-Aib-E1Q-(a-Me42,6-F-Phe)Nle-IIQ-(a-Me-2,6-1:-Phe)-Aib-(a-Me-
2,6-F-Phe)-(Bip(OMe))-(APPA)  Table 2 (xix): List of short-chain
peptides prepared Seq. No. ID. Sequence of short-chain peptides 890
A b-V-Aib-EIQLM119-11armA IC -(aMe-111 ip(ON4e))-(A PPA) 891
Aib-V-Aib-E1QL-Nle-HQ-1-1ar-AK4aMe-Bip(0Mc))-(APPA) 892
V-Aib-V-Aib-EIQLMHQ4-lax-A1C-(Bip(OMe))-(aMe-APPA)   893 894
V-Aib-V-Aib-EIQL-Nle-110-11ar-AK-(Bip(OM0)-(aMe-APPA)
(ixtyle-V)-(AC5C)-V-Aib-EIQLMlig-1-lar-AK-(11ip(OMe))-(ahle-APPA) 895
(aMe-V)-(AC5C)-V-Aib-E1QI ,-N le-HQ-114NA K-(B ip(01,40)-(fAie-,APPA)



896 (NMe-V)-(AC5C)-V-Aib-4:1QLMIIQ-Har-A1C-(Bip(ONle))-(aMe-APPA) 897
(Ntvie-V)-(AC5C)-V-Aib-EIQL-Nle-11Q-Har-AK-(Bip(OMe))4aMe-APPA) 898
Aib-V-Aib-E1Q1A41IQ-Har-A-Har-(aMe-Bip(OlvIe))-(APPA) 899
Mb-V-Aib-EIQL-Nle-11Q-1 lar-A-Ilar-(aMe-Bip(OMe))-(APPA) 900 Ai
b-V-Aib-INQLMHQ-Ifara-Har-(Hip(OMe))-(aMe-,APPA) 901
Alb-V-Aib-E1QL-Nle-11Q-Itar-A1-lar-(14ip(OM43))-(aMe-APPA) 902
V-Aib-V-Aib-ERNAMIIQ-11ar-A-1 lar-(aMc-Bip(01+4e))-(APPA) 903
V-Aib-V-Aib-EIQL-Nle4-1Q-I rat-A-11ar-(ccM0-13ip(OMe))-(APPA) 904
V-Aib-V-Aib-E1Q1M1iQ-Elar-A-Flar-(Bip(Orvie))-(aMe-APPA) 905
V-Aib-V-Ath-EIQL-Nle-HQ-1-1ar-A4iar4Bip(ON1e))-(aMe-APPA) 906
(xMc-V)-(AC5C)-V-Aib-E1Q1A11-1Q-liar-A4lar-(B1p(OMe))-(aMe-APPA) 907
(aMe-1/2-(AC5C)-V-Aib-E1Q1,441e-11Q-41ar-A-Ilap(Bip(0100)4c/Me-APPA)
908 (NMe-V)-(AC5C)-V-Aib-FIQLN114Q-Har-A-1 lar-(Bip(Ohle))-(aMe-APPA)
909
(NMetV)-(A(:5C)-V-Aib-EIQL-Nle-FIQHar-A-flar113ip(OMe))-(aMe-APPA)
910 Aib-V-Aib-E1Q1,4"Me-tv1)-1-1Q41ar-A-Ilar-(aMe-Rip(OMe))-(APIIA)
911 Aib-V-Aib-E1Q1,-(aMe-Nle)-HQ-Ilar-A,-11ar-(ciMe-flip(OMe))-(APPA)
912 Aib-V-Aib-EIQL-(aMe-M)41Q41ar-A-1-1ar-(Bip(OMM4xMe-APPA) 913
Aib-V-Aib-EPQL-(aMe-Nle)-1-8)-1-lar-A-1-lar-(Bip(01v10)-(uN4e-APPA)
914 V-Aib-V-Ath-E1Q14aMe-M)-HQ-Efar-A -Har-(ahle-Bip(ON1e))-(APPA)
915 



V-Aib-V-Aih-FIQL-(atvic-Nle)-1-1Q-Ilar-A,.Har-(aMc-Bip(OMONAPPA) 916
V-(AC3C)-V-Aib-EIQL-(aMe-M)-1-1Q-Har-A-ilakaMe-flip(OMe)).(APPA) 917
V-(AC3C)-V-Aib-E1Q1,-(aMe-Nle)-11Q-flar-A-HattMe-Clip(OMe))-(APPA)
918
V-(AC5C).V.A1b-EIQL,-(aMe-M)-11Q-Har-A-Ilar-(ciMe.Bip(01?40)-(APPA)
19
V-(AC5C)-V-Aib-E1Q14-(aMe-N10-HQ-11ar-A-11art(aMe-13ip(0N1e))-(APPA)
020 V-Aib-V-Aib-E1Q1,-(aMe-M)-HQ-1-18r-A-Har-(Bip(OMe))-(aMe-APPA)  ,
921 V-Aib-V-Aib-EIQL-(aMe-Nle)-1-1Q4lar-A-Flar-(Bip(OMe))-(aMt-APPA)
922 V-(AC3C)-Vaib-EIQL-(aMe.M)41Q1-lar-A-Hat-(Bip(OMe)HaMe-APPA)
923 924
v-(AC3C)-V-Aib-131Q1-(aMe-Nle)-1-0-1-1ar-A-1-1ar4Bip(OMe))-(ethle-APP
A)  V-(AC5C)-V-Aib-EIQL-(aMe-M)-HQ-Har-A4 lar-oiip(OMe))-(aMe-APPA)
925
V-(AC5C)-V-Aib-RIQL-(aMe-Nle)-11Q-11ar-A-Ilar-(Bip(OMe))-(aMe-APPA)
926
(aMe-V)-(Aese)-V-Aib-EPLON1e-M)-14Q-Ilar-A-Ilar-(Bip(OMe))-(uNleAJPPA
) 927
(aMe-V)-(AC5C)-V.Aib-EIQL-(aMe-Nle)-HQ-1-tat-A-Har-(Bip(OMe))-(att4eA
PPA) 92$
(NMe-V)-(AesC)-V-Aib-EIQL-(aMe-N1)-1-1Q-1-lar-A-1-1ar.(Bip(OMe))-(aMe
APPA) 929
(NMe-V)-(AC$C)-V-Aib-EIQL-(aMe-Nle)-1-1Q-11ar.A-Har-(Bip(OMe))-(otMeA
PPA) 930 Mb-V-Aib-EIQL-(ahle-N4)-11Q1-1ar-A-liar-(alvfo-2FPho)-(APPA)
931 Aib-V-Aib-ElQ14aMe-Nle)4HQ-liar-A-Ilar-(aMe-2FPhe)-(APPA) 932 



V-Aib-V-Aib-EIQL-(aMe-14)-HQ-1-lar-A-Ilar-(aMe-2PP110)-(aMe-APPA) 933
V-Aib-V-Ai13421Q1,-(aMe-Nle)11Q-liar-A-flar-(aMe-212Phe)-(a.Me-APPA)
934 935
V-(AC3C)-V-Aib-E1Q1..-(aMe-M)-HQ-Hat-A-1-1ar-(aMe-2PPhe)-(aM6-APPA)
V-(ACIC)-V -Ai b-E1Q1,-(aMe-N1c)-1-1Q-Ilar-A-Ilar-(aMe-2PPhe)-(aN4e.-
APPA) 936 937
V-(AC5C)-V-Aib-E1Q1,-(aMe-M)-1-1Q-Flar-A-flar-(aMe-2EPlie)-(aMe-APPA)
V-(ACsC)-V-Aib-EIQL-(ahle-Nle)41Q-Ilar-A-Har-(atvle-2FPhe)-(ahle- .
APPA) 938 (aMe-V)-(ACie)-V-Aib-ENI.,-(aMe-M)-1-1Q-1
lar-A-Har-(aMe-2FPlie)-(aMeAPPA) 939
(aMe-V)-(Aese)-V-Aib-131QL-(aMe-Nle)-11Q-11ar.A.41ar-(atsde-2FPhe)-
(aMe.-APPA) 940 (NMe-V)-(AC5C)-V-Ai la-EIQL-(ccMe-M)-11Q-4 larwA4 1
ar-(aMe-2FPhe)- (aMe-APPA) 941
(NMe-V)-(AC5C)-V-Aib-EIQL-("Mo-Nie)-HQ-Flar-A-14ar-(aMe-2FPhe)-
(aMe-APPA) 942 Aib-V-Aib-E1Q1,-(ale-M)-uQ-1ar-A-f1ar-(aMe-Try)-(APPA)
943 Aib-V-Aib-EIQL-(aMe-Nle)41Q-11zu--A-Har-(aMe-Trp)-(APPA)   944
(AC3(.::)-V-Aib-ElQ1,-(aMe-M)41Q4 lar A-Har-(aMe-il tp)-(APPA) 945
(AC3C)-V-Aib-121Q1.,-(ctMe-Nle)-K-flar-A-14ar-(aMe-Trp)-(APPA) 946
(AC5C)-V-Aib-E1Q1,-(aMe-M)-1-1Q-Har-A-Hat-(aMe-Trp)-(APPA) 947
(AC5C)-V-Aib-E1Q1--(aMe-Nle)-1-1Q-Har-A-Har-(ctIvie-Trp)-(APPA) 110
Aib-V-Aib-E1Q1,-(aMe-M)-1-1Q-Har-A-Har-(ccMe-Trp)-(aMe-APPA) 949
Aib-y-Aib-ETQL-(tiMe-Nle)-11Q-Ilara-Har-(aMc-Trp)4aMe-APPA) 



950
V-(AC3C)-V-Aib-E1Q1.,-(alvle-M)-1-1Q-Flar-A-Har-(Me-Trp)-(aMe-APPA)
951 V-(AC3C)-V-Alb-E1Q1,-(aMe-Nle)-11Q-1 lar-A-I
lar-(aMe-Trp)-(uMe-APPA) 952
V-(AC5C)-V-Aib-HIQL-(aMe-M)-14Q-14ar-A-Har-(alvle-Trp)-(aMe-APPA) 953
V-(AC5C)-V-Aib-E1Q1,-(crMe-Nle)-HQ-Har-A-Ilar4aMe-Trp)-(aMe-APPA) 954
(aMe-V)-(AC5C)-V-Aib-EIQL-(aMe-M)-10-flar-A-Flar-(aMe-Trp)-(aMeAPPA)
955
(aMe-V)-(AC5C)-V-Aih-EIQL-(aMe-Nle)-HQ-Har-A-Har-(0Me-Tm)-(aMeARM)
In vitro and In vivo studies of novel short-chain peptides: The
short-chain peptides prepared as described above were tested or
a) In vitro Rat PT!-!-] R agonist activity (Cyclic AMP detorminatiot
in UMR406 5cells); h) Stahil10) of peptides in human plasma simulated
gastric fluid. intestinal fluid and liver micratornes (ex-vivo); and
0 In vivo anti-osteoporosis activity testing in OVA' rat model. 10a)
In vitro Rat PTI1-1 it agonlst activity (Cyclic AMP determination.,
in UMR-106 cells): The PTF1R is a GPCR and the PTHR agonist binds to
it and through ignal transduction causes activation of adenylate
cyclase and raises intracellular CAMP levels. To monitor agonistic
activity of new compounds, UMR-106 rat osteosarcoma cells (Source
ATCC) 15endogenously expresses rat PTIIR, especially, PTH-IR was
treated with various concentration of test compounds and amount of
cAMP released were determined. UlvIR-106 cells were cultured in DMEM
nutrition media (Sigma) containing 10% Fetal Bovine Sentra (PBS) and
IX Penstrep. Cultured cells were plated at a density of 5 x   104
cells per well in MEM media supplemented with 10% PBS, in 96-well
tissue culture plates and grown for 2 days before the efficacy
assays. On the day of assay, the growth medium was carefully removed
by suction and cells were washed once with 200 pl of PBS, incubated
in 90 pi reaction media (plain DMEM media, low glucose,  5 0.1% BSA
(Sigma) and I triM 3-isobuty1-1-methylxanthine (Sigma), at 37C for 30
min and then treated with 10 pi of test compounds (concentrations 1,
10 and 100 nM) in 90 ul of reaction media and incubated at room
temperature for 30 min, The medium was aspirated, 60 pi of lysis
buffer, enzyme donor (ED) substrate reagent and cAMPantibody reagent
was added and plates were incubated at room temperature for 1h.  10
Further, enzyme acceptor (EA) reagent (40 pi) was added and
luminescence was read after incubation for 2 h at room temperature in
Top Count L.-Max Luminometer (each well reading for 20 sec). From
cAMP standard curve, the amount of released cAMP was determined, Data
is calculated as percent of control (Vehicle: water) and expressed as
Mean  SD. The in-vitro PTH-1 receptor agonistic activities of
representative  15 peptides are listed in Table 3. The data was
analysed by non-linear regression curve fit (Sigmoidal dose) to
determine the E.Cso of the selected test compounds (Carter P. H., et
al., PNAS, 2007, 104(16), 6846-6851; Merritt B, S., J. Cellular
Physiology, 2005, 152(3), 520-528; Reid I. R., Am. J. Physiol.
Endoerinol. Metab., 253, 1987, E454350). Table 3: In vitro PTI It
agonistic activity of selected test compd, amount of cAtviP released
with respect to control Compounds 1nM 10 tiM 971.-0.10 100 nM PTH
(i---j4) 



4I0.12  1000.06 Seq. ID. 9 161:0.022 411.0.16 520.21 Seq. ID. 15
280.1 780.02 990.02 eq ID. 20 79110.02 1111.0.03 1211.0.07  Seq.
10.23 120.03 410,10 690.07 Seq. ID. 30 190.12 510.06 800,05  Seq. ID.
41 260,01 790.02 970.01 Seq. [0. 49 160.! 560.2 730.05    Seq. ID. 59
1910.01 660.01 840.2 Seq. ID. 65 3410.01 



820.16 1040.12 Seq. [11. 78 231-0.03 7310.01 9310.3 Seq. ID. 91
4210.1 1010.2 1100.03 Seq. ID. 110 120.04 290.05 91:0.06 820.07
7210.02 101/0.01 Seq. ID. 132    Seq. ID. 156 310.2 8910.03 106t0.04
Seq. ID. 174 3110,02 7210.09 10010.11 Seq. ID. 198 3210,02 340.09
7110.16 9910.21 Seq. [0. 212  8810.07 1160.04 Seq. ID. 238 



3810.13 910.12 7110111 12010.11 Seq. ID. 256 281-0.1  871.0.15 Seq.
ID, 271 4610.1 1081-0.01 .11610.11 Seq. [0. 292 390,11 10410.09
1200.06 Seq. ID. 311 2610.08 680.06 860.01 Seq. [11. 325 380.9 980.03
1160.01 Seq. ID. 330 1810.12 510.15 720.18 Seq. 111. 346 210.02
510.12 690.17 Seq. ID, 351 3810.15 790.01 119/.0.06 Seq. 10. 372
321-0.02 710.16 



990.21 Seq. ED. 397 80.11 1020.09 1170.06 Seq. ED. 418 290.11 5210.07
690.01 Seq. ID. 429 390.11 1010.12 1200.10   Seq. ID. 444 260.022
671.0.46 810.41 Seq. ID. 461 561:0.09 1010.07 1261:0.04 1160.04- Seq.
19. 410 Seq. ED. 479 360.09 880.07   480.1I 990.10 1120.13 Seq. 111.
486 40.01 820.16 1040.12 Seq. ID. 501 280.11 



710.11 87015 Seq. ID. 514 191'0.12 640.04 80'0.01 Seq. ILD. 521
210.02 510.12 690.17 Seq. ID. 540 16.10.02 570.43 750.21 Seq. ID. 553
380.9 980.03 I160.01 Seq. 10. 598 380.15 790.0 I 10 I 0.12 I I 90.06
1200,10 Seq. ID. 609 390.11   Seq. 10. 637 360.12 980.06 1101:0.01
Seq. 10. 647 560.09 10110,07 1020.10 1260.04 1120.13 Seq. ID. 678 



480.11   Seq. ID. 694 190.12 640.04 800,01 Seq. ID. 712 150,01 54'1;
0.4 690.03 Seq. ID. 733 360.12 980.06 1100.01 Seq. ID. 751 340.09
880.07 1 I 60.04 Seq. ID. 781 160.02 570.43 750.21 Seq. 10. 799
380.03 99_10.1 1060.03 Seq. 10. 813 820.05 1090.1 1100.7. 660.05 Seq.
10. 820 140.3 480.03    Seq. ID. 841 



32/0.11 741.0.14 10010.01 Seq. ID, 860 2210.12 500.15 700.18 Seq. ID.
872 190.11 420.09 , 590.06 Seq. 10. 836 310.020 720.17 1000.11 Seq.
ID. 899 380.13 910.14 12010.11 Seq. ID. 905 3910,11 1041.0.09 1200.06
Seq. 111.917 4610.02 980.01 1161:0.11 Seq. 10. 925 160.022 410.16
520.21 Seq. ID. 917 261:0.08 680.06 8610.01 Seq. ID. 926 181;0,12
510.15 721.0.18 



Seq. ID. 935 380.11 10210.09 11710.06 Seq. ID. 942 290,! 1 0.07
690.01 Seq. ID. 950 260.022 671.0.46 810.41 Seq. ID. 954 360.09
8810.07 116*0.04  b) Stability of peptides in human plasma, simulated
gastric fluid, intestinal fluid and liver microsontes (ex-vivo):
Different short-chain peptides (final concentration 2 i..tM) were
incubated with either  $ pooled human plasma (7.5 4) or simulated
gastric fluid (pH 1.5; composition [(Cl, Had and Pepsin) or simulated
intestinal fluid (pH 7.5) or human liver microsomes, for 0, 2, 4, 6,
12 and 24 h (37 C; 50 rnM triethanolarnine-HCI buffer; pH 7.8).
Concentrations of human plasma/ simulated gastric fluid/ simulated
intestinal fluid/ human liver microsomes were selected in preliminary
experiments to provide  10 degradation of approximately 50% of
P111(1-34) within I 11, therefore allowing time-dependent degradation
to be viewed over 24 h. Reactions were terminated by the addition of
TFA/H20 (15 mL, 10% (v/v)). The reaction products were then applied
to a Vyclec Cis analytical column (4.6 x 250-mm) and the major
degradation fragment separated from intact short-chain peptides. The
column was equilibrated with TFA/1120, 7$  at a flow rate of I
int/rnin. Using 0.1% (v/v) TEA in 70% acetonitrile/I120, the
concentration of acetonitrile in the eluting solvent was raised from
0% to 28% over 10 ruin and from 28% to 42% over 30 min. The
absorbance was monitored at 206 nm using IN detector and peaks were
collected manually prior to ES1-MS analysis. Area 5 under the curve
was measured for test peptides and their metabolites and percentage
degradation were calculated at each time point over a period of 24 h.
Stability study results of selected peptides, in human plasma,
simulated gastric fluid, intestinal fluid and liver miorosomes (in
vitro) are listed in Table 4.  Table 4: Stability study results of
selected short-chain gastric fluid, intestinal fluid and liver
microsomes (in vitro) peptides in human plasma, Simulated intestinal
Suit simulated liver microsomesd Seq. ID, No. Human plasma Simulated
gastric pule   PT11(1-34) 97(0.5) 100 (0.1) 



100 (0.2) 100 (0.1) Seq. 19.10 70(9) 100 (0.5) 105(0.5) 100 (0.5) WIC
83(l) Seq. 19. 14 69(8) 11 (7) 43 (6) 46 (6)  Seq. 10.25 75(8) 12 (8)
Seq. 10. 34 70(8) I() 41 (6) 77(l) Seq. ID. 46 00 (>24) 00 (>24) 00
(>24) 31 (5) Seq. ID, 56 Seq. ID. 62 00 (>24) 00 (>24) 00 (>24) 00
(>24) 00 (>24) 32 (5) (5) 



00 (>24)    Seq. 111. 75 78(9) 100 (0.5) 100 (0.5) 100 (0.5) Seq. 10.
85 77(9) 100 (0.5) 100 (0.5) 00 (0.5) Seq. 10. 95 Seq. ID, 100 80(9)
00 (>24) 100 (0.5) 49 (4) 100 (0.5) 00 (>24) 100 (0.5) 82 (2) Seq.
ID. 115 78(8) 12 (8) 55(6). 79 (1) Seq. ID. 142 80(8) 13 (8) 50 (6)
82(l) Seq. 10. 161 78(8) 14 (8) 43 (6) 80(L) 



Seq. ID. 182 00 (>24) 00 (>24) 00 (>24) 26 (5) Seq. ID. 220 75(8) 12
(8) 46 (6) 83(I) Seq. DD. 240 71(8) 14 (8) 40 (6) . 78(I) Seq. ICD.
250 78(8) 14 (8) 43 (6) 80 (1) Seq. ID. 260 70(8) IS (8) 41 (6)
77(I).,   Seq. M. 270 78(9) 100 (0.5) 100 (0.5) 100 (0.5) Seq. 10.
290 Seq. 10.315 Seq. ID. 329 - 75(9) 100 (0.5) 100 (0.5) 100 (0.5)
100 (0.5)  



71(9)  100 (0.5) 100 (0.5) 100 (0.5) 100 (015)  70(9) 100 (0.5)
Seq. 10. 345 70(9) 100 (0.5) 100 (0.5) 100 (0.5)     .. Seq. ID, 380
00 (>24) SO (4)      00 (>24) 86 (2) Seq. ID. 390 00 (>24) 55 (4) 00
(>24) 84 (2) Seq. ID. 411 77(8) 14 (8) 



45 (6) 81 (I) Seq. ID. 430 00 (>24) 45 (4) 00 (>24) as Or -- Seq. ID.
440 00 (>24) 43 (4) 00 (>24) 84 (2) Seq. ID. 460 748) 14 (8) 40 (6)
78(t) Seq. ID. 480 00 (>24) 00 (>24) 00 (>24) 32 (5) Seq. liD. 490 00
(>24) 43 (4) 00 (>24) 84 (2) Seq. 10. 510 00(>24) 41 (4) 00(>24) 80
(2) Seq. ID. 525 78(8) 12 (8) 55 (6) 79(1) Seq. 10. 550 80(8) 



13 (8) 50 (6) 82(I) Seq. ID. 560 78(8) 14 (8) 43 (6) 80 (I) Seq. ID.
570 71(9) 100 (0.5) 100 (0.5) 100(01"5-r- Seq. ID. 580 75(8) 12 (8)
46 (6) 83(I) Seq. ID. 590 00 (>24) 00 (>24) 00 (>24) 35 (5) Seq. ID.
610 71(8) 14 (8) 40 (6) 78(I) Seq. ID. 650 70(8) 15 (8) 41 (6) 77(1)
Seq. ID. 690 70(8) 12 (8) 42 (6) 78 (1) Seq. ID. 710 



00 (>24) 00 (>24) 00 (>24) 35 (5) Seq. ID. 720 I0(>20) 50 (4) 00(>24)
86 (2) Seq. ID. 730 05(>22) 55 (4) 00 (>24) 84 (2) Seq. ID. 750 09
(>23) 45 (4) 00 (>24) 85 (2) Seq. 10. 790 00 (>24) 43 (4) 00 (>24) 84
(2) Seq. ID. 805 00 (>24) 49 (4) 00 (>24) 82 (2) Seq. ID. 00(>24) 52
(4) 00(>24) 81 (2) Seq. ID. 829 01 (>23) 43 (4) 05 (>22) 84 (2) 



Seq. 10. 840 00(>24) 00(>-24) 00(>24) 33 (5)   Seq. ID. 860 77(8)
14(S) 45 (6) 81 (1) Seq. ID. 880 Seq. ID. 890 00 (>24) 00 (>24) 00
(>24) 31 (5) 32 (5)  00 (>24) 00 (>24) 00 (>24)  Seq. ID. 895 00
(>24) 00 (>24) 00 (>24) 33 (5) Seq. 10. 898 00 (>24) 00 (>24) 00
(>24) 26 (5) Seq. ID. 906 78(9) 100 (0.5) 100 (0.5) 100 (0.5) 



Seq. ID. 910 77(9) 100 (0.5) 100 (0.5) 100 (0.5) Seq. 10. 915 80(9)
100 (0.5) 100 (0.5) 100 (0.5) Seq. ID. 920 00 (>24) 00 (>24) 00 (>24)
35 (5) Seq. [0. 925 78(9) 100 (0.5) 100 (0.5) 100 (0.5) Seq. ID. 930
00 (>24) 00 (>24) 00 (>24) 32 (5) Seq. ID. 936 00 (>24) 52 (4) 00
(>24) 81 (2) Seq. ID. 939 10 (>20) 08 (>22) 09 (>22) 33 (5) Seq., ID,
940 00 (>24) 00 (>24) 00 (>24) 



32 (5) Seq. [0. 945 75(9) 100 (0.5) 100 (0.5) 100 (0.5) Seq. ID. 949
Seq. ID, 950 70(9) 00 (>24) 100 (0.5) 100 (0.5) 100 (0.5)   00 (>24)
00 (>24) 35 (5)  a: % degradation of half-life (to), in II;  b: %
degradation of represent half-life (tm),  c: A degradation bracket
represent half-life  d: 14 degradation represent half-life (tin),
peptides in 2411 whet incubated with human plasma and values in
bracket represent peptides in 24h when incubated with simulated
gastric fluid and values in bracket in h; of peptides in 24h when
incubated with simulated intestinal fluid and values in (to), in h;
of peptides in 24h when incubated with liver mierosomes and values in
bracket in h.  c) In viva anti-osteoporosis activity testing in oyx
rat model: The ovariectoiniced (OVX) rats were used to study
anti-osteoporosis activity of test compounds (short-chain peptides)
in vivo. The OVX rats develop osteopenia due to 5 ovarian hormone
deficiency. Osteopenia can be detected as early as 14 days post OVX,
increase for the next 100 days and then stabilised (Wronski T. J., et
at, Calcif. Tissue Int., 43(3), 1988, 179483). Detailed study
protocol to evaluate the effects of anabolic therapy on bone markers
and histontorphornetry in OU animals: 1010 to II weeks old Female
Wistar Rats (150-200 g) were used. The animals were kept in
individually ventilated cages in a room with controlled temperature
(23  3C),  lighting (12:12 h light-dark cycle) and relative humidity
(55  10%). Animals had free access to standard rat chow and water.
Protocol for use of animals for conducting this study has been
reviewed and approved by institutional Animal Ethics Committee (IA
EC). 



5The animals were marked with picric acid for identification and
acclimatized to experimental room conditions for 2 days prior to
initiation of the study. For the induction of osteoporosis, rats were
bilaterally ovarieetomised tinder anesthesia. For Ovariectotny,
Incision was made on dorsa-lateral side near lumbar region of animal.
After that, ovary was excised and the veins were tied with ligature
before removing 10ovary to prevent blood loss. Then incision Was
sutured back with ligature. After Bilateral ovariectomy, animals were
allowed to rest for 4 weeks.. They were then divided into different
groups (n-9) based on their body weight. The groups consisted of a no
treatment control, P1I-1 as standard and one or two groups of test
compounds (short-chain peptides), The treatment was given for the
duration of 6 weeks. At the last  15 day of treatment animals were
kept overnight in metabolic cages under fasting for the collection of
Urine. Next day, blood was collected after 24 hours of last dosing
and animals were sacrificed. Changes in biochemical parameters and
bone turnover parameters (Increase in serum Calcium and decrease in
Phosphate levels, Acid Phosphatase and TRAP) were evaluated in the
urine and serum. After sacrificing,  20 intact femur and tibial hones
are removed and cleaned from adherent tissues, muscles and tendons;
weighed and collected in formal, saline (10% formaldehyde solution).
Lumbar vertebra (15) was excised, carefully cleaned and collected in
formal saline. Femur, tibia and Lumbar vertebra-5 (L5) were later
processed for histomorphometric evaluation (Zhang L., et al., Tohoku
J Exp Med., 1998, 186(2), 131-41; Tanizawa T., et 25al., Tokicol
Lett., 1998,102, 399-403). Increase in serum Calcium and decrease in
Phosphate levels (% change vs FIE) of selected peptides are listed in
Table 5.  PTEI(1-34) 20 pig/kg, Sc 100 100 Seq. ID. 7 1 mg/kg, pa 5
mg/kg, po 90 118 88 Seq. ID. 12   102 Seq. ID. 39 0,03 mg/kg, pa 88
66 Seq. ID. 72 0.01 mg/kg, pa 49 77 Seq. ID. 99 2 mg/kg, pa 99 89
Seq. ID. 117 3 mg/kg, pa 110 99 



Seq. [D. 158 0.1 mg/kg, pa 100 82 Seq. 10. 210 1 mg/kg, pa 96 99 Seq.
ID. 293 5 mg/kg, pa 67 75 Seq. [D. 31 mg/kg, pa 102 93 Seq. ID. 391
0.1 mg/kg, pa 82 59 Seq. ID. 407 0.03 mg/kg, pa 77 81 Seq. 10. 469
0.01 mg/kg, pa 43 65 Seq. ID. 51 1 1 mg/kg, po $4 88 Seq, ID. 556 5
mg/kg, pa 77 $4 Seq. ID. 599 0,03 mg/kg, pa 110 



90 Seq. [D. 607 0.01 mg/kg, pa 78 88 Seq, ID. 649 2 mg/kg, po 86 82
Seq. ID, 686 3WI% Pa 84 80 Seq. [D. '742 0.1 mg/kg, pa 89 9 Seq. ID,
779 1 mg/kg, po 67 56  Seq. ID. 798 5 mg/kg, po 88 82 Seq. ID. 801 3
mg/kg, po 59 65 Seq. 10. 814 0.02 mg/kg, po 99 95 Seq. ID, 833 0.05
mg/kg, po 86 78 Seq. ID, 847 



0.5 mg/kg, po 77 79 Seq. ID. 893 0.3 mg/kg, pc 108 89 Seq. ID. 902
0.8 mg/kg, pa 110 98 Seq. ID, 911 10 mg/kg, po 121 97 Seq. ID. 929 2
mg/kg, pa, 121 90 Seq. ID. 941 0.9 mg/kg, pa 99 95        The In
vitro DRC study (in Rat PTI4-1 R assay) data (EC50) of PTII(1-34)
(Figure A) and Seq. ID No. 11 I (Figure 13), as representative figure
is shown in Figure I. The In viva DRC study data, after 6-weeks
treatment with Seq. ID. No. III  ffACIC)-
V-Aib-E1Q-(a-Me.2,6-F-Phe)-Nle-14Q-1-lar-A ib-K-(a-Me-2,6-F-Phe)), at
different doses (0.1/0.2/0.3/0.5 mg/kg, pc), in OVX Female Wister
rats, via oral route of administration, as representative figure is
shown as Figure 3 (Figure A: % increase in serum Ca24 levels: Figure
13: % decrease in serum PO4 levels), The Figure 4 represents the
Changes in biochemical parameters and femur weight, in OVX Rat after
6 weeks 10  treatment with Seq. ID No. Ill  and VITI(1-34). The
Figure 5, 6 and 7 represents histological sections of the femur,
tibia and lumbar vertebrae, in OVX rats, after 6- weeks treatment
with Seq. ID No. Ill. Utilities: 15In a preferred embodiment, the
present invention provides a method of making short chain peptides
that function as an agonist of the PT1-I-1 receptor having different
degree of affinity (1.1000 nM concentration) in UMR-106 cells, The
P1I-1-1 receptor agonistic activity was assessed by estimation of
amount of cAMP released by the test compounds (in vitro). In OVX
mice/ rat models (in vivo), some of the short-chain  peptides showed
improvement in bone growth parametes thus making them ideal
therapeutic candidates for the treatment and prevention of
osteoporosis. Novel short chain peptides of present invention showed
increased stability against various proteolytic enzymes and due to
increased stability and short chain length, such 5short chain
peptides can also be delivered by oral route of administration, along
with other invensive and non-invensive routes of administration.
The novel short chain peptides of the present invention can be
formulated into suitable pharmaceutically acceptable compositions by
combining with ,suitable excipients as are well known. 10The
pharmaceutical composition is provided by employing conventional
techniques. Preferably the composition is in unit dosage form
containing an effective amount of the active component, that is, the
short-chain peptides of formula (I) either alone or combination,
according to this invention. The pharmaceutical composition can be
prepared by known processes by combining the compound of formula (I)
with 15suitable excipients comprising suitable excipients selected
from suitable diluents, 



stabilizers, buffers and the like as is known in the art.        The
quantity of active component, that is, the short chain peptides of
formula (1) according to this invention, in the pharmaceutical
composition and unit dosage form thereof may be varied or adjusted
widely depending upon the particular application  20 method, the
potency of the particular short chain peptides and the desired
concentration. Generally, the quantity of active component will range
between 0.5 % to 90% by weight of the composition.
Accordingly, the short chain peptides of the present invention can be
administered to mammals, preferably humans, for the treatment of a
variety of  25 conditions and disorders, including, but not limited
to, treating or preventing osteoporosis, such as primary
osteoporosis, endocrine osteoporosis (hyperthyroidism,
hyperparathyroidism, Cushing's syndrome, acrotnegaly, type I diabetes
mellitus, adrenal insufficiency), hereditary and congenital forms of
osteoporosis (osteogenesis imperfecta, homocystinuria, Menkes'
syndrome and Riley-Day syndrome), nutritional  30 and
gastrointestinal disorders, haematological disorders/malignancy
(multiple myeloma, lymphoma and leukaemia, hemophilia, thalassemia),
osteoporosis due to immobilization, chronic obstructive pulmonary
disease or rheurnatologic disorders (rheumatoid arthritis,
spondylitis), Osteomyelitis or an infectious lesion in bone, leading
to bone loss.         Ilypercalcemia resulting from solid turnouts
and hematologic malignancies, idiopathic hypercalcemia and
hypercalcemia associated with hyperthyroidism and renal function
disorders. Osteopenia following surgery induced by steroid
administration and associated with disorders of the small and large
intestine and with chronic hepatic and 5 renal diseases.
Osteonecrosis or bone cell death, associated with traumatic injury or
nontraumatic necrosis associated with Gaucher's disease, sickle cell
anaemia, systemic lupus erythematosus and other conditions.
Periodontal bone loss, Osteolytic metastasis, bone fracture healing
and hyperproliferative skin disorders such as psoriasis.  We claim:
I. An isolated short-chain peptide having a sequence of Formula (I),
including its tautomers, solvates
A.-7,1-Z2-Z3-Z4-Z5-4-17-748-Z9710-Z11-Z12-Z13-7,14-7,15-8 ('l)
wherein, A represents the groups -:NH-R1 or R3-CO-NH-, wherein R1
represents hydrogen, Biotin, or optionally substituted linear or
branched (C1-15) alkyl chain, or amino 10 acids such as pyroglutamic
acid (Pyr), iPro (P), alpha-methyl-Proline (edyle-P), Val (V),
N-methyl-valine (NIVIe-V), alpha-methyl-Valine (alVle-V),
Lys(Biotin), Lys(alkyl), Lys(acetyl); R3 is selected from linear or
branched (Cris) alkyl chain, (CI-6)alkoxy, (C3-C6) cycloalkyl, aryl,
heteroaryl or arylalkyl groups each of these groups is further
substituted with suitable substituents; .15'B represents --COOR2,
-CONHR2 or CH201(2, wherein it2 represents H or suitable amino acids
selected from Val (V), alpha-methyl-Valine (a.Me-V), Lys(Biotin),
Lys(alkyl) & Lys(acetyl); Each of Z1 Z3 & Z12 may be same or
different and independently represents a naturally or unnaturally
occurring amino acids selected from Ser(S), alpha-methyl-Serine
(alvle-S), Val (V), alpha-methyl-Valine 20 V), Pro (P),
alpha-methyl-Proline (aMe-P), Gly(G), Ala(A), ct-amino-isobutyric
acid (Aib), 1-amino cyclopropane carboxylic acid (AC3C),
I-aminocyclopentanecarboxylic acid (AC5C),
1-amino-cyclohexanecarboxylic acid (AC6C); 72 represents either a Val



30 occurring amino acids selected from Ala.(A), a-amino-isobutyric
acid (Aih), !- amino cyclopropane carboxylic acid (AC3C),
1-amino-cyclopentanecarboxylie acid (AC5C),
1-amino-cyclohexanecarboxylie acid (AC6C).  6. The compound of
formula (I) as claimed in claim 1. wherein 4 represents 'Val(V). 7.
The compound of formula (I) as claimed in claim I wherein each of Z4,
746 & Z10I may be same or different and independently represents a
naturally or unnaturally occurring amino acid selected from Glu(E),
Gln(Q) or Mb. 58. The compound of formula (I) as claimed in claim 1
wherein each of Zs, 4 and Z9 may be same or different and
independently, represents a naturally or unnaturally occurring amino
acid selected from the group comprising of Lett (t), lie (1), Nle,
HoLeu (Homoleucine), His (11), alpha-methy1-2-11tiorophenylalanine
(-a-Me-2FPhe-) or alpha-methyl-2,6-dillurophenylalanine
1-a-Me-2,6-F-Phe-). 109. The compound of formula (1) as claimed in
claim 1 wherein Z.8 represents a naturally or unnaturally occurring
amino acid selected from Met, alpha-methyl-Met (aMe-M), Nle,
N-methyl-Nle ((NMe)Nle). 10. The compound of formula (I) as claimed
in claim I wherein each of ZH and Z13 may be same or different: and
independently represents a naturally or unnaturally  15 occurring
amino acid selected from Aib, aMe-Pro, Lysine (K), Lysine-Biotin
(K(Biotin)), (NO2), Arginine (R), Arg(N07), Homoarginine (liar),
Ornithine (Om), Orn(NO2), Citrulline (Cit), Homocitrulline (HoCit),
alpha-methyl-2- fluorophenylalanine (-a-Me-2F-.Phe-) or
alpha-methyl-2,6-dif1urophenylalanine 2011. The compound of formula
(1.) as claimed in claim 1 wherein Z14 represents a naturally or
unnaturally occurring amino acid selected from
2'-ethy1-4'-methoxybiphenylalanine (Bip(O.Me)), a-methylated Bip(OMe)
[aMe43ip(0.1\4e)], alphamethy1-2-fluorophenylalanine (-a-Me-2F-Phe-)
or alpha-methyl-2,6- diflurophenylalanine 2512. The compound of
formula (1) as claimed in claim 1 wherein Z45 represents naturally or
unnaturally occurring amino acid selected from
2-amino-5-phenylpentanoic acid (AP:PA) or
2-amino-2-methy1-5-phenylpentanoic acid (a-Me-APPA). 13. The compound
of formula (I) as claimed in claim 1 wherein the aryl group is
selected from phenyl, napthyl, indanyl, fluorenyl or biphenyl,
groups. 3014. The compound of formula (I) as claimed in claim 1
wherein the heteroaryl group is selected from pyridyl, thienyl"
furyl, imidazolyl, benzofuranyl groups.  15. The compounds of formula
(1) as claimed in claim I wherein the substituenls, when present, are
selected from hydroxyl, oxo, halo, thio, nitro, amino, alkyl, alkoxy,
haloalkyl or haloalkoxy groups. 16. The compounds of formula (1) as
claimed in claim 1,
5A-Z1-72-Z3-7,47Z5-76-17-74-19-43-Z11-Z11-113-41-Z15-B (0 wherein 'A'
represents the groups -N1-J-R1 or R.3-CO-Nr1-, wherein R.1 represents
hydrogen, biotin or suitable amino acids selected from pyroglutamic
acid (Pyr), Pro (P), Val (V); R3 is selected from optionally
substituted linear or branched (C)-,0  10 alkyl chain; 13' represenis
--COOR2, -CONIM.2 wherein 142 is as defined in claim 1; each of Z1,
Z3 & Z12 may be same or different and independently represents a
naturally or unnaturally occurring amino acids selected from Ala(A),
a-aminoisobutyric acid (Alb), .1-amino cyclopropane carboxylic acid
(AC3C), 1-aminocyclopentanecarboxylic acid (AC5C), I
-amino-cyclohexanecarboxylic acid (AC6C);  15 '4 represents a Val
(V); each of Z4, 4 & Zio, may be same or different and independently



A ib-V-(AC5C)-E1QT.,-Nle-11Q-Har-Aib-K-(a-Me-Plie);
(AC5C)-V-(AC5C)-EIQI,MITQ-Har-(aMe-Pro)-K-(a-Mc-Pho);
(AC5C.)-V-(AC5C.)-EIQL-N1e-M-Har-(aMe-Pro)-K-(cc-Me-Phe);
(AC5C)-V-Aib-RIQLMHQ4Har-Aib-K-(ct-Me-Phe); 20(AC5C)-V -A
ib-EIQL-Nh-K-(ov.Me-.Pho); Ai b-V-(AC6C)-EIQLM.11-(a-Mc-Pile); A i
b-V-(AQ,CFETQL-Nle-HQ-Har-A lb-KO-Mc-Me); A ilp-V-A
ib-E1Q-(w-Me-2F-Pbe)-N11 clic)-Har-AK-(a-M.e-Plic); A
ib-V-Aib-EIQ-(a-Me-2F-Phc)-N le-I TQ-1-lar-(aMe-Pro)-K-(a-Me, AO; 25A
ib-V-A ib-E1Q-(a-Me-2F-Phe)-Nle-.11Q-Har-Alb-K-(a-Me-Phc);
(AC3C)-V-Aib-1319-(a-Me-2P-Phe)-Nle-HQ-klar-AK-(a-Me-Pbc);
(AC3(1)-V-Aib-ER)-(a-Me-2F-Phe)-N Ic-FIQMar-(aMe-Pro)-K-(tx-Me-Phe);
(AC3C)- V -A ib-EIQ-(a-Me-217-Phe)-4?1 le-HQ-Har-A b-K-(a-Me-Phe); A
ib-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Fiar-AKO-Me-Phe); 30A
ib-V-(AC5C)-E1Q-(ct-Me-21^-Plic)-N1c-HQ-Har-(uMe-Pro)-K-(a-M e-Phe);
Aib-VT(AC5C)-1i1()-(a-Me-2F-Phe)-Nle-HQ-Har-.Aib-K-(a-Mc-Phe);
(AC5C)-V-(AC5C)-Eit)-(a-Me-2F-Phe)-Nle-HQ-Ffar-AK-(a-Me-Ptie);
(AC5C)-V-(AC5C)-E1Q-(0,-Me-21:-Phe)-Nle-HQ-Ear-(ctIvie-.Pro)-1(-(a-Me
-.Phe);
(AC5C)-V-(AC5C)-BEQ-(a-Me-2F-Phe)-Nle-HQ-1111.-4ib-K-(a-Me-Phe); A
ib-V-A ib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-AK-(a-Me-The); A
ib-V-Aib-ER)-(a-ME,--2,6-F-Plie)-Nle-IIQ-Flar-(aMe-rro)-1C-(a-Me-ithe
); 5A ib-V-A b-EIQ-(a-Me-2,6-F-Phe)-N1e41Q-Har-Aib-K-(a-Me-Plie);
(AC3C)-V-Aib-E1Q-(a-Nle-2,6-F-Pbe)-Nle-ti()-Har-AK-(a4Me-Phe); (A
C3C)-V-Aib-MQ-(a-Me-2,6-F-Phe)-Nle-HQ-Har-(a1Vie-Pro)-K-(oz-Me-Phe);
(AC3C)-V-Aib-RIQ-(a-Me-2,6-F-Phe)-Nle-HQ-Har-Aib-K-(a-Me-Phe);
Aib-V-(AC5C)-E1Q-(aMe-2,6-17-Phe)-Nie4iQ-liar-AK-(a-Me-The); 1.0A
ib-V-(AC5C)-131Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-(ocMe-Pro)-K-(a-Me-Phe);
Aib-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-N1e-K4Har-Aib-K-(a-Me-Phe);
(AC5C)-V-(AC5C)-ER)-(a-Me-2,6-17-Phe)-N1e-.14Q-Har-AK-(a-Me-Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-IIQ-Har-(aMe-Pro)-K-(a-Me-Pl
ie);
(AC5C)-V-(AC5C)-ER)-(a-Me-2,6-F-Phe)-Nie-HQ-Har-Aib-K-(a-Me-Phe);
15(AC5C)-V
-(AC5C)-EIQ-(a-Me-2,6-F-Phe)-Nle-H-(Abu(CN))-Har-AK.-(a-Me- Me);
(AC5C)-V-A ib-MQ-(a-Me-2,6-F-Phe)-N le-HQ-Har-AK-(a-Me-Phe);
(AC5C)-V-A
ib-ER)-(a-Me-2,6-1-7-Plie)-Nle41Q-1-lar-(aMe-Pro)-K-(a-Me-Phe);
(AC50-V-Aib-E19-(a-Me-2,6-F-Phe)-Nle-HQ-Elar-A.lb-K-(aiMe-Phe);
20(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-M-HQ-Har-AK-(a-Me-Phe);
(AC5C)-V4AC5C)-.131:Q-(a-Me-2,6-F-Plie)-M-11Q-llar-(aMe-Pro)-K-(oc-IV
IC-Plie);
(AC5C)-V-(AC5C)-.E1Q-(a-Me-2,6-F-Plie)-WHQ-Ilar-Alb-K-(a-Me-Phe); A
ib-V -A ib-EIQ-(a-Me-2F-Phe)-N le-HQ-Ff ar-AK-(a-Me-2F-Phe); A
ib-V-Alb-MQ-(-Me-2E-Phe)-Nle-1-1Q-Har-(aMe-Pro)-K-(a-Me-2F-Phe); 25A
ib-V-Ai b-EIQ-(a-Me-2F-Phe)-Nle-HQ-llar-Aib-K-(a-Me-2F-Phe);
(AG5C)-V-Aib-ER)-(ct-Me-2F-Phe)-Nie-.11941ar-A1C-(a-Me-2F-Phe); (A
C3C)-V-A ib-E1Q-(a-Me-2F-Pbc)-Nle-11Q-Ilar-(aMe-Pro)-K-(a-Me-2F-Phe);
(AC5C)-V-A1b-E1Q-(a-Me-2F-Phe)-N le-HQ-Bar-Aib-K-(a-Me-2F-Phe); Ai
b-V -(A C5C)-E1Q-(a-Me-217-Phe)-N1e-HQ-I-lar-A1C-(a-1)40-2F-Phe);
30Aib-V-(AC5C)-E1()-(a-Me-21-7-Plie)-Nle-HQ-Bar-Ox/Vie-Pro)-K-(a-Me-2
F-Phe); A ib-V-(AC5C)-E1Q-(w1vIe-2F-The)-Nle-110.-Har-A
ib-K-(cx-Me-2F-Phe); (A C5C)-V-(A
C5C)-E1Q-(a-Me-21F-Phe)-Nle-HQ-Har-AK-(a-Me-217-Plie);
(AC5C)-V-(AC5C)-E1Q0-Me-21?-Phe)-Nle-HQ-Har-(aMe-Pro)-K-(a-Me-2FPhe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-2E-Phe)TNIe-HQ-liar-Aib-K-(Ix-Me-21:-Phe);



(AC5C)-V ib-ElQ1a-Me-2F-Phe)-N le-11Q-Har-A ib-K-(ci-Me:2F-Pbc); Ai
b-V-A ib-E.1Q-(u-Me-2,6-F-Phe)-Nle-111Q-Har-A-K(13
iotin)-(444e-217,-The);
.Aib-V-Aib-M-(a-Me-2,6-F-Phe)-Nle-HQ-Har-AK.-(a-Me-217-Phe); A
ih-V-Alb-E1Q-(a-Me-2,6-F-Phe)Nle-HQ-Har-(aNte-Pro)-K-(a-Me-2F-Phe);
10A i b-V-A ib-E1Q-(a-Me-2,6-F-Phe)-N e-HQ-fiar-Aib-K-(a-Me-2F-Phe);
(AC3C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-TIQ-Har-AK-(a-Me-2F-Phe);
(A.C3C)-V-Aib-Eff.)-(a-Me-2,6-E-Phe).-Nie-HQ-Har-(aMe-Pro)4K-(a-Me-2F
Ithe); (A C3C)-V -A ib-HQ-(a-Me-2,6-17-Phe)-N le-HQ-Nara
ib-K-(a-Me-2F-Phe);
Aib-V-(ACsC)-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-Har-AK-(a-Me-2F-Phe);  15A
ib- V-(AC5C)-EIQ-(a-Me-2,6-F-Phe)-NI
e-HQ-Har-(aMe-Pro)-K-frt-Me.-217-Phe); A
ib-V-(AC5C)-ER).-(a-Me-2,6-17-Phe)-Nle-liQ-Har-Aib-K-(4-x-W-217-Plie)
;   C59-V-(AC5C)-E1 ()-(a-M e-2,6-1F-Phe)-Nle-110.41ar-A
1C-(a-Me-2.17-Phe); (A C5C)-V -(AC5C)-E1Q-(a-Me-2,6-F-Phe)-N The); 20
20(AC5C)-V-(AC5C)-RIQ-(a-IVIe-2,6-F-Phe)-Nle-11Q-ljar-Aib-K-0.x-Me-2F
-Phe); (A
esq-V-Aib-EIQ-(a-Me-2,6-E-Phe)-Nle-HQ-Ilar-AK-(cx-Me-2F-Phe); (A
C5C)-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nle-HQ.Elar-(aMe-Pro)-K-(a-Me-2F-Ph,p
); (A. C5C)-V -A i
b-E1Q-(a-Me-2,671F-Phe)-Nle-HQ-Ilar-Aib-K-(a-Me-2F-Phe); (A C5C)-V-Ai
b-EIQ-(a-Me-2,6-.F-Phe)-N e-11-(Abu (CN))-Har-A K-(a-Me-2F-Phe);
25Aib-V-(AC6C)-E0-(a-Me-2,6-17-PheyN e-HQ-Har-A K-(a-Me-2F-Phe);
.A.ib-V-(AC6C)-EIQ-(u-Me-2,6-F-Plte)-Nie-HQ-liar-(aMe-Pro)-K.-(a-Me-2
F-Phe); A
ib-NT-(AC6C)-ER.7-0,-Me-2,6-F-Phe)-Nle-11Q-Ilar-Aib-K-(a-Me-2F-Phe);
A i b-V-A b-E1Q-(a-Me-2E-Phe)-Nle-HQ-Har-AK-(a-Me-2,6-F-Pbe); A
ib-V-Ai b-EIQ-(a-M e-217-Phe)-Ni
e-11Q-llar-(aMe-Pro)-K-(a-Me-2,647-1the); 30
Aib-V-Aib-EIC2-(a-Me-2F-Phe)-N le-EQ-Har-Aib-K-(ct-Me-2,6-17-Phe);
(AC3C)-V-Aib-E1Q-(a-Me-217-Phe)-Nle-HQ-Har-AK-(a-Me-2,6-F-Phe);
(AC3C)-V-Aih-EK)-(a-Me-2F-Phe)-Nle-HQ-Har-OtiVie-Pro)-K-(a-Me-2"6-F-P
he);
(AC3c)-V-Aib-EIQ-(a-Me-2F-Phe)-Nle-HQ-flar-Aib-K-(a-Me-2,6-F-Phe); A
ib-V-(AC5C)-EI.Q-(a-Me-2.F-Phe)-Nle-HQ-flar-A.K-(a-Me-2,6-F-Phe);  Ai
b-V-(AC5C)-E1(2-(a-Me-2F-Phe)-Nle-FIQ-Har-04v1e-Pro)4C-(a-Me-2,6-1!-P
he); Aib-V-(AC5C)-171Q-(a-Me-2F-.Plie)-N le-HQ-Bar-A
ib-K-(a-Me-2,6-F-Phe); .
5(AC5C)-V-(AC5C)-E1()-(a-Me-2F-P110-Nle-HQ-Har-AK7(a-Me-2,64?-1The);
(A
esC)-V-(ACse)-E11()-(a-Mc-2F-Phe)-Nle-11Q-Har-(aMe.Pro)-K-(u-Me-2,647
-  Phe);
(AC5C)-V-(AC5C)-EIQ-(0.-Me-21F-Plie)-Nle-HQ-Har-Aib-K-(a-Me-2,64:-Phe
); (AC5C)-V-Aib-EIQ-(a-Me-2F-.Plie)-Nle-HQ-Har-A1C-(a-Me-2,6-F-Phe);
10(AC5C)-V-Aib-HQ-(a-.Me-2F-PheyNle-HQ-LlanKaMe-.Pro)-K-(a-Me-2,6-F-.
Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-11.ar-A117-K-(a-Me-2,6-F-Phe);
Aib-V-Aib-E1Q0-Me-2,6-F-1410-Nle-14.Q.-Har-A-K.(Biotin)-(a-Me-2,6-17-
Phe); Aib-V-Aib-EIQ-(a-Me-2,6-F-Phe)-Nle-M4HaNATC-(a-Me-2,6-1?-Phe);
Ai
b-V-Aib-12.1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-(aMe-Pro)-K-(a-Me-2,6-F-Phe
); 1$Aib-V-Aib-EIQ-(a-Me-2,6-F-Phe)Nle-HQ-Har-Aib-K-(a-Me-2,6-F-Phe);
(AC3C)-V-A.117-E1Q+x-Me-2,6-F-Phe)-Nle-HQ-Dar-.AK-(a-Me-2,6-F-.P110;
(AC3C)-V-Aih-E1(1)-(a-Me-2,6-17-Phe)-Nle-HQ-Bar-(aMe-Pro)-K-(a-Me-2,6



(A
ese)-V-(AC5C.)-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-Ilar-6xNle-Pro)-K(a-Me-2,6
- F-Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-1.41e-11Q-flar-Alb-K.-(a-Me-2,6-
F-Phe);
(AC5C)-V-Aib-EI(Ha-Me-2,6-F-1)110-Nle-HQ-Har-AK.-(a-Me-2,6-F-i'he);
(A(2sC)-V-A
ib-ER)-(a-Me-2,6LF-Phe)-Nle-11Q-Har-(aMe-Pro)-K-(a-M(>2,6-F- 30The);
(A.C5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Bar-Aib-K-(a-Me-2,6-F-Phe);
Aill-V-Aib-ElQ-(cx-Me-2F-Phe)-Nle-HQ-Bar-A-Cit-(a-Me-2F-Phe);  Ai
b-V-Aib-EIQ-(a-Me-217-Plie)-Nar-A' ib-Cika-Me-2F-Phe); (A C3C)-V-A
b-11Q-(et-M;-21P-Phe)-Nle-.E1Q-Ilar-A-Cit-(a-Me-2F-Phe);
(AC3C)-V-Alb-REQ-(a-Me-217-Plie)-Nle-IHQ-Har-Aib-Cit-(a-Me-2F-Phe);
Aib-V-(AC5C)-E1Q-(a-Me-2.1-Phe)-Nle-1-1Q-Har-A.-Cit-(ct-Me-21-7-Phe);
Aib-V-(A C5(7)-11:1Q-(a-Me-2F-Phe)-Nle-1-1Q-Har-A It-(a-Me-2F-Plie);
(A(15q-V-(AC15C1)-E1Q-(ot-Me-2F-Phe).-Nie-HQ-Har-A-ci1:0-Me-219the);
(A C5C)-V-(AC5C)-E1Q-(a-Me-EL.Plie)-Nle-HQ-Iiar-Ait-(a-Me-2F-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2.12-TheyNle-HQ-Har-A-Cit-(a-lvie-2F-Pfie);
(A.C5Q-V-Aib-E1Q-(a-Me-2F-Phe)-1\11e-HQ-Bar-Aib-Cil-(a-Me-2F-Phe);
10A i b-V-A
ib-EIQ-(a-Me-2,6-R-Plie)-1\11e-M)-Elar-A-CiNct-Me-2F-Phe); Ai
b-V-Aib-E1Q-(a-Me-2,6-F-PheYN le-IIQ-Har-Aib-Cika-Me-2F-Phe);
(AC3C)-V-Ail>131Q-(a-Me-2,61?-Phe)-Nle-14Q-Har-A.-Cit-(a-Me42.17-Phe)
; (AC3(:)-V -A ib-E1Q-(a-Me-2,6-17-Phe)-N
e-HQ-Bar-Aib-Cit-{a-Nre-2F-Phe); Ai
13-V-(AC5C)-E1Q(cx-.Me-2,6-E-Phe)-Nle-HQ-Har-A-Cit-(a-Me-2F-Phe);
Aib-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-N e-HQ-1.1ar-Aib-C
it-(a-Me-213-1The); (A C5(:)-V -(AC5C)-E1Q-(a-Me-2,64-Pbc)-N
le-HQ-Har-A-C it-(a-Me-2F-Phe);   C5C)N
-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-Ilar-A b-Cit-(a-Ivie-2F-Phe);
(A C5C)-V-AQ-(tx-Me-2,6-1:-Phe)-N1e419-11ar-A-Cit-(a-Me-2F-Phe);
(AC5C)-V-A11,-ElQ-(a.-Me-2,6-17-Plie)-1\11e-HQ-liar-Aib-Cit-(a-Me-2F-
Phe); 20.A1 b-V-A
b-EIC)-(a-Me-2F-13110-N1e-HQ-Har-A-Cit-(a-Me-2,6-F-Phe);
AibVAibF,iQ_(cx.Me-2F-Phc)-NI>HQ41ar-A.ib-Cit-(CX-.M.e-2,6-F-Phe); (A
C3C)-V-.A b-EJ.Q-ta-Mc-2F-Plie)-N
(AC3(1)-V-Aib-EIQ-(a-Me-2F-Phe)-Nle-HQ-Ear-Aib-Cit-(a-Me-2,6-F-Phe);
Aib-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-1-10-llar-A-Cit-(a-1\
4e-2,6-F-Phe);
25Aib-V-(AC5C)-EIQ-(a-Me-2F-Phe)-Nle-14Q-Har-Aib-Cit.-ex-Me-2,6-F-Pli
e);
(AC5C)-V-(AC5C)-EI.Or(ri-Me-2F-Phe)-Nle-13Q-1-lar-A-C11-(a-Me-2,6-17-
Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Nle-2F-Phe)-Nle-HQ-liar-Aib-Cit-Ka-Nle-2,6-F-P
he);
(AC5C)-V-Aib-EIQ-(9.-Me-2F-Phe)-Nle-HQ-Ilar-A-Cit-(a-Me-2,6-F-Phe);
(AC5C)-V-A
ib-ER)-(a-Me-21F-Phe)-Nle-HQ-Han-Aib-Cit-(cx-Me-2,6-F-Phe); 30A
ib-V-Ai b-E1Q-(a-Nle-2,6-17-1The)-Nle-HQ-Har-A-Cit-(a-Me-2,6-F-Plie);
.A
ib-V-Alb-ER)-(a-Me,,-2,6-F-Phe)-Nle-HQ-Flar-Aib-Citja-M0-2,6-F-Phe);
(AC3C)-V-Aib-E1Q-(cz-Me-2,6-14-Phe)-Nle-1-1Q-Ilar-A-Cit-((X-Me-2,6-FT
he);
(AC3C)-V-Aib-liK)-(a-Me-2,6-F-Phe)-Nle410.-Har-Aih-Cit-(a-Me-2,6-F-Ph
e); Ai b-



(AC3C)-V-Aib-EIC)-(a-Me-2E-Phe)-N le-IIQ-Har-A-Aib-(a-Me-2,6-17-Phe);
(AC3C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Elar-Aib-Aib-(a-Me-2,6-17-Phe);
Aib-V-(AC5C)-Eli)-(a-Me-2F-PheyN1e-HQ-Flar-A-Aib-(a-Me-2,6-17-Phe); A
i b-V-(A(,C)-E(Q-(a-Me-2F-Phe)-Nle-HQ-Har-Aib-Ai b-(a-Me-2,6-17-Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-2P-Phe)-Nie-19-11ar-AlAi
b-(a-Me-2,6-F-Phe);
(AC5C)-V-(AC5C)-EQ-Ecx-MG-2F-Phe)-Nle-HQ-Flar-Aib-Aib-(a-Me-2,6-F-Phe
);
(AC5C)-V-Aib-EI(1)-(a-MeT2F-Phe)-Nle-HQ-Har-A-Aib-(a-Me-2,64^-Phe);
(A C5C)-V-Ai b-E1Q-(a-Me-2F-Pbe)-N le-HQ-1-1ar-A
ib-Aib-(a-Me-2,6-F-Phe.); A i b-V-Ai
b-iii()-(a-Me-2"6-FlPhe)-Nle-M-Har-A-Aib-(a-Me-2,6-F-Phe);
Aih-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Har-Aib-Aib-(a-Me-2,6-F-Pbe);
(AC3C)-V-A ib-E1Q-(a-Me-2,6-F-Phe)-N
e-I-1Q-1-lar-A-Aib-(a-Me-2,6-F-Phe);
10(AC3C)-V-Aib-HQ-(a-Me-2,6-F-Phe)-Nle41Q-Yrar-Aib-Aib-(a-Me-2,6-F-Ph
e); A
ib-V-(AC5C)-ER)-(a-Me-2,6-P-Phe)-Nie-flQ-Ilar-A-Aib-(a-Me-2,6-F-Phe);
A i b-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Har-A ib-A
ib-(a-Me-2,6-F-Pbe);
(AC5C)-V-(AC5C)-EIC)-(a-Me-2,6-F-Phe)-Nle-HQ-Har-A-Aib-(a-.Me-2,6-F-P
he); C5C)-V-(AC5C)-E1Q-(a-Me-2,6-F-Phe)-N
e-HQ-Har-Aih-Aib-(a-Me-2,6-17- 1 5Phe);  (AC5C)-V-A
ib-ER)-(a-Me-2,6-F-Phe)-Nle-HQ-Har-A-Aib-(a-Me-2,6-F-Phe);
(AC5C)-V-Aib-R1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-.A ib-A
ib-(a-Me-2,6-F-Pho); .A ib-V -A ib-EIQ-(a-Me-2F-Phe)-N
le-HQ-Har-A-(z-Me-2,6-F-Phe)-(a-Me-2FPhe); 20Ai b-V-A
i-Me-2F-Phe)-Nle-HQ-1-lar-A ib-(a-Me-2,6-F-.Phe)-(a-Me-2F- Phe);
(AC3C)-V-Aib-EIQ-(a-Me-2F-Phe)-Nle-1-1Q 1he)-(a-Me-2F- Phe);
(A.C3C)-V-Aib-E,1Q-(a-Me-2F-Phe)-Nle-HQ-Ilar-Al
b-(a-Me-2,6-1P-.Phe)-(a-Me252F-Phe); A
ib-V-(AC5C)-E1Q-(a-Me-21:'-Phe)-Nle-HIR-Har-A-(a-Me-2,6-F-Phe).-(c
The); Aib-V-(AC5C)
Q-(a-Me-2P-Phe)-Nle-HQ-Har-Aib-(a-Me-2,6-F-Phe)-(a-Mezy-pbe);
30(AC5C)-V-(AC5C)-E1Q-(a-.Me-2F-Phe)-N le-HQ
lar-.A.-(a-Me-2,6-F-Phe)-(0,-Me- 2F-Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-21:-Phc)-NIe-HQ-B.ar-Aib-(a-Me-2,6-F-Phe)-(
(x.- Me-2F-Phe); (AC5C)-V-Aib-1-11)-(a-Me-2F-Phe)
le-HQ-11far-A-(et-Me-2,6-1:-Phe)-((x-Me-2FPhe);
(AC5C)-V-Aib-.E1()-(6,-Me-2F-Phe)-Nle-HQ-Elar-Aib-(a-Me-2,6-F-Phe)-(a
-Me21^-The); Aib-V -A
ib-E1Q-(a-Me-2,6-F-Plie)-Nle-HQ-Har-A-(a-Me-2,6-F-Pbe)-(a-Me-2
.1The); A ib AQ-(a-Me-2,6 F-Phe)-Ni b-(a-Me-2,6-F-Phe)-(a-Me-217-
10Pile);
(AC3q-V-Aib-RIQ-(a-Me-2,6-F-P110-Nle-TIQ-liar-A-(1-Me-2,6-F-Phe)-((
Me2F-Phe);
(AC3C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Elar-Aib-(a-Me-2,6-F-Phe)-((
x-Me2F-Phe); S.Ai
b-V-(AC5C)-FIQ-(a-Me-2,6-F-Pbe*Nle-FIQ-Bar-A-(a-Me-2,6-F-The)-(a-Me-
2F-Plac); Aib-V-(AC5C)-ER)-(a-Mc-2,6-F-Phe)-Nle-HQ-Har-Aib-(a-Me-2,64
The)-(ot-Me21-Phe); (AC5C)-V -(AC5C)-E1Q-(a-Me-2,6-F-Pb e)-N
le-HQ-Har-A.-(a-M(t-2,6-F-Pbe)-(a- 20Me-2Y-Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Nle-2,6-1F-Pbe)-NQ-Har-Aib-(a-Me-2"6-F-Phe)-01
- Me-2F-Phe); (A C5C)- V -A i
b-11Q-6-4-Me-2,6-F-Phe)-Nle-HQ-Har-A-(a-M0-2,6-17-Pbe)-( WY-Me); 25(A



217-Phe); Ai
b-V-Aib-E.10-(a-Me-2F-Phe)-Nle-HQ-Flar-A-(a-Me-2,6-F-Pbe)-(a-.Me-2,6-
FPhe);        Aib-V-Aib
.1()-(a-Me-2F-Phe)-Nle-11Q-Har-Aib-(a-Me-2,6-F-.Phe)-(a-Me-2,6-1-1-
30Pile); (AC3C)-V-A
ib-MQ-(a-Mc-2F-Phe)-Nle-HQ-Har-A-(a-Me-2,6-F-Phe)-(a-Me-2,6- F-Phe);
(AC3C)-V-Aib-E.1Q-@-Me-2.
'heyNlejlQ-Har-Aib-ex-Me-2,6-F-Phe)-(a-Me2,6-F-Phe); A
ib-V-(AC5C)-EIQ-(a-Me-21^-Phe)-N
le-11Q-1*-A-(a.-Me-2"6-F-Phe)-(a-Me-2,6- F-Phe); A
11,-V-(AC5C)-EK)-(a-Me-2F-Pbe)-Nle-HQ-1iar-Aib-(a-Me-2,6-F-Phe)-(a-Me
2,6-F-Phe); (AC5C)-V-(AC5C)-EIQ-(a-Me-2F-Phe)-Nle-HQ-.'he)-(a-Me-
2,6-F-Phe);
(AC5C)-V-(AC5C)EIQ-(a-Me-2F-Phe)-Nle-HQ-Itar-Aib-(a-Me-2,6-F-Phe)-(a-
10Me-2,6-F-Phe);
(AC5C)-V-Aib-NQ-(x-M.e-2F-Phe)-Nle-HQ-Flar-A-(a-Me-2,6-F-Plie)-(a-Me-
2,6- F-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2F-P1-10-Nle-HQ-Ilar-Aib-(a-Me-2,6-F-Phe)-(cc-
Me2,6-F-Plie);. 15Aib-V-Aib-ECQ-(a-Me-2,6-F-Phe)-Nle-
Q-kar-A-(a-Me-2,6-F-Phe)-(a-Me-2,6- F-Phe);
Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQMe)-(a-Me-2,6- F-Plie);
(AC3C)-V-Aib IQ-(cz-Me-2 6-th
Phe)-Nle-.ar-A-(oc-Me-2,6-F-Plie)-(a-Nte- 202,6-F-Phe);
(AC3C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-M-Har-Aib-(a-Me-2,6-F-Plie)-(a-
Me2,641-Phe); Aib-V-(AC5C)-E1P-(a-Me-2,6-F-Pht3)-N12,6-F-Phe)-(a-Me-
2,6-F-.Phe); 25Aib-V-(AC5C)-EIQ-(a-Me-2,6-F-Phe)-Nle419-1- 2,6T-Phe);
(AC5C)-V-(AC5C)-131Q-(a-Me-2,6
Phe)-Nie41Q-Har-Magyle-2,6-E-Phe)-(aMe-2,6-F-Plie);
(AC5C)-V-(AC5C)-E1Q-(a,Me-2,6-F-Phe,)-Nle-14Q-Bar-Aib-(a-Me-2,6-F7Phe
)-(a- 30Me-2,6-F-Phe);
(A.C5C)-V-Alb-E1Q-(a-Me-2,6-F-Phe)4NIe-HQ-Ihr-A-(a-Me-2,6-1F-Phe)-(a-
Me2,6-F-Phe);
(AC5C)-V-Aib-ER)-(ct-Me-2,6-1?-.Phe)-Nle-HQ-Etar-Aib-(a-Me-2,6-17-Phe
)-(a-Me2,6-F-Phe); Ai b-V-Aib-E1Q-(a-Me-217-Phe)-Nle-HQ-Ii.ar-A-Arg(N
02)-(a-Me-2F-Pbe); A i b-V-A
ib-E1Q-(a-Me-21?-Phe)-Nle-11Q-liar-Aib-Arg(NO2)-(a-Me-2F-Phe);
5(AC3(1)-V-Aib-E1Q-(a-Me-213-Phe)-Nle-M-Har-A-Arg(NO2)-(a-Me-2F-Phe);
(A C3(1)-V-A ib-13.1Q-(a-Me-2F-Phe)-N le-HQ-Har-A
ib-Arg(NO2)-(a-Me-2F-Phe); Aib-V-(AC5C)-ER)-(cx-Me-2F-Pbe)-N
le-HQ-Har-A -A rg(NO2)-(a-Me-217-Pbe); A
ib-V-(AC5C)-E1Q-(a-Me-2F-Phe)-N le-HQ 41ar-A b-Arg(N
02)-(a-.Me-2F-Pbe); (A C5C)-V-(ACsq-EI Q-(et-Me-2F-Phe)-N
le-11Q-Bar-A-Arg(NO2)-(a-Me-2F-Pbe);
10(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nie-HQ-Ilar-A i
b-.Arg(NO2)-(a-Me-2F- Pile); (A C5C)-V-Aib-FIQ-(-z-Me-2F-Pbe)-N
le-HQ-Hat-A-A rg(NO2)-(a-Me-217-Phe);
(AC5C)-V-Aib-E1Q-(ct-Me-2F-Pbe)-N
le-HQ-Har-Aib-Arg(NO2)-(a-Me-2F-Pbe); Ai b-V-A
b-Elf)-(a-Me-2,0-1F-.P110-Nle-FIQ-Har-A -A rg(NO2)-(a-Me-2F-Phe); 1
5A ib-V-A b-EQ-(a-Me-2,6-F-Pb0-Nie-HQ-Har-Ai b-.Arg(N
02)-(a-Me-2F-Pbe); (A C3C)- V-Aib-EIQ-(a-Me-2,6-17-Phe)-N
e-HQ-flar-A-Arg(NO2)-(a-Me-21?-1The); 



ib-1:11Q-(tx-IVIe-2,6-17-Phe)-Nle-HQ-Har-Aib-Arg(NO2)-(a-Me-2F- Pbe);
A i b-V-(AC5C)-ER)-(a-Me-2,6-F-Plic)-151i e-HQ-Har-A-.A.rg(N
02)-(0.-Me-2F-Plie); 20.A b- V -(.A C5C)-E1Q-(a-Me-2,6-F-Phe)-N
le-HQ-Bar-A ib-Arg(NO2)-(a-Me-2.F- Phe);
(AC5C)-V-(AC5C)-1W-(a-Me-2,6-17-Phe)-Nle-HQ4-1
r-A-Arg(NO2)-(a-Me-217- Phe);
(MW)-V-(AC5C)-EIQ-(ot-Me-2,6-F-Phe)_N e-FIQ-1.1ar-A b-A
rg(NO2)-(cx-Me-2F- 25Phe); (AC5C)-V-A ib-E1Q-(a-Me-2,6-F-Pbe)-N e-H-A
rg(NO2)-(oc-Me-2F-Phe); (A (15(1)-V-A i
b-E1Q-(a-Me-2,6-17-Phe)-Nle-HQ-Hat-Ai barg(N07)-(a-M.e-2FPhe);
Ai b-V-A b-E1Q-(a-Me-2F-Phe)-Nle-I10-flar-A -A rg(N 02)-(a-lvle-2;
6-F-Phe); 30b-V-A.i
b-E1Q-(a-Me-2F-Phe)-Nle-HQ-Ilar-Aib-Arg(NO2)-(a-Me-2,6-1F-Pbe);
(AC3C)-V-A ib-E1Q-(ct-Me-2F-Pbe)-N le-E1Q-Har-A-Arg(N
02)-(a-Me-2,6-F-Pbe);  (A
C3C)-V-Aih-E1Q-(a-Me-2F-PheyNie-HQ-nar-Aih-Arg(NO2)-(a-Me-2,6-EPhe);
A ib-V-(AC5C)-ER)-(a-Me-2F-Phe)-N
te-14Q-Bar-A-1,rg(NO2)-(a-Nte-2,6-1:-Pbe); A i
b-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Nar-Alrg(NO2)-(a-Me-2,6-F- 5Phe);
(AC5C)-V-(AC5C)-E1Q-(a-Me-2F-Phe)-Nle-HQ-Har-A-Arg(NO2)-(q-Me-2,6-FPh
e); (AC5C)-V-(AC5C)-EIQ-(
.Me-2.F-PhekNle-HQ-Har-Aib-Arg(NO2)-(a-Me-2,6-FPhe);
10(AC5C)-V-Aib-E1Q-(ct-Me-21:-Phe)-Nie-110.-Ilar7A-Arg(NO2)-(a-Me-2,6
-F-Phe); (AC5C)- V-A th-EIQ-01-Me-2F-Phe)-Nle-HQ-Har-A i
b-ArglNO2)-(a-Me-2,6-FPile); A
ib-V-Aib-EQ-(et-Me-2,6-P-Phe)-Nle-HQ-Har-A-A r002)-(ce-Me-2,6-F-Pbe);
A
ib-V-Aib-ElQ-(ot-Me-2,6-F-Phe)-Nle-1-1(2-1Thr-Aib-Arg(NO2)-(oc-Nle-2,
6-F-Phe);
15(AC3C)-V-Aib-ER)-(ct-Me-2,6-P-Phe)-Nle-HQ-Har-A-Arg(NO2)-(orMe-2,6-
1F- Phe); (AC3C)-V-A i b-E1Q-(a-Me-2,6 Ph e)-Nletar-A ih-A
rg(NO2)-(a-M Pile); A ib-VKAC5C)-MQ-(a-Me-2,6-F-Phe)-Nle-11Q-1-1
A-Arg(NO2)-(a-Me-2,64- 20Phe);
Aib-V-(AC5C)-E1Q-(ch-Me-2,6-F-Phe)-Nle-HQ-Ilar-A
ib-Arg(NO2)-(a-Me-2,6-Fe);
(AC5C)-Y-(AC5C)-E1Q-ex-Me-2,6-F-Pile)-Nle-HQ-Har-A-Arg(NO2)-(et-M
Pile); 25(AC5C)-V -(AC5C)-E1Q-(a44e-2,6-E-Phe)-Nib-A rg(NN-(a-Me-2,6-
F-Phe); (AC5C)-V-Aib Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-A-Arg(NO2)-@-Me-2
' Phe); (A C5c)-V-Ai b-E1Q-(a-Me-2,647-Phe)-Nle-1-1Q-Har-A
ib-Arg(NO2)-(a-Me-2,6-F- 30Phe); A i b-V-A ib-E1Q-(a-Me-2F-Phe)-N
le-I Q-Or0-A-C it-(a-Me-2F-Phe); A b-V-A
ib-E1Q-(a-Me-2F-Phe)-441e-HQ-Orn-Aib-Cit-OrMe-2f-Phe); 



(AC5C)-V-Aib-.E1()-(ctivle-2F-Plie)44le-HQ-Orn-A-Cika-.Me-2F-Phe);
(A(25(2)-V-Aib-E1Q-(ativie-2F-Phe)-Nle-HQ-drn-Ai b-Cit-(a-Me-2F-Phe);
Aib-V-Aib-ER)-(a-Me-2,6-1?-Phe)-N1e419-Orn-.A7Cit-(a-Me-2F-Phe);
Aib-V-Aib-E.N-(a-Me-2,6717,-The)-1\11e-11Q-Orn-Aib:Ci
t-(a-Me-2F-Phe);
5(A(5C)-V-Aib-E1Q-(a-Me-2,6-F4'lie)-Nle-HQ-Om-A,Cit-(a-MeT2F-Phe);
(AC5C)- V -A ib-EK)-(a-Me-2,6-F-Phe)-Nle4 19-Orn-Ath-C
it-(a-Me-2F-Plie);
Aib-V-Aib43l(a-Me-2F-Phe)-Nle4iQ-Orn-A-Cit-(a-Me-2"6-F4'he); A ib-V-A
ib-.E.11Q-(a-Me-2F-Phe)-Nle-HQ-Orn-Aib-Cit:-(a-Me-2,6-17-Phe);
(AC5C)-V-Aib-ElQ-(a-Me-2F-The)-Nle-HQ-Orn-A.-Cit-(a-Me-2,6-F-Phe); 1
0(AC5C)-V-A ib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Orn-A1b-Cit-(a-Me-2,6-F-Phe);
Aib-V-Aib-131Q-(a-Me-2,647-Phe)-Nle-HQ-Orn-A-Cit-(a-Me-2,6-1-7-Phe);
A ib-V -A i b-131Q-(a-Me-2,6-Fb-C11:-(a-Me-2,6-F-.Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2,6-17-PhO-Nle-HQ-Orn-A-Cit-(a-Me-2,6-F-Phe);
(AC5C)-V-.A.lb-E1Q-0,-Me-2,647-Phe)-Nle-HQ-Orn-Aib-Cit-(a-Me-2,6-F-.P
he); 15A ib-V -A ib-E1Q-(a-Me-2F-Phe)-Nle-F1Q-Orn-A-A
ib-(a-Me-2F-Phe);  A
ib-V-A.ib-E1Q-(a-Me-2F-Pheyt<11e-EN-Orn-Ab4a-Me-2F-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-F1Q-Orn-A-Aib-(a-Me-217-Phe);
(AC5C)N-Aib-E1()-(a-Me-2F-Phe)-Nle-HQ-Orn-Aib-A11)-(cx-Me-2F-Phe); A
ib-Vaib-EIQ-(a-Me-2,6-F-Phe)-Nle-t1()-(:)m-A-A ib-(a-Me-2F-Phe); 20A
ib-V -A i b-ER)-(a-Me-2,6-F-Phe)-N1 e-FIQ-Orn-A b-Ai
1)-(a-Me-2F-P1m);
(AC5C)-V-Aib-El(1)-(ct-Me-2,6-f-Phe)-Nle-14Q-Orn-A-Aib-(a-Me-2F-Phe);
(AC5C)-V -A
ib-E1Q-(a-Me-2,6-F-1110-Nle-HQ-Orn-Aib-Aib-(a-Me-21.:'-Phe); A i h-V
-A. ib-111Q-(a-Me-2F-Phe)-Nle-HQ-Orn-A-A il)-(a-Me-2,6-F-Phe);
Aib-V-A lb-RN-Ca-Me-2E-1110-N le-HQ-Orn-A ib-A ib-(a-Me-2,6-F-Phe);
25(A C$C)-V-A ib-E1Q-(0,-Me-2F-Phe)-N le-HQ-Om-A
-A11)-(a-Me-2,6-F-Phe); (AC5C)-V-Ai
13-ER)-(a-IVIe-2F-Plic)-Nle-11Q-Orn-Aib-Alb-(a-Me-2,6-F-Phe); Aib-V
-A ib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-Orn-A-AiNot-Me-2,6-F-Plie); A
i-Aib-E1Q-(c.-Me-2,6-17-1The)-Nle-HQ-Orn-A ib-Aib-(a-Me-2,6-E-Phe);
(AC5C)-V -A
ib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-Orn-A-Aib-(a-Me-2,6-F-Phe);
30(AC5C)-V-Ai b-E1Q-(a-Nte-2,6-F-Phe).-Nle-HQ-Omai b-A
ib-(a-Me-2,6-F-Phe); Aib-V -Aib-E1Q-(a-Me-2f -1110-N
le-HQ-Orn-A-(a-Me-2,6-F-Phe)4a-Me-2FPhe);  A i b-
V-Aib-E1Q-(a-M.e-2F-PhO-N It Q-Orn -A ib-(a-Me-2,6The)-(oc-Me-2F-
Me); (A
C5C)-V-Aib-E19-(a-Me-2F-Phc)-Nle-1-1Q-Orn-.A.-(a-N1e-2,6-F-Phe)-(a-Me
-21?- The);
5(AC5C)-V-Aib-111Q-(a-Me-2F-Phe)-Nle-HQ-Orn-Alb-(a-Me-2,6-F-Phe)-(a.-
Me- 2F-Plie); A ib-V-Ae-2,6-F-Phe)-(a-Me.-219- Ph e); A i b-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-N le-HQ-Orn-A ib-(a-Me-2,6-F-Pbe)-(a-Me-2F-
10Pbe);  (A C5C)-V -.A ib-E1Q-(a-Me-2,64-Phe)-N
.14Q-Orn-.A-(cx-Me-2,6-17-Phe)-(a-Me2F-Phe);
(AC5C)-V-A,ib-E1Q-(a-Me-2,6-F-Pbe)-Nle-HQ-Orn-Aib-(a-Me-2,6-F-Plie)-(
a-Nle2F-Pbe); 15Ai b-V-A ib-EIQ-(a-Me-2F-Phe)-Ne-2,6   e); .Aib-V-.Ai
b-E1Q-(a-ivie-2F-PheyN e.-
liQ-Orn-Aib-(a-Me-2,6-17-Pbc)-(a-Me-2,6-1FThe);
(AC5C)-V-Aib-RIC).-(a-Me-2F-Phe)-Nle-HQ-Orn-A-(a-Me-2,6-F-Phe)-(a-Nle
- 6- 20IF-Ph e); (AC5C)-V-A ib-E1Q-(a-Me-2
'be)-Nle-FIQ-Orn-Aib-(a-Me-2,6-F-Pbe)-(ot-Me2,6-F-Phe); A b-V-A



2,6 -F-Pb e); (AC5C)-V-Aib-E1Q-(a-Me-2,6-F-P110-Nle-11Q-Orn-A-(a-Me
2,6-E-Phe);        (AC5C)-V-A b-E1.1Q-(a-Me-2,6-F-Phe)-N1 e-11Q-Orn-A
ib-(a-Me-2,6-F-Phe)-(a-Me- 302,6-17-The);
Aib-V-Aib-E1Q-(a-Me-2F-Plie)-N1e-HQ-Orn-A-Arg(NO2)-(a-Me-2F-Phe); .A
i-Ai b-E1Q-(tx-Me-2F-Phe)-Nle-FIQ-Orn-A ib-A rg(N 02)-(oc-Me-
2F-Phe);  (A.C5C)N-A
ib-11Q-(a-Me,-21P-The)-Nle-HQ-Oni-A.-Arg.(NO2)(a-lvle-217-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-FIQ-Orn-A.ib-A
rg(N0a)-(a-Me-2F-Phe); A i b-V -A ib-E1Q-(a-Me-2,6-F-Phe)-N
e-11Q.-Orn-A-Arg(NO2):(aMe-2F-Phe); A ib-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Orn-Aib-Arg(NO2)-(a-Me-21F-Phe);  5
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Orn-A-Arg(NO2)4a-Me-21:-Phe
); (AC5C)-V-A1b-1710,
-(a-Me-2,64-Phe)-Nle-HQ-Orn-Alb-Arg(Nb2)-(a-Me-2F-  Plle); A ib-V-A
ib-ER)-(a-Me-2F-Phe)-Nle-HQ-Orn-A-Arg(,102)-(a-Me.2,6-12-.P110; lu Ai
b-V-Aib-E1(7)-(a-Me-21P-Phey-Nle-E1Q-Orn-Aib-Arg(NO2)-(a-hile-2,6-F-P
he);
(AC5C1)-V-Aib-ER)-(a-Me-2F-Phe)-Nle-1-1Q-0m-A-Arg(NO2)-(a-Me-2,6-F-Ph
e); (AC5C)- V -A i 1,411Q-(a-Me-2F-Phe)-Nle-HQ-Orn-A
ib-Arg(NO2)-(a-Me-2,6-11'- rhe);
ib-R1Q-(a-Me-2,6-19-Phe)-Nle-HQ-Orn-A-Arg(NO)-(a-Me-2,6-F-Phe); A
ib-V -A ib-EIQ-(a-Me-2,6:17-Phe)-1\11e-11Q-Orn-A ih-A
rg(NO2)-(a-Me-2,6-F-Plie); 15(A C5(7)-V -A
ib-ElQ-(0,-Me-2,6-F-Phe)-Nle-HQ-Orn-A-Arg(NO2)-(a-Me-2,6-F- Phe); (A
C5C)-V-Al b-E1Q-(a-Me-2,6-F-Phe)-N1 e-1119-Orn -A
ib-Arg(NO2)-(a-Me-2,6-17- Phe);        A ib-V -A
ib-E1Q-(a-Me-217-Phe)-Nle-HQ-Cit-A-Cit-(a-Me-2F-Plie); 20A ib-V-A
ib-MQ-(a-Me-217-1The)-Nle-.11Q-001-Aib-Cit-(a-Me-2.17-1)116); (A
C5C1)-V-Aib-EIQ-(a-Me-2F-Phe)-N1it-(wMe-2F-Phe);
(AC5(7)-V-.A1b-EIQ-(a-Me-21;-.Phe)-N A ib-V-A
ib-E1()-(a-Me-2,6-F-Phe)-Nle-TIQ-Cit-A-Cit-(a-Me-212-113e); Ai b-V-A
ib-E,DQ-(a-Me-2,6-F-Ph*Nle-11Q-Cit-A1 b-Cit-(a-Me-213-Phe);
25(AC5C)-V-A
ib-E1Q-(a-.Me-2,6-1T-Pbe)-Nle-HQ-Cit-A-Cit-(a-Me-2F-.Phe);
(AC5C)-V-.Aib-ElQ-(0c-Me-2,6-F-Phe)-Nle-HQ-Cit-Aib-Cit-(a-Me-2F-Phe);
A ib-V-Alb-MQ-(a-Me-2F-Phe)-Nle-HQ-C it-.A-C t-(a-Me-2,6-F-Phe); A
ib-E1Q-(a-Me-2F-Phe)-Nle-HQ-Cit-A ib-Cit-(a-Me-2,6-.E-Phe);
(AC5C)-V-AM-E1Q-(a-M-e-2E-Phe)-N le-HQ-Cit-A-Cit-(aLMe-2,6-12-Phe);
30(AC5C)-V-Aib-EIQ-(a-Me-2F-Phe)-Nle-HQ-Cit-A
ib-CA10-1Vle-2,6-F-Phe); Ai b-V-A b-E1Q-(a-Me-2,6-17-1The)-N1
e-HQ-Cita-Cit-(a-Nle-2,6-E-Phe); Aib-V -A i
b-E1()-(a-Nle-2,6-1F-.Plic)-N e-F1Q-Cit-Ai 1)-(1 it-(a-Me-2,6-F-Phe);
(AC se.)-V-Aib-ElQ(a-Me-2,6-1:-Phe)-Nit-A-Cit-(a-Me-2,6-17-.Phe);
(AC5C)- V -A ib-E1Q-(a-Me-2,(-F-Phe)-N le-t1Q-C it-Aib-C
it-(ct-Me-2,6-F-Phe);
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-FIQ-Cit-A-Aib0-114e-2F-Phe); Aib-V-Ai
b-13,10-(a-Me-21L.Phe)-Nle-FIQ-Citalb-Aib-(a-Me-2F-Phe);
(AC5q-V-Aib-E1Q-(arMe-2F-Phe)-N le-11Q-Cit-A-Aib-(cx-Me-2F-Phe);
(AC5C)-V-Aib-ElQ(a-Me-2F-Pbe)-Nib-(a-MeT2F-Phe)z b-V-A
b-131Q-(a-Me-2,6-F-Phe)-Nle-HQ-C it-A-Ail)-(kx-Me-2E-Phe); A i b-V-A
b-LIQ-(c,x-Me-2,6-F-Phe)-Nie-HQ-C it-A i b-Ai b-(cx-Me-217.-Phe); (A
C5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-N e-HQ-Ci t-A-Al b-ex-Me-2F-Ph e);
10(A.C5C)-V -Aib-E1Q-(a-Me-2,647-Phe)-Nih-(a-Me-2E-Phe); 



Ai b-V-A h-.11.()-(a-Me72F-Phe)-N ie-HQ-C it-A.-Ai
1)-(a-Me-2,6-F-Phe); A ih-V-A ih-EIQ-(a-Me-2F-Phe)-Nt-Ai b-A
b-(x-Ivle-2,6-F-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-11Q-Ciil)-(a-Mc-2,6-F-.Phe);
C5C)-V-A ih-E1Q-(a-Me-2.17-Phe)-Nib-Ai b-(a-Me-2,617-Phe); 15A
ih-V-Ai h-EIQ-(rx-rvie-2,6-E-Phe)-Nle-f1Q-C it-A
-Aib-(a-Me-2,6-F-Phe); A ib-V-A ib-E1().-(a-Me-2,6-F-Phe)-N e-HQ-C
t-A ib-A b-(x-Me-2,6-F;Phe); (A esC)- V-A b-E1Q-(a-Me-2,64-Phe)-N
e-HQ-Ci 1)-(a-Me-2,6-F-Phe); (AC5C)-V -A i b-E1Q-(a-Me-2"6-F-Phe)-NI
e-HQ-Cb-A1b-(a-Mc,--2,6-12-Phe); Ai b-V -Aib-E1Q-(a-M e-2F
-Phe)-Nle-1-1Q-C it-A-(a-Me-2,6-F-Phe)-(a-Me-2F-Phe); 20Ai b-V-A i
b-E1Q-(a-Me-217-Phe)-Nie41Q-C it-A i b-(a-Me-2,6-F-Phe.)-(a-Me-2F-
Phe); (AC5C)-V-A ib-E11)-(a-Me-217-Phe)-N le-HQ -Ci
I-A-(tx,-Me-2,64?-Phe)-(rx-Me-2FPhe);
(AC5C)-V-Aib-E1Q(a-Nle-217-Phe)-Nie-.110-Cit-Ae-2,6-F-Phe)-(a-Me-212-
25 A ib-V -Aib-E1Q-(a-Me-2,6-F-Phe)-Nit-A-(a-Me-2,6-F-Phe)-(a-Me-2F-
Pile); Ai h-V -Ai b-E1Q-(cx-Me-2,6-F-Phe)-Nle-HQ-Cit-A
ih-(a-Me-2,6-F-Phe)-(a-Nle-2FPhe);
30(AC5C)-V-Aib-E1Q-0,-Me-2,6-12-Phe)-Nle-14Q-Cit-A-(a-Me-2,6-E
The)-(a-Me- 2F-.Phe);  (A C5C)-V-Ae)-(a-Me- 2F-Phe); Ai b-V-Ai
b-EIQ-((x-Me-2F-Phe)-N Plae); 5A ib-EIC)-(a-Me-2F-Pho)-Nle-HQ-C it-A
il.)-(a-Me-2,6-F The)-(et-W-2,6-F- Phe); (AC5C)-V-Ai
1)43.1.0.-(a-V10-2.F-Phe)-Nle-HQ-Cit-A-((x-Me-2,6-F-Phe)- (a-Me-2,6-
17-13be);         (AC5C)-V-A ib-E1()-(a-M6-2F-Phe)-N le-.11Q-C it-A i
b-(a-Me-2,6-17-Phe.)-( Me- 1 02,6-F-Phe); A
ib-V-Alb-E19-(a.-Me-2,6F-Ph6)-NMe-2,64-Plie)-(a-Me-2,6-F- Phe); A
ih-V-A1b-E1Q-((x-Ivre-2,6-F-Phe)-Nle-HQ-Cit-Aib-(a-V16-2,6-F-Pbe)-(rx
-Me-2,6- F-Pho); 1.5(AC5C)-V-A ib-E1Q-(a-Me-2,6
Phe)-N)c-11.Q-Cit-A-(a-Me-2,6-E-Php)-(a-Me- 2,6-F-Phe);
(AC5C)-V-Aib-131Q-(a-Me-2,6-F-The)-Nle-11Q-Cit-Aib-(a-Me-2,6-F-Phe)-(
a-Me2,6-F-Phe); A ib-V -A ib-HQ-(a-Me-2F-Phe)-N le-HQ-Cit-A.-A
rg(NO2)-(a-Me-2F-Plie); 20A
V-.Aib-.131Q-(a-Me-2F-Phe)-Nle-HQ-Cit-Aib-Arg(N00-(o.-Me-2F-Phe);
(AC5C)-V-A b-lik)-(rx-Me-217-Plie)-N 1 e.-HQ-Ci
t-A-Arg(NO2)-(a-Me-2F-Ph e);
lb-HQ-Ca.-M.(3-2le-1-1Q-Cit-Aib-Arg(NO2)-(a-Me-2F-.Phe); A ib-V-A
b-E1Q-(a-Me-2,6-17-Phe)-Nle-HQ-C it-A-A rg(NO2)-(a-Me-2.1?-.Phe); 



Ai b-V-Aib-Arg(NO2)-(a-Me-2F-Phe); 25(AC5C).-V-A
ib-E1Q-(a-Me-2,6-.F-Phe)-N 1 e-1.1Q-Cit-A-Arg(NO2)-(a-Me-217-Phe);
(AC5(2)-V-A
b-E.1Q-(a-IVie-2,6-F-.Phe)-Nle-HQ-Cit-Aib-Arg(NO2)-((x-Me-2F-Phe); A
ib-V -A ib-ER)-(a-Me-2F-Ph e)-N16-11Q-C it-A -Arg(N
02)-(a.-Me-2,6-F-P1K); A ib-V -A i b-E.1().
-(a-Me-2.17-Plie.)-Nle-HQ-Cit-A b-Arg(NO2)-(ct-Me-2,6-F-Phe);
(AC5C)-V-Aib-EIQ-(cc-ivic-2F-Phe)-N
le-tiQ-Cit-A-Arg(NO2)-0,-Me-2,6-17-Plie); 30(AC5C)-V-A
ib-E1Q-(a-Me-2F-PheYNIe-HQ-Cit-.A.ib-.Arg(NO2)-(a-Me-2,647-.Pho);
Aib-V-Aib-E1()-(a-Me-2,6-17-Phe)-Nle-HQ-Cit-A-Arg(NO2)-(a-tvle-2,6.-F
-Phe); .Aib-V-A b-E1Q-(a-Me-2,6-F-Phe)-N le-HQ-C it-A 1
b-Arg(NO2)-(a-Me-2,6-.F-The);
(AC5C)-V-Aib-E19-(a-Me-2,6-F-Phe)-Nle-11Q-Cit-A-Arg(NO2)-(a-Me Phe);
(AC5C)-V-Aib-111Q-(a-Me-2,6-F-Phe)-N le-HCi-C it-Ai
b-Arg(NO2)-(0,-IVIe-2,6-1' Phe);
5Aib-V-Aib-EQ-@-Me-2F-Pbe)-Nle-HQ-(HoCit)-A-Cit-0.-Me-2E-Plie);
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-040(2.10-Aib-Cit-(a.-1\40-2F-Phe);
(AC5C)-V-A ib-E1Q-(a-Me-2F-Phe).-Nle-HQ-(FloCiit.4(.1-Me-21F-Phe);
(AC5C)-V-Aib-MQ-(a-Me-2F-PhO-Nle-.1-1Q-(FloCit)-Aib-Cit-(a-Me-2E-Phe)
;
Aib-V-Aib-E1Q-(a-Me-2,6-1F-Phe.)-Nle-t19-(40Cit)-A-Cit-(a-Me-214-Phe)
;
10Aib-V-Aib-ER)-(tx-Me-2,6-F-Phe)-Nle-HQ-01Toeit.)-Aib-Cit-(u-Me-2F-P
he);
(AC5C)-V-Aib-EIQ-(a-Me-2,6-F-Plae)-Nle-FIQ-(110Cit)-A-Cit-(a-Me-21:7-
Phe);
(AC5C.):V-Aib-.E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-(110Cit.)-Aib-Cit-(a-Me-2F
-Phe);
Aib-V-Aib-E1Q-(a-Me-2F-Phe)-Nle-HQ-M0C10-A-Cit-(0L-Me-2,6-1:-Phe);
Aib-V-Aib-E1Q-(a-Me-2.17-Phe)-Nle-HQ-(HoCit)-Aib-Cit-(a-Me-2,6T-Phe);
1.5(AC5C)-V-Aib-E1Q-(a-Me-2F-Phe)-Nlle-.14Q-WoCip-A-Cit-(cx-Me-2,6-F-
Phe);
(AC5C)-V-Aib-E19-(u-Me-2.F-Phe)-Nle-FIQ-010Cio-Aib-Cit-(a-Me-2,6-F-Th
e); A i b-V-A b7E1Q-(a-Me-2,6-F-Phe):N1 e-ITQ-(1-ToC it)-A-C
it-(a-Me-2,6-F-Phe);
Aib-V-Aib-EQ-(a-Me-2,0-F-Phe)-Nle-.119-010C10-Aib-Cit-(ct-Me-2,6-17-P
he); (A C5C)-V-Aib-E1Q-(at-Me-2,6-F-Phe)-Nle-HQ-(F0C, it)-A-C
it-(x-Me-2,6-F-Phe);
20(AC5C)-V-Aib-R1Q-(ct-Me-2,6-F-Phe)-Nle-HQ-0-1.0(710-Aib-Cit-(a-Me-2
,6-F- Phe);
Aib-V-Aib-E11()-(a-Me-2E-Pbe)-Nle-11Q-(11oCit)-A-Aib-(cx-Me-2F-Phe);
Aib-V-Aib-E1Q-(0c-Me-2F-Phe)-Nle-HQ-(HoCio-Aib-Aib-(0i-Me-2.17-.13he)
; (AC5(2)-V-A ib-E1Q-(a-Me-2F-Phe)-Nle-HQ(HoCit)-A-Alb-(a-Me-2F-Phe);
25(AC5C)-V-Aib-ER)-(a-Me-2.1:-Phe)-1\11e-LIQUI0Cit)-Aib-Aib-(a-Me-217
-Plie);
Aib-V-Aib-E11Q-(a-Me-2,6-F-Phe)-Nle-HQ-(HoCit)-A-Aib4a-Me-217-Phe);
Aib-V-Aib-E11Q-(a-Me-2,6-F-Phe)-Nle-1-1Q-(HoCit)-Aib-Aib-(a-Me-2F-Phe
);
(AC5C)-V-Aib-E19-(a-Me-2,6-F-Phe)-Nle-HC)-(11000-.A-Aib-0.-Me-2F-Phe)
;
(Aesq-V-Aib-E1Q-@-Me-2,64-1410-Nie-HQ-040Cit)-Aib-Aib-(a-Me-2F-Plie);
30A ib-V-Ai b-EIQ-(a-Me-2F-Phe)-N le-HQ-CtioCit)-A-A
b-(a-Me-2,64-Plie);
Aib-V-Aib-M-(a-Me-2F-P1w)-Nle-LiQ-(.F:10Cit)-Aib-Aib-(a-Me-2,6-F-Phe)



(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-MoCit.)-Aib-(a-Me-2,6-17-Phe
)-(aMe-2F-Fhe); A i b-V-Ai
b-R1Q-(a-Me-2F-Phe)-Nle-11Q-(HoCit)-A-(rx-Me-2,6-.F-Phe)-(a-Me-2,6-
F-Phe); 25A ib-V-A1b-ER)-0.x-Me-2F-Phe)-N le-HQ-0-10C it)-A
ib-((x-Me-2,6-F-Phe)-(a-Me- 2,6-F-Phe);
(AC5C)-V-Aib-ETC)-(a-Me-2F-Phe)-N
le-1-.1Q-(HoCit)-A-(a-Me-2,6-F-Phe)-(a-Me2,6-F-Phe);
(AC5C)-V-Aib-ER)-(a-Me-2F-Phe)N le-HQ-(HoCiib-(a-Me-2,6-F-Phe)-(a- 3
0Me-2, 6-F-Phe); A i b-V -A ib-EIQ-(a-Me-2,6-F-Phe)-Ni e-1-1Q-(Hoe
it)-A-(ct-Me-2,6-F-Phe)-(a-Me2,6-F-Phe);  A i
b-V-A1b-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-(FloCit)-A0)-(a-Me-2,6-FHP4e)-(a-
Me2,6-F-Pbe);
(AC5C)-17-Aib-E1Q-e-x-Me-2,6-F-Phe)-Nle-E1Q-aloCit)-A.-ex-Me-2,6-F-Ph
e)-(a,M.e-2,6-F-Phe);
5(AC5C)-V-Aib-E1(2-(a-Me-2,6-F-Phe)-Nle-HQ-(1-1000-Aib-(a-Nle-2,6-1-7
-Phe)-(a- Me-2;6-F-Phe);
Aib-V-.Aib-E1Q-(a-Me-2F-Phe)-N1e-11Q-(11oCie-A-Arg(NO2)-(a-Me-2F-.Phe
); A ib- V-Alb-13.0-(a-Me-2F-.Phe)-N le-HQ-Glocrg(NO2)-(a-Me-2F-Phe);
(A C5C)-V ib-ER)-(a-Me-2F-Phe)-NoCit)-.A.-Arg(NO2)-(a-Me-2F-Plie);
10(AC5C)-V.Aib-EICH:tx-Me-2F-Phe)-Nle-HQ-(tIoCit)-Aib-Arg(NO2)-(a-Me-
2E- Phe);
ib-EI0c(a-Me-2,6-F-Phe)-Nle-HQ-aloCit)-A-Arg(NO2)-(a-Me-2F-Phe); Alb-
V-Alb-E1Q-(a-M
e-2,6-F-Phe)-Nle-HQ-(11oCie-Aib-Arg(NO2)-(et-N1e-2FPile);
15(AQ$C)-V-Aib-E1Q-(a-Me-2,6-17-Pfie)-N e-HQ-(FloCit)-A-A
g(NO2)-0,-Me-2F- Phe); (AC5C)-V -A
ib-E1Q-(rt-Me-2,6-E-Phe)-Nle-FIQ-(HoCit)-Alb-Arg(N()2)-(a-Me-21;-
The); A ib-V-A
ib-.E1Q-(a-Me-2F-Phe)-Nle-11Q-(HoCit)-A-Arg(NO2)-(a-Me-2,6-1F-11110);
20ib-E1Q-(a-N1 e-2.F-Plle)-N le-HQ-(11oCit)-Aib-Arg(NO2)-(a-Me-2,64:-
e); (A C5C)-V-A1 b-HQ-(a-Me-2F-Phe)-Nle-1.40:(FoC
it)-A-Arg(NO2)-(ot-Me-2,6-FPhe); (AC5C)-V
-Aib-E1Q-(a-Me-2.17-11110-Nle-IIQ-cfloCit)-A 25The); Phe); A
ib-V-Aib-EQ-(a-Me-2,6-17-Phe)-Nle-HQ-(1.10Cit)-A.-Arg(NO2)44-Me-2,6-F
Phe); A ib-V-A ib-E1Q-frt-Me-
"6-F-Phe)-N1e-HQ-(IfoCit)-Aib-Arg(NO2)-(a-Me-2,6-1;- Phe); 30(A
C5C)-V-A11)-E1Q-(a-Me-2,641-Phe)-N e-11Q-(lloe
it)-A-Arg(NO2)-(a-.Me-2,64:- Pile);  (AC5C)-V-Aib-MQ-(a-Me-2,6-
he)-Nle-11Q-0-10(110-Aih-Arg(NO2)-(a-Me-2,6- F-Phe); Ai b-V-Ai
b-131Q-(a-Me-2F-Phe)-Nle-11Q-(a-Me-2,6-17-Phe)-A-C ika-Me-21T-Phe); A
ib-V-A ib-61Q4a-Me-212-Phe)-Nle4-1Q-(a-Me-2,6-F-Phe)-A
h-Cit-(rx-Me-2F- 5Phe);
(AC5C)-Vaib-E1Q-(ci-Me-217-PheyNle-HQ-(a-Me-2,6;
;F-Phe)-A-C11-0,-Md-2FPhe); (A C5C)-V-A
b-E1Q-0,-Me-21:-PheyNle-HQ-(a-Nle-2,6-17-Phe)-Aib-Ci t-{a-Me-2PPhe);
10Alb-
V-Aib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-P-Phe)-A-Cit-(a-Me-2F- Ph
e.); 



A i b-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-(a-Me-2,6-F-Phe)-Aib-Cit-(a-Me-2FPhe)
; (AC5C)-V-Aib-MQ-(ce-Me-2,6-E-Phe)-Nle
Q-(a-Me-2,6-F-Phe)-A-Cit-(a-Nle2F-Phe);
(AC5C)-V-APhe)-Nle-11Q-ex-Me-2,64?-13110-Aib-Cit-(a-Me- 2F-Phe); A
ih-V-Aity-EIQ-(a-Me-2F-Phe)-Nle-HQ-(a-Me-2,6-P-Phc)-A-Cit-(a-.Me-2,6-
FPhe); 20A i V-A i Ph e); e);  (AC5C)-V-A1b-E1Q-(a-Me-2F-Phe)-N
ie4-19-(a-Me-2,0-F-Phe)A-Chi-(a-Me-2,6- F-Phe);         (A (:5C)-V-A
ihat).-(a-Me-2 Phe)-N le-.11(2-(a-Me-2,6-f -Phe)-Aib-Cit-(a-Me-
252,6-F-Phe); A ib-E1Q-(a-Me-2,6-F-Phe)-N1 e-HQ(a-Me-2,6-F
-Phe)-A-C10:-(a-Me-2,6-F- A ib-V-A ib-ER)-(a-Me-2,0-f -Phe)-Nle
Q-(a-Me-2,6-F-Phe)-Aib-Cit-(x-Ivle-2,6-         F-Phe);
30ih-131Q-(a-lvle-2,6-F-Phe)-Me-HQ-(a-Me-2,64-Phe)-A-Cit-(a-Me-
2,6-F-Phe);
(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Pbe)-Nie-11Q-(a-Me-2,6-F-Phe)-Aib-Cit-(a
-Me2,6-F-Phe); A ib-V-A i
b-E1C)-(a-Me-2.17-Phe)-Nle-HQ-(a-M6-F-Phe)-A-Aib-ex-Me-2F- Phe); 5A i
b-V-Aib-Eic)-(a-Me-2F-Pbe)-N le-11.(5-(a-Me-2
(4-Phe)-Aib-Aib-(a-Me-2F- Pile);
(A.C5C)-V-.Aib-RIC).-(a-Me-2F-Phe)-Nle-FIQ-(et-Nle-2,6-17-Phe)-A-A.ib
-0-x-Me-2FPhe);
(AC5C)-V-Aib-E19-(a-Me-2F-Phe)-Nle-11Q-(a-Ivie-2,6-F-Pbe)-Aib-Aib-(a-
Me- 1. 02 F-Phe); Ai b-V -A
ib-E,R)-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-. Phe)-A-A ib-(cx-Me-217-
Ph e); Ai b- V-A b-Ell)-(a-Me-2,64:
Phe)-Nle-FIC)-(a-Tyle-2,6-F-Phe)-Aib-Alb-(a-Me-2FPhe);
IS(Aese)-V-Aib-11()-(a-Me-2,6-F-Phe)-Nie 1Q-(a-Me-2,6-
Phe)-A-Aib-(a-Me- 217-Phe); (AC5C)-V-Aib-EIQ-(a-Me-2,6 ' .111
217-.Phe);        Ai b-V-A
b-lE1().-(a-Me-2F-Phe)-Nie-HQ-(a-Me-2,6-F-Phe)-A-Aib-(a-Me-2,6-F-
20Ph e); A ib-V-A
ib-ER)-(a-Me-2F-Pbe)-Nle-HQ-(a-Me-2,6-F-Phe)-Alb-Alb-(a-M
e-2,6-FPbc); (AC5C)-V-A ib-EIQ-(a-Me-2F-Phe)-Nle-.171(1)-(a-Me-2,6-f
-Pbe)-A-Aib-(a-Me-2,6- P-Phe);
25(AC5C)-V-Aib-EK)-(a-Me-2F-Phe)-Nle-HQ-(a-W-2,6-F-Phe)-Aib-.A ih-(ct
Me- 2,6-F-Pbe); A.ib-V-A
ib-lik).-(a-Ni.e-2,6-F-Phe)-Me-M)-(ct-Me-2,6-F-Phe)-A-Aib-(a-Me-2,6-
F-Phe); Ai b-V-A ib-EIQ-(a-Me-2,6-F-Phe)-Nb-A 30F-Phe); (AC5C)-V-A
ib-E10-(a-Me-2,0-1
the)-Nle-W)-(a-Me-2,6-F-Phe)-A-Aib-(a-IVIe2,6-1F-Phe);  



(AC5(1)-V -Ai b-EIcka-Me-2,6-F-P110-N le-HQ-(a-Me-2,6-F-Phe)-A
ib-Aib-(a-Nle2,6-17-Phe); Ai b- V-A
ib-E1Q-(a-Me-2F-Plie)-Nle-1-1Q-(a-Me-2,6-F-Phe)-A-0.-Me-2,67F-Plie)-
(a-.M.e-2F-Pbe); 5A i b-V-A
ib-M-(a-Me-2F-Pbe)-N16-11Q-(a-Nle-2,6-F-Pbc)-Aib0-Me-2,6-F-
Phe)-(a-Me-212-Phe);
(AC5(2)-V-A1b-EIQ-(a-Me-2F-Phe)-Nle-HQ-(a-Me-2,6-11-1The)-A-(a-Me-2,6
-FPbe)-(a-Me-2F-Pbe); (AC5C)-V-Aie)-Nle-119-(a-M.e-2,6-F-Plie)-A
15-(a-Me-2,6-F- 10c)-(a-Me-2F-Phe); Ai b-b-131Q-(a-Me-2,6-F-Phe)-N 1
e-HQ-(a-Me-2,6-F-Phe)-A-(a-Me-2,6-F- PheMa-Me.-21F-Phe); Ai b-V-Ai
b-E1Q-(a-Me-2,6-F-Pbe)-Nle-HQ-(6L-Me-2,6-F-Pbe)-A1 b-(a-Me-2,641-
The)-(a-Me-2F-Phe); 15(AC5C)-V-A b-ER)-(a-Me-2,6-F-Phe)-N
e-HQ-(a-Me-2,6-F-Phe)-A-(a-Me-2,6 F Phe)-(oc-Mc,,-2F-Phe);
(15C)-V-A
ib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-F-Phe)-Alb-(a-Me-2,6-  FAA
c)-(a-Me-2F-Pbe); A i b-V-A i
b-E1Q-(a-Me-2F-Phe)-Nle-HQ-(a-Nle-2,6-F-Phe)-A -(a-Me-2,6-F-Pbe)-
20(a-Me-2,6-F-Phe); A i b-V-A b-1:111()-(a-Me-2E-Pbe)-N ell()-(c
Me-2,6-F-Pbc)-Aib-(a-Me-2,6-FThe)-(a-Me-2,6-F-Phe); (A C5C)-V-A
ib-EIQ-(cx-.Me-2111-The)-N Pbe)-(u-Me-2,6-F-Plie);
25(AC5C)-V-Aib-ER)-(a-.Me-2F-Phe)-Nle-EK)-(a-Me-2,6-F-Phe)-Aib-(u-IVI
e-2,6-F- Phe)-(a-Me-2,6-12-Pbe); A b-V-A b-E1Q-(tx-Me-
6-F-Phe)-Nle-HQ-(fx-Me-2,6-F-Phe)-A-(a-Me-2,6-F.Pbe)-(a-Me-2,64-Plie)
; A ib-V-A ib-E1Q-(cc-Me-2,( F-Phe)-N1,-HQ-(a-Me-2,6 Phe)-Ai
30Pbe)-(a-.Me-2,6-F-Plie);
(AC5C1)-V-Aib-131Q-(a-Me-2,6-1F-Pbe)-Nie-11Q-(a-IVIe-2,6-F-Pbe)-A-(a-
Me-2,6-FPbe)-(a-Me-2,6-F-Phe);
(AC5C)-V-Alb-EN-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Mc-2,6-17-Phe)-Aib-(cc-Me-
2,6- 1:-Phe)-(a-Me-2,6-F-Phe); Ai b-V-A ib-EIQ-(cc-Me-2F-Phe)-N
le-W)-(a-Me-2,6-F-Phe)-A-Arg(NO2)-(a-Me2F-Pbe);
56-F-Pbe)-AibTArg(NO2)-(tx-Me2F-Phe); (AC5C)-V-AQ-(a-Me-2F-Phe)-N
e-HQ-(a-Me-2,6-F-Pbe)-A-Arg(NO2)-(a- Me-2F-Pbc); (AC5C)-V-A
ib-E1Q-(a-Nte-2F-Phe)-Nle-HQ-(cc-Me-2,6-1-7-Phe)-A b-.Arg(b102)-(a-
10M e-2F-Pbe); A i b-V-Aib-E1()-(a-Me-2,649-Ph
e)-Nle-fic)-(a-Me-2,6-17-Pbe)-A:A rg(11402)-(aMe-2F-Phe); Ai b-V-Ai
b-EI9-(a-Me-2,6-E-Phe)-Nle-HQ-(a-Me-2,6-F-Phe)-Aib-Arg(NO2)-(aNte-217
-Pbe); 15(AC5C)-V-Alb-EIQ-(a-Me-2,64-Phe)-Nle-HQ-(a-Me-2,6-F-Phe)-A
-Arg(N 02)-(cx- e-2F-Phe); (AC5C)-V-A ib-E1Q-(a-Me-2,6
Phe)-Nle-HQ-(a-Me-2,6-17-Phe)-Aib-Arg(NO2)- (a-Me-2F-Phe); Ai b- V-A
b-E19-(a-Me-2. the)-N le-t1Q-(a-Me-2,6-1F-Phe)-A-Arg(NO2)-(a-Me-
202,6-F-Phe); Ai b-V-A ib-Eli)-(a-Me-Z Pbe)-bile-HQ-(cx
Me-2,6-F-Phe)-A b-A rg(NO2.)-(a-Me2,6-17-Ph e);
(A.C.sC)-V-Aib-E1Q-(u-Me-21F-Phe)-Nle-HQ-(a-Me-2,6-F-Plic)-A-Arg(NO2)
-(ctMe-2,6-F-Phe); 



25(A C5C)-V-A b-E1Q-(cx-Me-2.17-Pbe)-N le-HQ-(a-M
-2,6-F-Phe)-A1b-Arg(NO2)-(a- Me-2,6-F-Plie); A i b- V -A
iQ-(a-TVEe-2,6-1^-Pbe)-NPhe.)-A-Arg(NO2)-(a- Me-2,6-F-Phe); A ib
-V-Alb-EIQ-(a-Me72,6-F-Phe)-Nle-HQ-(a-Me-2,6-17-Phe)-A b-Arg(NO2)-(a-
30Me-2,6-E-1.he); (AC5C)-V-A b-E1Q-((x-M
e-2,6-F-Phe)-N1e-HQ-(a-Me-2,6-F-Phe)-A -Arg(NO2)-(aMe-2, 6-1F-Phe);
(A(.25C)-V-Aib-E1Q-(cz-Me-2,64-1The)-Nle-HQ:(a-Me-2,ii-P-Plie)-Aib-Ar
g(NN(a-ivie-2,64.-Phe); A ib-1:1"Q-(a-Me-2F-Phe)-Nit-(a-Me-21:-Phe);
Aill-V-Aib-E1Q-(a-Me-2F-Phe)-N1e1-IQ-Aib-Aib-CR-(a-Me-2F-Phe);
5(AC5C)-V-A ib-E1Q(a-Me-2F-Phe)-N le-HQ-Aib-A.-Cit-(a-Me-2F-Phe);
(AC5C)-V-Aib-Eit)-(a-Me-2F-Phe)-Nle41Q-Aib-A 11)-C it-N-Me-2F-Phe); A
ib-V-Ai b-EQ-(a-Me-2,6-F-Phe)Nle-14(2-Aib-A-Cit-(a-Me.-2F-Phe);
(AC5C)-V-Aib-EN)-(a-Me-2,6-F-Plie)-Nie-HQ-Aib-A-Cit-(a-Me-217-Phe);
1.0(AC5C)-V-Aib-E1Q-(a.-Me-2,6-1.;
1/2-Phe)-Nle-HQ-Aib-Aib-Cit-(c-Me-217-Phe);
Aib-V-Aib-E1Q-(oc-Me-2F-Phe)-Nle-HQ-Aib-A-Cit-(a-Me-2,6-F-Phe);
Ath-V-Aib-EQ-(cx-Me-21P-Phe)-Nle-HQ-Aib-Aib-Cit-(cx,-1Vie-2,64?-Phe);
(AC5C)-V-.A.6-.13,1(1)-(a-Me-217-Phe)-Nle-14Q-Aib-A.-Cit-(a-Me-2,6-F-
Phe);
(AC5C)-V-Aib-RIC2-(a-Me-2F-The)-Nle4-19-Aib-Aib-Cit.-(a-Me-2,61:-Phe)
;
ISAlb-V-Aib-MQ(a-Me-2,64-7-111e.)-Nte-HQ-Alb-A-Cit-(a-Me-2,6-F-Phe);
0C5C)N-Aib-ER)-(a-Mc-2,6-F-Phe)-Nle-FIQ-Aib-A-Cit-(a-Me-2,6-1F-Phe);
A ib-Vaib-PAQ-0.-Me-2F-The)-Nle-HQ-Aib-(a-Me-2F-Phe); 20Ai 1,-V-A
ib-HX)-(a-Me-2F-Phe)-Nle-HQ-Aib-Ai b-Aib-(oc-Me-2F-The);
(AC5C).-V-Aib-HQ-0.-Me-217-Phe)-Nle-HQ-Aib-A-Aib-(ch-Nle-217-Phe);
(AC5C)-V-Aib-EIC).-(a-Me.-2F-Phe)-Nle-140-Aib-Aill-Aili-(u-Me-2F-Phe)
; Ai 1,-V-A ib-ER)-(a-Me-2,6-1:-.1theyNle-ITQAib-A-Aib-(w-Me-2F-Phe);
Ai b-V-A ib-FAQ-(a-Me-2,6-F-Phe)-Nle-.14Q-Ab-Ux-Nle-2F-Plie);
25(AC5C)-V-A
ib-E1Q-(a-Me-2,6-f-Phe)-Nle-11Q-A.ib-A-Aib-(a.-Me-2F-Phe);
(AC5C)-V-Aib-EK(a-Me-2,6-F-Phe)-Nle-HQ-Aib-Aib-Ai 1)-(a-Me-2F-Phe);
Ai 13-V-A ib-.131().-(a-N4e-2F-P110-1410-11Q-A
ib-A-Aib-(a-Me-2,6-1^-The);
Aib-Vailm.E.IQ-(a-Me-2F-Phe)-Nle-F1Q-Aib-Aib-Aib-(a-Me-2,6-F-Phe);
(AC5C)-V-Aib-HQ-(a-Me-2.17-P130-Nle-.11Q-Aib-A-Aib-(cc-Me-2,6-F-Plie)
;
30(AC5C)-V-Aib-ER)-(a.-Me-21:-Phe)-Nle-HQ-Aib-Aib-Aib-(pc-Me-2,6-F-Ph
e); A ib-V-A
13-E.R)-(a-Me-2,6-1R-Phe)-Nle-HQ-Aib-Aib-Aib-(x-Me-2,6-F-Plie);
(AC5C)-V-Aib-M-(a-Me-2,6-)-Phe)-Nle-E1Q-Aib-A-Aib-(a-Me-2,6-F-Phe);
(AC5C)-V-Aib-F19-(a-Me-2,6-F-Phe)-Nle-EQ-Aib-Aib-Aib,(a-Me-2,6-F-Phe)
;
Aib-V-Aib-Ei()-(a-Me-2F-Phe)-Nle-11Q-Aib-A-(a-Me-2,647-Phe)-(a-Me-2FP
he); 5Aib-V-Aib-E.1Q-(a-Me-2F-Phe)-Nle
Q-Aib-Aib-01-Me-2,64.7-Phe)-(a-Me-2F- Phe);
(AC5C)-V-Aib-.131Q-(a-Me-2F-Phe)-Nle-FIQ-Aib-A-(a-Me-2,6-F-Phe)-(a-Me
-2FPhe);
(AC5C)-V-Aib-E.R)-(a-.Me-2.1.-PhO-Nie-HQ-Aib-Aib-(a-Me-2,6-1.L.Phe)-(
a-Me- 1021.7-Phe); he)-Nle-HQ-Aib-A-(a-Me-2,6-F-Phe)-(a-Me-2F- IMO;
.A
ib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Aib-AiNa-Me-2,64-Phe)-(ct-Me-21L
Pile);
15(AC5C)N-Aib-EIQ-(oc-Me-2,6-F-Phe)-Nle-HQ-Aih-A-(et-Me-2,6-17-Phe)-(
a-Me- 2F-Phe); 



(Aese)-V-Aib47,19-(a-Me-2,6-F-Phe)-Nie-FIQ-Aib-Alb-(a-Me 6
F-Phe)-(a-Me2F-Phe); Aib-V-Aih
Q-(a.-Nle-2F-Phe)-Nle-11Q-Aib-A-(a-Me-2,64-Phe)-(a-Mc-2,6-17- 20Phe);
.
Aib-V-Aib-EIQqa-Me:217-Phe)-Nle-HQ-Aib-Aib-(a-Me-2,6-F-Phe)-(a-Me-2,6
4- 1The);
(AC5C)-V-Aib-E1Q-(a-Me-2E-Phe)-Nle-.11Q-.Aib-A-(a-Me-2,6-F-Phe)-((i-M
e-2,6- F-Phe);
25(AC5C)-V-Aib-E1Q-(cz-Me-2F-Phe)-Nle-1-1Q-Aib-Aib-(apMe-2,6-F-Phe)-(
a-Me- 2,6-F-Phe);
Aib-V-Aib-EQ0-Me-2,6-F-PhO-Nle-HQ-Aib-A1x-Me-2,6-F-Phe)-(tx-M -2,6-
F-Phe);         Aib-V-Aib-ElQ-(a-Me-2,6-F-Phe)-N1 HQ-Aib-Aib-(a
Me-2,6-17-Phe)-(a-Me-2,(.i- 30F-Phe);
(A(25C)-V-Aib-E.1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Alb-A-(a-Me-2,6-F-.Phe)-(a
-Me- 2,6-f-Phe)
(AC5C)-V-AibaQ-(a-Me-2,6-F-Phe)-Nle-HQ-Aib-Aib-((x-Me.-2,6-F-Plie)-(a
-Me2,6-17-Phe);
Aib-V-Aib-E1Q-(a-Me-217-Phe)-Nle-HQ-Aib-A-Arg(NO2)-(a-Me-2E-Phe); A
ib-V-Aib-ER)-(a-Me-2F-.Phe)-Nle-HQ-Aib-Alb-Arg(NO2)-(a-Mc-2F-Phe);
(A.C5C)-V-Aill-E1Q-(a-Me-2.15-Phe)-Nle-HQ-Alb-A-Arg(NO2)-Qx-Me-2F,Pbe
);
(AC5C)-V-Aib-ER)-(ct-M.e-2F-Phe)-Nle-111).-Aib-Aib-Arg(Nb2)-(a-Me-217
-Plic);
AM-V-Aib-ElQ-(a-Me-2,6-F-Phe)-Nle-HQ-Aib-A-Arg(NO25'-(a-Me-217-Ph01 A
i b-V-A 13-E1C)-(a-Me-2,6-F-Phe)-N1 e-HQ-Alb-A
b-Arg(NO2)-(u-Me-2F-Phe); (AC5C)-V-A
ib-lili)-(a-.Me-2,6-17-Phe)-Nle-HQ-Aib-A-Arg(NO2)-(a-Me-2F-Phe);
10(AC5C)-V-A b-E1Q-(a-N1 e-2,6-E-Phe)-Nie-I1Q- A
ih-A1b-Arg(NO2)-(a-Me-2F- Phe); A
ib-V-A.lb-EIQ-(a-Me-2F-Phe)-Nib-A-Arg(NO2)-(a-Me-2,6-F-P110; A i 13-V
-A ib-MQ-(a-Me-2F-.Plie)-N1e-HQAib-Arg(NO2)-(a-Me-2,6-E-Plie) (AQ;
C)-V-Ac-2F-PheyNle-f Q-A i b-A-Arg(NO2)-(cc-Me-2,6-17-Phe);
15(AC5C)-V-Aib-EN-((x-Me-2F-PheyNib-Aib-Arg(NO2)-(a-Me-2,6-1F- The);
Ai b-V-A ib-EIQ-((x-Me-2,6-F-1)110-NIib-A-Arg(NO2)-(a-Me-2,6-F-Phe);
A i b-V-Aib-Arg(NO2)-(a-Me-2,6411The); (A
C5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe.)-N1
e.-1-1Q-Aib-A.-Arg(NO2)-(a-Me-2,6-F- 20The);
(AC5C)-V-Aib-E1Q-((x-Me-2,6-F-Phe)_N e-110. -A ib-A
5-Arg(NO2)-(a-Me-2,6-17- PI) e.); Ai 1)- V-Ai b-E1Q1..,MHC). -Har-AK
ip(OMe))-(APPA); Ai b-V-.A
ib-131QL-Nle-HQ-Har-AK-(Bip(Olvle))-(APPA);
25(AC3C)-V-Aib-ER)1.,MHQ-Bar-AK-(131p(OMe))-(APPA); (AC3C)-V-A
ib-EIQL-Nle-1-1Q-Har-AK-(Bip(OMe))-(APPA); (A
C5C)-V-A.11,411Q1.,MIN).-Har-AK-031p(OMe))-(APPA);  (A (15C)-V-A
b-REQL-Nle41().-Har-A1C-(Bip(OMe))-(APPA); A ib-V-(A
C3(2)-10,1.,M:14Q-Ilar-AK-(B ip(OMe))-(APPA); 30 Aib-V-(AC3C)-E1Q1.,N
e-HQ-I-lar-A1C-(B ip(OMe))-(APPA); (A
C3C)-V-(AC3C)-E101,MHQ-liar-AX-(131p(cMe))-(APPA);
(AC13C)-V-(AC3C)-EIQL-Nle-HQ-llar-A1K-(13ip(PMe))-(APPA);
(AC5C)-V-(AC3C)-1:1Q1,MHQ-llar-AK-(13ip(OMe))-(A.PPA); (AC5C)- V
-(AC3C)-EIOL-Nle-HQ-Har-AK-(B ip(OMe))-(APPA); Ai
b-V-Aib-EIOLMHQ-Har(N102)-AK-(B ip(OMe))-(APPA); Aib-V-Aib-ETQL-N
le-11Q-I-lar(NO2)-AK-(B iP(OMe)).-(APPA); (AC3 C)-v-A
ib-EIOLMM-Har(NO2)-AK-(B ip(Olvle))-(APPA);
(AC3C)-V-Aib-EIQL-N1e-Q-Har(NO2)-AK-(Bip(OMe))-(APPA);



(AC5C)- V-(AC3C)-E1Q1..,-1\11e-HQ-Bar(NO2)-AKp(OMe))-(A.PPA); 15Ai
b-V-Aib-EIOLIVIHQ-Har(NO2)-A-K(13intin)-(8 ip(OMe))-(APPA);
Aili-V-Aib-EIQL-Nle-HQ-Bar(NO2)-A-K(Biotin)-(Bip(OMe))-(APPA); A
ib-V-A b-EIOLMIJO-flar-A -K(I3 otin)-(B ip(OMe))-(APPA); A ib-V-A
b-EIOL-Nle-HQ-Har-A-K(B i otin)-(B ip(OMe))-(APPA); A i b-V -A i
b-EM,MHQ-Har(NO2)-A-K(-CO-(CH2)64113)-(Bip(OMe))-(APPA);
20Aib-V-Aib-EIQL-Nle-1-1Q-Har(NO2)-A-K(-00-(042)6-CF13)-(Bip(OMe))-(A
PPA); A ib-V-A ib-E1OLMHQ-Flar-A-K(-00-(CH2)6-CH3)-(Bip(OMe))-(A
PPA); A ib-V-A b-EIQU-N 1
e-14Q-Har-A-KK(-((.132)6.-CE11)-(Bip(OIVIe))-(APPA); A 1
b-v-Aib-EIQIIMIJO-Har(N 02)-.A -K(-C20-(c1+2)8-0-13)-(71:3
ip(OMe))-(APPA); Ai b-V-A ib-EIQL-N 1 e-HQ-Flar(NO2)-A -K
(-00-(0.12)8-(113)-(B ip(OMe))-(APPA);
25.Aib-EIQUIVII-1Q-Har-A-KKO-(C112)8-C.11.3)-(13ip(OMeD-(APPA);
b-V-A1b-E1Q1.,-Nle-HQ-Har-A-X.(-00-(042)8-015)-(14ip(OMe))-(APPA);
(AC5C)-V-(AC3C)-EIQL-1\11e-HQ-Har-A-K(-CO-(012)8-0-.13)-(B
ip(Olvlo))(APPA); (A C5C)-V -(AC3C)-EIQLMITIO-Har(NO2).-A-(NMe)K-(B
ip(OMe))-(A PPA);
30(AC5C)-V-(AC3c)-FAQL-Nle-14Q-14ar(NO2)-A-ONIMOK-(8 ip(oMe))-(APPA);
(A C5C)-V -(AC3C)-E1.01,-(NMe)M-HQ-llar-A -Kt-00-(CH2)842113)-03
p(OMeD(APPA); (AC5C)-V-(A C3C)-EIQL-(NMe)Nle-HQ-Har-A
-K(-00-(CE12)8-CH3)-(B ip(OMe))- (APPA);
(AC3C)-V-(AC3C)-EIQL-(NMe)M-HQ r(NO2)-A-(NMe)K-(Bip(OMe))- (APPA);
(AC3C)-V-(AC3C)-131%-(INIMON1e-E1Q-liar(NO2)-A.-(NMe)K-(Eip(OMe))-
(APPA); 5(AC5C)-V-(AC3C)
19L-(NMe)M-1-1Q-Ilar(NO2)-A-(NMe)K-(13lp(OMe))- (APPA);
(AC5C)N-(AC3C)47,1Q11.,-(NMONle-1-1Q-1-lar(NO2)-A-(NW)K.-(13ip(OMe))-
(AVM); Aib-V-Aib-ERAMHQ-flar-AK-(Bip(ONie));
10Aib-V-.Aib-MOL-N1011Q-11ar-A.K.-(131p(OW));
(AC3C)-V-Aib-E1QLMLIQ-Har-AK-(131p()1\40);
(AC3C)-V-Aib-ER)11,-Nle-HQ-Bar-AK-(31p(OMe));
(AC5C)-V-Aib-MQLM1Q-Har-AK-(Bip(OIVIe));
(AC5C)-V-Aib-MQL-Nle-11Q-liar-AK.-(11ip(Olvle));
15Aib-V-(AC3C)-EIQL,MEIQ-Har-ANBip(OMe));
Aib-V-(AC3C),-E1QT.,-Nle-11Q-Har-AK-(Bip(OMe));
(AC3C)-V4AC3C).-Ekg,M11Q-Flar-AK-(Eip(OMe));
(A.C3C)-V-(AC3C)-EIQL-N1e-HQ-liar-A1C-(Bip(OMe));
(AC5C)-V-(AC3C)4?,ICAMHQ-Bar-A1C-(Bip(OMe));
20(AC5C)-V-(AC3C)-13.1Q1,-Nie41Q-Har-AK-(13ip(OMe));
Aib-V-Aib-EIQLMIIQ-Har(NO2)-.AK-(13ip(OMe));
Aib-V-Aib-EIQL-Nle-HQ-Har(NO2)-AK-(lip(OMe));
Aib-V-.AM-EIQLN111Q-flar(NO2)-A-K(Biotin)-(Bip(OM.e));
Aib-V-Aib-EIQL-Nle-HQ-Har(NO2)-A-1413iotin)-(Bip(O1Vie));
25Aib-V-.Aib-EIQ1.M1-10-1lar-A-K.(13iotin)-(Hip(OMe));
Aib-V-Aib-EIQL-Nle-FIQ-Flar-A-K(Biotin)-(Bip(OMe));
Alb-V-Aib-EICAMHQ-Har(NO2)-A-K(-CO-(012)6-013)-(Bip(OlVle));
Aib-V-Aib-EIQL-Nle41Q-Bar(NO2)-A-KECNCI-12)6-CH3HBit)(0Me));
Aib-V-Aib-Elgt:MHQ-liar-A-K(-(20-(CH06-Cf13)-(Bip(OMe));
SOAib-V-Aib-ETQL-NletHQ-1-far-A-Kec0-(0-12)6-0713)-(13ip(01\44);
Aib-V-Aib-EIQLMHQ-Har(NO2)-A-KI,C0-(CH2)8-013)-WiP(OMeTh
Alb-V-Aib-EIQL-Nle-14Q-llar(NO2)-A-K(-CO-(C1-12)8-CH3)-(13ip(OMe));
Alb-V-Aib-EIQUARQ-Flar-A-1C(-00-(CH2)8CH3)-(Blp(OMe));
.Aib-V-.Alb-EIQL-Nie-1-19-Har-A.-K(-00-(C1-12)8-0-13)-(131p(OMe));
(M.15C)-V-(AC3C)-14QLMEQ-Iiar-A-K(-00-(CH2)8-C.f13)-(Bip(OlVie)); .
(A C5C)N -(A



10A ib-V-A ib-111QLM.1-1Q-Har-.A-Arg(NO2)-031p(OMe))-(APPA); A
ib-V-Aib-ETQL-N1 6-141)-Har-A-Arg(NO2)-(I3 ip((Me))(APPA); (AC3C.)-V
-.A i b-EIQL,M110.41 ar-A-A raNO2)-(B ip(OMe))-(APPA);
(AC3C)-V-Aib-EIQL-N1e-14Q-flar-A-Arg(N00-(3ip(OM6))-(APPA); (AC
se)N-Aib-EICAMI1Q-11.ar-A-Arg(N 02)-(B ip(pMe))-(APPA);
15(AC5(2.)-V-Aib-ElptINMQ-Har-Aib-Arg(NO2)-(Bip(OlVie))-(APPA.); (A
C5C)-V-A 11)-.EIQL-N le-HQ-Ilar-A-Arg(NO2)- (B ip(01140)-(APPA); A
ib-V-(AC3C)-E1Q1..,MHQ-Iiar-A-Arg(1\102)-(Bip(OMe))-(APPA); A
ib-V-(AC3C)-E1Q1,-Nle.-11Q-ITar-A-Arg(NO2)-(Bip(OMe)).:(APPA);
(AC3C.)-V-(AC3C)-E1Q0.411Q-Flar-A-Arg(NO2)-(Bip(ONI el)-(APPA);
20(AC3C)-V-(AC3C)43().1.,-Nle-14Q-Har-A-Arg(NO2)-(131P(ONle))-(A1PA);
(AC5C)-V-(AC3C)-E1QL,MHQ-Har-A-.A.11002)-(1B ip(OMe))-(APPA);
(AC5C)-V-(AC3(.1)-E3QL-Nle.-11941.ar-A-Arg(NO2)-(1.3ip(OMe))-(APPA);
A i b-V-.A b-E1()-(a-Me-2,6-F-Plie)-N e-11Q-1-lar-A -A.r002)-(6
p(ON1c))- (ARM.); 25(A
C3C)-V-AQ-(a-Me-2,6-17-Phe)-Nle-ITQllar-A-Arg(NO2)-03iPPMeD- (APPA);
(AC5C)-V-Aib-E.le-HQ-11Tar-A-Arg(NO2)-(Hip(OMe))- (APPA); A ib- V
-(AC3(1)-E1Q-((-Me-2,6 -Fac)-N le-119-Hal A-Arg(NO2)-(B ip(01\ 40)-
30
(AC3C)N-(AC3C)-El.Q.-(a-Me-2,6-F-Phe.)-Nle-11Q-Har-A-Arg(NOz)-(13ip(O
Me))- (APPA);  C5C)-V-(AC3C)-E1Q-(a-Me-2,6-17-Phe)-N
le-.114Q-Har-A-Arg(NO2)-(Bip(Olvle))-  (APPA); Ai b-V-A
ib-E1Q-(cx-Me-2F-PheyNle-11Q-Har-A-Arg(NO2)-(8ip(0)Vfe))-(APPA); (A
C3C)-V -Ait)-12AQ-(a-Me-217-Plie)-Nle-HQ-Har-A-Arg(NO2)-(B
ip(OMe))(APPA);
(AC5C)-V-Aib-E1Q-(a-Me-21?-Pho)-Nle-HQ-Bar-A-Arg(NO2)-(B ip(OMe))- (A
PPA); Aib-V-(AC3C)-EIQ-(a-Me-2F-Phle-HQ a A-Arg(NO2)-(Bip(ONle))-
(APPA); 10C3C)-V -(A C3C)-E li).-(a-Me-2F-Phe)-Nle-HQ-Har-A-Arg (N
OD-01 ip(OMe))- (A PPA); (AC5C)-V -(AC3C)-ER)-(a-Me-2F-Phe)-N le Q Ha
A -Arg(NO2)-(13 ip(OMe))- (A PPA); A i
b-V-AR)-(a-Me-2,6-F-Phe).-Nle-1-1.Q-Hat-A.-Arg(N0?)-(ex-Me-2,6-F-The)
- 15(APPA);
(AC3C)-V-A1b-E1Q-(a-Me-2,6-F-Phe)-Nle-1.11-A-A1-g(NO2)-(a-Me-2,6-17-
.Phe)-(APPA); (AC5C)-V -A i
b-E1Q+x-Me-2,6-F-Phe)-Nle-HQ-Ilar-A-Arg(NO2)-(a-Me-2,6-FPhe)-(APPA);
20Ai
b-V-(ACci(2)-EIQ-(a.-Me-2,6-F-P1m)-Me-1-1Q-llar...A-Arg(NO2)-(a-Me-2,
64- Phe)-(APPA); (A C3C)-V-(AC3C)-ER)-(cx-M e-2,6-F-Phe)-Nle
1Q-Har-A-Arg(NO2)-(eirMe-2,6-Fe)-(A1.>PA); (A C5C)-V-(A
C3C)-EIC)-(a-Me-2,6-F-Phe)-Nrg(N 02)-((x-Me-2,64- 



25Phe)-(APPA); A ib-V-A
ib-E1Q-(a-Me-217-PheyNle-1-1Q-Har-A-Arg(NO2)-(a-Me-276-F-Phe)-
(APPA); (AC,C)-V-Aib-E1Q-(a.-Me-2.F-Phe)-Nle-HQ-Ilar A -A
rg(NO2)-0a-Me-2,6 Phe)- (A.PPA); . 30(AC5C)-V -A
ib-E1Q-(a-Me-2F-Plie)-Nle-M-Fiar-A-Arg(NO2)-(a-Me-2,6-F-Plie)-
(APPA);  A ib-V-(AC3C)-E1Q-(a-Me-217.-Phe)-Nle-HQ-Har-A -A rg(N
02)-(a-Me-2,6-F-Phe)- (A.PPA);
(AC3(1)-V-(AC3(1)-ER)-(a-Me-2F-Phe)-Nle-14Q-Har-A-Arg(NO2)-(a-Me-2,6
F Phe)-(APPA);
5(AC5C)-V-(AC3C)-E1Q-(a-Me-2F-Plie)-Nle-11Q-Har-A-Aig(NO2.)-(a-Me-2,6
-F- Phe)-(APPA); Aib-V -Ai b-EIC)-(a-Me-2,6-F-Phe)-N 14Q-If al A-A
rg(N 02)-(6-Me-217-Phe)- (APPA); (A (13(1)-V-A
il.)-61Q-(a-Me-2,6-F-Phe)-Nle-HQ-Fla A-Arg(NO2)-(a-Me-2F-Phe)-
10(APPA);
(AC5C)-V-Aib-Flli)-(a-Me-2,6-F-Phe)-Nle-HQ-liar-A-Arg(NO2)-(a-Me-2F-P
he)- (APPA);   b-V-(AC3C)-EIQ-(a-Me-2,6-17-Phe)-N
le-E1Q-Har-A-Arg(NO2)-(a-Me-2F-Phe)- (APPA);
15(AC3C)-V-(AC3(1)-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Har-A-Arg(NO2)-(a-Me-2
F- Plie)-(APPA);  (AC5C)N-(AC3C)-E1Q-(a-Me-2,64-Phe)-Nle-11Q-Ba
A-Arg(NO2)7(a-Me-2FPhe)-(A PP A);        A 1
b-V-Alb-E1()-(a-Nle-21?-Phe)-Nle-EIQ-Har-A -Arg(NO2)-(a-Me-2F-Phe)-
20(APPA); (AC3C)-V-A ib-ER)-(a-Me-2 Phe)-Nle-HQ-Flar-A-Ar
(NO2)-(a-Me-2F-Phe)- (APPA); (A C5C)-V-Ai b-E1 Q-(a-Me-2F-Phe)-N le
Q-Ilar-A-Arg(NO2)-(a-W-212-Phe)- (A PPA);
25(AC5C)-V-Aib-E1Q-(ot-Me-2F-Plie)-N1 IQ.Aib-A
rg(NO2)-(ot-Me-21?-,Phe)- (APPA); Ai b-V-(A C3C)-E1Q-(a-Me-2 F-Phe)-N
le-HQ-Har-A-A rg(1?102)-(ct-Me-2F-Ph (APPA);
(AC3C)-V-(AC3C)-E1Q-(a-Me-21.
-Phe)-1\11e-F1Q-Har-A-Arg(NO2)-(a-Me-2F-Phey 30(APPA);
(AC5C)-N-(AC3C)-E1Q-(a-Me-2F-Phe)-Nle-1.1Q-Har-A-Arg(NO2)-(c
Me-2F-Pbe)- (APPA); Ai b-V-Aib-1310.,-N e-HQ tr-AR-(B
ip(OMe))-(APPA);
(AC5C)-V-Aib-E1Q1..-Nle-H.Q-tiar-AR.-(13ip(OMe))-(APPA);
Aih-V-Aib-EIQL-Nle-HQ-Ilitr-A-Cit-(13ip(OMe))-(APPA);
(AC5C)-V-Aib-EIQL-N1e-HQ-Ilar-A-Cit-(Bip(OMe))-(APPA); A
ib-ib-(I3ip(OMe))-(APPA);
(A(.5C)-V-Aib-ETQL-N1e-FIQ4lar-A-Aib-(Bip(01Me))-(APPA);  A ib-V-A
ib-EIQL-Nle-HQ-Har-A-(a-Me-2,6-F-Phe)-(1,3ip(OMe))(APPA);
(AC5C)-V-Aib-MQ)..,-Nle-1-1Q-Har-A-(a-Me-2,617-13fie)-(Bip(OMe))-(APP
A); Aib-V-Aib-EIQL44le-HQ-fiar-Aib-R-(13ip(OMe))-(A.PPA);
(AC5C)-V-Aib-EIQL-Nle-HQ-flar-Aib-.R-(Bip(OMO)-(APPA); 10A
ibNaib-EIQL-Nle-HQ-liar-A ib-Cit-(Bip(01V10)-(APPA);
(ACC)-V-Aib-BIQL-Nle-11Q-Ilar-Aib-Cit-(3ip(01v10)-(APPA); A
ili-V-Aib-A ib-(81p(OMe))-(AP.1?A); (AC5C)-V-Aib-03ip(OMOHAPPA);
Alb-V-Aib-E1.0,-Nle-IIQ-Itar-Aib-ta-Me-2,6-F-Phe)-(13ip(OMO)-(APPA);
15(AC5C)-V-Aib-EIQL-Nle-HQ-liar-Aib-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA
); 



Aib-V-Aib-EIQL-Nle-HQ-Orn-AR-(13ip(OMe))(APPA);
(AC5C)-V-Aib-REQL-Nle-HQ-0m-AR.-(3ippMek(APPA); Ai b-V-Ai
b-EN)11,-Nit-(B i p(01\4e))-(A.PPA); (AC5C)-V-A
ib-ETQL-Nle-HQ-0m-A-Cit-(Bip(OMe))-(APPA); 20A
ib-V-Alb-EIQL-Nle-FIQ-Orri-A-Aib-(Bip(OMe))-(APPA); (A CsC7)- V-A
b-EIQL-N e-IIQ-Orn-A-A b-(B ip(OMe))-(APPA); A ib-V-A
ib-EIQL-Nle-ITQOrn-A-(cx-Me-2,6-17-Plie)-(Bip(OMe)HAPPA);
(AC5C)-V-.Aib-EIQL-Nle-14Q-Or"-A-(a-Me-2,6-F,P110-03ip(OMOHARPA); A
ib-V-A ib-RIQL-NlejHQ-Orn-A b-R-(IippMe))-(APPA); 25(A C5C)-V-A
b-ETQL-Nle41Q-Orn-Aib-R-(B p(OMe))-(APPA);
AihV-AibETQiN1e41Q-OrnAib-Cit-(Bip(OMe))-(A.PPA); (AC5C)-V-A
ib-EIQL-Nle-14Q-Orn-Ai b-Cit-(.13ip(OMe))-(APPA);
Aib-V-Aib-ETQL-Nle-HQ-0m-Aib-Aib-(Bip(OMe)8ARPA);
(AC5C)-V-Aib-RIQT.,-N1e-HQ-Orn-Aib-Aib-(3ip(OMO)4APPA);
30V-Ale-HQ-Orn-Aib-(a-Me-2,6-F-Phe)-(B ip(OMe))-(APPA);
(AC5C)-V-Aib410.1.,-Nle-1-1Q-Orn-Alb-(a-Me-2,6-F-Phe)-(13ip(OMe))-(AP
PA); A ib-V-A b-ETQL-N le-HQ-Cit-AR-(B ip(OMe))-(APPA);
(AC7.5C)-V-Aib-EIQL-NiegIQ-Cil:-AR-(Bip(OMe))-(APPA);  Ai b-V-A
b-E1QL-N le-HQ-Cit-A-Cit-(13ip(OMe))-(APPA);
(AC5C)47-Aib-EIQL-Nle-HQ-Cit-A-Cit-(13ip(OMe))-(APPA);
Aib-V-Aib-RIQL-Nle-HQ-Cit-A-Aib-(Bip(OMe))-(A.PPA);
(AC5C)N-Aib-E191..,-Nle-HQ-Cit-A-A1131031p(OMe))-(APPA);
5Ail)-17-Aib-EIQL-Nle-HQ-Cit-A-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA);
(AC5C)-v-Aib-MQL-Nle-HQ-Cit-A.-(a-Me-2,6-F-Phe)-(13ip(Olvle))-(APPA);
Ai b-V-At-Aib-R-03ip(OMOHAPPA);
(405C)-V-Aib-EIQL-Nle-HQ-Cit-Aib-.R-tHip(OMOHAPPA); A
iib-Cit-(Bip(OMe))-(APPA); 10(AC5C)-V-A1b-ISIQL-Nle-HQ-C it-A i b-C
11:-(13ip(OMOHAPPA);
AihN-Aib-EIQL-Nle-F1Q-Cit-Aib-Aib-Mip(OMe))-(APPA);
(AC5C)-V-Aib-E19L-Nle-1JQ-Cit-Aib-Aib-(Bip(OMe))-(APPA); .A
ib-V-Aib-ETQL-Nih-(a-Me-2,6-F-Phe)-(Bip(OMe))-(APPA); CAC5C)N-A
ib-RIQL-Nle-HQ-Citaib-Ot-Me-2,6-17-Phe)-(13ip(Olvie))-(APPA);
15Alb-V-Aib-HIQL-Nle-1Q-(libeit)-.AR-(131p(OMO)4APPA); (A C4C)-V-.A
ib-EIQL-Nle-HQ-04oCit)-AR-(Bip(OMe))-(APPA); A
ib-V-Aip(ON4c))-(APPA); (A Cs
q-V-A113-EIQL-Nle-FIQ-OloCio-A-Cit,-(Pip(OMe))-(A.PPA); A
ib-V-Aib-(Bip(OMe))-(A.PPA);
20(AC5C)-V-Ai1-LIQL-Nle-HQUIOCIO-A-AibiBip(OMe))-(APPA); A
ib-V-Aib-F,R2L-Nle-HQ-(FloCit)-A-Ox-Me-2,6-F-.P1*-03ip(OMeD-(APPA);
(AC5C)-V-A1b-Elfg.i-Nle-HQ(HoC10-A-0-Me-2,64:-Phe)-(Bip(ONIek(APPA);
A ib-V-.Aib-EIQL-Nle-HQ-OloCit)-Aib-R-(Bip(OMe))-(APP.A.);
(A.C5C)-V-Aib-E1Q1..,-Nle-MQ-(FTheit)-Aib-R.-(Bip(ONIe))-(APPA); 25A
ib-V-Aib-EIQL-Nle-HQ-(1-1oCit),-.Aib-Cit-(Bip(OIVIe))-(APPA);
(AC5C)-V-A ib-EIQL-Nle-HQ-(110Cit)-Alb-Cit-(Bip(OMe))-(APPA); A
ib-V-Alb-EIQL-Nle-LIQ-(110Cit)-Aib-Ail3-(i3ip(OMe))-(APPA);
(AC5C)-V-Aib-MQL-Nle-HQ-(14oCit)-Aib-Aibinip(0100)-(APPA);
Aib-V-Aib-liIQL-Nle-IR)-(FloCit)-Aib-(a-Me-2,(i-F-.Phe)-(Bip(OMe))-(A
PPA); 30 (AC5C)-V-Aib-EIQL-Nle-HQ-(HoCit)-A
il)-(a-Me-2,6-E-Phe)-(Pip(ofv10)- (APPA); A 11)-V-Aib-EIQL-N
le-E1Q-(a-Me-2,6-F-Phe)-AR-(Bip(ON40)-(APPA);
(AC5C)-V-Aib-E1QL-Nle-FIQ-(a-Me-2,6-.17-1The)-AR-(Bip(OMe))-(APPA);
A ib-V-Ai b-EIQL-Nle-tiQ-((x-Me-2,6-F-Phe)-A -Ci t-(3 p(OMe))-(APPA);
(AC5C)-V-Aib-RIQL-Nle-11Q-(a-Me-2,6-F-Pbe)-A-c it-(J3
ip(01V1e))-(APPA); A ib-V-A
b-RIC21.,-Nle-FIQ-(a-Me-2,6.F-Phe)-A-Aib-cRip(OMe))-(APPA);



10(AC5C)-V-Aib-ETQL-Nle-FIQ-(a-Me-2,642-Phe)-Aib-R-(131p(OMO)_(APPA);
Aib-V -Ai b-EIQL-Nle-HQ-(a-Me-2,6-1P-Plie)-A. ib-C it-(B
ip(oMe))-(APPA); (A C5()-V-AIQ-Ca-Me-2,64'1)110-A
ib-Cit-(Bip(PMe))-(APPA); Ai b-V i b-EIQL-Nb-(Rip(OMe))-(A P.PA );
(AC5C)-V -A i 1)-E1Q1L-N
le-HQ-(a-Me-2,6-F-Phe)-Aib-Aib-(Bip(OMe))-(APPA); 15A i b-V-A
b-E1QT,N le-HC)-(a-Me-2,6-F-Phe)-A ib-(a-Me-2,6-F-Phe)-(131p(0.Me))-
(APPA); (AC5C)-Ve-2,6-F-Phe)-A b-(a-.M6-2,6-F-Phe)- p(OMe))-(A A i
b-V-A b-E1Q-(cx-Me-2,6-F-Phe)-N1 e-LIP-Har-AR-(B p(OMe))-(APPA);
20(AC5C)- V -A ib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Flar-AR-(B
ip(OMe))-(APPA); A i b-V-A
ib-E1Q-(a-Me-2,641-Phe)-Nle-M-llar-A-Cit-(131p(OMe))-(APP.A);
(AC5C)-V-A ba()-(u-.M e-2,6T-Pbe)-N e-liP-Har-A it-(B
ip(OMe))-(A.PPA); Aib-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Flar-A-Aib-(B
ip(OMe))-(APPA); ib-E19-(a-Me-2,6-F-Phe)-N1 e-HQ-L1 ar-A -A il)-(3
ip(OMe))-(APPA)' 25A V-A ib-E19-(cx-Me-2,6-F-Phe)-N
le-F1Q-llar-A-(a-Me-2,6-F-Phe)-(Bip(OM))- (APPA); (AC5C)-V-A
ih-ER)-(a-Me-2,64-Phe)-N le-HQ-Har-A-(a-Me-2,6-F-Phe)- (13
ip(OMe))-(APPA); Alb- V-Ab-R-(13ip(01\ 4e))-(A PPA ); 30(AC5C)-V -A.
i b-E1Q-(ct-.Me-2,647-Phe)-Me-14Q-Har-A ip(OMe))-(APPA);
Aih-VAib-EiQ-(a-Me-2,6-F-Phe)Nle-}IQ-Har-Aib-Ci.t(Bip(OM.e))-(A.PPA);
(AC5C)-V-Aib-E1Q-(cx-Me-2,6-F-Phe)-N1e-.1-1Q-11ar-.Aih-Cit-03i
p(pMe))-(APPA);  A i b-V-A
b-E1Q-(a-Me-2,6-F-Phe)-Nle-II(2-1-1ar-A1,7(p ip(OMe))-(AP.PA);
(AC5C)-V-A
ib-REQ-(a-Me-2,6-F-Phe)-Nle-HQ-Har-Aib-Aib-(Bip(OMe))-(APPA); A i
b-V-A b-RIX)-(a-Me-2,6-F-Phe)-Nle-11Q-Ear-A ib-(a-Me-2,6-12-Pbe)- (B
ip(OMe))-(APPA); 5(AC 5C)-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nle-HQ-Har-Ai
b-(a-Me-2, 6-F-Phe)- (13 ip(OMe))-(APPA); Aib-V-Ai
b-E19-(a-Me-2,6-17-Phe)-N le-HQ-Om-AR-(I3 ip(OMe))-(APPA);  (A
C5C)-V-A ib-E19-(a-Me-2,6-F-Phe)-N le-FIQ-Orn-AR-(B ip(OMe))-(A.PPA);
A ib-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nle-FIQ-Orn-A-Cit-(B ip(OMe))-(APPA);
10(AC5C)-V-Aib-ER)-(a-Me-2,6-F-Phe)-Nle-11Q-Orn-A-Cit-(13ip(OMe))-(AP
PA); A ib-V-.Aib-EIQ-(a-Me-2,6-F-Plie)-N le-HQ-Orn-.A -A ib-(B
ip(OMe))-(APPA); (AC5C)-V-A
ib-E1Q-(a-Me-2,6-F-Pbe)-Nle-TIQ-Orn-A-Aib-(13 ip(OMe))-(APPA); A
ib-V-Aib-E11Q-(a-Me-2,6-F-Phe)-Nle-HQ-Orn-A-(a-Me-2,6-17-Phe)-(I3
ip(OMe))- 1 5(A C5C)-V-A
ib-E1O-(a-Me-2,64:-Pbe)-Nle-W/Orn-A-(cx-Me-2,64-Pbe)-
(Bip(OMe))-(APA); Aib-V -A i
b-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-Ornip(OMe))-(A PPA); (AC5C)-V-A
ib-E1Q-(a-Me-2,6-.F-Pbe)-N e-11.Q-Orn -A i b-R-(B p(OMe))-(APPA); A
ib-V-A113-131Q-(a-Me-2,6-F-Phe)-Nle-HQ-Orn-Aib-Cit-(B
ip(OMe))-(APPA);
20(AC5C)-V-Aib-MQ-(a-Me-2,6-F-Phe).-Nle-HQ-Orn-Aib-Cit-(8ip(OMe))-(AP
PA); A i b-V i b-E1Q-(a-Me-2,6-F-Pbe)-Nle4.1Q-Orn-.A ib-Aib-(Ei
ip(OMe))-(APPA);
(AC5C)-V-.Aib-ER)-(a-Me-2,6-E-Phe)-Nle-I1Q-Orn-Aib-Aib-(.131p(OMe))-(
APPA); Aib-V -Ai b-E.1Q-(a-Me-2,6-F-Phe)-N1 e-HQ-Orn-A
ib-(a-Me-2,6-F-Phe)- p(OMe))-(APPA); 



25(A C5C)-V-Aib-E1Q-(a-Nle-2,6-F-.Pb e)-N
le-HQ-Orn-Aib-(a-Me-2,6-F-Phe)- (B p(OMe))-(APPA);
Aib-V-Aib-EIQ-(a-Me-2,6-F-Pbe)-Nle4UQ-Cit-AR-(13ip(OMe))-(APPA); (A
C5C)-V-A b-E1Q-(a-Me-2,6-F-Phe)-N le-.11Q-Cit-AR-(13 p(OMe))-(APPA);
Ai b-V -A ib-E1O-(a-Me-2,6-17.-Pbe)-Nle-HQ-Cit-A-Cit-(B
ip(OMe))-(APPA); 30(AC5C)-V-A
ib-11Q-(wMe-2,6-14-Phe)-Nle-HQ-Cit-A-Cit-(131p(OMe))-(APPA); .Ai
b-V-A ib-E1Q-(a-Me-2,6-F-Phe)-Nle-FIQ-C it-A-A ib-(B ip(OMe))-(APPA);
(AC5C)-V-Alb-EIQ-(a-.Me-2,6-F-Phe)-N e-HQ-Cb,-(B ip(01\ 40)-(APPA);
A ib-V-Alb-F.10,-(a-Me-2,6-F-Phe)-Nie
1Q-Cit-A-(a-Me-2,6-F-Phe)-(Bip(OMe))- (APPA); (AC15C)-V-A
ib-EIQ-(ct-Me-2,6 (13i p(PMe))-(APPA); 5A ib-V-Al
b-131Q-(a-Me-2,6-F-Plie)-Nie-FIQ-C it-A i b-R-(B i p(OMe))-(APPA);
(AC5C)-V-A
ib-ER)-(a-Me-2,6-E-Phe)-Nle-I11)-Cit-Aib-R-(Bip(OMe))-(APPA); A
ib-V-Ai b-ER)-(a-Me.-2,6-13-Phe)-Nle-HQ-Cit-Ait-(B ip(OMe))-(A PPA);
(AC5C)-V-A ib-EIO-(a-Me-2,64-Phe)-Nle-1-10:(711-Aib-C
it-(.l3ip(OMe))-(APPA); A ib-V-A
b-R1Q-(a-Me-2,6-F-Phe)-Nle-HQ-Cit-Aip(OMe))-(APPA); 10(AC5C)-V -A
b-ER)-(a-Me-2,6-F-Phe)-Nib-Aip(OMe))-(APPA); A i b-V-A
b-E11)-(a-Me-2,6-F-Phe)-N le-11 Q-Ci t-A 1.)-(a-Me-2,6-f -Phe)-
(Bip(OMe))-(APPA); (AC5C)-V-A i b-EIC)-(a-Me-2,6-F-Phe)-N le-HQ-Ci
13-(a-Me-2,6-17-The)- (Bip(Mle))-(APPA); 15A ib-v -A
ib-EIQ-(a-Me-2,6-F-Phe)-Nle-HQ-(HoCit)-AR.-(Bip(OMe))-(APPA);
(AC5C)-V-Aib-EIO-((i-Me-2,6-F-Phe)-Nle-410.-(11oCip-AR-(Bip(OMe))-(AP
PA);        ib-E1Q-(a-Me -2,6-F-Phe)-N le-HQ-Mot: it)-A-C it-03
ip(OMe))-(APPA); (AC5C)-V-A
ib-E1O-(a-Me-2,6-1:-Phe)-Nle-11().-(loCit)-A-Cit-(1,3ip(OMe))-
(APPA); 20A ib-V-Ai
b-E1O-(a-Me-2,6-17-Phe)-Nle-11Q-(116Cit)-A-Aib-(Bip(OMe))4APPA);
(AC5C)_V_AihEIQ(ct_Me_2,64_Fhe)-Nle-HQ-(1-1o(7iU-A-Aih-Qip(OMeD(APPA.
); b-E1Q-((x-Me-2,6-1:-Phe)-Nit)-AMe-2,6-F-Phe)- (Bi p(OMe))-(APPA);
25(AC5C)-V-Aib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-(11oC it)-A-(a-Me-2,6-F-Ph
e)- (Hi p(01\ 40))-(APPA); Ai b-V -A ib-EfQ-(a-Me-2,6-F-Phe)-Ni
e-E1Q-(llo(1t)-Aip(OMe))-(APPA); (AC5(1)-V-Aip(OMe))- (APPA); 30A
ib-V -Aib-ER2-(a-Me-2,6-F-Phe)-NI e-HQ-(1.1.0C. i 0-A 1h-111114B
p(OM6))-( APPA);
(AC5C)-V-AM-E1()-(a-Me-2,6-F-Phe)-Nle-1-1Q-(11a1it)-Aib-Cit-(B
ip(OMe))- (APPA);  A ib-V-A ib-REQ-(a-Me-2,6-f
-Phe)-Nle-E1Q-(11oCit)-Aib-Aib-(Bip(0Me))-(APPA); (AC5C)-V-A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-11Q-01000-Aib-Aib-(13ip(OMe))- (AP.PA);
A.lb-V-Aib-E1Q-(a-Me-2,6-F-PIK)-Nle-11Q-(11oCit)-Aib-(a-Me-2,6-F-Phe)
- 5(131p(01Vie))-(APPA); (AC5C)-V-.A
ib-E1Q-(a-Me-2,6-F-Phe)-Nle-HQ-0.1oCit)-Aib-(a-Me-2,6-F-1110-
(Bip(OMe))-(APPA); A i b-Y-A ib-E1Q-(a-Me-2
6-F-Phe)-Nle-HQ-(a-Me-2,6-F-PheyAlt-aiip(OMe))- (APPA); 



10(AC5C)-Vaib-R0-("-Me-2,6-17-The)-Nle-HQ-(a-Me-2,6-F-Plle)-AR-
(Bip(OMe))-(APPA);
AM-V-Aib-EQ(uNle-2,6-F-Pbe)-Nle-110-(a-kle-2"6-F-Phe)-A-01.-(13ip(OMe
))- (AREA); (AC5C)-V-A
ib-:131Q-(a-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-F-Phe)-A-Cit-
15(Bip(PMe))(APPA); A ib-V-A0-2,6-F-Phe)-Ni b-(B ip(OMe))-  (APPA);
(A.C5C)-V-Aib-ElQ-(cc-Me-2,6-F-Phe)-Nle-HQ-(a-Me-2,6-F-Phe)-A-Aib(Bip
(OMe))-(APPA); 20A ib-V-A Plie)-(13 p(OMe))-(AP PA);
(AC5C)-V-Aib-EIQ-(a-Wle-2,6-F-Phe)-N1Q-(a-Me-2,6-F-Phe)-A-(a-Me-2,6-F
-  Phe)-(13ippMe))4APPA); A lb-V.-A i0)- 25(APPA); (A C:5C:)-V-A
ib-E1Q-(0L-Me-2,6-f -Phe)-N e-11Q-6-4-.1\ 4e-2,6-F-PheyA
(Bip(OMe))-(APPA); e-2,6-f -PheyNle Q-(a-Me-2,64 Phe)-Aib-Cit-
(Rip(Olvie))-(APPA); 30(AC5C)-V-Aib-REQ-(a-Me-2,6-1:-.
c)-Nle-HQ-(a-Me-2,6-F-PheMib-Cit- (Bi p(OM0)-(A PPM;  A i b-V -Ai
b-EN-(a-Me-2,6-1?-Phe)-Nhe)-Ai b-Aib- (Bip(OMe))-(APPA);
(AC5C)-V-Aib-09-(a-Me-2,6 Phe)-Nle-E1O-(a-M.e-2,6-17-Phe)-Aiib-
(Bip(OMe))-(APPA); 5Ai b-V-Aib4A()-(a-Me-2,6-1F-Phe)-N1
IQ-(a-Me-2,6-F-Phe)-Aib-(a-Me-2,6 Phe)-(B ip(OMe))-(APPA);
(AC5C)-V-Aib-131O-(a-Me-2,6-F-.Phe)-Nle-HQ-(a-Me-2,6-17-Phe)-Aib-(a-M
e-2,6- 17-Phe)-(.13ip(OMe))-(APPA); A i b-V-A i
b-EIOLMHQ-Har-AK-(aMe431p(OMe))-(APPA); 10Ai b-V -Ai
b-E.IOL-Nle-HQ-Elar-A K-(aMe-B ip(OMe))-(APPA);
V-Aib-V-A1b-EIOLMHO-Har-AK-(Bip(OMe))-(aMe-APPA); V-A
ib-V-Aib-13.1OL-N1 e-HQ-Har-AKp(01V1e))-(aMe-APPA);
(aMeN)-(AC5C)-V-Aib-RIOLM11Q-Har-AK-(13ip(OMe))-(aMe-A PPA);
(aMe-V)-(AC5C)-V-Alb-EIQL-Nle-171Q-Har-AK-(Bip(OMe))-(arvle-APP.A);
15(NMe-V)-(AC5C)-V-A ib-ERN,MHQ-Ilar-A K-(13 ip(ONIO)-(aMe-APPA);
(NIVIe-V)-(A C5C)-V-Aib-E1 QL-N(B p(OMe))-(xMe-AP.PA); A ib-V-Ai
b-HIQLMITO-Har-A-Flar-(aMe-Bip(OMe))-(APPA); Ai b-V-Aib-EIOL-N1
e-LIO-Har-A-Har-(aMe-B ip(OMe))-(A.P.P.A); A i b-V -A i
b-EIOLMEIO-Har-A -Har-(13 ip(OMe))-(aMe-APPA); 20A b-V -Ai
b-E1Q.1.,-Nr-A-Har-(B ip(OMe))-(ciMe-APPA ); V-Aib-V-Ai
b-EM,M.W.)-Har-A-liar-(aMe-.Bip(01\40)-(A.PPA);
V-Aib-V-Aib-RIQL-Nle-HQ-Ilar-A-Har-(aMe-.Bip(OMe))-(APPA); V-A
ib-V-Alb-13191,M1-1Q-Har-A-Har-(13ip(OMe))-(aMe-APPA); V -A ib-V -A
ib-E1 QL-N1e-HO-flar-A-Har-(13i p(OMe))_(aMe-APPA );
25(aMe-V)-(AC5C)-V-Aib-EIOLMFIQ-14a.r-A-Har-(Bip(OMe))-(aMe-APPA);
(a.Me-V)-(AC5C)-V-Aib-E1OL-Nle-HO-Har-A-Har-03ip(OMeD-(aMe-APPA);
(NMe-V)-(AC5C)-V-Aib-EIOLME1Q-Elar-A-Har-(Bip(OMe))-(aMe-.APPA);
(NMe-V)-(AC5C)-V-Aib-EIQL-N e-11Q-liar-A-Har-(B p(OMe))-(aMe-APPA);
Ai b-V-A ib-HIQL-(aMe-M)-14Q-Har-A-Har-(aMe-Bip(OMe))-(APPA); 



30Ai b-V -A i b-13.101,-(aMe-N le)-HQ-Har-A-Har-(aMe-B ip(OMe))-(A
PPA); A i b-V-A b-E1 (21,-(aMe-M)-11-1Q-llar-A-Har-(B
ip(OMe))-(a.Me-APPA); Ai b-V-A ib-EIQI,-(aMe-Nle)-L1Q-Har-A-Har(B
ip(oMe))-(aMe-APPA);
V-Aib-V-Aib-EIQL-(aMe-M)-HQ-Bar-A-liar-(aMe-13ip(OM.0)-(APPA);
V-Aip(OMM)-(APPA); V -(AC3C)-V
ib-ER)11,-(aMe-M)-HQ-.14ar-A-Har-(aMe-.131p(ONle))-(APPA);
V-(AC3(.11)-V-Aib-EIQL,-(aMe-Nle)-HQ-Bar-A-llar-(aNTe4)ip(OMe))(APPA)
; 5-(AC5C)-V-A ib-.EIQL7(aMe-M)-I1Q-Har-A-Har,-(aMe-Bip(OMeD-(APPA);
V-(AC15C)-V-.Aib-11191.,-(aMe-Nle)-HQ-1-1.ar-A-1-Iar-(aMe-Bip(Olvle.)
):(APPA);
V-Aib-V-Aib-BIQL-(aMe-M)-1A)-Har-A-Har-(13ip(OMe))-(aMe-APPA); V -A i
b-V-A b-E1Q1,-(a.Me-N le)-HQ-Har-A-Har-(B p(Olvle))-(aMe-APPA); V -(A
C3C)-V-Ai b-E1Q1..,-(aNle-M)-HQ-Har-A4-.Tar-(B ip(OMe))-(aM e-.A
PRA);  10 V-(A(2.3(2)-V-A ib-E1Q1,-(aMe-Nle)-14Q-Har-.A.-Har-(.13
ip(OMe))-(aMe-APPA);
V-(AC5C)-V-Aib-EIQL-(alvle-M)-1111Q-Har-A-Bar-(13ip(OMe))-(a.Me-APPA)
; V(AC5C)-V-Aib-EIQI.,-(aMe-Nle)-}1Q-Har-A-Har-(Bip(OW))-(aMe-APPA);
(aMe-V)-(AC5C)-V-Aib-131QL-(aMe-M)-111Q-Har-A-Har-(13ip(OMe))-(aMeAPP
A);
15(aMe-V)-(AC5C)-V-Aib-EIQL-(aMe-Nle)-1-1Q-Har-A-Har-(13ip(OMe))-(aMe
- APPA); (.N.Me-V)-(AC5C)-V-Aib-EIQL-(aMe-M)-HQ-Har-A-Hw
(Bip(OMe))-(0,4eAPPA);        (NMe-V)-(AC5(1)-V -A i
b-.E.R)1.,-(aMe21\11e)-14Q-1-1ar-A-Har-(B p(OMe))-(ciMe- 20.APPA); A
b-V-A ib-HQL-OiMe-M)-11Q-Har-A-Har-OiMe-2FIThe)-(APPA); Ai b-V-A
ib-E191.--(aMe-Nie)-11Q-11.1ar-A.41ar-(Wvie-2I^Plie)-(APPA);
V-Aib-V-Aib-EIQL-(aMe-M)-111Q-Har-A-Har-(aMe-2FIThe)-(aMe-APPA);
b-RIQL-(aMe-Nle)-11Q-Ilar-A-Flar-(ot.Me-ZEPlie)-(aMe-.A.P.PA); 25V-(A
C3C)-V-A b-E1Q1.,-(aMe-M)-14Q-Bar-A.-Har-(a1Vie-2F Phe)-(aMe-APPA);
V- (AC3C)-V -A i-Har-(aMe-2FPlIe)-(u.M.e.-.APPA);
-(AC5C)-V-Ath-EIQL-(aMe-M)-HQ-Har-A-Har-(aMe-2.11.the)-(aMe-APPA);
-(AC5C)-V -A i
b-E1Q.1.,-(ciMe-Nle)-1,1Q-Flar-A-Har-(aMe-2RPhe)-(aMe-APPA);
(a.M.e-V)-(A.C5CFV-Aib-.E1(21,-(aMe-MHQ-Har-A
-1-iar-(a:Me-2.17Phe)-(aMe- 30APPA); (oclMe -V)-(AC5C)-V-A
ib-E1QT.,-(arile-Nle)-HQ-Elar-A-Flar-(aMe-2 FPI) e)-(aMeAPPA);
(NMe-V)-(AC50)-NtA
ib-ElQ1..-(aMe-M)-1-1Q-.Har-A-Har-(aMe-2FPlie)-(aMe: APPA);
(NMe-V)-(AC5C)-V-Aib-RIQL,-(aMe-Nle)-HQ-Har-A-Har-(aMe-ZEPlic)-(aMeAP
PA); A ib-V-Aib-EIQI.,-(ciMe-M)-11Q-Ilar-A-Har-(aMe-Trp)-(A.PPA); A
ib-V-.Aib-EIQL-(otMe-Nle)-HQ-Har-A-frar-(aMe-Trp)-(APPA);
(AC3C)-V-Ath-.EIQL-(otMe-M)-HQ-Har-A-Har-(aMe-Trp)-(APPA);
(AC3C)-V-Aib-ElQ.I.Q-(aMe-Nle)-HQ-Har-A-Har-(uMe-Trp)-(APPA);
(AC5C1)-V-Aib-E1Q1,-(a.Me-M)-119-Har-A-Har-(aMe-Trp)-(APPA);
10(AC5C)-V-Aib-EIQL-(/Me-Nle)-11Q-Idar-A-I1ar-(aMe-Trp)-(APPA); A
ib-V-.Aib-EIQL-(aMe-M)-HQ-Har-A-Har-(atvie-Trp)-(ciNte-APPA); A i b-V
-A ib-E101,-(alvle-N1 e)-HQ-Har-A-Ha r-(uMe-Trp)-(aMe-APPA);
V-(AC3C)-V-Aib-1111Q1,..-(aMe-N)-HQ-Har-A-Har-(aMe-Trp)-(aMe-APPA);
V-(AC3C)-V-Aib-EIQL-(ocMe-Nle)-11Q-liar-A-Har-(aMe-Trp)-(aMe-APPA);
15V-(Aese.)-V-Aib-E101,-(aMe-N1)-HQ-Har-A-Har-(aMe-Trp)-(aMe-APPA);
V-(AC5C)-V -A ib-EIQI.,-(alVie-N
le)-11Q-Ilar-A-Har-(aMe-Trp)-(04e-APPA);
(aMe-V)-(AC5C)-V-Aib-E19.1...-(aMe-M)-11Q-Iiar-A-Har-(aMe-Trp)-(ctMeA
PPA);
(edvie-V)-(AC5C)-V-.Aib-EIQL-(aMe-N1c)-HQ-Har-A-Har-(ctMe-Trp)-(aMe-



19. The compounds of formula (1) or their pharmaceutical compositions
as claimed in            any preceding claim which act as an agonist
of PTH-1 receptor, useful for treating . 25or delaying the
progression or onset of osteoporosis, especially primary
osteoporosis, endocrine osteoporosis, postmenopausal osteoporosis,
hereditary and congentinal forms of osteoporosis. 20. A method of
preventing or treating diseases caused by primary osteoporosis,
endocrine osteoporosis, hereditary and congenital forms of
.osteoporosis,  30 osteoporosis due to immobilization, chronic
obstructive pulmonary disease or rheumatologic disorders (rheumatoid
arthritis, spondylitis), osteomyelitis or an infectious lesion in
bone, leading to bone loss complications comprising  administering an
effective, non-toxic amount of compound of formula (I) as defined in
any preceding claims to a patient in need thereof 21. A medicine for
treating/reducing any of the disease conditions described in any
preceding claims which comprises administering a compound of formula
(1), as 5claimed in any preceding claims and a pharmaceutically
acceptable carrier, diluent, excipients or solvate to a patient in
need thereof, 22. Use of compounds of formula 0) as claimed in any
preceding claims, their pharmaceutical compositions and medicines
containing them, as a-medicament suitable for the treatment of
diseases mentioned in any of the aforesaid claims. 10  20 25  I/8
Figure 1: In vitro DEW and ECso determination of P11(1-34) (Figure A)
and Seq. ID No. Ill (Figure B), in Rat P111-1 It assay (agonistic
activity, measured by amount of cAND released).  2/8 Thnoc-1111C0011
NCOOII PrnoaliNCOOH CMCK EndCOOti Fmoc-IiNke001.1-Fmoc
Fm4N-A113-011nuoc-ACC-OHFinoe.A1A-011FtnocCly-011Frooe-aMe- Pro-011
FolocIiNC0011 -Fmoc-11NC0011 Proac-ardlt-VAI-011tInocAbuICNI-011
Fmoc.ifisicomi prnoc-fiNcoot!Fmac-HNC0011 Fmoc-HNC(X)11 FmIN-1INC0011
Fmoc-Me1-011Front-110C10110-014Emoc-HoLeu-011Fidat-Nva-0111Faloc-N1r-
011 s) a4m-0tBu-0 ItmocHNC0011 I' tnocHN'toot'
Efloc4ys(N04)-011Finoc-Elmet-ON PIA" -11NyNH Nil  



3/8   Pmoc-FINCOOHEmot-liNC0011Fmoc-NCCOHPmoc-11NC0011
Frnoc-Leo-OHPinot-De-0HFcrox.eitileINIe-OHPrnoo-.(othfo-NI.OH
Finoo-NC0()11 Fmoc.1111C0011Ftnoc-HENCOOHtmoc-HINCOOH
Prto4c-(NIcle)Slel-014Fnioc-4aMe4le1)-011Emot-146(Trt)-014Proov-alslo
-Trp(Boc)-OH    Fmoc-UNC0011ImocFmoc-NCOO/IFinot-I-04COOK
Fmoc-(othfe-131p40A1c)-011Pmoc-Pro-OHPinoc-(NMe- V
oI)-014Fmoo-(aMo-2,6-F-libe),011  Fmoc-I INCOOHFmoc-I-INCOOKPinot-FIN
66.'"COOH Fniot-(NM11e-Arg(Pbf))-OHPaco-Wit-A
rt(Pb0)-01.1Prnot-exhior-APPA)OHFamo-Phe-011
Fmot-6NC0011C0011Fmot-NCOOHFines-11NC0011 Pasoc4Nkle-Hoi(Pbc))-0111
Procit-(aMoMat(Pb())-0/1FInot-(NNIt-Lys4Doc)1-011 Paw -(4
Me-Lysflio0-014  % decrease in serum P   I= 0.1 mg/kg, p.a.     0.2
mg/kg, p.o. L.J0.3 mg/kg, pm. UAW 0.5 mg/kg p.o. 0 1 mg/kg, p.a.
ENVII 0.2 mg/kg, p.o. go 3 mg/kg, p mg 0.5 mg/kg, p.n.      Groups



Figure 3: In vivo DRC study with Seq. ED No. Ill (Figure A: %
increase in serum Ca2 levels. Fi tlit 8: % decrease in serum PO4
levels), in OVX Female Rat.  5/8    Changes in TRAP (13) WR control
elms OVX control (20pgilt9, sc) Seq 111 (300 ogrkg. po)  Changes in
femur weight (C) Figure 4; Changes in biochemical parameters and
femur weight, in OVX Rat after 6 weeks treatment with Seq. U) No. LIE
and ETH(1 -34).  6/8 Seq. ID No: III, dose 03 mg/kg po (C) Figure 5:
Histological sections of the femur, in Osik-rats after 6 weeks
treatment with SeculD NO. III.  7/8    OVX Control (B)  Seq. ID No:
111, dose 0.3 mg/kg po (C) 



Figure 6: Histological sections of the tibia in OVX rats after 6
weeks treatment with Seq. WM:#.111.     


