~ 4 MAR 2005

WO 02/22802 PCT/US01/28462
SEQUENCE LISTING

<110> SMITHKLINE BEECHAM CORPORATION
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GLAXO GROUP, LIMITED
<120> NOVEL COMPOQUNDS
<130> GP50034
<140> TO BE ASSIGNED
<141> 2001-08-13
<150> 60/232,463
<151> 2000-05-13
<150> B0/232,455
<151> 2000-09-13
<150> 60/237,293
<151> 2000-10-02
<150> 60/246,269
<151> 2000-11-07
<150> 60/252,0459
<15i> 2000-11-20
<160> 88
<170> PastSEQ for Windows Versiom 4.0
<210> 1
<211> 1707
<212> DNA
<213> Homo sapiens
<4Q0> 1
atgaaggaag cagagatgga cggtgaggca gtecgcecttcet geacagataa ccagtgtgtce 60
tcecctgeace cccaagaggt ggactetgty geaatggetce ctgeagecce caagatacceg 120
aggctcogttc aggctaccec ggcatttatg gectgtgacet tggtcttctce tcttgtgact 180
ctetttgtayg tgggtaagee cocagttcaa cagoagacaa gacctgttce gaagectgtg 240
caagccgtaa ttctgggaga caacattact gggcatttac cttttgaacc caacaatcat 300
caccactttg gcagggaggc agaaatgega gagcttatcc agacatttaa aggecacatg 360
gagaattcca gtgcctgggt agtagaaatc cagatgttga agtgcagagt ggacaatgtc 420
aattcgecage tecaggtget cggtgatcat ctgggaaaca ccaatgctga catccagatg 480
gtaaaaggag ttctaaagga tgccactaca ttgagtttgec agacacagat gttaaggagt 540
tecctggagyg gaaccaatge tgagatccag aggctcaagg aagaccttga aaaggcagat 600
getttaactt tccagacger gaatttotta aaaagcagtt tagaaaacac cagcattgag 660
ctccacgtge taagcagagg cttagaaaat gcaaactctg amattcagat gttgaatgce 720
agagccaatg ctgagatcca gggactaaag gaaaatttgc agaacacaaa tgctttaaac 780
tcccagacee aggcocttrat aaaaagcagt tttgacaaca ctagtgetga gatccagttc 840
ttaagaggtc atttggaaag agctggtgat gaaattcacg tgttaaamag ggatttgaaa 900
atggtcacag cccagaccca aaaagcaaat ggccgbctgg accagacaga tactcagatt 960
caggtatteca agtcagagat ggaazaatgtg aataccttaa atgeccagat tcaggtctta 1020
aatggtcata tgaazaatge cagcagagag atacagaccec taaaacaagg aatgaagaat 1080
gotteagect taacttececa gacccagatg thtagacagea atctgeagaa ggccagtgec 114490
gagatccaga ggttamgagg ggatctagag aacaccaaag ctctaaccat ggaaatccag 1200
caggagcaga gbegoectgaa gaccctocat gtggteoatta cttcacagga acagetacaa 1260

1179




WO 02/22802

agaacccaad
ttatattatt
cagggagccc
acaagtaaag
tggacagatg
tgggaaaaga
caaattcage
aagceccatgg

<210> 2

<211> 1095
<212> DNA
<213> Homo

<400> 2

atgtegagac
ttgccaaagy
aatgttgtag
gattttccaa
caagttccta
aaatcctttt
ctcagaatgt
catctggaag
gagaaaaaca
atgaaaacat
ccetatcaac
aataacatga
actgcatatt
tcagtatatc
ggctctgtaa
ccatgtgtgg
gatggaaaac
aaagcgatga
cctatatgtg

<210> 3
<211> S84
<212> DNA
<213> Homo

<400> 3

atgttgcetet
acactttgtg
cettttteee
tctecttcaa
ccgaagtgtc
ggactaatac
caaaacaatg
agcttcacta
tctgtcocecte
atgattggaa
gttgagtecta
ttececattat
aaactcoccagg
tgcctagate
‘tggagaaacg
ttcccacata
tttgaatate

gtcagecttct,

tttctagtgt
atctggcate
tgtactactg
ggacaccatt
atcagtctga
agaagtggaa
gecagggtgt

sapiens

aaggaaaatt
acgataacac
agcaagttet
aaatacacca
caggggaagt
ggactcgecat
gttectttee
gtgatactgt
titcgtgtgt
gtggatacat
atggagttte
ttacctgtat
gtgggccece
ctececagggte
ctgtaacatg
tatctgaaga
tctatgeaaa
tatecatcacc
aatga

sapieng

tattcagtgt
attttccaaa
aagttecctac
aateclititg
tcagaatgtg
atctggaagg
agaaaaacat
tgaaaacatg
cctatcaaca
ataacatgat
ctgcatattg
cagtatatec
gctectgtaac
catgtgtggt
atggaaaact
aagcgatgat
ctatatgtga

ccagatggtc
caagaagtct
tgtggcctec
gatcggtete
caacgcegee
caactggecgg
tgacatgacc
ggectga

attttctget
tcotageace
aaaggatagt
tggatttetg
tttetattac
aacatgcaca
ttttgtgaaa
acaaattatt
agaacggggc
acctgaactc
agtcgaggty
taatggaata
tccatctatt
aacagtgacy
cagaaataaa
aaacatgaac
aacaggggat
accatttcga

aatcctaate
aatacaccat
aggggaagtt
gactcgcata
ttcetttect
tgatactgta
ttegtgtgta
tggatacata
tggagtttca
tacctgtatt
tgggcceccet
tccagggtea
tgtaacatgc
atctgaagaa
ctatgcaaaa
atcatcacca
atga

ctgcaaggcet
tggcatgagy
aaggaggagc
actgacaggy
cagaacaaag
cacaagaatg
tgtgacacce

tttggagtgyg
attgcggatg
tttgtgttat
tatgatgaag
tcectgtgaat
gaagaaggat
aatggtcatt
tgcaacacag
tggtccacte
gagtacggtt
aattgcagaa
tggacagagce
aacaatggag
taccgttgee
cagtggtcag
azaaataaca
gctgttgaat
gcaatctgtce

tcatgggtat
ggatttctgt
ttctattact
acatgcacag
tttgtgaaaa
caaattattt
gaacggggct
cctgaacteg
gtcgaggtga
aatggaatat
ccatctatta
acagtgacgt
agaaataaac
aacatgaaca
acaggggatg
ccatttcgag

279

ggaagttcaa
ctgagcagtt
aggcatttct
gcacagaggyg
cccectgttgt
ggcagactga
cctateagtyg

gttgttgtgt
tgcacaatgg
tttteccagg
aagattataa
ataattttgt
ggtcaccaac
ctgaatctte
gatacagect
cteccecatatg
atgttcagecc
atgaatatge
ttcectatgtg
ataccaccte
agtccttcta
aaccaccaag
tacagttaaa
tcecagtgtaa
aggaagggaa

ccactgttgg
atgatgaaga
cctgtgaata
aagaaggatg
atggtcattc
gcaacacagq
ggtccactce
agtacggtta
attgcagaaa
ggacagagct
acaatggaga
accgttgeca
agtggtcaga
aaaataacat
ctgttgaatt
caatctgtca

= 4 MAR 7005

PCT/US01/28462
tggtggaagc 1320
ctgcghgtec 1380
ggtagagtic 1440
cteeotggege 15040
cttegggttt 1560
agactgtatc 1620
ggtgtgcaay 1680

1707

aacggcaggec 60
ttatacgatg 120
aacactttgt 180
cectttttee 240
gtctcettca 300
accgaagtgt 360
aggactaata 420
tcaaaacaat 480
cagcttcact 540
gtetgtecect 600
aatgattgga 660
tgttgagtct 720
attcccatta 780
taaactecag- B840
atgcctagat 900
atggagaaac 960
attcccacat 1020
atttgaatat 1080
1498

gggagaagga 60
agattataac 120
taattttgtg 180
gtcaccaaca 240
tgaabcttca 300
atacagcett 360
tcccatatge 420
tgttcagececg 480
tgaatatgca 540
tectatgtgt 600
taccacctca 660
gtecttetat 720
accaccaaga 780
acagttazaa 840
ccagtgtaaa 900
ggaagggaaa 260
984
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<210> 4
<211> 465
<212> DNA
<213> Homo

<400> 4

atggcaccgyg
gcagaggtcc
cagcatgtge
acagaacggt
acctgecaga
gggcccatgt
aaagagaagc
ccaggghtacc

<210> 5

<211> 1508
<212> DNA
<213> Homo

<40Q0> 5

atgecgecage
cecagtgege
tgggagceeca
ceeocacetct
gtcagtgetco
tectgeggge
ccgtgetggg
getgtgeoect
cagaagacct
ctggctgagg
agcccgggtyg
ttgttgggct
tgeectttteg
accctgatcc
ggtatcctag
gtcagcccac
gggccccagyg
cteectgeagg
agccccktee
ggggtggage
geeccagtgt
gaggtgcgca
tgggcgeccag
gtcecagegte
tacgeoeegge
cctggctga

<210> &

<211> 1356
<212> DNA
<213> Homo

<400> 6

atggactegg
tgggccctge
tgggtgteet
cgetgeetee
tgocagttge

sapiens

ccagagcagyg
tagtcagage
agcccagece
gcaaagacct
cceccaacat
ccctgaccat
acctgaacac
cacttgttece

sapiens

tgggagggtce
tggggecetyg
ggcgcgcecag
teccagaacct
agggtccggy
gtggegtcte
gagactcecca
tccgagacct
accagtgggt
ggcacgeett
cccagggggt
cgggtgcect
tgcagcgegt
ccgagggege
gatcactgat
cagggaccta
agacattgea
agcccaaccee
aggctegtgt
ctecageceece
tccaggecey
tccagetegt
gccactgeee
ttgtcagcee
cctggageee

sapiens

cccctetgtt
tgaactgtgyg
ggacccgctyg
ggectteoctgg
cagactgeoc

atgetgececc
caagccecaag
tcaagcatge
caacacctte
agcctgeaag
gggtgagcte
accttacata
tgtgcacttyg

tetecgecee
cgetgggggt
ggtececcate
cetgetette
cgagtggace
tgtgcgecagce
tgagtaccge
acagtgtgec
geecttecat
ctaccacagc
ctgcgtgget
cgaggaccgce
gtttcgtgac
cagacacatc
ggggyggcgat
cgaggcggce
agcagccggyg
tggratcgag
geaggeectyg
cgeageccect
agtgctggge
ctacaagaac
ctgecegatg
cgacggcaca
tgeggaggac

cecocaggoee
tttgggggtc
cteecagetee
ggaagaaccg
cccagggget

ctgetgetge
gacatgacat
aactcageca
ctgcacgage
aatagetgta
acctcaggga
gtggcectgtg
gataaagttg

cogcgogegg
gaccgggace
cacgagcagg
ctgtgggecce
ccgtgggtgt
cggegetgee
ctetgeccagt
ctgtacaatyg
ggggcgcecca
ttecggcegeg
ggcecgetgee
tgtggecget
gecggtgect
cgcgtggaac
gggcgetacyg
ggcacgcatg
cccaccteee
tttgagttet
ggctggeece
gctgtcaccc
caccaccacc
cgctcgcecac
ctggcacece
caggaccagc
agecgeatac

cacctettee
agtgctcagg
tgegggcgty
tgetggggag
gtgccctice

3779

tgcttetggg
catctcagty
tgagcatcat
cettetcocag
aaaactgcca
agtacccaaa
accctccaca
tctaa

cccacgugge
tgggtcgggg
tcgacccecee
tgctgaactg
cctggacccg
tococggetteo
tgccagactg
gececgeectgt
accagtgega
tecctggacygg
ttagcgeoocgyg
gcggaggege
tcgectgggta
acaggagccyg
tgettaatygg
tggtctacac
atgacctgct
ggcteoecteg
tgaggcagcce
ctgcacagac
aggeccagga
tgcgggcacyg
accgggacta
tgctgetgec
gectgactge

agaacctect
gtccgggega
gegtetetgt
actcccatga
gagacctaca

~ 4 MAR 2003

PCT/US01/28462
gctgtgggtyg 60
gtttaaaact 120
caataagtac 180
tgtggceatce 2490
ccagagecac 300
ctgcaggtac 360
acagggtgac 420

465
cgagectete 60
aaccecocgga i20
gegagagggyd 180
tggtttgggg 240
ctgectecage 300
tggggaagaa 350
ccoccocaggg 420
cctgggcace 480
cctecaactge 540
caccgecktge 600
ctgtgatggy 660
caacgactcyg 720
ctgogaacgtyg 780
caaccacctg 840
gcactgggtg 500
ccgagacaca 960
cctacaggte 1020
ggagcgctac 31080
tcagececcocegg 1140
cccaacgcectg 1200
gaccecgetat 1260
cgagtacgtg 1320
cctgatgget 1380
ccacgeceggce 1440
ceggogetgt 1500

1569
gctottectyg 60
gtggaccccg 120
gegeagecgg 180
gtaccgectc 240
gtgtgcccty 300
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tacaatggce
gcgoccaace
ggccgegteo
cgctgeetta
ggccgetgeg
ggtgcctteg
gtggaacaca
cgctacgtge
acgcatgtgg
acctocccaty
gagttctgge
tggceceetyga
gtcaccectg
caccaccagg
tcocgecactge
gcaceccace
gaccagctgce
cgcatacgcec

<210> 7

<211> 1296
<212> DNA
<213> Homo

<400> 7

atgatecgga
cgacceccge
tatctgcgge
gcggagacca
accacgocgyg
aaaaccctgg
gggtatgtag
cactcactgyg
ctgacactta
cacatgtaca
aaccgecctgg
ctggaagtgt
aatttgttga
atggtgacac
gecagatgatt
ggaaattatg
gtcctgatag
cgtggaaacc
cagageeceg
ctcgtgeete
cgggtcccct
gecaccatee

<Z210> 8

<211> 1443
<212> DNA
<213> Homo

<400> B

atgcagecct
ctgctectge
agagccctca
tcgaccacac
cgggacttece

gcectgtect
agtgcgacct
tggacggcac
gecgeoggetyg
gaggcgccaa
ctgggtactg
ggagcegcaa
ttaatgggca
tctacacceg
acctgeteet
tceccteggga
ggcagectca
cacagaccce
cccaggagac
gggeacgcga
gggactacct
tgetgcceccea
tgactgceceg

sapiens

ceecattgte
gcaacatgeca
gtctgectget
cgecgggcge
gtgtcecccag
accttcggyg
gtctgaacag
acagcagcct
ccttcacctyg
coaacgtcag
gcatgatgat
ctcaggctec
atgttcecega
tgtccatggy
cgaatcgatg
acgggactgy
aggagttgct
tgctgcgggt
tggaggctga
agaatggaca
ggaggtcctc
caaccttecac

sapiens

cecggectega
tgectgetget
ccacgctggg
tcagtagtce
cgctegtgga

gggcacccag
caactgectg
cgcctgecagce
tgatgggttyg
cgactcgtge
gaacgtgace
ccacctgygt
ctgggtggte
agacacaggg
acaggtcctce
gegcetacage
gceoeygggay
aacgctggec
cegctatgag
gtacgtgtgy
gatggetgtce
cgcocggctac
gegetgtect

ggectctgee
gcccacggge
cctgectactyg
ceccagagec
cgeectecact
tcgegegecag
ctctcaaaag
ctctgtgctg
cagtacacca
cggattgaca
agatttgtec
tgtgatettc
tgatatcctyg
ggtgctgcag
ctcggtacce
ccggttecct
gagtcgtage
cttcagacaa
gtttecatat
ccaggctact
aaatgcetcec
ceagtyggete

gggtccegge
ccagcecctgta

cgeecccocaga
cagcacccag
cggecacaac

aagacctacc
getgagggge
ccgggtgecec
ttgggctegy
cttttegtge
ctgatoeceg
atcctaggat
agccocaccag
ccocaggaga
ctgcaggagce
cecctteccagyg
gtggagceete
ccagtgttece
gtgogecatce
gcgeeaggee
cagcgtcttg
gcceggeeet
ggctga

catcgectge
cgcgagggtt
ctgctgectge
ctctecacge
accceaggec
gccctgatge
ctggectgce
cgcagtttcet
tgggcagaga
agctttggtg
tatgcatcgg
tcccacteoag
cagettctga
tgcaacctge
gtcattggat
caggggctgg
tggagcgagyg
gtggaaaagg
gggcaactga
catctggagg
ccataccttg
tgetga

acgtttggte
acctgtgcct
gcoccacacea
ggcctgcaag
gacctgccec

4/79

agtgggtgece
acgcctticta
agggggtctg
gtgcecctega
agcgegtgtt
agggcgccag
cactgatggyg
ggacctacga
cattgcaagc
ccaaccctgg
ctegtgtgea
agceeocecge
aggcccgagt
agctecgtcta
actgeecectg
tcagcccoga
ggagcectge

tecteecagy
cceocgegeget
tgcggeagee
tgggctecce
tcactacgecce
ggagtttcece
tcattggcgt
atgtgetggyg
gttceocaccaa
agaaagtagt
acaccttgat
ctgccagagce
agaagaacgg
ttgctaacgt
ctgagttcat
aggatgtgtce
aagagcttcea
tgagagagga
geacatcetg
tgaccaagca
ttcecaggcect

ggtggecctet
acaccacgcc
tgcecgggeac
agecaggcacy
tggtcctaag

- 4 MAR 2005

PCT/USG1/28462
ctteccatggg 360
ccacagette 420
cgtggetage 480
ggacegetgt 540
tegtgacgee 600
acacatcege 660
gggcgatggy 720
ggecggecgygce 780
agcegggoece 840
catcgagttt 900
ggeecetggge 860
agcccctget 1020
gctgggccac 1080
caagaaccge 1140
cecegatgety 1200
cggcacacag 1260
ggaggacagc 1320

1356
ctecogegge 60
cagecggogg 120
cgtaaccegd 180
cagcetctte 240
aggcacceee 300
actcgtggac 360
ggagggtggt 420
ggtgecgetac 480
gttcagacac 540
agaggagttg 600
aagaagggtc 660
tgtgtgtgac 720
tggcatcgty 780
gtccactgtg 840
cgggattggt 900
cacataccca 860
aggtgtcctt 1020
gagcagggcyg 1080
ccactcceac 1140
gccaaccaat 1200
tgtggctgcet 12¢0

1296
gctgagtetg &0
aggceaogec 120
ctacgctece 180
ggcecctgatg 240
gcaggtttac 300
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cagaaaggge
aggcttagag
caggaccggyg
gectectatt
chggectgee
cgcagtttct
tgggcagaga
agectttggty
tatgecatcgg
tececcacteag
cagctictga
tgcaacctge
attggatcty
gggctggagg
agegaggaag
gaaaaggtga
caactgagca
ctggaggtga
tacettgtte
tga

<2i0> 9

<211> 1116
<212> DNA
<213> Homo

<400> 9

atggatgcag
ctocetectac
ccocaggctyg
gacactgage
ctecaggage
ggcttgactg
acagctttec
tgtgactgece
cctgeectgtg
ctgcctocag
gtcattgeay
cccactgtcet
gtecctagagg
gtctgtgtgg
caggtggaac
gggecttttet
ttectcacct
cgggtcaaac
tctgggggta

<210> 10

<211> 1779
<212> DNA
<213> Homo

<400> 10

atggatgcag
ctecteoctac
ccoccaggcetg
gacactgagc
teccgectga
cctggggect

tacaggatgt
atggcctcogt
atgecctgeg
ctgagctgga
tcattggegt
atgtgctggg
gttccaccaa
agaaagtagt
acaccttgat
ctgccagage
agaagaacgg
ttgctaacgt
agttecatcgyg
atgtgtccac
agcttcaagyg
gagaggagag
catcctgececa
ccaagcagee
caggcctigt

sapiens

ccacagctec
ctggaggyag
tgctectgtgy
tectggacet
tacgectgte
ccttceccacet
cttectecaga
gectectetg
ctggccccecca
ggcacttcac
aggagggcgg
cctggatgag
atgggacact
ttagcaatgt
caccaaacgg
ttetggatag
cagtgaccct
atcacatgac
accgggtcac

sapiens

ccacagetcce
ctggagggag
tgctetgtgg
tcctggacct
gectgeteca
teccatggect

taacctgege
gggcgcccay
cectcacecety
gettgtgace
ggagggtggt
ggtgcgetac
gttcagacac
agaggagttg
aagaagggtce
tgtgtgtgac
tggcatcgty
gtccactgtg
gattggtgga
atacccagtc
tgtectteogt
cagggcgcag
cteccecacete
aaccaatcgg
ggctgetgece

aaagcaagcc
cggtggcagce
ccacaggcaa
gagtgggaac
aggggcatge
cctggatgtg
caaactggtce
gectgctecgg
tcatgtecag
ctgcaaacca
gcatgeggtt
gectecatggg
ggagatccgce
cgctgggaat
cacactttet
cagaggtgtyg
ctgctttgge
ctttgacttt
tgccaagetc

aaagcaagcce
cggtggeage
ccacaggcaa
gagtgggaac
ggaattggac
acaaagccta

gatttecaget
ttctggtcayg
gagcagatty
teggetaaag
cactcactgg
ctgacactta’
cacatgtaca
aaccgcctgg
ctoggaagtgt
aatttgttoga
atggtgacac
gcagatcact
aattatgacg
ctgatagagg
ggaaacctge
agccecgtgy
gtgcctcaga
gtcccctgga
accatcccaa

tggececceccat
tgcectgetyg
ctggaggctyg
cgectooeoga
ctcacctcca
gcagataacg
accttgagge
ctcoccgeocace
gggaagagcc
gcectgatee
ttetectget
gcttggetygg
tcagtgcage
gactccctga
gaccccaaca
gecatggtge
ctgattgcce
gtggcacctc
ttctaga

tggccececat
tgccetgetg
ctggaggctg
cgcctgtggg
ctecagectaca
ctcaccctga

5719

acggccagac
cctatgtgec
acctcatacy
gtctgaacag
acagcagcct
ccttecacectag
ccaacgtceag
gcatgatgat
ctcaggectec
atgttcceccga
tgteccatggyg
ttgaccacat
ggactggecg
agttgectgag
tgegggtott
aggctgagtt
atggacacca
ggtcctcaaa
ccttcaccea

ggcccecget
tgtgtgactg
tacctggagg
aggctcagecce
ttgctgcecea
cccttcagac
tgtctggecaa
tggactttgg
tgaaggagtt
gaaagtcggg
ctggagatgg
gcagggctyg
tacgggacag
ggacctggcet
tcaccgtgece
tggcagtcegg
tttggagcaa
gygccetotgg

ggccceagcet
tgtgtgactg
tacctggagg
ggctccagca
accagctctce

ggctgcaggg

- 4 MAR 2005

PCT/USG1/28462
cagcetggac 360
atgccagacc 420
ccgcatgtgt 480
ctctcaaaag 540
ctctgtgety 600
cagtacacca 660
cagattgaca 720
agatttgtee 780
tgtgatette 840
tgatatcctg 900
ggtgctgecag 360
cagggcagte 1020
gtteceoctecag 1080
tcgtagetgg 1140
cagacaagtyg 1200
tccatatggg 1260
ggctacteat 1320
tgectcoecca 1380
gtggctctge 1440

1443
ccttttecte 60
cacctceocag 120
actcccactyg 180
cctggtgegg 240
tgcettecat 300
actagaggaa 360
ccecectaace 420
catgtceceee 480
ttcagacate 540
gectegatgy 600
agacccagec 660
gagagtaadg 120
aggggcctat 780
ggaagtcatc 840
agggatccca a0
ctteectecce 960
gggcaaaggt 1020
ggataaaaac 1080

1116
ccttttecte 60
cacctcecag 120
actcccactg 180
gggaatgcte 240
aaccettgag 300
caatcggete 360
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agaatcatgy
ctcaaccaga
ctggaggtty
aagttgageca
gccegtctee
getggggecce
ctggaggctc
cgetgeaatce
ctggatctgt
cggctccagg
catggettga
gaaacagctt
acctgtgact
ceccoctgecet
atcetgecte
tgggtcattg
gcececactg
agggtcctag
tatgtcrgtg
atccaggtgg
ccagggeett
cecttectea
ggtcgggtca
‘aactctgggg

<210> 11
<211> 429
<212> DNA
<213> Homo

<400> 11

atggccaggt
ccgggagety
cgagcagtca
gaggctatgy
ctggatgagg
tacagggggc
ctggctggec
ctttgctag

<210>
<211>
<212>
<213>

12
692
DNA
Homo

400> 12

atgtctgaag
aaccgagatg
catgectgete
gggatgatgt
cttcagaaaa
aacttgtceca
gaacaaatgyg
aatccatgte
gaggagaaaa
aagatagaca
ttcttttgge
tectgtteect

ggcetggggt
ttgttetett

gggacaacca
ccctecaccct
cggcactagt
tgcgggggct
tggaccctgg
tgagctcggt
cecagaatec
agctacgect
ctgectteca
tcecttetee
geecgectecet
gtgctggcce
cagggcactt
cagaggaggg
tectectggat
aggatgggac
tggttagcaa
aaccaccaaa
tttttetgga
cctcagtgac
aacatcacat
gtaaccgggt

sapiens

acatgctgct
aggcccgggce
tcttcaccty
gagatacctt
ccatggggtce
gacccagcetg
tetecagecag

sapiens

aagtgaccta
gaaataacct
tgggtetggt
ttttgecagat
ccatccaaca
tggaggagga
ccatcaaact
ctaagatgtg
cctgggctaa
gtttggaaga
tgggattate
ctecatectt

cttctecagge
cctagatgga
cctggtattt
ggagcgetge
ggccctaagy
ggggcagctc
gagcctggtt
geccttccaa
catctcagec
gtcaggggea
cctectggat
agacaaacty
ctggetgete
ccatcatgtc
cacctgcaaa
cgggeatgeg
gaggcctcat
actggagatc
tgtcgetggy
cggcacactt
tagcagaggt
cotetgettt
gacctttgac
cactgccaag

gctgetectg
agcgecttac
cgggggctec
cceggatgea
cagcgagtgg
gcaaggaace
ctgctgecaag

cgcgacactc
aagaaaaaga
aactctrtge
atctaatgac
gcagcaggat
atttetcaag
gtgccaagag
gcaatggtac
cagtagaaag
aaaggatttt
atgggactcece
gtacgtctct

ctetetgete
gettttgggy
gtggctccygyg
aacctcagca
cttagagaac
aaggagetgyg
gggctcaatc
gcactgtacc
atccecageec
tgecctcacet
gtggcagata
gtcaccttga
cggctoegee
caggggaaga
ccagecctga
gttttctecet
ggggcttgge
cgectecagtagc
aatgactcce
tctgacceca
gtggecatygg
ggcctgattg
tttgtggcac
ctecttetga

gecggtatggyg
ggggtcagge
cggtggagac
gatgctgaty
ctggccctga
cctggggtte
tgggggtyta

acatttcagy
gggcatecag
ctgatgttge
attaactceag
aacttatecce
tcacagatct
ctaatcatte
caaaatagtt
gactgcatag
cttatgtcac
tctggcagaa
aa

6/79

tgaccctget
agctaggcag
gggectttge
cagtgectgg
tggatatigg
agatccacct
tcagcagect
acctecagett
gaaggctcag
ceattgeokge
acgeccctica
ggctgtctgg
acectggactt
gcctgaagga
tecegaaagte
gctctggaga
tgggcagggc
agctacggga
tgaggacctg
acatcaccgt
tgetggcagt
cectttggag
cteggeccte

tgetgacecgg
tttgecggeeg
gatcagacat
aagacagtct
ccaagtcacc

ttcggggcag
gcaaaagtga

attctgctay
ctecatetee
tgattggget
attcagagaa
agcaactggg
ccagtctact
atacttcaga
gctactattt
acaagaactc
agccattact
gtrggttetg

= & MAR 72005

PCT/US()1/28462
ggacctcege 420
cctccagaay 480
agggctagec 540
cctageectt 600
gaggctgeca 660
ctggceatet 720
ggccakcact 780
cctcagggtc 840
cecccetggtyg 900
ccatgectte 860
gacactagag 1020
caacccccta 1080
tggcatgtcc 1140
gttttcagac 1200,
ggggcctega 1260
tggagaccca 1320
tgggagagta 1380
cagaggggec 1440
gctggaagte 1500
gccagggakte 1560
cggcttecete 162C
caagggcaaa 1680
tggggataaa 1740

177%
ggagctgtgy 60
agaattcate 120
cctggcecac 180
ggcaggcgag 240
ccaggecttt 300
ccgagatgte 360
aatcagtagc 420

429
agcaaggaat 60
catttggegt 120
ggtgacgtty 180
attgagtcaa 240
caactccaac 300
gaagaggcag 360
ccacagatgt 420
tacaacaaat 480
caccctagtyg 540
catgtttreyg 600
ggaagatggc 660




WO 02/22802

<210>
<211>
<212>
<213>

13
585
DNA
Homo

<400> 13

atgtggctgt
atcactggtec
tatggctcag
tgtaacatcc
atcagggaca
gatgctgaca
caagtgacca
agectggett
ctcaagagca
ctggggaccyg

<210> 14

<211> 1002
<212> DNA
<213> Bomo

<400> 14

atgaggatct
gacacctgca
ggaagagatg
cctggcagec
aaagttgaag
ggccccaagg
caggggcaga
aacattggge
ggtcccaaag
agaggctgga
aaaagtgett
attaaatttg
ttcacgtgece
aatgttcagg
atgagctectg
gtgtggetge
gacacaactt

<21i0> 15
<211> 678
<212> DNA
<213> Homo

<400> 15

atgaggatct
gacacctgea
ggaagagatg
acggggcccc
gagaaaggga
acggtgectga
aacgaattca
tattacttca
aatggagtaa
ggcggcattg
gagaggttca
ctgttecagea

sapiens

cceccagetct
caacaacagt
gctgggagac
ttgttaaaac
atcagaaaaa
gttattggtg
ttaacccagg
tcacagetge
cccacttect
tecectectgggt

sapiens

ggtggcttct
ggcaagggca
gacdagacgg
cggggaagga
caaaaggcat
ggcttgcagyg
agggdgaataa
ctttgggecece
gagaagcetgyg
aaggagatcg
tcactgtggg
ataagatcct
acattgctgg
tgketetggt
aggaccagge
aggtgacagg
tcacagggtt

sapiens

ggtggettet
ggcaagggca
gacgagacgg
agggtgagec
aaatcggtga
gcaagtttce
accattatga
cctaccacat
aaatactgca
tcctgeocaget
atggettgtt
geeccgtga

gctgcticte
gaatggcteg
ctacttgaag
aaatggatca
ccacatgttce
tgggactgag
cacacaaact
agccacecag
gttectgtte
gaacagacca

gcttgeecatt
cectggaate
agcgaagggt
tgggacgagt
caaaggtgat
gcccecatggga
gggtgacgtyg
aactggttta
acccacgggyg
aggagagaaa
getcacggtyg
gtataacgaa
ggtctatctac
caaaaatgga
ctctggcgge
aggagagagg
cottetgtte

gettgeecatt
coctggaate
agcgaagggt
aggagtccgg
gactctagte
ttetkcagat
tacagcagecg
cactgtttte
caccaaagat
gaagctcggy
tgctgatgag

atcecteceocag
gagcagggct
tggcagtgte
gagcaggagg
accgtgacca
agacctggaa
gcagtcectcag
aagaccagea
ctcetggage
caaagaaggt

gaaatctgeca
cctgggaace
gacaaaggcg
ggagagaagg
caaggctcaa
gagaagggcec
ggtcccactg
ccgggececcca
ccccagggtyg
gggaaaatcg
ctgagcaagt
tteaaccatt
ttcacctacc
gtaaaaatac
attgtcctge
ttcaatggct
agcagccegt

gaaatetgea
cctgggaacce
gacaaaggcey
ggaataagag
ttgccaaaaa
atgcccatta
gggaaattca
tccagaaaty
gcttacatga
gatgaggtgt
gacgatgaca

179

gttactccat
cattgactgt
aaggagctga
taaagaagaa
tggagaatct
ttgatcttgg
aatggacaac
geccecteac
tgcetetget
cttga

cagggaacat
ccggtcacaa
atgcaggaga
gagaacgagy
gaggatccceo
tccgaggaga
gtcctgaggy
tgggcectat
agccaggagt
gtgagactct
ttececttette
atgatacagc
acatcactgt
tgcacaccaa
agctgaaget
tgtttgetga
ga

cagggaacat
ccggtcacaa
atgcaggaga
gctggaaagg
gtgettteac
aatttgataa
cgtgccacat
ttcaggtgte
gctetgagga
ggctgcaggt
caacttteac

- 4 MAR 2005

PCT/US01/28462
tgccgctaaa 60
gecagtgtget 120
ttggaattac 180
tegagtttce 240
caaaagagat 300
ggtcaaagtt 360
cacaacagca 420
caggtececcyg 480
cctgagecaty 540

585
aaactcacag 60
tggtctgcet 120
accaggacgt 180
agcagatgga 240
aggaaaacat 300
gactgggcct 360
gecaaggygge 420
tggaaagect 480
ceggggaata 540
agtcttgeca 600
agatatgcce 660
ageggggaaa 720
tttctccaga 780
agatgcttac B40
cggggatgag 900
tgaggacgat 560

1002

L
aaactcacag 60
tggtctgecet 120
agctggacce 180
agatcgagga 240
tgtggggete 300
gatcctgtat 360
tgctggggtce 420
tttggtcaaa 480
ccaggectet 540
gacaggagga 600
‘agggttectt 660

678
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<210>
<211>
<212>
<213>

16
618
DNA
Homo

<400> 16

atgatgagaa
ctgcagetgg
aaagaagaat
accaaagaaa
gagtactgta
gaacattact
gtgccatgta
tattgtaatt
aagggctacg
actataaatg
tttgtcatat

<210>
<Z1ll>
. <212>
<213>

17
288
DNA
Homo

<400> 17

atggaggtgyg
gttgagaggg
gggttggtat
tgcaagtgca
aacctcatca

<210> 18

<211> 1788
<212> DNA
<213> Homo

<400> 18

atggaggtygg
cgecgtggety
cagcagaact
gtcagtacca
gaggtgcagy
gcccaggatg
agctacagcg
ccoccaggge
gggeaggage
gcaghgtect
gtggtgggaa
getgcagggg
ggtgcccagg
cctgatggceca
cagacgetgt
ggggagecct
gctgeatact
gtagcccagc
attgcecatgg
ggtgatgcgg
cttcgtgaag
gtggtgcetgg
tecctgetgt

sapiens

ctcteatcac
tgecagtttea
ttgaagagtg
aagtcaaaag

accatgaaat

tccttettat
agaatggaat
taacagaagc
teccttatcac
atctecgtgga
cgeecctag

sapiens

tgctgatrctt
agaagcaaat
gtgctgtggt
gtttcaatea
ctgcaaatgc

sapiens

gaatgggatg
gcacagctgt
tcgagtggtt
aggataccea
tgcagegecet
ccggeattta
gcaaggtgga
cccgaggecyg
tggcactggg
thgygedabe
ccoggtcaga
agcttegtct
caggggacgc
gctgggecca
ccagccaget
tggaactget
ctgtaggttyg
tggacacaga
agaaggtggc
gcacctaccg
cagccagtgc
aggetgtgge
gecaacatcte

cacacaccca
agaggtggat
tttggaaaaa
acgtgtecctt
catgggaaaa
gcaatatgac
taggaaatgt
atttgaaata
ttgttcatgg
geccacctgaa

tctatgcage
tgaccctttt
ccteottctee

gaagcccagg:

aacaaagcte

ctgggceogyg
ctececatetee
cctgtatagg
gttctectat
acaaggtgat
tgagtgccac
getgagagtt
¢ccaggccececa
ctgectggeg
tgtyoonsay
cttggecegty
gggcaaggaa
aggcacctac
gattgcagag
ggcagtgaca
gtgcaatgtg
ggagatggca
gggtgtgygc
atccagaaca
ctgcctcgee
cegttecegg
atggctagea
tgtgeggggt

ctgeceetge
acagattttg
ttttttagta
attgaacctyg
aatgtitact
gagctccaaa
aacaggagca
ccagcgtgta
caaaatgaaa
cacagaagtt

ctgttggeec
cattatgact
attgggatecc
acccecaggag
cagaaagcag

gaggtgctygg
tgcaatgtga
cccgaggeec
gectgtettea
geogtggtge
acccectcecca
cttccagatg
acctcacccoce
aggacaagca
grarcagreyg
gaggctggag
gggaccgate
cactgcactyg
aaaagggcceg
gtggggcctyg
tcaggggcac
cctgcgggge
agectgggec
tacecggctac
aaagcctatg
cctetecetg
ggaggcacag
ggccceccag

8779

ttctattgece
atttcccaga
cagggeecge
gaatgccact
acaaacaccg
aaatctgtta
aaggtcttgt
aatacgaatc
tgcaaaaacyg
tectecagtga

acattgtcect
accagacect
teccttatect
aggaggaagc
agagctga

tcececcgaggy
ccggetatga
cagatactge
agtoecgagt
tcaagattgc
ctgatacccg
tectecaggt
cacgecatgac
cacagaagca
ggeggtoaac
ctccctatge
ggtaccgcat
cegctgagtg
tcetggeoeoca
gtgaacgtcg
ttceccecage
acctggggcc
ctggctatga
ggctagaggc
ttcgagggte
tacatgtgcy
tgtaccgegg
gactgegget

- 4 MAR 2005

PCT/US01/28462
gcagcagctg 60
agaagataaa 1290
cagaccacct 180
aaatcatata 240
ttgggtagea 300
caacagattt 360
agaaggagtg 420
actttatagg 480
tattecteat 540
ggatggtgte 600

€618
ggccgatgea 60
gaggattagg 120
aggttgcaga 180
ccaggtggay 240

288
gcccttgtac 60
gggcectgec 120
actgggcatt 180
ggtggegggt 240
ccgectgecay 300
ctacctggge 360
gteotgetgee 420
ggtgcatgag 480
cacacacctg 540
totgoaggaa [s]y)
tgagcgattyg 660
ggtagtaggyg 720
gattcaggat T80
cgtggatgtg 840
gatcggecca 900
aggecgteat 960
cggeccegecty 1020
gggecgacac 1080
tgeccaggcct 1140
tgggacccgg 1200
ggaggaaggt 1260
ggagactgcc 1320
ggccgccagc 1380




WO 02/22802

tggtgggtgg
ggcgtaggee
gtagagctgyg
gaaggegtgt
caggcgggcea
accctatttg
cttggtacca

<210>
<211>
<212>
<213>

i9
1842
DNA
Homo

<400> 19

atgggegece
ctaggaatgg
gectggeacayg
aacttegagt
accaaggata
caggtgcagce
gatgccocggea
agcggcaagy
gggccccgag
gagctggecac
tectttgggce
ggaatccggt
ggggagcttc
caggcagggyg

ggcagctggg
ctgteccageo

cecttggaac
tactctgtag
cagctggaca
atggagaagg
gegggcacct
gaagcageca
ctggaggetyg
ctgtgcaaca
gtggagcgac
ggccaggatyg
ctggtggggce
gtgtaccact
ggcagtgccc
tttgtgececte
acecatcactt

<210> 20

<211> 1791
£212> DNA
<213> Homo

<400> 20

atggccgeca
atcatcgtca
cgggccagta
ccgattggag
ggctcaggeg
ctgctggcac
cctgagtaca

agcgaccaga
aggatggtgt
tggggcceeg
accactgtgc
gtgcecegete
tgcectectget
tcacttgetyg

sapiens

tcaggecccac
gatgctgggc
ctgtctcecat
ggticctgta
ccecagttete
gcctacaagy
tttatgagtyg
tggagctgag
gccgccagge
tgggctgect
gatctgtgece
cagacttggc
gtctgggcaa
acgcaggcac
cccagatige
agctggcagt
tgetgtgecaa
gttgggagat
cagagggtgt
tggecatccag
accgetgect
gtgcecegtte
tggcatgget
tctectgtgeg
cagaggacgqg
gtgtggcaga
cccgaageca
gtgceocccag
gctcagggec
tgetggtggg
getgotteat

saplens

actccaccag
tcactgtgta
ggaacacggt
cetcoctett
cggcaggagyg
tggeatgggt
ttcagaageg

ggacggagayg
ggcagagctyg
aagccatecgyg
coccagogee
agggectgtt
ggtgggtaca
ctkcatgaag

gectgetgeeg
ccgggaggty
ctecetgcaat
taggcccgag
ctatgcectgte
tgatgccgtyg
ccacacceccce
agttcttecca
cccaacctea
ggcgaggaca
cgaggceacca
cgtggaggct
ggaagggacc
ctaccactgce
agagaaaagg
gacagtggag
tgtgtcaggy
ggcacctgcyg
gggcagcctg
aacatacecgg
cgccaaagcc
ccggectetce
agcaggaggc
gggtggecce
agagctecagc
gctgggagte
tcggctgaga
cgectgggtg
tgttacagte
tacaggggtyg
gaagaggett

cgacctccac
ttttgectety
gaatggctac
cgeccagcage
tectggecegtyg
gttegtgcce
ctacgggggc

ctcagectetyg
ggagtccgge
ctgagactac
tgggtgecage
acagtctacc
ggyggtggeec
aggctteogaa

ccttegetge
ctggtcecccg
gtgaccggct
gccccagata
ttcaagtccc
gtgctcaaga
tccactgata
gatgtecctce
cococecacgcea
agcacacaga
gttgggeggt
ggagctacct
gatcggtacc
actgcecgetyg
gcegtectgy
cctggtgaac
gecacttegcce
ggggcacctyg
ggccctgget
ctacggctag
tatgttcgag
cctgtacatg
acagtgtacc
ccaggactge
tectgteceoetg
cggectggag
ctacacagct
cagcatgeeyg
tacccctaca
gooctagtca
cgaaaacggt

actcccocggga
aacgtggceeg
ttcectggeag
gagggctctg
gcaggctteg
atctacatcet
cagcggatcc

9/79

tcectgeeca
ctggaggagyg
acagcettagg
atgcegacta
cctacatgeca
tagtcactgy
zacggtoa

cgetgetget
aggggccctt
atgagggccce
ctgcactggy
gagtggtgge
ttgcoceegect
cccgctacct
aggtgtetge
tgacggtgca
agcacacaca
caactctgca
atgctgagceg
gcatggtagt
agtggattca
cccacgtgga
gtcggatcgg
cagcaggcecyg
ggcceocggecyg
atgagggccg
aggctgecag
ggtctgggac
tgegggagga
gcggggagac
ggctggecge
cccagetggt
gaggcecktgt
tggggcccga
actacagctyg
tgcatgcect
ctggtgccac
ga

cgcagctgag
tgggcataty
gecgggacat
gcctctteat
agtggaatgc
cectcagagat
gcatgtacct

= 4 MAR 7005

PCT/US01/28462
gctggtgggt 1440
ccchgtcage 1500
geecgaggat 1560
cagctggtac 1620
tgcectggac 1680
tgccactgte 1740

1788
gctgctaatg 60
gtaccgegtg 120
tgcccagecag 180
cattgtcagt 240
gggtgaggtyg 300
gcaggcecag 360
gggcagctac 420
tgcecccoceca 480
tgaggggcag 540
cctggcagtg 600
ggaagtggtg 660
attggctgea 720
agggggtgcce 780
ggatcctgat 840
tgtgcagacg 300
cccaggggag 960
tcatgctgca 1020
cctggtagec 1080
acacattgee 1140
geoctggtgat 1200
ccggettegt 1260
aggtgtggtg 1320
tgccteecty 1380
cagctggtgg 1440
gggtggcgta 1500
cagcgtagag 1560
ggatgaaggce 1620
gtaccaggcyg 1680
ggacacccta 1740
tgtccttggt 1800

1842
cgtggetgac €0
gtcetetigt 120
gacgtogtgg 180
tggactggcy 240
cacgtacgtyg 300
cgtcacctta 360
gtctgtectyg 420
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tecectgctac
gtgcacatct
gccetgtaca
ctecatcatgg
tacgggcagce
acctgccace
ctgcegtgga
gaccaggtca
teccatectgyg
atcagecgcyg
geectgegggg
atgoccateg
ctgacctcca
cgtceceeget
ateggegtga
atctacatge
ggegtettet
gtggtgggag
ccagacacgce
tttgecacteca
gtoccagattg
gcaggtgatg
gececatectee

<210> 21

<211> 1182
<212> DNA
<213> Homo

<400> 21

atggattcct
tctttecetga
ggctctttgyg
ctgactgatce
tccaggagec
gaaggctcta
tctgattttg
ttgatggaaa
ggggatgcag
gaagtcctca
tgtcagagtt
tggettecte
gggcagaaca
aatggagacc
cggttgaate
aagaggtaca
cocgcacago
ctcaagecet
trhtctygctgg
geecaggtgge

22
1572
DNA
Homo

<210>
<211>
<212
<213>

<400> 22
atggttgggc
gaggctgeca

tgtctgtett
gectgggetg
ccatcgecagg
tggtggggge
tggaggcage
tgccacgtac
cegggatgac
tcgtgecageg
ccagctacct
cattgttecc
cco=ggtegy
gtcogegggg
tcttcaacag
ccggcgagcg
gtgtggecetyg
agtcagtgac
ggcgacgtge
ccacgaggcet
ggccageegt
gtggtgetgt
agaaccttac
gccaaacace
tcatgtgtgt

saplens

taaagaatga
ttgctgagaa
attttggget
acatggacktt
aatgggacat
ggccagtttt
cctttgattt
aacctattaa
ggtttgtect
agaagatgca
ctcattggeo
agagtgacct
gcgtaatgga
agcatggaaa
aggtcacage
agteggeagt
ggctggtgoyg
atgectteca
ggctocactet
tgcgtgggyc

sapiens

agcgggtgcet
aaatcctgac

caccaagata
gaacttctac
gggcctggect
tgtcatcctg
ctacgececag
agacgcecatg
ctttggecctyg
atcactgtca
caagatgectce
agatgatgtg
ctgctecaac
gctgatgatc
cagcagcacc
ggagctectg
gatcceceegte
cagctcectyg
caacgagcag
ggtcctggaa
cctggggage
tgtggtggct
ctggtggacc
ccagaaacac
caacatatte

gaactatgat
gettgtgaaa
accaageeeo
ctggggcega
gcagtctaca
gtectcatctt
tgeccggecece
accagtacca
tgtggcettt
caatgecttt
cagagatgtt
cectggetcac
ggccatecgt
catggtccga
cgacacactyg
ggtggeagec
ctggatcgac
gcagecttag
gggcactatyg
caggaaggtg

gcttetagtg
aatatctaca

tegetggace
ctctccacca
gectgtaatct
acaatcaaag
gccatteecct
cacatgtttc
accatcatgg
gceccgggace
coceatgggee
ggctgegtgg
atcgectace
gcagtgatge
ctettecacta
ctggtgggac
ctgcaggact
gecccaccay
ggggccttct
ttcectgaace
atccactacce
ggaagcctge
ctggctecagyg
gecttectggg
ttttatgect

ctggtatttyg
ccatttgtgg
ttgtettaty
gtgaagaatt
tttgacaaca
ctactgaaag
ctgettecea
caagacttgg
ggectecatgt
geccacctce
catttggcca
cccageatce
catggtgtgc
gtagtageca
acacttacaa
agtgtcatcc
cacatcctcc
catgagecagt
tgyctttgty
aagaagacat

gecttectte
ctgggtggaa
10/79

tgtacgcggg
tcctecacget
acacggacgc
cttttgacca
ccaggaccat
gagaccceca
ccacctggta
tgaaccatge
tgatcataat
tgecgtecga
ccaagctggt
tggcggecgct
tggacatctg
ggctggtcat
ccaacagegy
tgactgeagt
ggggectgat
cagccocace
tgcacttege
tgaccccace
atgtgcectt
ccegtgtety
acttegectyg

ttgaagcatt
ccattettee
ttccagtatt
ttectgatgtt
ccatcaagga
cagagttgtg
acactgttta
acaacttcat
tgaacacceca
ctcaaggagt
caaatgtgaa
gtetttttgt
ccatggtggyg
aagattatgy
tgaaacaagt
tgcactctca
agactggggg
acetcattga
ggaagctget
ga

tttctggggt
geocattaect

PCT/US01/28462
ggctectgtet 480
cggcatcaca 540
cctgcagacg 600
gatcggtggt 660
tgccaacace 720
cacaggggac 780
ctggtgcace 840
caaggcgggc 900
gcecgggeatg 960
gtgcectgegg 1020
catggaactg 1080
catgtcegteg 1140
gaggeggctg 1200
agtggractce 1260
gcaactcttc 1320
ctttgtcectg 1380
agcagggctg 1440
gtgeggagag 1500
tgtcgeecete 1560
cccacagagt 1620
gggaactaaa 1680
tggcttcaat 1740
a 1791
tgatttotgt €0
caccacattce 120
ccctteetty 180
ctttagttte 240
gcatttceca 360
gtttgttaac 360
tattggagge 420
tgccaacttt 480
tcagtcccag 540
gatatggaca 600
aattgtggac 660
cactcatggt 720
attaccagte 780 -
tgtctetate 840 ,
catagaagac 900
gcccctgage 560
agcgacgcac 1020
tgtotttgtyg 1480
gggtgtggtg 1140

1182
cctgetetea 60
actgttggac 120

- & MAR 2005
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cgggtgtete
aagtttttga
tcacctgaag
ttggatggcea
tgtagttatt
ctggtatttg
ccatttgtgyg
ttgtcttatyg
gtgaagaatt
tttgacaaca
ctactgaaay
ctgcttecca
caagacttygy
ggctccatgt
geccacctee
catttggcca
cccageatcoe
catggtgtgc
gtagtagececa
acacttacaa
agtgtcatecc
cacatectee
catgagcagt
tggctttgtyg
aagaagacat

<210> 23
<211> 759
<212> DNA
<213> Homo

<400> 23

atgagctgcyg
caaggctacce
aacgagtcte
atgetgeaca
acctgggatg
cacgggecca
tatcgetecte
cectacecga
cactacacac
cggaagatga
tcteccaaagg
tgeccaccca
agtececaaca

<210>
<211>
<212>
<213>

24
1494
DNA
Homo

<400> 24

atgagetgeg
caaggctace
aacgaghtctc
atgctgcaca
acctgggatg
cacgggecca
tatcgetoto

agattettca
tccecagatat
atcatcaaaa
gaaaagaatc
tgctaageag
ttgaagecatt
ccattcttcece
ttccagtatt
ttectgatgtt
ccatcaagga
cagagttgtg
acactgttta
acaacttcat
tgaacaccca
ctcaaggagt
caaatgtgaa
gtctttttgt
ccatggtggg
aaaattatgg
tgaaacaagt
tgcactctca
agactggggg
acctcattga
ggaagctgct
ga

sapiens

tectgggtygg
tecctgeoecaa
actecccgggt
acaagctteg
acgaactgga
ccagtectget
cggggttcca
gcgagtgcaa
agatagtttg
ctgtetgggyg
ggaactggat
gctatggagg
cttttgeaat

saplens

teetgggtag
tceotgeceaa
actceccgggt
acaagcttcg
acgaactgga
ccagtctgcect
cggggttoea

agagecatggt
taaagaggag
aagaattaag
tgaagcectt
aaaggatata
tgatttetgt
caccacattc
ccecttecttg
ctttagttte
gcatttceca
gtttgttaac
tattggaggce
tgccaacttt
tcagtccecag
gatatggaca
aattgtggac
cactecatggt
attaccagtc
tgtetctate
catagaagac
gcecectgadgc
agcgacgcac
tgtctttgty
gggtgtggtg

tgtcatcece
cgtcactcte
cocgeagagec
gggccaggtyg
gaagtctget
ggtgtccate
tgtgcagtcc
cccctggtgt
ggccaccace
agaagtttgg
tggagaagcc
cagctgcagg
gaatttgece

tgtecateeoec
cgtecactete
ccgcagagee
gggecaggtg
gaagtctgct
ggtgtccats
tgtgecagtcco

cataatgtga
gaaaaatcat
aagcattttyg
gtaaagctaa
atggattecct
tctttectga
ggctetttgyg
cegactgate
tcecaggagec
gaaggctcta
tetgattitg
ttgatggaasa
ggggatgcag

gaagtccteca

tgtcagagtt
tggctteete
gggcagaaca
aatggagacc
cggttgaatc
aagaggtaca
ccegeacage
ctcaagcect
tttetgetoy
gccaggtgge

ttggggctge
ttagaggagce
atcccocaggg
cagcctcagy
gcagcgtygg
gggcagaacce
tggtatgacg
ccagagaggt
aacaagatcg
gagaacgcygyg
ccctacaaga
aacaacttgt
tcagtetga

ttggggetge
ttagaggagc
atceceoccaggg
cagcctcagg
gcagcgtggg
gggcagaacce
tggtatgacg

11/79

ctatgcttca
accaagttat
atagctacat
tggaaatatt
taaagaatga
ttgctgagaa
attttggget
acatggactt
aatgggacat
ggccagttrt
cctttgattt
aacctattaa
ggtttgtcct
agaagatgca
ctecattggcc
agagtgacct
gcgtaatgga
agcatggaaa
aggtcacage
agtcggcagt
ggctggtggg
atgcctteca
ggctcactet
tgcgtggggc

tgttectggt
tgctcagcaa
aggacaagga
cctccaacat
ccagtcagtyg
tgggecgetca
aggtgaagga
gctecggggec
gttgtgctgt
tetacttitgt
atggceeggee
gttaccgagg

tgttectggt
tgctcagcaa
aggacaagga
cctecaacat
ccagtcagtyg
tgggegetca
aggtgaagga

= 4 MAR 2005

PCT/US01/28462
tcagagtgga 180
caggtggttt 240
agaaacagca 300
tgggactcaa 380
gaactatgat 420
gcttgtgaaa 480
accaagcccee 540
ctggguccga 600
gcagtcetaca 660
gtctcatett 720
tgceeggeece 780
accagtacca 840
tgtggecttt 200
caatgecttt 960
cagagatgtt 1020
cctggctcac 1080
ggeccatccgt 1140
catggktccga 1200
cgacacactg 12640
ggtggcagece 1320
ctggatcgac 1380
gcagecttgg 1440
gggecactatg 1500
caggaaggtyg 1560

1572

ctgcggatce 60
ataccagecac 120
ggagatcetco 180
ggagtacatg 240
catctgyggag 300
ctggggcagy 360
ctacacctac 420
catgtgcacg 480
gaacacctge 540
ctgcaattat 600
ctgctctgag 660
taggaaattt 720
759

ctgcggatcc 60
ataccagcac 120
ggagatocte 180
ggagtacatg 240
catctgggag 300
ctggggcagg 360
ctacacctac 420
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ccctacccga
cactacacac
cggaagatga
tectcecaaagg
tgeccaccca
actccaaaac
aaccatgttt
gtcaactaca
tecacgtgta
ggaactctgt
ctggatgaca
aagtctgaga
gtgtcaaaag
tttgaaaagc
ccttectact
aagacagccg
ceccgltggata
ctggggacte

<210> 25

<211> 1315
<212> DNA
<213> Homo

<400> 25

batgctgcac
gacctgggat
gcacgggcce
gtatecgctet
cecctaccoyg
gcactacaca
ceggaagaty
tteoctccaaag
gtgceccacec
cactccaaaa
aaaccatgtt
ggtcaactac
gtccacgtgt
tggaactctg
cctggatgac
gaagtctgag
ggtgtcaaaa
gtttgaaaag
accttcectac
caagacagce
gccegtggat
sotggggact

<210>
<211>
<212>
<213>

26
927
DNA
Homo

<400> 26

atggttgggg
ctgcatctct
ccegeectag
gecgetecaceg
gatactttcy

gegagtgcaa
agatagtttg
ctgtctgggag
ggaactggat
gctatggagyg
ctgaaacgga
ggctccaace
tgacccaagt
acaggtacca
tctatgaaay
agggaggect
gacacggegt
tgaaagtgca
cagcaactca
gggctecggt
tgcacgeggy
aazagaagac
ctcgggatgg

sapiens

aacaagcttc
gacgaactgg
accagtctgc
ceggggttece
agcgagtgea
cagatagttt
actgtctggg
gggaactgga
agctatggag
cctgaaacgyg
tggcteccaac
atgacccaag
aacaggtacc
ttctatgaaa
aagggaggcc
agacacggceyg
gtgaaagtge
ccagcaactc
tgggctcogg
gtgeacgegy
aaaaagaaga
cctegggatg

sapiens

gcgtecktcge
acctcggeet
gcaccctctc
gcaacggggc
gctggegggy

cccectggtgt
ggccaccacc
agaagtttgg
tggagaagec
cagctygcagy
cgagatgaat
gagggtgatg
cgtcagatgt
gtgcccageca
ctegtetage
ggtggatatce
gcagtecctc
ggatttggac
ctgcccaaga
gtttggaacc
agtcatcagce
ctacgtggge
aaaggecctte

ggggccaggt
agaagtetge
tggtgtececat
atgtgecagtc
acccctggtyg
gggecaccac
gagaagtttg
ttggagaagce
gcagctgecag
acgagatgaa
cgagggtgat
tcgtecagatyg
agtgccecagce
gctegtcectag
tggtggatat
tgcagtcect
aggatttgga
actgcccaag
tgtttggaac
gagtcatcag
cctacgtggyg
gaaaggcctt

ctcgctgggce
gggecctecte
gegttactte
ctcetegetg
cgctctgete

ccagagaggt
aacaagatcg
gagaacgcgg
ccctacaaga
aacaacttgt
gaggtggaaa
agacccacca
gacaccaaga
ggctgectga
atatgccgeg
accaggaacyg
agcaaataca
tgctacacga
atccattgtc
aacatctatyg
aacgagagty
tcgctcagga
cggatctttg

gcagecctecag
tgeagegtgg
cgggcagaac
ctggtatgac
tccagagagyg
caacaagatc
ggagaacgcyg
cceoctacaag
gaacaacttg
tgaggtggaa
gagacccace
tgacaccaag
aggctgcecctg
catatgecge
caccaggaac
cagcaaatac
chtgctacacg
aatceattgt
caacatctat
caacgagagt
ctegetecagg
ccggatcttt

ttegtecttct
gctggetttg
tccegecgte
ctecectggege
ctecckteggcg

12179

goteggggec
gttgtgetgt
tetacttigt
atggccggeco
gttaccgaga
cggeteccat
agcccaagaa
tgaaggacag
accacaagge
ccgecateca
ggaaggtece
aaccttccag
cegttgeteca
cggecacactg
cagatacctc
ggggtgacgt
atggagttca
ctgtcaggea

gcctecaaca
gccagtcagt
ctgggcgcte
gaggtgaagy
tgetegggge
ggttgtgetg
gtctactttg
aatggeegge
tgttaccgag
acggctecca
aagcccaaga
atgaaggaca
aaccacaagg
gcecgeeatece
gggaaggtce
aaaccttcca
accgttgetc
ccggcacact
gcagatacct
gggggtgacy
aatggagttc
gctgtcaggce

cggctttege
gttgggccct
gagtcttgge
ccgecttgea
cgatcaccct

= & MAR 2005

PCT/US01/28462
catgtgecacy 480
gaacacctgc 540
ctgcaattat 600
ctgctetgag 660
agaaacctac 720
tcctgaagaa 780
aacctctgcg 840
gtgcaaaggg S00
gaagatcttt 960
ctacgggate 1020
cttettegtyg 1080
ctcattcaty 1140
getgtgoccg 1200
caaagacgaa 1260
aagcatctge 1320
ggacgtgatg 1380
gtctgaaagce 1440
gtga 1454
tggagtacat 60
gcatctggga 120
actggggcag 180
actacaccta 240
ccatgtgcac 300
tgaacacctg 360
tctgcaatta 420
cctgctctga 480
aagaaaccta 540
ttcctgaaga 600
aaacctctge 660
ggtgcaaagqg 720
cgaagatctt 780
actacgggat 840
ccttecttegt 800
gctcattecat 960
agctgtgeee 1020
gcaaagacga 1080
caagcatctg 1140
tggacgtgat 1200
agtctgaaag 1260
agtga 1315
cagcgatctg 60
ggtgttegee 120
ggtggggctg 180
gettcttete 240
ccaccteace 300
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ccectgtyggeg
agtccectag
ctaggcacag
getttagace
ggggatgegy
ccgcggetge
gtgcecegtygg
tatgggctga
ggecgtceggag
ctectgggec
tctgeceetyg

<210> 27

<211> 1344
<212> DNA
<213> Homo

<400> 27

atgacceecc
gccticgega
gaccttgecg
ctggcegtge
cgeceegtgg
gccagegate
ctggtgtitcg
gcggtgggge
cagcttctte
ctccacctca
geoeccacegce
tcaatctttyg
ttggctecee
gtggctgega
tgggtgccce
gtggtgggge
geggetgtgg
cecegggetag
agcctegggy
ttcaccgeet
gggttgeccea
gagacggggg
tcecactetgg

<210> 28

<211> 1375
<212> DNA
<213> Homo

<400> 28

batggcegcege
gttettecag
gtttgtggeg
cgcggtgcag
gccegtggtg
tacttcettg
gaccttcget
caccgggetyg
gtggctgctc
ccacctagtg
gggtygtocce

ccotgetget
ctgcectegyg
ccetggttgg
ggggccetgygg
gcgcecgget
tggcegtatt
tgggcggcga
gcgcggggayg
gtgtggtgca
cteecectgte
gggttcgagy

sapiens

agccecgeogy
taaacgggct
agcactttga
agcaggcagce
tgatggttgy
tgctgecatcet
ceccccgeect
tggegectcac
tcegatacttt
cecectgtgg
gtagteececet
ctctaggcac
acgctttaga
tgggggatge
tccegegget
tggtgccegt
cctatggget
tgggegtegg
ggctectggy
ctttectect
gggecgetgece
agctgcttec
acaccacttg

sapiens

aggacagagc
tceggegettg
gegtttgagg
cagtttggga
atgactggag
acccacctat
ccgaccctgyg
gcactgacag
agccactacg
gectgtggtg
agggcccaac

accectggte
cctgagtctyg
gggcgggtac
gggatacgga
ggtctgeggg
cggggctcety
agagagctgg
ttacgeeccyg
ggccacaggay
aggtaaggac
cttctaa

accecccggat
gtecctacggyg
ccgaagcgcce
cagccccgtyg
gggegtecte
ctacctcgge
aggcaccctc
cggcaacggg
cggctggegg
cgcccectgectg
agctgeeoctce
agccetggtt
ccggggecty
gggageccgyg
gctggecgta
ggtgggeggce
gagcgeggygyg
aggtgtggtyg
cccteccectg
gtctggttet
ctcetgtggt
cgctocccag
ttga

cceccgacgyg
tgtttggggt
agcaggcagce
gcccggtagyg
gecatettgge
acctgagtat
cectgectgte
gegtgggect
cctggagggg
ctctcctceg
tcacctcoctet

cttectggag
ttcacacgeco
ttegttectt
gcagegetyay
tggctggeay
actgggctgg
gggggtcecce
ctggttetcyg
ctggtgatga
ctgageteac

gggggctggg
ctgctgcget
caggacactg
ggcagcgece
gecctegetgg
ctgggectece
tcgecgttact
gcctoctege
ggcgetetge
ctacccetagy
ggectgagte
gggggcgggt
gggggatacg
ctggtctgeg
ttecggggete
gaagagaget
agttacgeccc
caggccacag
tecaggcecttec
ttgatecetet
ccagectece
gcagtcttge

ggactgggga
getcegeteo

gcgegtetee
cagtgccety
tgegctggag
tgggttgetg
ctgttattte
ctecteectte
gtccctgetg
cccaccctee
cchtecatcat

13779

accccecage
gggccttete
acgtgcactt
tggtggecgt
accaaggetyg
ggctgtgggt
tagctggeeoge
gtgtactece
tgctgatgag
agatctgect

gctgggtggt
cgctgggect
cgtggatcag
tgagcacgceyg
gcttegtett
tcgetggett
tctceegecy
tgctectgge
tcctectegg
tecttectgg
tgttecacacg
acttegttcece
gagcagcegcet
ggtggctggc
tgactggget
gggggyggtec
cgctggttittt
ggctggtgat
taagggatga
ccggeagett
ctccagecac
tgtcececagy

tgggtggtygy
tttggggtct
tggategect
agcacgaagt
atgectgeteg
tcaggctctg
tctegecgac
acatttgecc
ctggtgtctyg
ctggectgagy
gagceccttee

= 4 MAR 2005

PCT/US01/28462
cccaccgegt ~ 360
aatctttget 420
ggcteogeccac 480
ggctgcgatg 540
ggtgcececte 600
gotggggety 660
ggctgtggee 720
cgggetggty 780
cctcggggag 840
acaactatece S00

927
ggcggccgea 60
tgccttcect 120
cgccctggec 180
ctggggggec 240
cteggettte 300
tggttgggce 360
tcgagtcttg 420
geceoccgecttyg 480
cgogatcace 540
agacececea 600
ccgggectte 660
ttacgtgcac 720
ggtggtggec 780
agaccaaggce B40
goggetgtgy 900
cctgetggec 860
cggtgtacte 1020
gatgctgatyg 1080
gacaggagac - 1140
catctacata 1200
gcectcocecea 1260
aggccctgge 1320
1344
tgctetcage 60
tcttegtgga 120
ccataggaat 180
tcgggcccag 240
cctettttge 300
gctgggcttt 360
gatcecctgge 420
cctttttecca 480
ccctctecet 540
accctgetgt 600
tecgttacac 660
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tgttgeecte
tctccaggac
ttetgaccte
gacacgactc
agctcagget
tctggececa
tggeetggga
aggctaccte
ccttetttea
taccteccgag
ggaggggctyg
agcteccaggt

<210>
<211>
<212>
<213>

29
510
DNA
Homo

<400> 29

atgaccatga
cgegggtcetyg
atcaaaaaag
agggaaagce
ggcttgatge
cacctttcac
cccacgtgga
gaagcgattg
gctaagttet

<210>
<211>
<212>
<213>

30
58l
DNa
Homo

<400> 30

atgaagccectce
aagacctctg
gaaatgtttyg
gtcgggcaga
catgggggat
cagclttgata
caggctactyg
agtgttgete
geccacecceat
tataaaagac

<210>
<211>
<212>
<213>

ch
2028
DNA
Home

<400> 31

atggagagcg
cagaagggct
getgttggac
gctggagggy
agtggacatt
tatgaactta
attgctygtc

accctgatca
ctggattggg
gtggggegtg
ctgatgcetct
ccecacageec
ctggecettet
ctgttgecaga
cgggatgtgt
gdgagtggca
cctcaggace
gaaggaggac
cttetettge

sapiens

agacctctgg
aaatgtttge
tcgggcagag
atgggggatc
agcttgataa
aggctactgg
gtgttgctea
ccaceccate
ataaaagaca

sapiens

acctacatce
gggccacttyg
ctgagatgga
gacattgegt
ctgtcetgea
aacaaacgta
ggattctaac
agcacctcaa
cggacataga
aaagcttcta

sapiens

gcaccagcag
tggagcctyay
tatggtecac
acatggtgtyg
tcattggect
atggettgtt
aggtcagcas

acactggcta
acccactacc
tggtctccecgg
ggaccacctt
tggtggctct
cogtgetgeo
tgatagagag
caggcaacta
ttctecteac
ttgtaacaga
tgaactccac
cacgtcttgy

ggccacttgt
tgagatggat
acattgegtg
tgteoectgecaa
acaaacgtac
gattctaaca
gcacctcaaa
ggacatagac
aagcttctag

acgectgtac
tgatgcaaac
tttgagggee
ggaccctgct
agacggctgg
ccaccctgte
agagagaatt
aggtggtete
caatgactte
g

cccteagect
ggacategeyg
agtgaagacec
gtggccagty
ggcagggtca
ttetgtgctyg
gatgecagaa

cttecattece
tgctgecttc
atggctggga
gactggggtg
ggctgtggec
tgaactaata
catcgggggyd
cacggcettct
cctgeeccac
agcactagat
agagtcagge
tctecacaga

gatgcaaaca
ttgagggeca
gaccctgetyg
gacggetggy
cacecctgtcg
gagagaatta
ggtggtctct
aatgactteg

cacggctget
agtgtgatga
ataaaacctt
gtcatcgecag
gaccacaggyg
ggtgcetggyg
aaggcaatcc
tcagetttta
gtcaatgata

ccacagttag
gtgectagtte
aaaagagaca
ggtgcatect
ggtgctgcta
atgttggect
tacctacgaa

14779

tacectccace
ctactctcag
gatgcagtcc
tcactagecee
tacggetteca
gagactagaa
ctgctggggc
tttgtagtgg
ttettetget
actaaagttc
ccagaaagec
accacagtgce

gtgtgatgaa
taaaacctta
Lcatcgcage
accacagggyg
gtgcctggga
aggcaatcca
cagcttttaa
tcaatgatat

atggggacat
actgcgggat
accagactct
ccatecatcte
gacttaaatt
atagcaaaga
agaaaaaatt
agtcaggaat
tcattgcteg

atccectgga
tgtacttcet
cagtgaaagg
tgtttgcecag
cgggcattte
ggatcttcet
agagettegg

- 4 MAR 7005

PCT/AUSO1/28462
tggtggcecca 720
ttgttgctat 780
cagggectgt B40
tgtteccectgt 300
catcagggge 960
ggatttactg 1020
ctectckete 1080
ctggggeoctt 11490
tctcaactac 1200
coctacccaa 1260
aaagcttgac 1320
cttaa 1375
ctgecgggatce 60
ccagactctg 12¢
catecatctece 180
acttaaattt 240
tagcasagag 300
gaaaaaattc 360
gtcaggaatt 420
cattgctega 480

510
catgaccatg 60
ccgegggtet 120
gatcaaaaaa 180
cagggaaagc 240
tggcttgatg 300
gcaccttteca 360
cccecacgtag 420
tgaagcgatt 480
agctaagtte 540

561
tgegttteee 60
ctttgtectg 120
ctacttcctg 180
caatgttgga 240
tgtatcagcect 300
acccatctac 360
tggcatcaga 420




WO 02/22802

atccccatca
gacatgtatyg
atagttggge
atctacacgy
tacagttteg
gctagcaace
tteccgagate
ccatcecetet
aagctgteee
ttcataatgg
gcagatccag
tatcecaaac
atggtggcgg
accatggacc
ggcagggtgt
geccagccagyg
cctgtggegg
ttectggggec
tacgtgcage
tacctctact
tggttecacag
gacccegtgg
cagaacggga
aacacgtcta
atcctgtgge
geccatcatag
attttetgeg

<210>
<211>
<212>
<213>

32
1458
DNA
Homo

<400> 32

atggagccct
aaggctgact
gcgecgtactg
tctetgtate
ctgggaagga
tttggattea
ggagtcaatg
aaggagctece
atgggacagy
ctggccaget
agecccgcact
cggctecggyg
gectgecagg
agacaggtga
gtgtacgcect
tacgcgatca
atcgagaggg
gggagcatct
gecatggeet
gggatcetgg
ggggcgctca
geecttgtece
actggectgt
cacagactca
asgeannsay

tcctggctgt
caggtgecat
tactggecat
atgccetgcea
ccgeggttgg
ggagtgagaa
cgetgacate
ggtactggtg
atgecaaagg
tgttccetgg
agatctgecca
tegtgetgga
ctctecatgte
tctggaatca
ttgtgctget
goggecaget
tggtcttcat
tgatcteggg
ctegatgega
tcetecatgat
ageccaccete
tccagaagga
tgccagagge
aaacccacag
tetgtggaat
tttcectgga
tgagctgege

sapiens

gttggggaga
ggcatttctg
gagagccact
ccetgggagg
agaagtcect
gccogcaaagce
caggtgtgag
gaggagctgt
tggtcggact
gecctggtgee
acctcectcat
geteegggga
gctgcogtge
caagccteogt
acgectccte
tegggactgy
tgggteggeg
tcactgtgge
geatetttge
ccacagagct
tgtggatcat
acttectecta
tcettectga
acttcecccag
aasearas

actctaccta
cttcatecag
cactgctgta
gacgctgatc
tgggatggaa
cagcagetge
tgatctececeg
cacggatcag
aggtgectctyg
gatggtcagce
gaagatctge
actcctgece
ctceectocace
ccteecggect
getaggtectyg
cttcatetat
catgggatgt
cctgetectg
ccagceccagat
cctgtcoccacg
caaggagatg
acaagcacca
cagcagcagc
ctgtgacatg
acaggagaayg
agaaaacccc
catctttate

aggcttgttt
tcecacagecac
geoeccgatcac
cotectttgga
cctggtgaat
aggecteettt
catgaacatc
ggccatgagc
cagggagcte
cggggcgete
tgactgtgga
cttggcagyyg
coggogeeea
ggttetggge
cgtgttecgyg
gagetgegag
cgtgetgete
cctgtgecetg
ctteatecte
gtttgacecag
gctcatectg
tgteccttte
gaccaaaggc
gcgggcecayg

tttatctaca
cagtectttge
tacacggttg
atgcttatag
ggactgaagd
gggetgeeee
tggccggggg
gtgattgtee
atggctgcat
cgcatcctct
agcaacccect
acagggcectec
tccatcttta
cgggcatctg
gtctccatee
atccagtecca
ttctggaaga
ggcttggtta
gagegcceegg
gtcaccctca
gtecagecace
ccagcagcete
agcagegtec
accccaaage
ggcaaggaag
ttugtgaaga
tggggctatt

catctagcac
attcaggaat
ctagtecctge
gecactgettg
aacatctttyg
gagatgatca
cagcccatgt
tcageccatcet
ctaggtggec
cagctegect
gacaccgagyd
gagctggagg
tgggagctgt
agtgccatgyg
aaggcaggag
ctgeteacgg
atcggtgggt
cagagctect
agctttggeca
atggccagge
gtcggectgy
cttggtgtct
aagaccttec
ggccccacgh

18779

tcttecaccaa
acctggatct
ctaggtggect
gagcgctcac
agaagtactt
gggaagatge
tcctatttgg
ageggactet
acctgaaggt
tcccagatces
caggctgtic
gtgggctgat
acagtgccag
agaaggagct
tctggatccee
tcagctecta
ggaccaatga
ggctggtect
tectggtgaa
tcactgtcte
tgacctggtt
cektgtetet
agttcgagat
agtccaaagt
agctcoceccgge
cectectgga
ttgettag

ccecacgeca
tcaccaatga
ttatgtagtc
caggtccctt
tggtgtcagce
tgctgggaag
acctggggga
ttacggctct
¢tcaggccty
ccctgectet
cctgectgge
agctggagga
tecagcateg
agctctgegy
tgcoggaagce
cggttgttag
acagcctgat
tccectggac
ttggccctge
ctgetgeoetg
gatttecett
gtgtctgtgg
aagagatctce
ggaggagect

= 4 MAR 7005

PCT/US01/28462
gatctcggta 480
gtacctggee 540
ggectgctgtg 600
cttgatggge 660
cttggecectyg 720
cttccatatt 780
aatgtccate 840
ggctgecaay 900
getgececte 860
agtggcctgt 10290
ggacatcgeg 1080
gatggctgtg 1140
caccatcttc 1200
catgattgtg 1260
tgtggtccag 1320
cetgecagoeg 1380
aaagggtgce 1440
ggactttatt 1500
gagcattcac 1580
caccgtgagc 1620
tactcgtcac 1680
taccetetet 1740
ggttcaagaa 1800
ggtgaaggcec 1860
cagagcagaa 1920
cgtcaaccte 1980

2028
ccatccccag &0
gacatggcag 120
cctcategtyg 180
ggccatcacyg 240
agcaatcctg 300
actgctogtyg 360
gagcgecect 420
ggggatcgtg 480
gececectgetyg 540
gctececctgaa 600
agcactacgg 660
ggagcgeget 720
ggccotgagy 780
gaatgactcyg 840
gaagatccag 200
tcgtgtggta 960
gacctgctgg 1020
actctacctg 1080
cggagtgacg 1140
catggtctge 1200
tatcatggag 1260
ggccatctac 1320
caaggaatta 1380
ggaggttate 14490




WO 02/22802

<210> 33

<211> 1491
<Z12> DNA
<213> Homo

<400> 33

atgagagcgce
ggcattggtg
cacattecagg
cacctagtcc
ggagcactge
aataacatct
tttgagatga
atccagececa
agctcageca
ctcctaggtyg
ctecagetey
ggagacacceyg
ggggagetgg
ccatgggagce
ggcagtgcca
cggaaggcag
gagctgctca
ctcatcggtg
ctgeagagct
ctcagctttg
cagatggcca
ctggtcggee
ttcectrggtag
ggcaagacct
cagggcccca

<210> 34

<211> 1501
<212> DNA
<213> Homo

<400> 34

batgectecac
ctgegetgec
ceeogacettg
actgeccocgat
aggectettt
ccteoctggty
agcaggctcc
gagcatgaac
tgtggecaty
actcagggag
geccgggged
cattgactgt
ggacttggea
tgeceggege
cgtggttety
ctcegtgttc
tgggagctgce
gecgecgtgetyg
ggccctgtge
tgcetteatc
georgrtegac

sapiens

tcecgaagact
ggacttttea
aattcaccaa
tgcttatgtg
ttgecaggtec
ttgtggtgte
tcatgectggy
tgtacctggg
tetttacgge
gcccteagge
ceteectgea
aggcctgect
aggagctgga
tgttccagca
tggagctetyg
gagtgccgga
cggcggttygt
ggtacagcct
cctteccetyg
gcattggecce
ggcctgctge
tgggatttcc
tctgtgtctyg
tccaagagat
cgtggaggag

saplens

gecctecktge
ggcattggtg
cacattcagyg
cacctagtcec
ggagcactge
aataacatct
tttgagatga
aktccagccca
ageteagesa
ctcctaggtyg
ctccagctcyg
ggagacaccey
ggggagctgg
ccatgggage
ggcagtgcca
cdgaaggcag
gagetgctea
ctcatcggtyg
ctgecagagcet
ctcagctttg
cagatggoca

gattcaggge
gtitggetat
tgagacatgg
gkeeccteatc
cttggecate
agcagcaatc
aagactgcte
ggagagegec
tctggggatce
ctggcceoctg
tetgetecect
ggcagcacta
ggaggagcgc
tcgggcecty
cgggaatgac
agcgaagatc
tagttgtgty
gatgacctge
gacactctac
tgccggagty
ctgcatggte
ctttatcatg
tggggccate
ctccaaggaa
cctggaggtt

gatctagaat
ggacttttca
aattcaccaa
tgcttatgtyg
ttgcaggtcc
ttgtggtgte
tcatgetggy
Lgtacctggg
tetitacgge
gccoctecagge
cctecctgece
aggectgect
aggagctgga
tgttecagea
tggagctctyg
gagtgccgga
cggeggttgt
ggtacagcect
cetteecetg
gcattggecc
ggcetgetge

aggatcctge
aacctctcta
caggecgegta
gtgtetctgt
acgctgggaa
ctgtttggat
gtgggagtca
cctaaggage
gtgatgggac
ctgctggcecca
gaaagcecge
cggcggetee
gctgecectgece
aggagacagyg
tecggtgtacg
cagtacgcga
gtaatcgaga
tgggggagca
ctggecatgg
acggggatcc
tgeggggege
gaggeccttgt
tacactggec
ttacacagac
atccagtcaa

gattcagggce
gtttggetat
tgagacatgg
gtecctecate
¢titggecate
agcagcaatce
aagactgectc
dggagagcaca
tetggggate
ctggeccctg
tctgoctecet
ggcagcacta
ggaggagcge
tegggeoctg
cgggaatgac
agcgaagatc
tagttgtgtg
gatgacctgce
gacactctac
tgccggagtg
ctgcatggtc

16/79

tcctgaccat
tcatcaatge
ctggagagcc
atcecectggg
ggaagaagtc
tcagecgeaa
atgcaggtgt
tcegaggage
aggtggtcgg
getgectggt
getacctecet
ggggcteeygg
agggctgcecg
tgacaagecct
cctacgecte
tcatcgggac
gggtgggtcg
tcttecactgt
cctgeatctt
tggccacaga
tcatgtggat
ccecacttcet
tgttecttec
tcaactteec
cagaactcta

aggatcctge
aacctctcta
caggcgcgta
gtgtctetgt
acgctgggaa
ctgtttggat
gtgggagtca
schaaggage
grgatgggac
ctgctggcca
gaaagecege
ocggoggetec
gctgectgee
aggagacadg
teggtgtacg
cagtacgcga
gtaatcgaga
tgggggagca
ctggeccecatgg
acggggatcc
tgcggggegae

~ 4 MAR 7005

PCT/US01/28462
ctgogetgee €0
cccgaccttg 120
actgcecgat 180
aggcctettt 240
ccteoetggty 300
agcaggctec 360
gagcaktgaac 420
tgtggccaty 480
actcagggag 540
gcccggyggcyg 600
cattgactgt 660
ggacttggca 720
tgeccoggecge 780
cgtggttctg 840
cteccgtgtte 900
tgggagctgc 960
gecgegtgetg 1020
ggccetgtge 1080
tgccttecate 1140
getgtttgac 1200
catgcteate 1260
ctatgteccct 1320
tgagaccaaa 1380
caggcgggce 1440
g 1491
tectgaccat 60
tcatcaatgce 120
ctggagagee 180
atccecctggyg 240
ggaagaagte 300
tcagecgcaa 360
atgcaggtgt 420
tesgaggage 480
aggrggtegg 540
gctgcctagt 600
getacctect 660
ggggctecgyg 720
agggctgccg 780
tgacaagcet B40
cctacgecetce 900
tcatcgggac 960
gggtgggteg 1020
tectteactgt 1080
cctgcatctt 1140
tggccacaga 1200
tcatgtggat 1260
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catgctcate
ctatgtecet
tgagaccaaa
caggcgggee
g

<210>
<211>
<212>
<213>

35
4077
DNA
Homo

<400> 3%

atggtagtyg
attctctatg
ttggtcatca
cggeatggte
acagtggcectg
ctgagcgaca
ctgttcecea
gggctgacac
gacatggatt
gggcatctgce
ctttggagga
ataacagagg
gaccagttca
cggtttgtga
ccecttegta
tacactgace
gacacagacyg
tcagtcgtgg
ccecegggte
gaccgagctyg
cagccacctg
agtgagacag
ctcactcagg
ggtctettee
aagtccetga
actctcagag
ggcactctgg
gttattaagyg
ccacctttgt
gacatcttgg
aaagcggatt
aatactatce
gaaatctity
gtgcatataa
attcagceta
agagcaggga
tatgtccaga
tctgatggea
gatgaacagc
attgatacac
actattaccc
ttggtcgaaa
gatgactccg
gtggaaaaga
atcaataatg
atggcaacag
ggacargget

ctggtecggee
ttececttggtyg
ggcaagacct
cagggcccca

sapiens

tgaagcceat
agggtcagtc
gcecgatgagga
accttgtcat
agctggcagce
acctggtget
tcaccttagt
tggcagaggy
cagatgattc
ttctecgeca
aggagggggc
gcaggetgtt
catttagagt
ttecgtatcca
tggtggtaca
tggacacaga
aaaatcacct
tgacccattt
asagaactggyg
ggaatgtggce
agatcctcaa
agttgcacgt
cacccaaaca
acttggagga
ctgatagetg
taaatgtcecg
agtcetatet
ggaccaatga
atggggaaat
agggetetgt
cttttaacct
aaggagttac
taggtgaaca
gtgctgaaga
ctteaggtta
ttgccataag
gtgtccataa
ttaactttte
cagagatgtt
ccattctcaa
aattccecac
gcttcacctt
agacccagga
cggtoecteoat
gactagaaat
atttagattc
tattasayayg

tgggatttecce
tetgtgtetg
tccaagagat
cgtggaggag

gaacacaatg
tecggeececte
tgacctagaa
tctgggtget
cggccaggty
tcgeatggty
gectgtggat
tgaaacagtg
tctgetgett
aactcaccet
attttatgag
ctatagacac
ccaggataac
tcctgtggat
ggaatcccag
tgaccgagaa
gccageecca
tacccaagee
cgtggctact
tccaggtace
caccggettce
gaatgatgta
tggccacatg
cataaaacag
ctccttggaa
geccagtggat
agatgtetta
ggaaactgat
cttggtcaat
tgtatatacc
gagtctgtca
tatatgggtg
gttgatagta
tgtcgactce
tgttgaaaac
tgetttcaac
aggggtggaa
agagagacayg
tatgagagaa
tgectgetgat
tcatggtcac
ggatcagate
agacagtttt
tatagttatc
agaaattggg
agaagacaaa
asgasaaaot

ctttatcatyg

tggggccate
ctccaaggaa
cckbggaggtt

gctecggtgg
acaggccctyg
gcagtgegge
tcecagtggea
gtctaccagce
gatggaggag
gaccagccac
cccatectge
tttgtgetgg
ccccatgaga
cgaacagtga
tctgggcecec
catgacecte
cgeeteecte
ctcacaccac
ctacgttaca
ctgggtacct
cagatcaacc
cgagtggeece
tttaceccttt
actattcagag
gacactgaty
agagtgtctyg
ggecgagttt
gtcagtgaca
gatgaagtge
gaaaatgggyg
gacttgatgt
ggcattccag
cacaccagtg
gatatgtcte
accatcctge
atggaaggty
ctgaatgatg
atttetecag
ttgaaagatc
ccetgtggagg
ttctteccecea
tttatggtga
gectgatgttce
atcatgaate
atagagagtt
gtgattaaac
cctgttgatg
gataccaaga
tctttggttt
apgtggtgect

17779

gaggccttgt
tacactggece
ttacacagac
atccagtcaa

tcacccggaa
caggcagtgg
tagaggtggt
gctctgectec
atgatgacag
gcaggecacca
ctgttctcaa
cecetttecet
agtcaccctt
agcraggaact
cagagtggca
atagtecctgg
ctaatcagtc
cggagetggy
tgaggaagaa
cagtgactca
tggtcttgac
atcataaaat
agttccagtt
acttgcatcc
agaagggtca
ttgeecatat
gacagatcct
cctatgececca
gacatcatgt
ccatactgag
ctactgaaat
tgactttect
cagagcagtt
gtgagatagg
aagaatggag
ctgttgatag
ataaaagtgt
acatcttgtg
caccaggetce
tcaggcaggyg
accgatttgt
ttgtaatcat
tggaaggcat
cectggatga
agctgataaa
ccageattat
taacagatgg
atgagacgcc
ttatcaacaa
atattatteg
ttgaaaaratc

~ 4 MAR 7005

PCT/US01/28462
cccacttcet 1320
tgttecttee 1380
tcaacttcce 1440
cagaactcta 1500

1501
taccggtett 60
tccgcaaaac 120
ggctgggetc 180
caagagcttt 240
agacggcteg 300
ggtacagttt 360
tgccaacacg 420
gagtgcaact 480
cttaactacg 540
tctcagaggce 600
gcagcaggac 660
gecagtcaca 720
cgggctacag 780
cagtggectgt 840
gtggctgege 900
gtcceccaca 260
tgacaaccec 1020
tgcttacaga 1080
ccaggtggaa 1140
cgtggacaac 1200
ccacatcectg 1260
ctctttcact 1320
gcatgtaggg 1380
taatggggac 1440
ggtgcecate 1500
ceatcectact 1560
cactgccaat 1620
cttggaagat 1680
tactcaaagyg 1740
cctattgect 1800
aattggtggc 1860
ccaggeccoca 1520
tataacatca 1580
cactatagtt 2040
tgagaaatca 2100
ccacataaac 2160
atttegttge 2220
tcccaccaat 2280
gagtctggta 2340
tttaacttte 2400
tggcacggtt 2460
ttatgagecat 2520
gaagcactct 2580
cagaatgact 2640
caaaatatta 2700
Lttatgggeca 2760
cacactgggc 2820
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atgaatttta
gagggcattc
cgttactttt
ggagtgtect
gacttgaaca
cacctggaat
gctggaaaca
gagtttcaag
gatgtggaca
aacaagctga
ctgaaattca
cctgtecatgg
ggcactgagt
ttetatgttt
gtcttggetg
cgecactctag
gacagagaca
tatcttctca
gatgacatga
tattttgcag
gacgctttte

<210> 36

<21l> 9318
<212> DNA
<213> Home

<400> 36

atggcacgat
ttgetgtccece
gocgaaccgey
ctggtgttge
ctggceccagce
gaggtgeget
ctgecgctatyg
gtcttcaccc
gggaccagca
gagtgecgeyg
cactacecge
gactgcaaag
ccaaacaggg
agecctgett
aacactgcac
ctgacggece
ttgatcttca
gatcgcagcc
taccagcccc
gtggatctag
aacacaatgg
cggcecctea
gacctagaag
ctgggtgett
ggccaggtygy
cgcatyggtygg
cctgtggatg
gaaacagtgc
ctgctgettet
actcacccte
tcttatgagce

cccaggatga
gggacctaat
atgtgtccat
tgaaagaagy
gtcctgatga
gcacggatca
aaatctacta
tcaccgatgg
ataaaaagcc
ttactecettt
ctatcaccca
tttttaccaa
caagtgaaga
ttectgatac
ttgacaacag
ccactggeca
gcttacacat
acctggacaa
aaatatgecta
ttgaagatgg
ttggttgete

sapiens

cttggctcac
ctggtetege
gactccgggt
aggtgcagec
gaccgggecyg
actctcacct
acgegecegy
agctggaggt
atgccctgga
tgggcatcet
aggtcecetgyg
ctttccagga
actggatacc
tgaaacgcga
ccaageccag
tgaccccaga
accttactte
tgeccecttto
cttctgaaga
aaggagcagc
ctceggtaggt
caggeccctge
cagtgcgget
ccagtggcag
tctaccagea
atggaggagyg
&ccagccace
ccatectgece
ttgtgetgga
cccatgagaa
gaacagtgac

agtagacaga
taaatttgat
cgggageatt
tggcaaagtc
aaacttggtt
gectggtgtyg
catccacaca
acgtaaccct
agtggtcacce
tgagctcact
ggtgcetatt
gcaagacttg
tagcttctece
ggtgtttgaa
tgtceccccaa
cttggggtte
ttctettaga
aggcaaccac
tgtcttaaga
tggtaagtat
tctgatgaca

tgcaacctece
gggggctgca
gecctttegge
cggggaccgc
cctgagtecco
gggcgegcegao
aggggcagta
tgtgactegg
cgecgoggage
gteocggettg
aggagecaga
actaggcgtg
catggtggtyg
gcacttecag
tttegtggoe
catgctggea
tccattccag
ctcettecact
ctctgaccag
ttcagacect
cacccggaat
aggcagtggt
agaggtggty
ctetgetoce
tgatgacaga
caggcaccag
tgttctcaat
ccttteeccty
gtcacccttc
gcaggaactt
agagtggcag

aacttaattc
gtgactgatg
gacattgtct
actcttacaa
tttaccatca
tccatcacgt
getgatgatg
gtcttteogga
atccacaagce
gtcgaagaca
catggccatce
aatgaaaact
ttcacagtga
acaaggagac
atcgcagtga
atgatcacaa
tttatcgtga
agcatcactc
gaaggggcta
tececctetee
ttactacaag

acctcecgge
ggggtccctg
cgtgaagtcet
tgcgeggttt
aagcgettee
agccegtcte
gtgctaccac
aacttgecte
ctggagttcg
ggegegetge
gagggaggcey
cgctategee
gagctgegtt
gttetggtga
atgatgatga
gccgaggaty
cctggccagg
cagagggatc
gagegectct
tttgeottea
accggtetta
ccgcaaaact
getgggetee
aagagcttta
gacggetcege
gtacagtttc
gccaacacgyg
agtgcaactg
ttaactacgg
ctecagaggee
cagcaggaca

18779

agtatgtcca
gaataaatcc
tcectgatagt
cagacctact
ccagggetec
ctttcactca
aagtgaaaat
cattccgtat
tggttgtcag
gagatactcc
tectattcaa
taatcagcta
ctgatggcac
cccaagtgat
ataaggggge
gcaaaatatt
cagaggecee
agttcacaca
atgccacaag
tggtagtgac
aagtcttcat

ccgetgectt
ctgaggaggc
ggctggatcc
cggtactaga
cgtgegactt
gggaccgcegt
tggtactgga
tggtegtgga
ccttccagee
ctecgetatgg
cccocggagac
acacagccgc
cacgaggygdc
ggatccgagg
tggaggtgga
ctgagtctce
gctacttggt
tgcggectect
ttgaactygga
tggtagtggt
ttctetatga
tggtcatcag
ggcatggtca
cagtggetga
tgagcgacaa
tgttecceoat
ggctgacact
acatggatte
ggcatctgct
tttggaggaa
taacagagygg

~ & MAR 2005

PCT/US01/28462
tttggggcaa 2880
cctcatagat 2940
gataagtaag 3000
aagcactagt 3060
catgcgaggt 3120
gctgcaactyg 3180
ggacagtttt 3240
ctccattage 3300
tgaaagtgaa 3360
tgacaagctc 3420
caataccaga 3480
caaacatgat 3540
ccatacagac 3600
gaagatccag 3660
ctetacactt 3720
gaaagtggag 3780
tcaacatgga 3840
agctgacatt 3800
tgatatgttc 3960
cgcaaggaga 4020
caagtaa 4077
cggcagggey 60
catagtgctyg 120
cctgcatgac 180
caacgacgca 240
tggeectgyge 300
ccggetgeag 360
ggtyggaggty 420
agaactgctg 480
cgagacagag 540
agaactcctc 600
teteetgatg 660
cagtcgetca 720
tecctgtggge 780
aggggccgag 840
ccagtttgta 900
ctetgaccetg 960
gagcaccgat 1020
gaagattgcce 1080
attggaggta 1140
gaageccatg 1200
gggtcagtct 1260
cgatgaggat 1320
cettgteatt 1380
gctggcagced 1440
cetggtgett 1500
caccttagtg 1560
ggcagagggt 1620
agatgattct 1680
tcteocgeccaa 1740
- ggagggggea 1800
caggctgtte 1860




W0 02/22802

tatagacact
caggataacc
cctgtggate
gaatcccagc
gaccgagaac
ccagccccac
acccaagcce
gtaggctactc
ccaggtacct
accggcttca
aatgatagtag
ggccacatga
ataaaacagg
tccttggaag
ccagtggatg
gatgtcttag
gaaactgatg
ttggtcaatyg
gtatataccce
agtctgtcag
atatgggtga
ttgatagtaa
gtocgactcoce
gttgaaaaca
getttcaact
ggggtggaac
gagagacagt
atgagagaat
gctgctgatg
catggtcaca
gatcagatca
gacagttttg
atagttatece
gaaattgggg
gaagacaaat
cgaaaaccta
gtagacagaa
aaatttgatyg
gggagcattg
ggcaaagtca
aacttggttt
cctggtgtgt
atccacacag
cgtaaccctg
gtggtcacca
gagoroacryg
gtgectatte
caagactiga
agetteteet
gtgtttgaaa
gtccecccaaa
ttggggtica
tctecttagat
ggcaaccaca
gtcttaagag
ggtggaaaca
aaggaatatt
ggttacttgg
gacaaagact

ctggygeccceca
atgaccctcc
gectceectec
tcacaccact
tacgttacac
tgggtacctt
agatcaacca
gagtggccca
ttacccttta

ctattcagga.

acactgatgt
gagtgtetgyg
gcegagttte
tcagtgacag
atgaagtgcc
aaaatgggygc
acttgatgtt
gcattccagce
acaccagtygg
ataagtctca
ccateoctgee
tggaaggtga
tgaatgatga
tttetcecage
tgaaagatct
ctgtggagga
tctteceecat
ttatggtgat
ct.gatgttcce
tcatgaatca
tagagagttc
tgattaaact
ctgttgatga
ataccaagat
ctttggttta
ctggtgecett
acttaattca
tgactgatgy
acattgtett
ctcttacaac
ttaccatcac
ccatcacgtce
ctgatgatga
tcttteggac
tccacaagcet
togaagasag
atggccatct
atgaaaactt
tecacagtgac
caaggagace
tcgecagtgaa
tgatcacaag
ttatcogtgac
gcatcactea
aaggggctaa
agttaacgta
acctggtcaa
gagaaacttc
tcaagggcaa

tagtcctggg
taatcagtcc
ggagctgggc
gaggaagaag
agtgactcag
ggtcttgact
tcataaaatt
gttccagttc
cttgecatcee
gaagggtcac
tgcccatatc
acagatcectg
ctatgceccat
acatcatgtg
catactgagce
tactgaaatc
gactttecte
agagcagttt
tgagataggce
agaatggaga
tgttgatage
taaaagtgtt
catcttgtge
accaggctet
caggcaggge
ccgatttgta
tgtaatcatt
ggaaggcatg
cectggatgat
gctgataaat
cagcattatt
aacagatggg
tgagacgeccc
tatcaacaac
tattattcgt
tgaaaatatc
gtatgtccat
aataaatecc
cecectgatgtg
agacctacta
cagggctecce
tttcactcag

agtgaaaatg

attceogtate
ggtitgtcagt
agataotoot
cctattcaac
aatcagctac
tgatggcacc
ccaagtgatyg
taagggggcc
caaaatattyg
agaggccect
gttcacacaa
tgccacaagt
ccagzatttt
tgaggactce
ttttataagt
agcacadgaaa

ccagtcacag
gggctacagc
agtggactgte
tggctgoget
ccccccacag
gacaacccect
gcttacagac
cagygtggaag
gtggacaace
cacatcctga
tctttcacte
catgtagggg
aatggggaca
gtgcccatca
catcctactg
actgccaatg
ttggaagatc
actcaaaggg
ctattgecta
attggtggca
caggaecccag
ataacatcag
actatagtta
gagaaatcaa
cacataaact
tttegttgtt
cccaccaatg
agtctggtaa
ttaactttca
ggeacggttt
tatgagecatg
aagcactctg
agaatgacta
aaaatattaa
tatgggccag
acactgggca
ttggggcaag
ctecatagate
ataagtaagg
agcactagtg
atgcgaggtc
ctgcaactgg
gacagttttg
tecattageg
gaaagtgaaa
gacazgotop
aataccagac
aaacatgaty
catacagact
aagatccagg
tctacactte
aaagtggagg
caacatggat
gctgacattg
gatatgttct
cgtctgaatt
aaatttctag
attggcacaa
caagtgcagt

19/79

accagticac
ggtttgtgat
ccottegtat
acactgacct
acacagacga
cagtcgtggt
cececgggtca
accgagctgg
agccacctga
gtgagacaga
tcactcaggc
gtctctteca
agtcectgac
ctctecagagt
gcactctgga
ttattaaggg
cacctttgta
acatcttgga
aageggattce
atactatcca
aaatctctgt
tgcatataag
ttcagcctac
gagcagggat
atgtccagag
ctgatggcat
atgaacagec
ttgatacacc
ctattacceca
tggtcgaaag
atgactccga
tggaaaagac
tcaataatqgy
tggcaacaga
gacatggctt
tgaattttac
agggecattcg
gttactttta
gagtgtectt
acttgaacag
acctggaatyg
ctggaaacaa
agtttcaagt
atgtggacaa
acaagctgat
tgARAALLOAC
ctgtcatagt
geastgagte
tctatgtttt
tettggetgt
gcactctage
acagagacag
atcttctcaa
atgacatgaa
attttgcagt
gggcatggat
argttgttet
gagacagaac
Lcaacccagy

~ 4 MAR 2005

PCT/TUS01/28462
atttagagte 1920
tcgtatccat 1380
ggtggtacay 2040
ggacacagat 2100
aaatcacctg 2160
gaccecatttt 2220
agaactgggc 2280
gaatgtggect 23490
gatcetecaae 2400
gttgcacgtg 2460
acccaaacat 2520
cttggaggac 2580
tgatagctgce 2640
aaatgtccgg 2700
gtcctatcta 2760
gaccaatgag 2820
tggggaaatc 2880
gggctctgtt 2940
ttttaacctyg 3000
aggagttact 3060
aggtgaacag 3120
tgctgaagat 3180
ttcaggttat 3240
tgccataagt 3300
tgtccataza 3360
taacttttca 3420
agagatgttt 3480
cattctcaat 3540
attceccact 3600
cttecacctty 3660
gacccaggaa 3720
ggtcctcatt 3780
actagaaata 3840
tttagattca 33900
attacagaga 39860
ccaggatgaa 4020
ggacctaatt 4080
tgtgtcecatc 4140
gaaagaaggt 4200
tcetgatgaa 4260
cacggatcag 4320
aatctactac 4380
caccgatgga 4440
taaaaagcca 4500
tactcctttit 4560
LALCACCCAY Q020
ttttaccaag 4680
aagtgaagat 4740
tectgatacy 4800
tgacaacagt 4860
cactggccac 4920
cttacacatt 4980
cctggaczaa 5040
aatatgetat 5100
tgaagatggt 5160
cteootttgaa 5220
taaacgtaga 5280
‘tgcagaaaaa 5340
ccagaccagg 5400



WO 02/228062

gecacatgge
gtggtactct
atcgttgate
gaagatgttg
atggtggtct
tcttactety
gatgaacgyyg
gaaaccttcc
ggggctcaay
gttgctgaga
gaggcagcca
aaagacttca
acatggcgag
gtactctcag
gttgatccag
aagttacaat
tceccgggaayg
atgataatat
gacgatgtgc
aactctccct
gatgctgata
gaacctggag
gtttecattg
cctgtgtcag
gttacctttg
gaaaatatga
acaagagttg
tatggtttet
cagtacaget
gaggectgtt

agatcagtgt:

tgcttggtaa
tgcatttcag
actccatgtg
caagccagtg
gagcetcacce
gattatactyg
ataattggag
cgettectace
atgtcagaac
ctagtgcagt
cccgtagggagyg
gtgtacgaca
caaggttctc
ttcaagacag
abctcagtga
agtgaaccaa
cgtgactact
gaataccgee
cgattccaac
ctgctcteta
gatgttgctt
aatctgggtyg
ggctatgtte
tcactcttat
tttggaaatg
gtgaatcagc
ctaggccgag
cgaggtattyg

gagtygcggat
cagagececgt
caggagatga
gtgagetgtt
gttataccca
attacatatc
agaaactgtyg
atgteetteot
ttacaategt
actacagttt
ceccagggagyg
agggcaaagc
tgecggatect
ageccegtget
gagatgcatg
cgttectgac
atcaacatca
acacatttat
tctatgagga
ttoggggetge
agactgttat
agteggtggt
tgagagtcca
aagaaattga
acggggtgag
tagcagagat
gaaaccacaa
tgactgatge
tgtececatecag
tatgggagtt
tgaatgcaag
attctacttt
cattaaggat
ctcagaggcet
ctgacecagy
tcagecctga
aagtgaagac
agacatatcc
ggaacctgaa
tccttgetga
cctatgtgac
taggaggcty
ccgecatett
tctatccaac
aggctcagtt
tcatgtcage
cctataacca
cagggaccta
tgeccagtcac
aggtcagtga
agaagagtct
ttgcagaagyg
actcectttta
ccaagtatag
atagatttaa
tectatttaa
ctggatctga
aatggtatat
gcaaaagaad

cctgagtgat
getggetgec
geccaactgtg
cattcccate
acaaggaaca
caggecctgag
teggatagte
gageatgeec
tecctgacaaa
actgccttte
gggacgcagc
acagaaacaa
gagtgatggy
ggctgeecttyg
cccatgggyg
aaagatgatg
ggaacaactt
tttatgtgag
ggtagaggag
agttggtgaa
taaatttgga
tataagaatt
caccaaggat
gtttaaggaa
agagatgaga
geagetttee
gtgctceaac
taccaaaaat
aggttccact
cgttagctac
catatttcat
atactctatt
gggaaaatgg
tcgtggtitt
catgetcecec
tggcacaaga
tcattatggt
ttaccagtac
cctagaggec
ctgtggtgge
ccttegagto
gcagcatttt
gtggaatgat
cagcatgege
ccatggctta
tgatcatcca
gocagtacag
tactgtgaag
ctgcaaccce
tecagtggct
ctggttgtet
tgatataatt
ctgcagecatt
teccaatgaat
aattgtggac
tgccaaacta
tggatttaaa
acatacgatc
tgtggagtac

ggggagcatg
ttggaattce
tttatteecce
aggaggagey
geaactggaa
gaccacaceca
ataattgatg
atggggggaa
gatgatagtc
acctgtttte
accagacaag
gtgcagttca
gagcatgagce
gaattcccea
gaagaatcgg
gtgagtacta

tctagacaga

acagaaaagc
ctecgectgg
caaaatgaaa
gasaccaaat
ccagtgatte
ggctcggeca
ggggaaacce
gaggccttca
aactttgagce
ctcctggatt
ccagaaataa
accttgeget
tatgacatgt
gagatggcac
ttggaatgte
agaaaaataa
attgaccacc
gtgatctceca
gttggaaacc
ttcttgactyg
agettgteca
tgtttatggy
accattggaa
cetctgtaty
gacttgaagt
ggaattggca
atcggtgatg
cttgtgetgt
ggcctgacat
cagtggaget
ctggtgccat
agagaacctg
gctgagttita
gatggatcca
tatggtcgtyg
gagaaggtgt
gcagaatatyg
aaagctcage
gcagtggatg
gtcgactcaa
tatacagtga
cattctctgyg

20779

agecagtetga
ccacagtcgc
agtccaaata
gagatgtgag
ctgtgecgac
gtgttgteeg
actetttgta
gaatcggatce
catctgatte
aaggtageat
tagctgeagt
acccaggcca
agtctgaaac
cagtegccac
atcagagtte
atttacttga
aaaaatggga
cetgeattet
tactcggecac
ctctcataag
ttagtgtcac
gccaaggaga
cctetggaga
ageacgtggt
ctgttcacct
tcaccctecag
atactgaagt
ttggagagac
tctaccggaa
cagaactect
ctgaaggaaa
atgagagcct
aaagcaaacc
ccaggaaaca
ctagagagct
acaagtgctc
atgctaccaa
tcagaggttc
agttcgttag
cagatggaca
tttectacgt
cagagcttcg
gccceccaga
aggggegett
cacatcccge
ttteeeteeg
ttgtectcotga
gcecactgeeoce
tcacctttaga
gcttgeaacac
tgggattegy
tcatggtgga
ttctatgecac
gctgecttage
cagagacaca
accctgaage
caccactcth
gatcgaaaga
tgagtcaagyg

- 4 MAR 2005

PCT/US01/28462
aacctttecag 5460
cactgttgag 5520
ctccgttgaa 5580
ccaggagttyg 5640
ttcegtgttg 5700
ctttgacaaa 5760
cgaggaggag 5820
agagttccca 5880
caaatttaat 5940
agccacggca 6000
caaaaaagac 6060
gaccagggece 6120
ctttcaggtyg 6180
tgttgagatc 6240
ccaggggctce 6300
aaattctttt 6360
atctaazaca 6420
tgagctgatg 6480
tccacaaage 6540
gatccgagat 6600
tgaacccaaa 6660,
cacttcaaag 6720
agactaccac 6780
tgaaatcgaa 6840
aaaacctgat 6900
ccctgatgge 6960
gaagactcat 7020
atatccttac 70890
cctgaaccta 7140
tgctgactge 7200
gcaaagtaaa 7260
tccaaacttt 7320
atcagcacag 7380
gcecctgeag 7440
ttccaacttt 75090
caacctectg 7560
aaatccagaa 7620
cactaccttg 7680
ctactatgac 7740
ggtcctaaac 7800
gttcecattcc 7860
tctaactttt 7320
ggctgaactt 7980
ggecgtgeac 8040
atcctttaca 8100
cctcataagg 8160
ctttgecgta 8220
atcacatcag B2BO
ccttgacate 8340
ccaaatgtac 8400
gcaagagagt 8460
toctgtcocag 8520
tggagctgat 8580
cgactctect 8640
agcgaccadt 8700
cattctetta 8760
tcaggtcgct 8820
caatgecaat B880
aaagccccaa B3940
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tccaccacca
attggtgetg
aggcagatcc
cccagctetyg
atctgectea
gatgecccga
gacagctcag

<210> 37

<211> 1374
<212> DNA
<213> Homo

<400> 37

atggggtgta
tggaggaaga
tetgteceet
cggggageee
cttgggyugge
actcaggaca
cctggggatyg
caccccttea
ggcctecacte
cotggaggtt
ctgtecttece
ctggagatge
ttgggcacca
aggctcectttg
ggtctctecca
gccaagccag
gtetectace
ctcetgecagg
ggccageoece
attcagacty
aagaccatgg
agcctgggag
atgageeggg

<210>
<211>
<212>
<213>

38
1581
DNA
Homo

<400> 38

atgccggceygy
cacagcectyg
ggcccaaggc
atcctgggece
tggagcaggg
ggactgggge
gtaggctetyg
ccggcagagg
cectetgage
cggaaccggce
tccttgaaca
ctgettttgg
gatcatgatg
ccteageeet
graaggctgg

agagecggaa
aaaacagtecg
cccatgggag
cagtcageet
ctgtecattge
aaggetecag
aagtttga

sapiens

gtggagecty
tgeggacgece
tctetgectyg
agggcatgge
tggcttegtg
gtoctgecat
gagctagcca
gagcacggat
ccagtgatee
tctttggggt
tgaccttcag
agcacgteeg
gggaggatgt
acctggagga
agcagetgge
gcetgacgga
tgeectgtggy
aggagctteg
caagggcete
taggettctt
cgtteatggt
gcggcgagga
aggagtacga

sapiens

tcagtggtec
agacggggtg
tggcattgcece
tggaggaagt
cctetgtece
gecggggagc
tceottggggg
atactcagga
agcctgggga
cacaccccett
gtggcctecac
tccetggagy
tcetgteoctt
toctaggagat

_gcrttgggeac

gaagagagag
aggaacaaac
agcacctcca
ggtcactgtg
agtgctgatg
cagcagtgag

gggcttgage
atccatgagg
ggaagtagag
cgtgtggtac
ggacggcatc
cegtgtygety
agggctggge
cacctactgg
aggtgagttc
ctcagcagcee
cctgagtgag
cctggegagg
aactccaaaa
gacgetgggc
ccaggctgag
ggctggggat
cattgagcat
gggcccggey
ctegtgectg
cggcotacgtg
gaagaccatg
taagggagat
ggagtatcag

aggtcectta
tectecteta
tggggctaga
gcggctgacy
cttctctgeeo
ccagggcatyg
getggetteg
cagtcctgee
tggagctage
cagagcacgy
tecccagtgat
tttetttggg
cctgaccttce
gcagcacgte
cagggaggat

atcaggagca
atccagecaca
gatggcatcc
gtygggaggea
tgcaggggca
ceccatggtge

tgeccttgte
aaccggagty
gtgcagatga
acccggggca
gggatcttict
gccagcgacg
tcetgtecatt
gggcagaggc
tgtgtggatg
accggcaccc
cccageccag
cagctggaag
tcagactctg
agacaccgce
agacaatgga
gcagctgtce
catttettag
aaggcagcag
cagccotggea
cacttecaggc
gtgggeggece
ggggacaagt
aagcaactcg

ttctgeette
cgcaggtttg
atacccttet
ccatccatga
tgggaagtag
gecgtgtagt
tgggacggea
atcecgtgtge
caagggctgg
atcacctact
ccaggtgagt
gtctecageag
agcctgagty
cgectggega
gtaactccaa

21779

caccetecact
ttgcecctgga
teccectggga
ccacggtagy
aggaaagttt
ccccacagag

cacagacgcce
gcgeegtgty
gggtgacgygyg
ggggecatgt
ttgactctcc
ggcacatece
gggacttccg
tgecgcatgte
tggggcecct
tggcagatga
aggttceecc
ggctgtggge
aagctcaagg
ggatectgea
agaagcagct
gcatggctgce
agctggacca
ccaaggccee
tcttecetgtt
gcceggtgee
agctgaagaa
cggcagcecga
tggaagagaa

tecktectget
agtacaagct
ggagccatca
ggaaccggag
aggtgcagat
acaceccgggy
tegggatett
tggccagega
gctcetgtea
gggggcagagd
tetgtgtgga
ccaccggcac
agcccagece
ggcagctgga
aatcagactc

- & MAR 7005

PCT/US01/28462
ggcatgggag 9000
ccgcaccaag 9060
gctcaacage 8120
gttactcace 9180
cagggggaag 9240
ccatcacaat 8300

9318
atcctgggee 60
gagcagggcee 120
actggggege 180
aggctctgte 240
ggcagaggat 300
ctctgagecag 360
gaaccggeca 420
cttgaacagt 480
gettttggte 540
tecatgatgte 600
tcagecctte 660
aaggctggge 720
agaaggggaa 7890
ggetoctgcegg 840
gggcccccag 900
agaagcccag 960
catcctgggce 1020
ccgeccacet 1080
ctacctecte 1140
ccggecaggeg 1200
cctcactggg 1250
agctcagggce 1320
gtga 1374
cectggaccee 60
cagcttcaaa 120
tggagacgee 180
tggcgeegtg 240
gagggtgacyg 300
caggggecat 360
ctttgactct 420
cgggcacate 480
ttgggacttc 540
gctgegeaty 600
tgtggggcec 660
cctggcagat 720
agaggttccc 780
agggectgtgg 840
tgaagctcaa ago
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ggagaagggg
caggctctge
ctggggccce
attccateca
aaggtcggtg
gatgcagctg
catcatttect
gcgaaggceay
ctgcagectg
gtgcacttca
cctetgggte
cctgecagea

<210> 39

<211> 2715
<212> DNA
<213> Bomo

<400> 35

atgctcttgg
cttgagecatt
gaggtggtga
gctgaggece
gcteccacttt
gtaacactga
gacttccata
aacggaagta
ctgeccccagt
gtcaatagag
ttcectactyg
aggcecttgtg
cagcagaagg
atcacacttt
azagatgcat
agcettgetg
caggatattt
caggtctaca
agggtgaata
ctecagtetg
aagttatgtce
gcaaagaaga
gacctattge
gctgcacaca
agagtgactc
catecggecact
gaatctggac
ctettttett
actcoccaatgt
cctgetetga
acattggttc
tggaatggaa
agttcaaata
agatcaaatt
acccageccet
getgaaggca
gggaggaaaa
catgcagggy
ctgaatgtca
actggaggge

aaaggctett
ggggtctcte
caggccaagc
ccoceagggag
ccctgctecea
tecgeatgge
tagagectgga
cagccaagge
geatcettect
ggcaggagct
ctgcaccaca
tgecectgectyg

sapiens

ctctatgtte
cagggaacta
gtctctetgt
tgacttttga
ctgtgtttga
atactatgta
ttcatcacge
atttetctgt
ggttcctgaa
gtccacttct
aggactggaa
cteeteggge
ggaacccaga
tttgcaacat
tatttgttac
gtgggcaaga
tcatatatat
gacggectgc
gttegggact
tggacaatct
ccttcetgge
gtctagttge
ctaagtcecca
aacctgtgat
tgacttgcaa
aQ tggggaga
tgtacagatg
caggtgagaa
ccaggaagayg
gactcgactc
tgagatgcca
acattecttte
acaatggcaa
tcaaaataat
cagggggcea
caggggatac
ctecagegttc
gatactactg
ctgtgagaga
tgetcagtge

tgacctggag
caagcagctyg
caggcectgac
gggtggccac
tggacagtgg
tgcagaagce
ccacatcctg
ccecocgooca
gttctaccte
gaacaagagc
cacccccagg
a

atctctgget
ctactgcaca
cactgtecct
aggagccact
aggagacttc
caagaatggt
aagtctcaaa
ttcttccaac
ggcacctgat
gacaggcaca
cttecactcectt
tcettgggaa
cctgctcatg
ggcaggttct
aggaaatgaa
agcagatcaa
cagacaaggt
tggaggtgtt
cttegectac
gagecccatca
catagggcca
atacatcaaa
atggccctge
ttcegtecat
tggatttcag
aaagttgacc
ccaggcocgg
agaagactgt
atecctcatgt
cttaatecctg
cagaagaagyq
catttctaat
ttatcgatge
taaaattcaa
ggctgttgaa
cacattctce
cctgagagca
tacagcagac
gaccccagge
tettetectg

gagacgctgg
geccaggetyg
ggaggetgdyd
ctetcoccatgt
actctgctece
caggtetecet
ggcctectge
cctggececage
ctecattcaga
cttcaggagt
gccetgggga

cttatttttg
gctgacaatg
gtgtctecatc
gtgacackttc
gtggttctga
aacgtcctga
gacaatggtg
atagtcaaaa
ccecactgtgg
ggcteccgag
attcccatta
gttggaagtc
ggcccttttg
ttgttttatt
agcagaagct
aagttgtggt
gagagttgtc
ccagtagagc
gctgatgget
actcagtcte
cctgeacata
ggaaatcaac
atccaggtgc
ccteceatgga
ttctatgcaa
ctgaccccag
ggckececac
gtetetgaca
agttctctaa
caggcaccat
aaagagaaat
aaaagctggyg
attggatatg
gggatccctyg
ggggagatge
tggcaccgag
gagctggagc
aacagctacg
aacagagatg
gctgtggeec
22779

gcagacaceg
agagacaatg
ccetggatge
cactcaataa
aggccctgea
acctgeoetgt
aggaggagct
ceecaaggge
ctgtaggectt
gtctgteccac
ttctgaggag

cagctectgt
gctttggecc
ctgtecteac
actctteget
ggtgecggge
cattecttaa
catatcactt
tccaagteca
cecttagtga
ttatgactce
ctgtggacga
taacaccagg
atgttcttca
atatggaact
atcattggtt
tteccecetgy
ttgtgattga
atatgagtgt
ggetetttac
aaacacacga
gcaggggcag
tcteettece
tteccaggaa
ccacattctt
cagagaaaac
gaaacaccct
gaageaacec
agaatcctgc
gtgecacttc
attctgtgtt
tgactgctgt
atcttcttat
gagacgagaa
tgtctggggt
tggtccttgt
aggacatgca
tcectgecat
gcecectgtcca
geettgtege
tgetgtttca

- 4 MAR 2005
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ceggatectyg . 960
gaagaagcag 1020
ttcetgecag 1080
ggactctgece 1140
agagatgagg 1200
gggcattgag 1260
teggggeccg 1320
ctectegtge 1380
¢ctteggetac 1440
aggcagectt 1500
gcagectete 1560

1581
cagtggacag 60
ccagcacagt 120
cctcagetct 180
gatcctgcaa 240
aaaggcggaa 300
taaaagctct 360
tactggattt 420
agagcatcte 480
gatattctca 540
ctggatttac 600
tgettgeaaa 660
aaagagtttc 720
cttgteecte 780
tggagaaaay 840
ccagaagttc %00
actgatgagt 960
gatgtttcat 1020
atgggctete 1080
tctettteag 1140
aggccatgaa 1200
ctteoctcaga 1260
tccagtagaa 1320
tatagctgca 1380
caaaggagag 1440
aacatggtat 1500
cgaggttegg 1560
tgtgogoteg 1620
tacaaatcac 1680
tttcatagct 1740
tgaaggtgac 1800
gaaatatact 1860
cccacaagca 1920
tgatgtattt 1980
getoctggag 2040
ctgctcegtg 2100
ggagagtctyg 2160
cagacagagce 2220
gagcatggtyg 2280
cgcgggagee 2340
ctgctggcgt 2400



WO 02/22802

cggaggaagt
cagctgggag
aatgtaggayg
caaacaatcy
gtectactetyg
gatgaagaaa

<210>
<211>
<212>
<213>

40
1548
DNA
Bomo

<400> 40

atgctgotgt
cacaaaccty
actctgactt
cactactggg
ggactgtaca
tettcagact
ctgagatgece
aacattettt
aacaatggca
ttcaaaataa
cagcctacag
tcagacacce
agcacgtacc
tgtggtgctg
grgcagcgga
gttgaagggyg
ttctectgge
agagcagagc
gcagacaaca
ccaggcaaca
ctecctggctyg
ttgggagacyg
tgeccctgcec
ttggtatact
aggacacttc
ccagataact

<210> 41

<211> 2494
<212> DNA
<213> Homo

<d00> 41

batggetgty
ggtgceeacyg
cgaaggcaac
cecgecacgge
cgactgcaag
gtgtacttgt
cggecacgtge
gtycgccage
cctgtgecac
tcectgegag
cgatcgctac
cgagcoggge
gggctgtege

cagtacaccec
aagaagagga
agagtttttc
ggggtactaa
aggtaaagac
gttaa

szpiens

gggegtectt
tgatttecgt
gcaatggatt
gagaaaagtt
gatgccagge
ccttaatect
acagaagaag
ccattictaa
attatcgatg
ttaaaattca
aggggaattc
cacttcactt
cggaactcca
aaacagtgag
tecetgtgte
agatgctggt
accgagagga
tggagctecce
gctacggeec
gagatggecet
tggecctyget
aaaccaggct
aggtggagct
ctgagatcca
tagaggataa
cagctggaaa

sapiens

ggaggaggac
tgctgegetg
tccacgtgct
tacttcggtg
gagctgtgta
cacgecgeggce
cacceecgga
gegtgetact
gcaggetggt
cagcagagceg
tgecagtget
taccgeggea
cgccggtgtg

caaaaaggga
aggaaatcat
tcacagggeca
tacctccagg
acaacaccca

gctggecttt
ccatcctcca
tcagttctat
gaccctgace
ccgggactce
gcaggeacca
gaaagagaaa
taaaagctgyg
cattggatat
agaactattt
tgtaaacctyg
caacttctte
gctcecaacc
gggtaacatce
tggggtgcte
cettgtectge
catgcaggag
tgccatcaga
tgtccagage
tgtcgeccecgeg
gtttcactge
cecteceget
tcagtcgttg
gactactcag
ggatgtcteca
gatcagctct

acaaaggagt
gctggaggca
cagagaacga
ccaactgcga
gctgceacce
getggggege
geggegegtg
gcagcgccac
ggggecygcag
gcegetgtea
tccgeggecyg
agtactgtcyg
gceccagtgcaa

gatttggtat
ggcaataaaa
tgcatatgga
acacttctag
gataactcag

geteocagtet
tggaccacat
gcaacagaga
ccaggaaaca
ccacgaagta
tattctgtgt
ttgactgctyg
gatcttctta
ggagatgaga
ccacatecag
agctgtgaaa
agagatggcy
gtctggagag
cacaagcaca
ctggagaccc
tccgtggetyg

-agtctgggga

cagagccatyg
atggtgectga
ggagccactyg
tggcgtegga
ccaggeccag
tatgttgatg
ctgggagaag
gttgtctact
aaggatgaag

tagatgtecct
gcaaggggac
ggtgtgegtg
caccaagtgc
acacgggeag
gegetgegag
ccgcectgtgayg
gtcgegetgc
ctgcaacaac
gtgecegegad
ctgecaccecth
cgageccgtge
gggccagceag
23179

actctgagat
atcaagaact
gtactectaat
aggataagga
ctggaaagat

gtggacaatc
tcttcaaagg
aaacaacatg
ccectegaggt
accctgtgeg
ttgaaggtga
tgaaatatac
tcccacaagce
atgatgtatt
agctgaaage
cacagcttec
aggtecatcct
aaaactcagg
gtceceteget
agcecctcagg
aaggcacagg
ggaaaactca
cagggggata
atgtcactgt
gagggctgcet
ggaagtcagy
gagagtccte
tacaccccaa
aagaggaagc
ctgaggtaaa
aaagttaa

ccctetgete
gagtgtggga
aggcctggceg
cecgecgecagt
tgcgaggacyg
catgcgtgec
tceggetggt
gacccacaga
cagtgegect
cgtacgtteg
gtggacggca
ccegccgact
cecgtgeoacgy

- 4 MAR 2005
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ccagactact 2460
agaacttgtt 2520
gggaacttgce 2580
cgtctcagtt 2640
cagctetaag 27040

2715
tgcagctgeca 60
agagagagtyg 120
gtatcatcegg 180
tcgggaatct 240
cttgecteottt 300
cacattggtt 360
ttggaatgga 420
aagttcaaat 480
tagatcaaat 540
tacagactct 600
tccagagcgy 660
gtcagactgy 720
atcctattgg 780
acagatccat 840
gggccaggcet 800
ggataccaca 960
gcgttccetg 1020
ctactgtaca 1080
gagagagace 1140
cagtgctcett 1200
agttggtttc 1260
ccattccate 1320
aaagggagat 1380
taatacctcc 1440
gacacaagac 1500

1548
gcagctccca 60
ttgcggtgty 120
agtgcegetyg 180
tctggggecee 240
tgacaggcca 300
agtgccagca 360
ggggegegea 420
ccggegeety 480
gcaactegte 540
gcgcgegety 600
cgtgtgectyg 660
tctacggett 720
tggcecgagygd 780
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cocgetgettyg
cggktttctat
taaccatgtc
gaccaagtgt
cagcggacac
ccactgtaac
ctgceacgag
caagggcgtg
gcteggetge
ggagctttcg
cagcatgaag
ccaccacgac
gcagccctca
aggccetgty
ccecactgte
cgecgaggag
ggaggggccc
ggeceggygac
gocacetgac
tgcagctagge
caagaggaaa
gacccgegac
geccetegeeg
ccggeggtce
caagactcgc
goeggegece
cceagcgace
cceccggaag
cgagetggge

<210> 42

<211> 2614
<212> DNA
<213> Homo

<400> 42

batggagggc
gcegteacey
cgtggcgeet
ggtgeccacyg
cgaaggcaac
ccgccacggce
cgactgcaag
gtgtacttgt
cggcacgtgc
gtacgccage
cetgtgecae
tcectgegag
cgatcgetac
cgagcegggc
gggctgtcge
ccgetgettg
cggtttctat
- taaccatgte
gaccaagtgt
cagcggacac
ccactgtaac
ctgccacgag
caagggegty

acgtgcgagc
ggcgagggct
accggcaagt
agcaatggea
tgcgacttce
gtgacgtgee
gacacgtgceg
atgggcgcgg
tgctgegett
cttgggagga
ctgcceecgga
ctggataaca
ccatcctggt
tactgtgtac
cetgeocgadyg
gcgatacece
ggaggggctc
gagattgggyg
ccogecacca
cgtgcgecect
cggacgceeeca
ccaacgecge
cccagggcee
cccgcgaage
agcctgggee
ccacagaaay
gaaacccegyg
aagaccccca
agggcgggcy

sapiens

gcagggcece
ctgctgecegt
caggaactga
tgctgegetg
tccacgtget
tacttecggtyg
gagctgtgta
cacgcgegge
cCacCCcCCccgga
gegtgetact
gecaggerggt
cagcagagog
tgccagtget
taccgeggea
cgceggtgtg
acgtgcgagce
ggcgagggct
accggcaagt
agcaatggca
tgcgacttee
gtgacgtgec
gacacgtgceg
atgggegegg

ceggctggaa
gcagccaccg
gtacgcecgety
cttacggecga
agtcggggeg
cgeccggact
acceggteac
gcgegetget
gcegeggeaa
agaaggegcece
tccegeteceyg
cactcaactg
ccteteggge
cccatgagga
cgcegagcgece
tcccegegte
tgtacoacgcy
gectgteget
agcctaaggt
caccaccgce
gcgacaaate
gcocccoeegygy
gagegegege
gcgccgaggc
gcgecgaggt
ccaagegekte
gygcctgagaa
tccagaagee
cacccaccct

ggggggccgg
cgctgetget
accctcgegg
gctggaggca
cagagaacga
ccaactgega
getgcocaccee
getggggege
gocggcgoegtg
glagcygceas
ggggcegeag
gccgctgtea
tecgeggecyg
agtactgteg
goccagtgcaa
ccggetggaa
goagecaccy
gtacgecgetg
cttacggcga
agtcggggcyg
cgcccggact
acccggteac
gegogettget

cggaaccaag
ctgtcecgeca
caacgeggygc
ggactgegec
ctgecectgtge
ccacggegeg
tggtgeectge
cgtcctgecte
ggaccctacg
gecaccegacta
gaggcagaaa
cagettectyg
ctecttetee
ggcaccagey
gtcecctgtyg
ctecgacage
cgtggecega
gtcgecatceg
gtectggatce
goecaggcetee
ggcgcatacyg
gctgecegag
cgecgeecegg
tgcctcocatg
ggecectgggce
cgtgccgeca
ggcggcgacce
gcegecgeaag
gtag

gccggegedy
gctgetgetyg
ccgcaacgty
gcaaggggac
ggtgtgegty
caccaagtge
acacgggcag
gcgctgegag
ccgctgtgag
gtegegetge
ctgcaacaac
gtgccgcgag
ctgecaccet
cgagcegtge
gggccagcag
cggaaccaag
ctgteegeea
caacgcgggc
ggactgcgcco
ctgecectgtge
ccacggcgeg
tggtgcctgce
cgtectgecte

24179

tgcgaccage
tgcecgegacy
tggateggeg
ttegtgtgeg
agccctggeyg
gactgtgetce
cacctagaaa
gtctgeectge
cgeogagceoce
tgcgggeget
ctacccaaag
gagccaccct
tcgtttgaca
gagagccggg
ccettgacea
gagcggtegg
cgcgaggecce
cccgagegea
cacggcaagce
gaggccgcge
gtcgaacacg
gaggcgacag
cctettyggag
ttggccgetg
gecgocagggco
gecteogeeccg
gacttgcccg
aagagccggyg

cgccggggag
ctctggatge
tgccgtgecte
gagtgtggga
aggcctggeg
ccgegcecagt
tgegaggacg
catgcgtgce
tecggetyggt
gacececacaga
cagtgegect
cgtacgtteg
gtggacggca
ccegeogyget
cegtygcacgg
tgcgaccagce
tgcecgegacy
tggatcggeg
ttcgtgtgcyg
agccctggeyg
gactgtgctc
cacctagaaa
gtcrtgocotge

- 4 MAR 7005
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cttgeogeeac 840
ggcatgectyg 900
accggtgcga 960
ccgactgegy 1020
tccacgggee 1080
aggcctgeag 1140
ccaaccagceg 1200
tgetetegct 1260
gcceoccgeag 1320
tcagtcgceat 1380
tecgtagtggc 1440
cagggctgga 1500
ccactgatga 1560
acceocegaagt 1620
cgecagecte 1680
cgteccagegt 1740
ggccggeccg 18cQ
ggaaaccgcce 1860
acagcgeogc 1820
ccagceccag 1980
gocagcceccy 2040
ccetegetge 2100
cccacggacg 2160
acgtgegegd 2220
ccagggaaaa 2280
cecegegoges 2340
cgcctgagac 2400
aggeggeggy 2460

2494
ccggggggecs 60
tgccggacac 120
ccggetecca 180
trgcggtgtg 240
agtgccgetyg 300
tctggggece 360
tgacaggcca 420
agtgccagca 480
gugdcgcdea 540
ccggegecty 600
gcaactcgte 660
gegegegetg 720
cgtgtgecetyg 780
tctacggett 840
tggccgagyg =14 04]
cttgecgecac 960
ggcatgectg 1020
accggtgcga 1080
ccgactgegyg 1140
tccacgggee 1200
aggcctgecag 1260
ccaaccagcey 1320
tgcteteget 1380
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geteggetge
ggagcttteg
ragcatgaag
ccaccacgac
gcagocectca
aggcectgtg
ceccactgte
cgccgaggayg
dggaggggccc
ggcccggggac
gccaceotgac
tgcagctgge
caagaggaaa
gacccegcegac
gocecktegecoyg
cocggeggtce
caagactcgce
geceggegecee
cccagcgacce
cceceggaag
cgagetggge

<210> 43
<211> 402
<212> DNA
<213> Homo

<400> 43

atcgactgcc
ccegegetge
cgagacgagc
gtgcagectge
ceggtgatgt
ttecegeegee
ctggeegecy

<210> 44
<211> 975
<212> DNA
<213> Homo

<400> 44

atgctcaaac
caggcgggea
gactgccgey
gegetgegeg
gacgagcgey
cagctgctgyg
gtgatgtggy
cgecgeoetag
gecgecgcec
ggcaagaatt
atgagcctgg
ctgatggece
gtgctggagg
gagggcggce
cccagectgg
ctgtctgtet
cgtgctecagce

tgctgcgett
cttgggagga
ctgcceccgga
ctggataaca
ccatectggt
tactgtgtac
cctgecgagyg
gcgataccecc
ggaggggectce
gagattgggy
cccocgecacca
cgtgegecct
cggacgecca
ccaacgceogc
ceccagggece
ceegegaage
agcectgggec
ccacagaaag
gaaaccccgg
aagaccecca
agggcgggcg

sapiens

gcgcggagcea
gegegegett
geggeogeoac
tggtgcagtt
gggcggcggc
taggcctgcg
ceegeggeca

sapiens

ccaaggacct
aagtgcactt
cggagcaydy
cgegettegt
goceogocacogce
tgcagttcag
cggcggecty
geoectgegeet
gocggecacgyg
cgggecggea
ctctaggtge
taccaaactc
gagcgcccced
ceggectctgg
tcggggaggce
cggtgcetgg
ggtaa

gecgeggcaa
agaaggegec
tccegeteeg
cactcaactg
ceteteggge
cecatgagga
cgecggegec
tcceegegte
tgtacgegeyg
geoetgteget
agcctaaggt
caccaccgcee
gegacaaatc
gcoococeggy
gagcgegege
gcgoccgaggce
gcgeegaggt
ccaagegete
ggcctgagaa
tccagaagec
cacccaccct

gggccgtacyg
cgtgcggoty
cgcactcage
cagcggtgac
ctgeggecac
cctcgaccge
cgggacctgt

gtgcccocga
ggceegette
ccgtacgccy
geggetgetyg
actcagcctg
cggtgacccc
cggcecacggy
cgaccgeacce
gacctecgygcg
ccgggcgeag
ggtaaccgad
gccecagtet
aaccttagcg
cocgectgyggt
gccagggece
geecgaaccct

ggaccctacg
gcaccgacta
gaggcagaaa
cagcttcetyg
ctecttetec
ggcaccagcg
gtceocectgty
ctccgacage
cgtggecega
gtcgeecatcg
gtectggate
gecaggetcee
ggcgcatacg
getygccocgag
cgcgeccocegy
tgccteecatg
ggcceetggge
cghgcegeeca
ggcggcgace
gecgegcaag
gtag

ccgetecatgg
ctgctegagce
ctggcgtgey
cccgaggedyg
ggggcggtge
accaaccgty
gtgcaggccc

gcggggacgc
gtgttaggatg
ctcatggtyay
ctecgagcagyg
gcgtgcgagc
gaggcggccyg
geggtgeteg
aaccgtgcgayg
ggeggecacy
ggcagcgaac
gaggaggcty
tcggggactyg
caagcceeca
ttgecgecgac
gagagtggcee
tggcaggcgg

25179

cgcegaccec
tgcgggeget
ctacccaaag
gagccaccct
tegtttgaca
gagagceggy
coecttgacea
gagcggtcgg
cgcgaggece
cccgagegea
cacggcaagc
gaggccgege
gtcgaacacg
gaggcgacag
cctcttggag
ttggeecgetyg
gcgcaggygcce
gcctegeccyg
gacttgeeceg
aagagcecggy

tggeegtggg
agggtgctgc
agcgaggeea
ccgactetge
tcgagttcct
cggggctcac
te

gcagcttect
cgectggaced
cegtgggget
gtgetgcagt
gaggccacct
actctgeggyg
agttectggt
ggctcacecge
gcggegagyc
ggcccgaget
cacgectgeg
ggcggtggeg
ttggeetcag
gctccacagc
cggagttaga
gcaccgaggce

= 4 MAR 2005
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gcocococgcag 1440
tcagtcgeat 1500
tcegtagtgge 1560
cagggctgga 1620
ccactgatga 1680
accccgaagt 1740
cgccagecte 1800
cgteccagegt 1860
ggccggcceg 1920
ggaaaccgcc 1580
acagcgeege 2040
ccageeecaqg 2100
gcagecceecyg 2160
ccctegetge 2220
¢cccacggacy 2280
acgtgcgegy 2340
ccagggaaaa 2400
cceocgegegec 24690
cgcctgagac 2520
aggcggegyy 2580

2614

gctgeocggac 60
agtgaaccety 120
cctggacgec 180
gggcaacage 240
ggtgcggtec 300
cgegctgecaa 360
402

ggaggccatg 60
cagcatcatec 120
gecoaggaccec 180
gaacctgcga 240
ggacgeegty 300
caacageecyg 360
geggtectte 420
gctgcaactg 480
tggctcageg 540
gaggtcggagc 600
ggctggggece 660
ctcacaggag 720
tcecccacecg 780
cccagatate 840
ggccaacget 900
tgtggtgetg 960
975
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<210> 45

<211> 568

<212> PRT

<213> homo sapiens

<400> 45
Met Lys Glu Ala Glu Met Asp Gly Glu Ala Val Arg Phe Cys Thr Asp
1 5 10 15
Asn Gln Cys Val Ser Leu His Pro Gln Glu Val Asp Ser Val Ala Met
20 25 30
Ala Pro Ala Ala Pro Lys Ile Pro Arg Leu Val Gln Ala Thr Pro Ala
35 40 45
Phe Met Ala Val Thr Leu Val Phe Ser Leu Val Thr Leu Phe Val Val
50 55 60
Gly Lys Pro Pro Val Gln Gln Gln Thr Arg Pro Val Pro Lys Pro Val
65 70 : 75 80
Gln Ala Val Ile Leu Gly Asp Asn Ile Thr Gly His Leu Prc Phe Glu
85 90 95
Pro Asn Asn His His His Phe Gly Arg Glu Ala Glu Met Arg Glu Leu
100 105 110
Ile Gln Thr Phe Lys Gly His Met Glu Aspn Ser Ser Ala Trp Val Val
115 120 125
Glu Ile Gln Met Leu Lys Cys Arg Val Asp Asn Val Asn Ser Gln Leu
130 135 140
Gln Val Leu Gly Asp His Leu Gly Asn Thr Asn Ala Asp Ile Gln Met
145 150 155 160
Val Lys Gly Val Leu Lys Asp Ala Thr Thr Leu Ser Leu Gln Thxy Gln
165 170 175
Met Leu Arg Ser Ser Leu Glu Gly Thr Asn Ala Glu Ile Gln Arg Leu
180 185 180
Lys Glu Asp Leu Glu Lys Ala Asp Ala Leu Thr Phe Gln Thr Leu Asn
185 200 205
Phe Leu Lys Ser Ser Leu Glu Asn Thr Ser Ile Glu Leu His Val Leu
210 215 220
Ser Arg Gly Leu Glu Asn Ala Asn Ser Glu Ile Gln Met Leu Asn Ala
225 230 235 240
Arg Ala Asn Ala Glu Ile Gln Gly Leu Lys Glu Asn Leu Gln Asn Thr
245 250 255
Asn Ala Leu Asn Ser Gln Thr Gln Ala Phe Ile Lys Ser Ser Phe Asp
260 265 270
Asn Thr Ser Ala Glu Ile Gln Phe Leu Arg Gly His Leu Glu Arg Ala
275 280 285
Gly Asp Glu Ile His Val Leu Lys Arg Asp Leu Lys Met Val Thr Ala
290 295 300
Gln Thr Gln Lys Ala Asn Gly Arg Leu Asp Gln Thr Asp Thr Gln Ile
305 310 315 320
Gln Val Phe Lys Ser Glu Met Glu Asn Val Asn Thr Lieu Asn Ala Gln
325 330 335
Ile Gln Val Leu Asn Gly His Met Lys Asn Ala Ser Arg Glu Ile Gln
340 345 350
Thr Leu Lys Gln Gly Met Lys Asn Ala Ser Ala Leu Thr Ser Gln Thr
355 380 365
Gln Met Leu Asp Ser Asn Leu Gln Lys Ala Ser Ala Glu Ile Gln Arg
370 375 380
Leu Arg Gly Asp Len Glu Asn Thr Lys Ala Leu Thr Met Glu Ile Gln
385 390 385 400
Gln Glu Gln Ser Arg Leu Lys Thr Leu His Val Val Ile Thr Ser Gln
405 410 415

26/79
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Glu Gl Leu Gln Arg Thr Gln Ser Gln Leu Leu Gln Met Val Leu Gln
420 425 430
Gly Trp Lys Phe Asn Gly Gly Ser Leu Tyr Tyr Phe Ser Ser Val Lys
435 440 445
Lys Ser Trp His Glu Ala Glu Gln Phe Cys Val Ser Gln Gly Ala His
450 455 480
Leu Ala Ser Val Ala Ser Lys Glu Glu Gln Ala Phe Leu Val Glu Phe
465 470 475 430
Thr Ser Lys Val Tyr Tyr Trp Ile Gly Leu Thr Asp Arg Gly Thr Glu
485 490 495
Gly Ser Trp Arg Trp Thr Asp Gly Thr Pro Phe Asn Ala Ala Gin Asn
500 505 510
Lys Ala Pro Val Val Phe Gly Phe Trp Glu Lys 3Asn Gln Ser Asp Asn
515 520 525
Trp Arg His Lys Asn Gly Gln Thr Glu Asp Cys Val Gln Ile Gln Gln
530 535 540
Lys Trp Asn Asp Met Thr Cys Asp Thr Pro Tyr Gln Trp Val Cys Lys
545 550 555 560
Lys Pro Met Gly Gln Gly Val Ala
565

<210> 46

<211> 364

<212> PRT

<213> homo sapiens

<400> 46 .
Met Ser Arg Gln Gly Lys Leu Phe Ser Ala Phe Gly Val Gly Cys Cys
1 5 10 15
Val Thr Ala Gly Leu Pro Lys Asp Asp Asn Thr Pro Ser Thr Ile Ala
20 25 30
Asp Val His Asn Gly Tyr Thr Met Asn Val Val Glu Gln Val Leu Lys
35 40 45
Asp Ser Phe Val Leu Phe Phe Pro Gly Thr Leu Cys Asp Phe Pro Lys
50 55 60
Ile His His Gly Phe Leu Tyr Asp Glu Glu Asp Tyr Asn Pro Fhe Ser
65 70 75 80
Gln Val Pro Thr Gly Glu Val Phe Tyr Tyr Ser Cys Glu Tyr Asn FPhe
8% 90 95
Val Ser Pro Ser Lys Ser Phe Trp Thr Arg Ile Thr Cys Thr Glu Glu
100 105 110
Gly Trp Ser Pro Thr Pro Lys Cys Leu Arg Met Cys Ser Phe Pro Phe
115 120 125
Val Lys Asn Gly His Ser Glu Ser Ser Gly Leu Ile His Leu Glu Gly
130 135 140
Asp Thr Val Gln Ile Ile Cys Asn Thr Gly Tyr Ser Leu Gln Asn Asn
145 150 155 160
Glu Lvs Asn Ile Ser Cys Val Glu Arg Gly Trp Ser Thr Pro Pro Ile
165 170 175
Cys Ser Phe Thr Met Lys Thr Cys Gly Tyr Ile Pro Glu Leu Glu Tyr
180 185 190
Gly Tyr Val Gln Pro Ser Val Pro Pro Tyr Gin His Gly Val Ser Val )
195 200 205
Glu Val Asn Cys Arg Asn Glu Tyr Ala Met Ile Gly Asn Asn Met Ile
210 215 220
Thr Cyvs Ile Asn Gly Ile Trp Thr Glu Leu Pro Met Cys Val Glu Ser
235 230 235 240
Thr Ala Tyr Cys Gly Pro Pro Pro Ser Ile Asn Asn Gly Asp Thr Thr

27179
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Ser

Asn
Ser
305
Asp
Lys

Cys

Phe
Gln
Lys
290
Glu
Gly

Phe

Gln

<210> 47
<21l1> 32

<212>
<213>

<400> 47

Met
Gly
Leu
Glu
Serxr
65

Pro
Ser
Ile
Cys
Lys
145
Ser
Asn
Ile
Pro
val
225
Lys
Glu

Asn

Leu
Gly
Tyxr
Val
50

Phe
Lys
Glu
Cys
val
130

Val

Glu

Pro
210
Leu
Pro

Lys

Pro
Ser
27%
Gln
Glu
Lys

Pro

Glu
355

7

PRT
homo sapiens

Leu
Glu
Asp

35
Phe

Trp
Cys
Ser
Asn

i1s
Glu

Cys

Pro

195
Pro

Pro
Gln
Pro

Asn
275

Leu
260
Phe

Trp

Leu
His
340
Gly

Leu
Gly

20
Glu

Leu
Ser
100
Arg
Cly
Pro
Ala
180
Glu
Ser
Pro
Gly
Arg

260
Asn

245
Ser

Ser
Met
325
Lys

Lys

Phe
5
Thr
Glu
Tyr
Arg
Arg
85
Gly
Gly

Gly

165
Met

Leu
Ile
Gly
Ser
245
Cys

Ile

val
Lys
Glu
Asn
310
Ala
ala

Phe

Ser
Leu
Asp
Ser
Ile
70

Met

Leu

Ile
150
Gln
Ile
Pro
Asn
Ser
230
Val

Leu

Gln

Leu
Pro
295
Lys
Lys

Met

Giu

val

Cys

Cys
55

Cys
Ile
Ser
Ser
135
Pro
His
Gly

Met

Asn
215

Asp

Leu

Pro
Gln
280
Pro
Asn

Thr

Ile

Tyr
360

Ile
Asp
Asn

40
Glu

Cys
Ser
His
Leu
120
Thr
Glu
Gly

Asn

Cys
200
Gly
Val
Val

Pro

Lys
280

Pro
265
Gly

Asn
Gly

Ser

345.

Pro

Leu
Fhe

25
Pro

Phe
Leu
105
Gln
Pro
Leu
val
Asn
185
val

Asp

Cys
265

Trp

250
Gly

Ser
Cys
Ile
Asp
330

Ser

Ile

Ile
10

Pro
Phe
Asn
Glu
Pro
90

Glu
Asn
Pro
Glu
Ser
170
Met

Glu

Thr

Cys
250
Val

Arg

28119

Ser
Val
Leu
Gln
315
Ala

Pro

Cys

Ser
Lys
Ser
Phe
Glu
75

Fhe

Gly

Ile
155
Val
Ile
Ser
Thr
Arg
235
Arg
val

Asn

Thr
Thr
Asp
300
Leu
Val

Pro

Glu

Trp
Ile
Gln
Val
60

Gly
Val
Asp

Glu

Cys
140
Gly

Glu

Ser
220
Asn
Ser

Asp

Val
Val
285
Pro
Lys
Glu

Phe

Val
His
Val

45
Ser

.Trp

Lys
Thr
Lys

125
Ser

Tyr

Val

Ala
205
Phe
Gln
Lys
Glu

Gly
285

Thr
270
Thr

Cys
Trp
Phe

Arg
350

Ser
His
30

Pro
Pro
Ser
Asn
val
110
Asn
Phe
Val
Asn
Ile
150
Pro
Ser
Gln
Glu

270
Lys

255

Cys
Val
Arg
Gln

335
Ala

Thr
15

Gly
Thr
Ser
Pro
Gly
Gln
Ile
Thr

Gln

Cys
175
Asn

Cys
Leu
Phe

255
Asn

Leu

Arg
Arg
val

Asn
320

Cys

Ile

Val
Phe
Gly
Lys
80

His
Ile
Ser
Met
Pro
160
Arg
Gly
Gly
Ser
240

Ser

Met

- 4 MAR 2005
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Ala Lys Thr Gly Asp

230

Ala Met Ile Ser Ser

305

Phe Glu Tyr Pro Ile

<210>
<211>
<212>
<213>

48

154
PRT
home sapiens

<400> 48
2la Pro Ala

Met
1
Gly
Thr
Ala
Lys
65
Thr
His
Gly
Tyr

Leu
145

<210>
<211>
<212>
<213>

<400>

Met
1
Ala
Asp
Pro
Gln
65
vVal
Arg
Cys

YT

Leu

Ser

Cys
50
Asp

Cys
Gln
Lys
Ile

130
Val

Arg
Glu
Leu
Tle
50

Asn

Ser

49
502
PRT
homo sapiens

49

Trp
Ser
35

Asn
Len
Gln
Ser
115

Val

Pro

Gln
Pro
Gly
35

His
Leu
Ala
Ser
Arg

115
Leu

Val
20

Gln
Ser
Asn
Thr
His
100
Pro

Ala

Val

Leu
Leu
20

Arg
Glu
Leu
Gln
Ser

100
Leu

Cyse

325

Arg
5
Ala

Trp
Ala
Thr
Pro

85
Gly

Cys

His

Gly
5
Pro
Cly
Gln
Leu
Gly
85
Ser

Pro

Gln

Ala

Pro
310

Cys

Ala
Glu
Phe
Met
Phe
70

Asn

Pro

Asp

Leu
150

Gly

Ser

val
Phe

70
Pro

Cys
Gly

Leu

= & MAR 2008

PCT/USO1/28462

Val Glu Phe Gln Cys Lys Phe Pro His Lys

295
Pro

Glu

Gly
Val
Lys
Ser
55

Leu
Ile
Met
Arg
Pro

135
Asp

Ser
Ala
Pro
Asp
55

Leu
Gly
Gly
Glu

Pro

300

Phe Arg Ala Ile Cys Gln Glu Gly Lys

Leu
Thr
40

Ile
His
Ala
Ser
120

Pro

Lys

Leu
Leu
Gly
Pro
Trp
Glu
Arg
Glu

120
AsSD

Cys Pro
10

Val Arg

25

Gln EHis

Ile Asn
Glu Pro

Cys Lys
90

Leu Thr

105

Lys Glu

Gln Gin

val val

Arg Pro
10
Gly Pro

Trp Glu
Pro Arg
Ala Leu
Trp Thr
90

Gly val
105

Pro Cys

Cye Pro
29/79

315

Leu
Ala
val
Lys
Phe
75

Met
Lys

Gly

Pro
Cye
Pro
Glu
Leu
75

Pro
Ser
Trp

Fro

Leu
Lys
Gln

TYr
60

Ser
Ser
Gly
His

Asp
140

Arg
Ala
Arg
Gly

60
Asn

Trp
val
Gly

Gly

Leu
Pro
Pro
45

Thr
Ser
Cys
Glu
Leu

125
Pro

Ala
Gly
Arg

45
Pro

Cys

Val

Asp
125
Ala

Leu
Lvs
30

Ser
Glu
Val
Lys
Leu
110

Asn

Gly

Ala
Gly

30
Ala

Gly
Ser
Ser
110

Ser

val

Leu
15

Asp
Pro
Arg
Ala

Asn
95

8 E

His
15

Asp
Arg
Leu
Leu
95

Arg
His

Pro

320

Leu
Met
Gln
cys

Ile
80
Cys

Ser
Pro

Pro

Gly
Arg
Val
Phe
Gly
80

Arg
Glu

Phe
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130 135 140
Arg Asp Leu Gln Cys Ala Leu Tyr Asn Gly Arg Pro Val Leu Gly Thr
145 150 155 160
Gln Lys Thr Tvr Gln Trp Val Pro Phe His Gly Ala Pro Asn Gln Cys
165 170 175
Asp Leu Asn Cys Leu Ala Glu Gly His Ala Phe Tyr His Ser Phe Gly
180 185 180
Arg Val Leu Asp Gly Thr Ala Cys Ser Pro Gly Ala Gln Gly Val Cys
155 200 205
Val Ala Gly Arg Cys Leu Ser Ala Gly Cys Asp Gly Leu Leu Gly Ser
210 215 220
Gly Ala Leu Glu Asp Arg Cys Gly Arg Cys Gly Gly Ala Asn Asp Ser
225 230 235 240
Cys Leu Phe Val Gln Arg Val Phe Arg Asp Ala Gly Ala Phe Ala Gly
245 250 255
Tyr Trp Asn Val Thr Leu Ile Pro Glu Gly Ala Arg His Ile Arg Val
260 265 270
Glu His Arg Ser Arg Asn His Leu Gly Ile Leu Gly Ser Leu Met Gly
275 280 285
Gly Asp Gly Arg Tyr Val Leu Asn Gly His Trp Val Val Ser Pro Pro
290 295 300 .
Gly Thr Tyr Glu Ala Ala Gly Thr His Val Val Tyr Thr Arg Asp Thr
305 310 315 320
Gly Pro Gln Glu Thr Leu Gln Ala Ala Gly Pro Thr Ser His Asp Leu
325 330 335
Leu Leu Gln Val Leu Leu Gln Glu Pro Asn Pro Gly Ile Glu Phe Glu
340 345 350
Phe Trp Leu Pro Arg Glu Arg Tyr Ser Pro FPhe Gln Ala Arg Val Gln
355 380 365
Ala Leu Gly Trp Pro Leu Arg Glm Pro Gln Pro Arg Gly Val Glu Pro
370 375 380
Gln Pro Pro Ala Ala Pro Ala Val Thr Pro Ala Gln Thr Pro Thr Leu
385 350 .+ 395 400
Ala Pro Val Phe Gln Ala Arg Val Leu Gly Eig His His Gln Ala Glin
405 410 415
Glu Thr Arg Tyr Glu Val Arg Ile Gln Leu Val Tyr Lys Asn Arg Ser
420 425 430
Pro Leu Arg Ala Arg Glu Tyr Val Trp Ala Pro Gly His Cys Pro Cys
435 440 445
Pro Met Leu Ala Pro His Arg Asp Tyr Leu Met Ala Val Gln Arg Leu
450 455 460
Val Ser Pro Asp Gly Thr Gln Asp Gln Leu Leu Leu Pro His Ala Gly
465 470 475 480
Tyr Ala Arg Pro Trp Ser Pro Ala Glu Asp Ser Arg Ile Arg Leu Thr
485 490 495
Ala Arg Arg Cys Pro Gly
500

<210> 50

<211> 451

<212> PRT

<213> homo sapiens

<400> 50
Met Asp Ser Ala Pro Leu Phe Pro Arg Pro His Leu Phe Gln Asn Leu
1 5 ' 10 15
Leu Leu Phe Leu Trp Ala Leu Leu Asn Cys Gly Leu Gly Val Ser Ala
20 25 30

30779
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Glin Gly Pro
35
Ser Ser Cys
50
Leu Pro Gly
65
Cys Gln Leu

Gln Cys Ala

Tyvr Gln Trp
115
Cys Leu Ala
130
Asp Gly Thr
145
Arg Cys Leu

Glu Asp Arg

Vval Gln Arg
195
Val Thr Leu
210
Ser Arg Asn
225
Arg Tyr Val

Glu ala Ala

Glu Thr Leu
275
Val Leu Leu
290
Pro Arg Glu
305
Trp Pro Leu

Ala Ala Pro

Phe Gln Ala
355
Tyvr Glu Val
370
Ala Arg Glu
385
Ala Pro His

Asp Gly Thr

Pro Trp Ser

435

Cys Pro Gly
450

<210> 51
<211> 431
<213% DRD

Gly
Gly
Glu
Pro
Leu
100
val
Glu

Ala

sSer

Cys
180
Val
Ile
His
Leu
Gly
260
Gln
Gln
Arg
Arg
Ala
340
Arg

Arg

Axg

Gln
420
Pro

Glu
Arg
Glu
Asp
85

Tyr
Pro
Gly
Cys
Ala
165
Gly
Phe
Pro
Leu
Asn
245
Thr
Ala
Glu
TYyx
Gln
325
vVal
Val
Ile
val
Asp
408
Asp

Ala

Trp
Gly
Pro
70

Asn
Fhe
His
Ser
150
Gly
Arg
Arg
Glu
Gly
230
Gly
His
Ala
Pro
Ser
310
Pro
Thr
Leu
Gln
Trp
330

Gln

Glu

Thr

vVal
55
Cys

Pro
Gly
His
Ala

138
Pro

Cys
Cys
Asp
Gly
215
Ile
His
val
Gly
Asn
285
Pro
Gln
Pro
Gly
Leu
375
Ala
Leu

Leu

Asp

Pro
40

Ser
Trp
Pro
Arg
Gly
120
Phe
Gly
Asp
Gly
Ala
200
Ala

Leu

Val

Trp
Val
Gly
Gly
Pro

105
Ala

Ala
Gly
Gly
185
Gly
Arg
Gly

Val

Tyr

- 265

Pro
230
Pro
Phe
Pro
Ala
His
360
val
Pro
Het

Leu

Ser
440

Gly
Gln
Rrg
Gln

345
His

Gly
Ala
Leu

425
Arg

Val
Arg
Asp
Ala
90

Val
Pro
His
Gln
Leu
170
Ala
Ala
His
Ser
val
250
Thr
Sexr
Ile
Ala
Gly
330
Thr
His
Lys
His
Val
410

Pro

Ile

31/79

Ser
Ser
Ser
75

Val
Leun
Asn
Ser
Gly
155
Leu
Asn
Phe
Ile
Leu
235
Arg
His
Glu
Arg
315
Val
Pro

Gln

Asn

Cys
3358
Gln
His

Arg

Trp
Arg
60

His
Pro
Gly
Gln
Phe
1490
vVal
Gly
Asp
Ala
Arg
220
Met
Pro
Asp
Asp
Phe
300
val
Glu
Thr
Ala
Arg
380
Pro
Arg
Ala

Len

Thr
45

Arg
Glu
Phe
Thr

Cys
125
Gly
Cys
Ser
Ser
Gly
205
Val
Gly

Pro

Leu
285
Glu
Gln
Pro
Leu
Gln
365
Ser
Cys

Laun

Gly

445

Arg
Cys
i's
Arg
Gln
110
Asp
Arg
Val
Gly
Cys
190
Glu
Gly
Gly
Gly
270
Leu
Phe
Ala
Gln
Ala
350
Glu
Pro
Pro
val

430
Ala
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Cys Ser
Leu Arg

Arg Leu
80

Asp Leu

85

Lys Thr

Leu Asn
Val Leu
2Ala Gly
160
Ala Leu
175
Leu Phe
Trp Asn
His Arg

Asp Gly
240

255
Pro Gln

Leu Gln
Trp Leu

Leu Gly
320

Pro Pro

335

Pro Val

Thr Arg

Leu Arg

Met Leu
400

Sar Pro

415

Ala Arg

Arg Arg
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<213> homo sapiens

<400> 51

Met
1
Gly
Gly
Leu
Pro

65

Thr
Pro
Mel
Gln
Ser
145
Leu
Lys
Gly
Leu
Gln
225
Asn
Gly
Leu
val
Gly
305
val
Gln
Lys
Pro
Asn
3858

Leu

Ile
Ser
Ser
Leu
50

Gly
Thr
Gly
Arg
Lys
130
Ser
Thr
Phe
Glu
Ser
210
Ala
Leu
Gly
Leu
Pro
290
Leu
Gy
Val
370
Gly

val

Val

Arg
Arg
Arg
35

Leu
Ala
Pro
Thr
Ser
115
Leu
Leu
Leu
Arg
Lys
155
Pro
Leu
Ile
Ala
275
val
Gly
Ile
Val
Arg
358
Gly
His
Pro

Ala

Thr
Gly
20

Ala
Leu
Pro
Gly
Pro
100
FPhe
Ala

Ser

His
180
Val
Ala
val
Asn
val
260
Asn
Ile
Arg
Glu
Leu
340
Glu
Gln
Gln
Txp

Ala
420

Pro
Arg
Leu
Leu
Arg
Val
85

Lys
Pro
Cys
Vval
Phe
165
His
Val
Ser
Ile
Val
245
Met
val
Gly
Phe
Glu
325
Arg
Glu
Leu
Ala
Arg

405
Ala

Leu
Pro
Ser
Leu
Ala

70
Pro

Leu
Leu
Leu
150
Thr
Met
Glu
Asp
Phe
230
Pro
Val
Ser
Ser
Pro
310
Leu
Gly
Ser
Ser
Thr
380

Ser

Thr

Arg
Arg
55

Leu
Ser
Leu
val
Ile
135
Arg

Cys

Glu
Thr
215
Ser

ASD

Thr
Glu
295
Gln
Leu
Asn
Arg
Thr
375
His
Ser

Ile

Ala
Arg
Arg
40

Gln
Ser
Ala
Asp
Asp
120
Gly

Ser

Ser

Leu
200
Leu
His
Asp
Leu
Val
280
Phe
Gly
Ser
Leu
Ala
360
Ser
Leu

Asn

Pro

Ser

Asn
25

Tyr
Pro
Thr
Leu
Leu
105
Gly
Val

Phe

Asn
185
Asn
Ile
Ser
Ile
Ser
265
Ala
Ile
Leu
Arg
Leu

345
Gin

Cys
Glu

Ala

425

Ala
10

Met
Leu
val
Leu
Thr

90
Arg

Glu

Tvyr
Pro
170
Vel
Arg
Arg
Ala
Leu
250
Met
Asp
Gly
Glu
Ser
330
Arg
Ser
His
Val
Ser

4190
Phe

32779

His
Gln

Arg

Gly
75

Thr
Gly
val
Gly

Val
155

Trp
Ser
Leu
Arg
Ala
235
Gln
Gly
Asp
Ile
ASDp
315
Trp
Val
Pro
Ser

395
Pro

Arg
Pro
Arg
ATg
B0

Ser
Pro
Arg
Gly
Gly
140
Leu
Ala
Gly
Gly
val
220
Arg
Leu
val
Ser
Gly
300
Val
Ser
Phe
val
His
380
Lys
Tyx

Gln

Leu
Thr
Leu
45

aAla
Pro
Gly
Ala
Leu
125
His
Gly
Glu
Leu
Met
205
Leu
Ala
Leu
Leu
Asn
285
Gly
Ser
Glu
Axg
Glu
3865
Leu

Gln

Leu

Trp

Lieu
Gly
30

Leu
Glu
Ser
Leu
Gln
110
Asn
Ser
Val
Ser
Thr
190
Met
Glu
Val
Lys
Gln
270
Arg
Asn
Thr
Glu
Gln
350
Ala
val
Pro

Val

Leu
430
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Leu
15

Arg
Leu
Thr
Leu
95

Ala
Ser
Leu
Arg
Ser
175
Ser
Ile
val
Cys
Lys
255
Cys

Cys

Glu
3395
Val
Glu
Pro

Thr

Pro
415

Cys

Pro
Glu
Leu
Thr
Phe
80

Thr
Leu
sSer
Asp
T™vr
160
Thr
Phe
Asp
Ser
Asp
240
Asn
Asn
Ser
Asp
Pro
320
Leu
Glu
Phe
Gin
AsSn

400
Cly
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<210> 52

<311> 480

«212> PRT

<213> homo sapiens

<400> 52
Met Gln Pro Ser Gly Leu Glu Gly Pro Gly Thr Phe Gly Arg Trp Pro
1 5 10 15
Leu Leu Ser Leu Leu Leu Leu Leu Leu Leu Leu Gln Pro Val Thr Cys
20 25 30
Ala Tyr Thr Thrxr Pro Gly Pro Pro Arg Ala Leu Thr Thr Leu Gly Ala
35 40 45
Pro Arg Ala His Thr Met Pro Gly Thr Tyr Ala Pro Ser Thr Thr Leu
50 55 60
Ser Ser Pro Ser Thr Gln Gly Leu Gln Glu Gln Ala Arg Ala Leu Met
65 70 75 80
Arg Asp Phe Pro Leu Val Asp Gly His Asn Asp Leu Pro Leu Val Leu
85 80 95
Arg Gln Val Tvyvr Gln Lys Gly Leu Gln Asp Val Asn Leu Arg Asn Phe
100 105 110
Ser Tyr Gly Gln Thr Ser Leu Asp Arg Leu Arg Asp Gly Leu Val Gly
115 120 125
Ala Gln Phe Trp Ser Ala Tyr Val Pro Cys Gla Thr Gln Asp Arg Asp
130 135 140
Ala Leu Arg Leu Thr Leu Glu Gln Ile Asp Leu Ile Arg Arg Met Cys
145 150 155 160
Ala Ser Tyr Ser Glu Leu Glu Leu Val Thr Ser Ala Lys Gly Leu Asn
165 170 175
Ser Ser Gln Lys Leu Ala Cys Leu Ile Gly Val Glu Gly Gly His Ser
180 185 180
Leu Asp Sexr Ser Leu Ser Val Leu Arg Ser Phe Tyr Val Leu Gly Val
‘ 195 200 205
Arg Tyr Leu Thr Leu Thr Phe Thr Cys Ser Thr Pro Trp Ala Glu Ser
210 215 220
Ser Thr Lys Phe Arg His His Met Tyr Thr Asn Val Ser Gly Leu Thr
225 230 235 240
Ser Phe Gly Glu Lys Val val Glu Glu Leu Asn Arg Leu Gly Met Met
245 250 255
Ile Asp Leu Ser Tyr Ala Ser Asp Thr Leu Ile Arg Arg Val Leu Glu
260 265 270
val Ser Gln Ala Pro Val Ile Phe Ser His Ser Ala Ala Arg Ala Val
275 280 285
Cys asp Asn Leu Leu Asn Val Pro Asp Asp Ile Leu Gln Leu Leu Lys
290 295 300
lvs Asn Gly Gly Ile Val Met Val Thr Leu Ser Met Gly Val Leu Gln
305 310 315 320
Cys Asn Leu Leu Ala Asn Val Ser Thr Val Ala Asp His Phe Asp His
325 330 335
Ile Arg Ala val Ile Gly Ser Glu Phe Ile Gly Ile Gly Gly Asn Tyr
340 345 350
Asp Gly Thr Gly Arg Phe Pro Gln Gly Leu Glu Asp Val Ser Thr Tyr
355 360 365
Pro Val Leu Ile Glu Glu Leu Leu Ser Arg Ser Trp Ser Glu Glu Glu
370 375 380
Leu Giln Gly Val Leu Arg Gly Asn Leu Leu Arg Val Phe Arg Gln Val
385 390 385 400
Glu Lys Val Arg Glu Glu Ser Arg Ala Gln Ser Pro Val Glu Ala Glu
405 410 415
FPhe Pro Tyr Gly Gln Leu Ser Thr Ser Cys His Ser His Leu Val Pro

33/79
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420 425 430
Gln Asn Gly His Gln Ala Thr His Leu Glu Val Thr Lys Gln Pro Thr
435 440 445
asn Arg Val Pro Trp Arg Ser Ser Asn Ala Ser Pro Tyr Leu Val Pro
450 455 460
Gly Leu Val Ala Ala Ala Thr Ile Pro Thr Phe Thr Gln Trp Leu Cys
465 470 475 480

<210> 53

<211l> 371

<212> PRT

<213> homo sapiens

<400> 53

Met Asp Ala Ala Thr Ala Pro Lys Gln 2la Trp Pro Pro Trp Pro Pro
1 ) 10 15

Leu Leu Phe Leu Leu Leu Leu Pro Gly Gly Ser Gly Gly Ser Cys Pro

20 25 30
2la Val Cys Asp Cys Thxr Ser Gln Pro Gln Ala Val Leu Cys Gly His
35 40 45
Arg Gln Leu Glu Ala Val Pro Gly Gly Leu Pro Leu Asp Thr Glu Leu
50 55 60

Leu Asp Leu Ser Gly Asn Arg Leu Pro Lys Ala Gln Pro Leu Val Arg
65 70 75 80
Leu Gln Glu Leu Arg Leu Ser Gly Ala Cys Leu Thr Ser Ile Ala Ala

His Ala Phe His Gly Leu Thr Ala Phe His Leu Leu Asp Val Ala Asp
100 105 110
Asn Ala Leu Gln Thr Leu Glu Glu Thr Ala Phe Pro Ser Pro Asp Lys
115 120 125
Leu Val Thr Leu Arg Leu Ser Gly Asn Pro Leu Thr Cys Asp Cys Arg
130 135 140
Leu Leu Trp Leu Leu Arg Leu Arg His Leu Asp Phe Gly Met Ser Pro
145 150 155 169
Pro Ala Cys Ala Gly Pro His His Val Gln Gly Lys Ser Leu Lys Glu
165 170 175
Phe Ser Asp Ile Leu Pro Pro Gly His Phe Thr Cys Lys Pro Ala Leu
180 185 130
Ile Arg Lys Ser Gly Pro Arg Trp Val Ile Ala Glu Glu Gly Gly His
195 200 205
Ala Val Phe Ser Cys Ser Gly Asp Gly Asp Pro Ala Pro Thr Val Ser
210 215 220
Trp Met Arg Pro His Gly Ala Trp Leu Gly Arg Ala Gly Arg Val Arg
225 230 235 240
Val Leu Glu Asp Gly Thr Leu Glu Ile Arg Ser Val Gln Leu Arg Asp
245 250 255
Arg Gly Ala Tyr Val Cys Val Val Ser aAsn Val Ala Gly Asn Asp Sex
260 265 270
Leu Arg Thr Trp Leu Glu Val Ile Gln Val Glu Pro Pro Asn Gly Thr
275 280 285
Leu Ser Asp Pro Asn Ile Thr Val Pro Gly Ile Pro Gly Pro Phe Fhe
290 295 300
Leu Asp Ser Arg Gly Val Ala Met Val Leu Ala Val Gly Phe Leu Pro
305 310 315 320
Phe Leu Thr Ser Val Thr Leu Cys Phe Gly Leu Ile 2la Leu Trp Ser
325 330 335
Lys Gly Lys Gly Arg Val Lys His His Met Thr Phe Asp Phe Val Ala
340 345 350

3479
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Pro Arg Pro Ser Gly Asp Lys Asn Ser Gly Gly Asn Arg Val Thr Ala
355 360 365
Lys Leu Phe
370

<210> 54

<211> 592

<212> PRT

<213> homo sapiens

<400> 54
Met Asp Ala Ala Thr Ala Pro Lys Gln Ala Trp Pro Pro Trp Pro Pro
1 5 10 i5
Leu Leu Phe Leu Leu Leu Leu Pro Gly Gly Ser Gly Gly Ser Cys Pro
20 25 30
Ala Val Cys Asp Cys Thr Ser Gln Pro Gln Ala Val Leu Cys Gly His
35 40 45
Arg Gln Leu Glu Ala Val Pro Gly Gly Leu Pro Leu Asp Thr Glu Leu
50 55 60
Leu Asp Leu Ser Gly Asn Arg Leu Trp Gly Leu Gln Gln Gly Met Leu
65 70 75 80
Ser Arg Leu Ser Leu Leu Gln Glu Leu Asp Leu Ser Tyr Asn Gln Leu
85 390 95
Ser Thr Leu Glu Pro Gly Ala Phe His Gly Leu Gln Ser Leu Leu Thr
100 1065 110
Leu Arg Leu Gln Gly Asn Arg Leu Arg Ile Met Gly Pro Gly Val Phe
115 120 125
Ser Gly Leu Ser Ala Leu Thr Leu Leu Asp Leu Arg Leu Asn Gln Ile
130 135 140
val Leu Phe Leu Asp Gly Ala Phe Gly Glu Leu Gly Ser Leu Gln Lys
145 150 iss 160
Leu Glu Val Gly Asp Asn His Leu Val Phe Val Ala Pro Gly Ala Phe
165 170 175
Ala Gly Leu Ala Lys Leu Ser Thr Leu Thr Leu Glu Arg Cys Asn Leu
180 185 190
Ser Thr Val Pro Gly Leu Ala Leu Ala Arg Leu Pro Ala Leu Val Ala
195 200 205
Leu Arg Leu Arg Glu Leu Asp Ile Gly Arg Leu Pro Ala Gly Ala Leu
210 215 220
Arg Gly Leu Gly GIn Leu Lys Glu Leu Glu Ile His Leu Trp Pro Ser
225 230 235 240
Leu Glu Ala Leu Asp Pro Gly Ser Leu Val Gly Leu Asn Leu Ser Ser
245 250 255
Leu Ala Ile Thr Arg Cys Asn Leu Ser Ser Val Pro Phe Gln Ala Leu
260 265 270
Tyr His Leu Ser Phe Leu Arg Val Leu Asp Leu Ser Gln Asn Pro Ile
275 280 285
Ser Ala Ile Pro Ala Arg Arg Leu Ser Pro Leu Val Arg Leu Gln Glu
290 295 300
Leu Arg Leu Ser Gly Ala Cys Leu Thr Ser Ile Ala Ala His Ala Phe
305 310 315 320
His Gly Leu Thr Ala Phe His Leu Leu Asp Val Ala Asp Asn Ala Leu
325 330 335
31n Thr Leu Glu Glu Thr Ala Phe Pro Ser Pro Asp Lys Leu Val Thr
340 345 350
Leu Axg Leu Ser Gly Asn Pro Leu Thr Cys Asp Cys Arg Leu Leu Trp
358 360 365
Leu heu Arg Leu Arg His Leu Asp Phe Gly Met Ser Pro Pro Ala Cys

35779
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Ala
igs
Ile
Ser
Ser
Pro
AsSp
465
Trp

Pro

Ser
545
Gly

Ser

370
Gly

Leu
Gly
Cys
His
450
Gly
Val
Leu
Asn
Gly
530
Val
Arg

Gly

Pro
Pro
Pro
Ser
435
Gly
Thr
Cys
Glu
Ile

515
val

Val

Asp

<210> 5%

<211> 142
<212> PRT
<213> homo sapiens

<400> 55
Met Ala Arg Tyr Met

1
Gly

Arg
Gly
Asp
65

Leu

Pro

val

Glu
Leu
Eexr
50

Thr
Asp
Gln

Leu

Lys
130

Leu

Cys
35

Arg
Phe
Glu
Ala
Arg

115
Trp

<210> 56

<211> 230
<212> PRT
«213> homo sapiens

His
Pro
Arg
420
Gly
Ala
Leu
Val
Val
500
Ala
Leu
Lys

Lys
580

Trp
20
Gly

Trp
Pro
Ala
Phe
100
Gly

Gly

His

Gly
405
Trp

Asp
Trp
Glu
Val
485
Ile
Val
Mat
Cys
His

585
Asn

5
Pro

Arg
Arg
Asp

Met
8%
Tyr

Ser

Cys

Val
390
His
val
Gly
Leu
Ile
470
Ser
Gln
Pro
val
Phe
550
His

Ser

Leu
Gly
Glu
Arg
Ala
70

Gly
Arg

Arg

Ser

375
Gln

FPhe
Ile
Asp
Gly
455
Arg
Asn
val
Gly
Leu
535
Gly
Met

Gly

Leu
Ala
Phe
Ser
55

Asp
Ser
Gly

Asp

Lys
135

Gly
Thr
Ala
Pro
440
Arg
Ser
val
Glu
Ile
520
Ala

Leu

Gly

Leu
Glu
Ile
40

Asp
Ala
Ser
Arg
val

120
Ser

Lys
Cys
Glu
425
Ala
Ala
Val
Ala
Pro
505
Pro
Val
Ile

Phe

Asn
585

Leu
Ala
25

Arg
Ile
Asp
Glu
Pro
105

Leu

Glu

Ser
LysS
410
Glu
Pro
Gly
Gln
Gly
490
Pro
Gly
Gly
Ala
Asp

570
Arg

Leu
10

Arg
Ala
Leu
Glu
90

Ser

Ala

Tle

36/79

Leu
395
Pro
Gly
Thr
Arg
Leu
475
Asn
Asn
Pro
Fhe
Leu
555
Phe

Val

Ala
Ala
Val
Ala
Asp
78

Leu
Trp
Gly

Ser

3RO
Lys

Gly
Val
Val
460
Arg
Asp
Gly
Phe

Leun
540

Trp

val

val
Ala
Ile
His
60

Ser
Ala
Gln

Leu

Ser
140

Glu
Leu
His
Ser
445
Arg
Asp
Ser
Thr
Phe
525
Pro
Ser

Ala

Ala

Trp
Pro
Phe
45

Glu
Leu
Leu
Gly
Ser

125
Leu

Phe
Ile
Ala
430
Trp
Val
Arg
Leu
Leu
510
Leu
Phe
Lys

Pro

Lys
590

val
30

Thr
Ala

Ala

110
Ser
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Ser Asp
4090

Arg Lys

415

Val Phe

Met Arg
Leu Glu

Gly Ala
480

Arg Thr

495

Ser Asp

Asp Ser
Leu Thr

Gly Lys
560

Arg Pro

575

Leu Fhe

Leu Thr
15
Gly Vval

Cys Gly

Met Gly

Gly Glu
80

Lys Ser

85

Pro Gly

Ser Cys
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<400> 56

Met Ser Glu
1

Gly Ala Arg

Pro Ala Pro
35
Leu Cys Leu
50
Leu Gln Ile
65
Leu Gln Lys

Gly Asn Ser

Ile Ser Ser
il5
Gln Glu Leu
130
Lys Met Trp
145
Glu Glu Lys

Ser Thr Leu

Ser Gln Pro
195
Asp Ser Ser
210
Pro Ser Leu
225

<210> 57
<211> 194
<212> PRT

Glu
Asn
20

Ser
Met
Ser
Thr
Asn
100
Leu
Ile
Gln
Thr
val
180
Leu

Gly

Tyr

val
Asn
Pro
Leu
Asn
Ile
B85

Asn
Leu
Ile
Trp
Trp
165
Lys
Leu
Arg

val

<213> homo sapiens

<400> 57

Met Trp Leu
1

Ile Ala Ala

Gly Ser Leu
35
Leu Lys Trp
50
Val Lys Thr
65
Ile Arg Asp

Leu Lys Arg

Gly Ile Asp

115

Gln Thr Ala
130

Thr Ala Ala

Ser
Lys
20

Thr

Arg

Asp
100
Leu
val

Ala

Pre
5
Ile
val
Cys
Gly
Gln
B85S
Asp
Gly

Ser

Thr
Arg
Ile
Leu
Asp
70

Gin
Leu
Lys
His
150
Ala
Ile
Met

Ser

Ser
230

Ala

Gln
Gln
Ser
70

Lys
Ala
Val

Glu

Gln

Asp
Trp
Tle
55

Ile
Gln
Ser
Arg
135
Gln
Asn
AsSDp

Phe

Trp
215

Leu
Gly
Cys
Gly
55

Glu
Asn
Asp
Lys
Trp

135
Lys

Ala
Gly
Arg
40

Gly
Asn
Gln
Met
Gln
120
Ser
Asn
Ser
Ser
Ser

200
Phe

Leu
Pro
Ala
40

AMa

Gln

Ser

val
120

Thr
Asn
25

His
Leu
Ser
Gln
Glu
105
Glu

Asp

Ser

Leu
185
Phe

Trp

Leu

25

Asp
Glu

Met

105
Gln

Ser

3719

Leu
10

Asn
2la
Val
Asp
Asp
S0

Glu
Gln

His

Leu
10

Thr
Gly
Trp
Val

Fhe
80

Trp
Val
Thr

Ser

Thr
Leu
Ala
Thr
Ser
75

Asn
Glu
Met
Arg
155
Asp
Glu
Trp

Asp

Ile
Val
Ser
Asn
Lys
75

Thr

Cys

Thr

Pro

Phe
Arg
Leu
Leu
60

Glu
Leu

Phe

Ala

Cys
140
T™vr
Cys
Lys

Leu

Gly
220

Leu

Gly
60

Lys
Val
Gly
Ile
Ala

140
Leu

Gln
Lys
Gly
45

Gly
Lys
Ser
Leu
Ile
125
Asn
Phe
Ile
Asp
Gly
205

Ser

Pro
Gly
Trp
45

cys

Asn

Thx

Asn
125
Ser

Thr

AsSp
Aryg
30

Leu
Met
Lieu
Gln
Lys
110
Lys
Pro
Thr
Asp
Fhe
190

Leu

val

Gly
Ser
30

Glu
Asn
Arg
Met
Glu
110
Pro

Leu

Arg
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Ser Ala
15
Gly His

Val Thr
Met Phe
Ser Gln
80
Gln Ley
895
Ser Gin
Leu Cys
Cys Pro
Thr Asn
160
Lys Asn
175
Leu Met
Ser Trp

Pro Ser

Tvr Ser
15
Glu Gln

Thr Tvyr
Ile Leu
Val Ser
80

Glu Asn
95

Arg Pro
Gly Thr
Ala Phe

Ser Pro
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145

150

155

- 4 MAR 2005

PCT/US01/28462

180

Leu Lys Ser Thr His Phe Leu Phe Leu Phe Leu Leu Glu Leu Pro Leu

165

170

175

Leu Leu Ser Met Leu Gly Thr Val Leu Trp Val Asn Arg Pro Gln Arg

Arg

<210>
<21ll>
<212>
<213>

Ser

58

333
PRT
home sapiens

<400> 58
Met Arg Ile

1
Ile

Asn
Lys
Gly
65

Lys
Pro
Gly
Asp
Leu
145
Gly
Val
Ile
Thr
Lys
225
Phe
val
Ile
Gly
Val

305
Asp

Asn
Pro
Gly
50

Lys
Val
Gly
Leu
Val
130
Gly
Preo
Arg
Gly
val

210
Ile

Phe
Leu

Gly
290

Ser
Gly
35

Asp
Asp
Glu
Lys
Arg
115
Gly
Pro
Lys
Gly
Glu
195
Leu
Leu
Cys
Ser
His
275

Ile

Gly

180

Trp
Gln
20

His
Lys
Gly
Ala
His
100
Gly

Pro

Gly
Ile
180
Thr

Ser

His
Arg
260
Val
Gly

Phe

Trp
5

Asp
Asn
Gly
Thr
Lys
85

Gly
Glu
Thr
Gly
Glu
165
Arg
Leu
Lys
Asn
Ile
245
Asn
Lys

Leu

Glu

325

Leu

Gly
Asp
Ser
70

Gly
Pro
Thr
Gly
Leu
150
Ala
Gly
val
Phe
Glu
230
Ala
Val
Asp
Gln
Arg

310
Gly

Leu
Cvys
Leu
aAla
55

Gly
Ile
Lys
Gly
Pro
135
Pro
Gly
Trp
Leu
Fro
215
Phe
Gly
Gln
Ala
Leu
295
Phe

Phe

Leu

Pro
40

Gly
Glu
Lys
Gly
Pro
120
Glu
Gly
Pro
Lys
Pro
200
Ser
Asn
Val
val
280
Lys

Asn

Leu

185

Ala Ile
10

Gln Gly

25

Gly Arg

Glu Pro
Lys Gly
Gly Asp
90
Leu Ala
105
Gln Gly
Gly Pro
Pro Met
Thr Gly
170
Gly Asp
185
Lys Ser

Ser Asp

His Tyr

250
Ser Leu
265
Met Ser
Leu Gly
Gly Leu

Leu Phe
330

38779

Glu
His
AsSp
Gly
Glu
75

Gln
Gly
Gln
Arg
Gly
155
Pro
Arg
Ala
Met
Asp
235
Phe
val
Ser
Asp
Phe

315
Ser

Ile
Pxo
Gly
Arg
60

Arg
Gly
Pro
Lys
Gly
140
Pro
Gln
Gly
Phe
Pro
220
Thr
Thr
Lys
Glu
Glu
300
Ala

Ser

Cys
Gly
Arg
45

Pro
Gly
Ser
Met
Gly
125
Asn
Ile
Gly
Glu
205

Ile

Ala

Asn
Asp
285
val
Asp

Pro

190

Thr
Ile
30

ASD
Gly
Ala
Arg
Gly
110
Asn
Ile
Gly
Glu
Lys
130
val
Lys
Ala
His
Gly
270
Gln
Trp

Glu

Gly
Pro
Gly
Ser
Asp
Gly
95

Glu
Lys
Gly
Lys
Pro
175
Gly
Gly
Phe
Gly
Ile
255
Val
Ala

Leu

Asp

Asn
Gly
Ala
Pro
Gly
Ser
Lys
Gly
Pro
Pro
160
Gly
Lys
Leu
Asp
Lys
240
Lys
Ser
Gin

Asp
320
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<210> 59
<211> 22

<212>
<213>

<400> 53

Met
1
Ile
Asn
Lys
Gly
65
Glu
Thr
Ile
Ala
145
Asn
Asp
val

Asp

Pro
225

Arg
Asn
Pro
Gly
Glu
Lys
val
Lys
Ala
1390
His
Gly
Gln
Txp

Glu
210

<210> /0
<211> 20

<212>
<213>

<400> 60
Met Met Arg

1

5

PRT
homo sapilens

Ile
Ser
Gly
35

Asp
Pro
Gly
Gly
Phe
115
Gly
Ile
Val
Ala
Leu

135
Asp

5

PRT
homo sapiens

Pro Gln Gln

Phe Asp Phe

35

Glu Lys Phe

50

Vval Lys Arg

65

Glu Tyr Cys

arg Trp Val

Gln Lys Ile

Trp
Gln
20

His
Lys
Gly
Lys
Leu
100
Asp
Lys
Thxr
Lys
Ser
180
Gln

Asp

Thx
Leu
20

Pro
Phe
Arg

Asn

Ala
100
Cys

Trp
5
Asp
Asn
Gly
val
Ile
BS
Lys
Phe
val
Ile
165
Gly

Val

Asp

Leu
Leu
Glu
Ser
val
His

85
Glu

Leu
Thr
Gly
Asp
Arg
70

Gly
val
Ile
Thr
Phe
150
Leu
Gly

Thr

Thr

Ile
Gln
Glu
Thr
Leu
70

Glu

His

Leu
Cys
Leu
Ala
55

Gly
Glu
Leu

Len

Cys
13%
Ser
His
Ile
Gly

Thr
215

Thr
Leu
Asp
Gly
Ile

Ile

Arg

Leu

Arg

Pro.

40
Gly

Ile

Ser

120
His

Thr
val
Gly

200
Phe

Thr
val
Lys
40

Pro
Glu
Met

Phe

Phe

Ala
Gln
25

Gly
Glu
Arg
Leu
Lys
108
Ile
Asn
Lys
Leu
185

Glu

Thr

His
Gln
25

Lys
Ala
Pro
Gly
Leu

105
val

Ile
10

Gly
Arg
Ala
Gly
Val
90

Phe
Glu
Ala
Val
Asp
170
Gln
Arg

Gly

Pro
10

Phe
Glu
Arg
Gly
Lys
g0

Leu

Pro

39/79

Glu
His
Asp
Gly
Trp
75

Leu
Pro
Phe
Gly
Gln
155
Ala
Leu

Phe

Fhe

Leu
Gln
Glu
Pro
Met
75

Asn

Met

Cys

Ile
Pro
Gly
Pro
&0

Lys
Pro
Ser
Asn
Val

140
val

Lys
Asn

Leu
220

Pro
Glu
Phe
Pro
60

Pro
Val

Gln

Lys

Cys Thr

Gly Ile
30

Arg Asp

45

Thr Gly

Gly Asp
Lrys Ser

Ser Asp
110

His Tyr

125

T™yr Tyx

Ser Leu
Met Ser

Leu Gly
150

Gly Leu

205

Leu Phe

Leu Leu

Val Asp
30

Glu Glu

45

Thr Lys

Leu Asn
Tyr TYT
Tyr Asp

110
Asn Gly

iy
Pro
Gly
Pro
Axg
Ala
85
Mat
Asp
Phe
val
Ser
175
Asp

Phe

Ser

Leu
15

Thr
Cys
Glu
His
Lys
95

Glu

Ile

Asn
Gly
Ala
Gln
Gly
RO

Phe
Pro
Thr
Thr
Lys
160
Glu
Glu
Ala

Ser

Leu
Asp
Leu
Lys
Ile
80

His
Leu

Arg

- 4 MAR 2005
PCT/US01/28462



WO 02/22802

115
Lys Cys Asn Arg Ser
130
Thr Glu Ala Phe Glu
145
Lys Gly Tvr Val Leu
165
Arg Ile Pro His Thr
180
Ser Phe Leu Ser Glu
195

<210> 61

<211> 95

<212 PRT

<213> homo sapiens

<400> 61

Met Glu Val Val Leu
1 5
Leu Ala Asp Ala val

20
Asp Tyr Gln Thr Leu
a5
Phe Ser Ile Gly Ile
50

Phe Asn Gln Lys Pro
65

Asn Leu Ile Thr Ala

a5

<210> b2

<211> 595

<212> PRT

<213> homo sapiens

<400> &2
Met Glu Val Gly Met
1 5
Gly Pro Leu Tyr Arg
20
Val Thr Gly Tyr Glua
35
T™vr Arg Pro Glu Ala
50
Asp Thr Giln Phe Ser
65 .
Glu Val Gln Val Gln
85
Ala Arg Leu Gln Ala
100
Ser Thr Asp Thr Arg
115
Arg Val Leu Pro Asp
130
Arg Gly Arg Gln Ala
145

Lys
Ile
150
Ile
Ile

Asp

Ile
Glu
Arg
Leu
Arg

70
Asn

Gly
Val
Gly
Pro
70

Arg

Gln

Val

Prxo
150

Gly
135
Pro
Thr

Asn

Gly

Phe
Arg
Ile
Leu
85

Thr

Ala

Cys
Ala
Pro
Asp
55

Ala
Leu
Asp

Leu

Leu
135

120
Leu

Ala
Cys
Asp

val
200

Leu
Glu
Ary
Ile
Pro

Thr

Trp
Gly
Ala
40

Thr
val
Gln
Ala
Gly
120
Gln

Ser

val
Cys
Ser
Leun

185
Phe

Cys
Lys
25

Gly
Leu
Gly

Lys

Ala
Thx
25

Gln
Ala
Phe
Gly
Gly
105
Ser

Val

Pro

40/79

Glu
Lys
Trp
170
Val

Val

Ser
10

Gln
Leu
Gly
Glu

Leu
90

10
Ala

Gln
Leu
Lys
Asp
Ile
Tvr
Ser

Pro

Gly
155
Gln
Glu

Ile

Leu
Ile
val
Cys
Glu

75
Gln

Glu
val
Asn
Gly
Ser

75
Ala

Ser
Ala

Arg
158

Val
140
Glu
Asn

Pro

Ser

Leu
Asp
Cys
Arg
60

Glu

Lys

Val
Ser
Phe

Ile
&0
Ary

Val
Glu
Gly
Ala

140
Met

125

Tyr
Ser
Glu
Pro

Pro
205

Ala
Pro

Ala
45

Cys
Ala

Ala

Leu
Ile
Glu
45

val
vVal

val

Lys
125
Pro

Thr

Cys
Leu
Met

Glu
190

His
Phe
30

val
Lys
Gln

Glu

Val

Ser
30

Trp
Ser
val
Leu
Hig
114
Val

Pro

val
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Asn

Gln
175
His

Ile
15

His
val
Cys
val

Ser
95

Pro
15
Cys

Phe

Ala
Lys
a5

Thr
Glu
Gly

His

Leu
Arg
160
Lys

Arg

val

Leu
Ser

Glu
BD

Glu
Asn
Leu
Lys
Gly
80

Ile
Pro
Leu

Pro

Glu
160
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Gly
His
val
Ala
Leu
225
Gly
Trp
Ala
val
Glu
305
Ala

Pro

Gly

Thr
385
Leu

465
Gly

Gly
Leu
Ser
Ala

545

Gly

<210> &3

Gln
Thr
Gly
Val
210
Arg
Ala
Ile
val
290
Leu
Ala
Gly
Pro
370
Tvr
Arg
Glu
val
Gly
450
Pro
Val
Pro
His
Ala
530
Arg
Leu

Ala

Lys

Glu
His
Arg
185
Glu
Leu
Gln
Gln
Leu
275
Val
Leu
Tyr
Axg
Gly
355
Arg
Glu
Glu
435
Gly
Glu
Gly
val
Ser
515
Trp
Sexr

Phe

Arg
595

Leu
Leu
180
Ser
Ala
Gly
Ala
Asp
260
Ala
Gly
Cys

Ser

Leu
340

Cys
Ala
Gly
420
Arg
Pro
Asp
Gln
Ser
500
Leu
Val
Gly
Val

val
580

Ala
165
Ala
Thr
Gly
Lys
Gly
245
Pro
His
Pro
Asn
vVal
325
Val
Glu
Leu
Leu
Ala
405
val
Gly
Pro
Gly
Asp
485
vVal
Gly
Gln
Pro
Pro

565
Leu

Leu
Val
Leu
Ala
Glu
230
Asp
Asp
Val
Gly
Val
310
Gly
Ala
Gly
Arg
Ala
390
Ser
Val
Glu
Gly
Glu
470
Gly
Glu
Pro
His
val
550

Leu

Gly

Gly
Ser
Gln
Pro
215
Gly
Ala
Gly
Asp
Glu

295
Ser

Trp
Gln
Arg
Leu
375
Lys

Ala

Leu

Leu
455
Leu
Val
Leu
Glu
Ala
535
Thr

Leu

Thr

Phe
Glu
200
Thr
Gly
Ser
Val
280
Arg
Gly
Glu
Leu
His
360
Glu
Ala
Arg
Glu
Ala
440
Arg
Ser
Ala
val
Asp
520
Asp
Val
Val

Ile

Leu
Gly
18%
Val
Ala
Asp
Thr

Trp
265
Gln
Arg
Ala
Met
Asp
345
Ile

Ala

Ser
Ala
425
Ser
Leu
Ser
Glu
Gly

505
Glu

Gly

585

Ala
170
Arg
Val
Glu
Arg
Tyr
250
Ala
Thr
Ile
Leu
Ala
330
Thr
Ala
Ala
Val
Arg
410
Val
Leu
Ala
Val
Leu
490
Pro
Gly

Ser

Pro

570
Cys

41/79

Arg
Ser
Gly
Arg
235
His
Gln
Leu
Gly
Pro
315
Pro
Glu
Met
Arg
Arg
395
Pro
Ala
Leu
Ala
Pro
475
Gly
Arg
Val
Trp
555

Gly

Cys

Thr
Val
Ile
Leu
220
Arg
Cys
Ile
Ser
Pro
300
Pro
Ala
Gly
Glu
Pro
380
Gly

Leu

Trp

Ser
450
Ala
Val

Ser

540
Met

Val

the

Ser
Pro
Arg
205
aAla
Met
Thr
Ala
Ser
285
Gly
Ala
Gly
val
Lvys
365
Gly
Ser
Pro

Leu

Asn
445

Trp
Gln
Arg
His
His
525
Gln
His
Ala

Met

Glu
180
Ser
Ala
Val
Ala
Glu
270
Gln
Glu
Gly
His
Gly
350
Val
Asp
Gly
Val
Ala
430
Ile
Trp
Leu
Pro
Arg
510
Cys
Ala
Ala

Leu

Lvs
590
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Gln
175
Ala

Arg
Leu
335
Ser

Ala

Ala

His
415
Gly
Ser
Val
Val
Gly
495
Leu
Ala
Gly
Leu
Val

575
Arg

Lys
Pro
Leu
Glu
Gly
240
Glu
Arg
Ala
Leu
His
320
Gly
Leu
Ser
Gly
Arg
400
val
Gly
val
Glu
Gly
480
Gly
Arg
Pro
Ser
Asp
560
Thr

Leu
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<211> 613
<212> PET
<213> homo sapiens

<400> 63
Met Gly Ala Leu Arg Pro Thr Leu Leu Pro Pro Ser Leu Pro Leu Leu
1 5 10 15
Leu DLeu Leu Met Leu Gly Met Gly Cys Trp Ala Arg Glu Val Leu Val
20 25 30
Pro Glu Gly Pro Leu Tyr Arg Val Ala Gly Thr Ala Val Ser Ile Ser
35 40 45
Cys Asn Val Thr Gly Tyvr Glu Gly Pro Ala Gln Gln Asn Phe Glu Trp
50 55 60
Phe Leu Tyr Arg Pro Glu Ala Pro Asp Thr Ala Leu Gly Ile Val Ser
65 70 75 80
Thr Lys Asp Thr GIln Phe Ser Tyr Ala Val Phe Lys Ser Arg.Val Val
85 g0 95
Ala Gly Glu Val Gln Val Gln Arg Leu Gln Gly Asp Ala Val Val Leu
100 105 110
Lys Ile Ala Arg Leu Gln Ala Gln Asp Ala Gly Ile Tyr Glu Cys His
115 120 125
Thr Pro Ser Thr Asp Thr Arg Tyr Leu Gly Ser Tyr Ser Gly Lys Val
130 135 140
Glu Leu Arg Val Leu Pro Asp Val Leu Gln Val Ser Ala Ala Pro Pro
145 150 185 160
Gly Pro Arg Gly Arg Gln Ala Pro Thr Ser Pro Pro Arg Met Thr Val
163 170 175
His Glu Gly Gln Glu Leu Ala Leu Gly Cys Leu Ala Arg Thr Sexr Thr
180 185 150
Gln Lys His Thr His Leu Ala Val Ser Phe Gly Arg Ser Val Pro Glu
195 200 205
Ala Pro Val Gly arg Ser Thr Leu Gln Glu Val VvVal Gly Ile Arg Ser
210 218 220
Asp Leu ala Val Glu Ala Gly Ala Pro Tyr Ala Glu Arg Leu Ala Ala
225 230 235 240
Gly Glu Leu Arg Len Gly Lys Glu Gly Thr Asp Arg Tyr Arg Met Val
245 250 255
Val Gly Gly Ala Gln Ala Gly Asp Ala Gly Thr-Tyr His Cys Thr Ala
260 265 270
Ala Glu Trp Ile Gln Asp Pro Asp Gly Sexr Trp Ala Gln Ile Ala Glu
2758 280 285
Lys Arg Ala Val Leu Ala His Val Asp Val Gln Thr Leu Ser Ser Gln
290 295 300
Leu Ala Val Thr Val Gly Pro Gly Glu Arg Arg Ile Gly Pro Gly Glu
305 310 315 320
Pro Leu Glu Leu Leu Cys Asn Val Ser Gly Ala Leu Pro Pro Ala Gly
325 330 335
Arg His Ala Ala Tyr Ser Val Gly Trp Glu Met Ala Pro Ala Gly Ala
340 345 350
Pro Gly Pro Gly Arg Leu Val Ala Gln Leu Asp Thr Glu Gly Val Gly
3558 360 365
Ser Leu Gly Pro Gly Tyr Glu Gly Arg His Ile Ala Met Glu Lys Val
370 375 380
Ala Ser Arg Thr Tyr Arg Leu Arg Leu Glu Ala Ala Arg Pro Gly Asp
385 390 395 400
Ala Gly Thr Tyr Arg Cys Leu Ala Lys Ala Tyr Val Arg Gly Ser Gly
405 410 415
Thr Arg Leu Arg Glu Ala Ala Ser Ala Arg Ser Arg Pro Leu Pro Val
42¢ 42% 430

42779
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His
Gly
Sexr
465
Val
Val
Gly
Leu
Ala
545
Gly

Leu

Val

val
Gly
450
val
Glu
Gly
Gly
Arg
530
Pro
Ser
Asp
Thr

Len
610

Arg
435
Thr
Arg
Aryg
Gly
Gly
515
Leu
Ser
Ala
Thr
Gly

585
Arg

<210> g4
<211> 596
<212> PRT
<213> homo sapiens

<400> 64
Met Ala Ala

1
Ser

Ala
Gly
Ser
85

Gly
Ala
Ile
Gly
Ser
145
Val
Leu

Ile

Ile

Val

val

Tyxr
50
Leu

Ser

Ser
Gly
130
Val
His

Gly

Leu

Ala
Gly
35

Fhe
Phe

Gly

Ser
115
Gln
Phe

Ile

Glu
Val
Gly
Pro
Val
500
Pro
His
Ala
Arg
Leu
S80

Ala

Lys

Asn
Asp
20

Ile
Leu
Ala
Ala
vVal
100
Glu
Arg
Thy
Cys
180

Asp

Ile

Glu

Gly
Glu
485
Gly
Val
Ser
Trp
Ser
565
Phe
Thr

Arg

Ser
5
Ile

Trp
Ala
Ser
Ala
85

Len
Ile
Ile
Lys
Leu
165
Ala
Ala

Lys

Gly
Aryg
Pro
470
Asp
Gln
Ser
Leu
val
550
Gly
Val

Val

Ile
Ser
Gly
Ser
70

Gly
Leu
Val
Arg
Ile
150
Gly
Leu

Len

Ala

Val
Gly
455
Pro
Gly
Asp
Val
Gly
535
Gln
Pro

Pro

Leu

Ser
val
Ser
Arg
55

Glu
Gly
Ala
Thr
Met
135

Ser

Trp

Gln

Phe

Val
440
Glu
Gly
Glu
Gly
Glu
520
Pro
His
Val

Leu

Gly
600

Asp
Ile

Cys
40

Asp
Gly
Leu
Leu
Leu

120

Leu

Thr

200
Asp

Len
Thr
Leu
Leu
Val
505
Leu
Glu
Ala
Thr
Leu

585
Thr

Leu
Thr
25

Arg
Met

Ser

‘Ala

Alza
105
Pro

Leu
Asp
Phe
Ile
185

Leu

Gln

Glu
2la
Arg
Ser
490
Ala
Val
Asp
Asp
Val
570
val

Ile

His
1¢

Val
Ala
Thr
Gly
Val
S0

Glu
Ser
Leu
170
Ala

Ile

Ile

43/79

Ala
Ser
Leu
475
Ser
Glu

Gly

Glu

355

Gly

Thr

Ser

Trp
Leu
75

Ala

val

Val
155
Leu
Gly
Met

Gly

Val
Leu
460
ala
val
Leu
Pro
Gly
540

Ser

Pro

Cys

Pro
Phe
Arg
Trp
60

Phe
Gly
Fhe
Ile
Leu
140
Ala
Ser
Gly
val

Gly

Ala
445

Leu
Ala
Pro
Gly
Arg
525
val

Trp

Gly

Cys
605

Gly
Ala
Asn
45

Pro
Ile
Phe
Val
Gln
125
Ser
Gly
Thr

Leu

vVal
205

Cys
Ser
Ala
val

510
Ser

Met
Val

590
Phe

Leu
30

Thr
Ile
Gly
Glu
Pro
110
Lys
Leu
Ala
Ile
Ala
190
Gly

Gly

Leu
Asn
Trp
Gln
495
Arg
His
His
Gln
His
575
Ala

Met

Gln
15

Asn
Val
Gly

Leu

Trp
95

Ile
Arg
Leu
Leu
Leu
175
Ala
Ala

Gln

Ala
Ile

Trp
480
Leu
Pro
Arg
Cys
Ala
560
Ala

Leu

Lys

Leu
Val
Asn
Ala
Ala

80
Asn

Leu
Phe
160
Thr
Val
val

Leu
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2310 215 220
Glu Ala Ala Tyr Ala Gln Ala Ile Pro Ser Arg Thr Ile Ala Asn Thr
225 230 238 240
Thr Cys His Leu Pro Arg Thr Asp Ala Met His Met Phe Arg Asp Pro
245 250 255
His Thr Gly Asp Leu Pro Trp Thr Gly Met Thr Phe Gly Leu Thr Ile
260 265 270
Met Ala Thr Trp Tyvr Trp Cys Thr Asp Gln Val Ile Val Gln Arg Ser
275 280 285
Leu Ser Ala Arg Asp Leu Asn His Ala Lys Ala Gly Ser Ile Leu Ala
290 295 300
Ser Tyr Leu Lys Met Leu Pro Met Gly Leu Ile Ile Met Pro Gly Met
305 310 315 320
Ile Ser Arg Ala Leu Phe Pro Asp Asp Val Gly Cys Val Val Pro Ser
325 330 335
Glu Cys Leu Arg Ala Cys Gly Ala Glu Val Gly Cys Ser Asn Ile Ala
340 345 350
Tyr Pro Lys Leu Val Met Glu Leu Met Pro Ile Gly Leu Arg Gly Leu
355 360 365
Met Ile Ala Val Met Leu Ala Ala Leu Met Ser Ser Leu Thr Ser Ile
370 375 380
Phe Asn Ser Ser Ser Thr Leu Phe Thr Met Asp Ile Trp Arg Arg Leu
385 380 385 400
Arg Pro Arg Ser Gly Glu Arg Glu Leu Leu Leu Val Gly Arg Leu Val
405 410 415
Ile Val Ala Leu Ile Gly Val Ser Val Ala Trp Ile Pro Val Leu Gln
420 425 430
Asp Ser Asn Ser Gly Gln Leu Phe Ile Tyr Met Gln Ser vVal Thr Ser
43% 440 445
Ser Leu Ala Pro Pro Val Thr Ala Val Phe Val Leu Gly Val Phe Trp
450 455 460
Arg Arg Ala Asn Glu Gln Gly Ala Phe Trp Gly Leu Ile Ala Gly Leu
485 470 475 480
Val Val Gly Ala Thr Arg Leu Val Leu Glu Phe Leu Asn Pro Ala Pro
485 490 485
Pro Cys Gly Glu Pro Asp Thr Arg Pro Ala Val Leu Gly Ser Ile His
500 505 510
Tyr Leu His Phe Ala Val Ala Leu Phe Ala Leu Ser Gly Ala Val Val
515 520 525
Val Ala Gly Ser Leu Leu Thr Pro Pro Pro Gln Ser Val Gln Ile Glu
530 535 540
Asn Leu Thr Trp Trp Thr Leu Ala Gln Asp Val Pro Leu Gly Thr Lys
545 550 555 560
Ala Gly Asp Gly Gln Thr Pro Gln Lys His Ala Phe Trp Ala Arg Val
565 570 575
Cys Gly Phe Asn Ala Ile Leu Leu Mat Cys Val Asn Ile Pha Phe Tyr
580 585 550
Ala Tvr Phe Ala
585

<210> 65

<211> 393

<212> PRT

<213> homo sapiens

<400> 65
Met Asp Ser Leu Lys Asn Glu Asn Tyr Asp Leu Val FPhe Val Glu Ala
1l 5 10 15

44179
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Phe Asp Phe

Val Ala Ile
35
Ser Pro Leu
50
Met Asp Phe
65
Ser Arg Ser

Glu His FPhe

Lys Ala Glu
115
Arg Pro Leu
130
Pro Ile Lys
145
Gly Asp Ala

His Gln Ser

Leu Pro Gln
195
Asp Val His
210
Ser Asp Leu
225
Gly Gln Asn

Gly Leu Pro

Ala Lys Asn
275
Thr Leu Thr
28Q
Ser Ala Val
305
Pro Ala Gln

Gly Ala Thr

Gln Tyr Leu
355
Thr Met Trp
370
Arg Gly Ala
38S

<210> 66
<211> 523
<212> PRT

Cys
Leu
Ser
Trp
Gln
Pro
100
Leu
Leu
Pro
Gly
Gln
180
Gly
Leu
Leu

Ser

Val
260

Tvyr
Leu
val
Arg
His
340
Ile

Leu

Arg

Ser
Pro
T™vr
Gly
Trp

85
Glu

Trp
Pro
vVal
Phe
1658
Glu
val
Ala
Ala
Val
245

Asn

Gly

Ala
Leu
325
Leu
Asp
Cys

Lys

<213> homo sapiens

<400> 66

Phe
Thr
Val
Arg
70

Asp
Gly
Phe
Asn
Pro
150
Val

Val

Ile

His
230
Met
Gly
val
Met
Ala
310
Val
Lys
val
Gly

Val
330

Met Val Gly Gln Arg Val

1

5

val Ieu Leu Ser Glu Ala

Leu
Thr
Pro
55

val
Met
Ser
Val
Thr
135
Gln
Leu
Leu
Trp
Asn
215
Pro
Glu
Asp
Ser
Lys
285
Ser
Gly
Pro
Phe
Lys

375
Lys

Ile Ala
25

Phe Gly

40

Val Phe

Lys Asn
Gln Ser

Arg Pro
105

Asn Ser

124

val Tyr

Asp Leu
Val Ala

Lys Lys
185

Thr Cys

200

Val Lys

Sexr 1le
Ala Ile

Gln His
265

Ile Arg

280

Gln Val

vVal Ile
Trp lle

T™vr Ala
345

Val Phe

360

Leu Leu

Lys Thr

Glu
Serxr
Pro
Phe
Thr
80

val
Asp
Ile
Asp
Phe
170
Met
Gln
Ile
Arg
Arg
250
Gly
Leu
Ile
Leu
Asp
330
Phe

Leu

Gly

Lys
Leu
Serxr
Leu
75

Phe
Leu
Phe
Gly
Asn
155
Gly
His
Ser
Val
Leu
235
His
Asn
Asn
Glu
His
315
His
Gln

Leu

val

Leu
Asp
Leu
60

Met
Asp
Ser
Ala
Gly
140
Phe
Ser
Asn
Ser
Asp
220
Phe
Gly
Met
Gln
Asp
300
Ser
Tle
Gln
Gly

Val
380

Val
Phe
45

Leu
Plie
Asn
His
Phe
135
Leu
Ile
Met
Ala
His
205
Trp
Val
Val
Val
Val
285
Lys
Gln
Leu
Pre
Leu

365
Ala

Lys

Gly

Phe
Thr
Leu
110
Asp
Met
Ala
Leu
Phe
199
Trp
Leu
Thr
Pro
Arg
270
T™hr
Arg

Pro

Gln

Trp
350
Thr

Arg

- & MAR 2005
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Pro Phe
Leu Pre
Asp His

Ser Phe
80

Ile Lys

95

Leu Leu

Phe aAla
Glu Lys

Asn Phe
160
Asn Thr
175
Ala His

Pro Arg
Pro Gln
His Gly
240
Met val
255
Val val
Ala Asp
Tyr Lys
Leu Ser
320
Thr Gly
335
His Glu
Leu Gly

Trp Leu

Leu Leu Leu Val Ala Phe Leu Leu Ser Gly

10

15

Ala Lys Ile heu Thr Ile Ser Thr Leu Gly

45/79
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Gly
His
Pro
65

Ser

Ile

Leu

Glu
145
Pro
Leu
AsSp
Ser
Ile
225
Leu
Phe
Glu
Asm
Asn
305
Ala
Pro
Pro
His
Met
385
val

Ala

Leu

465
His

Ser
Gly
50

Asp
Pro
Glu
Met
Ile
130
Ala
Phe
Pro
His
Phe
210
Lys
Leu
Ala
Lys
Phe
290
Thr
His
Arg
Gln
Gly
370
val
val
Asp
Lys
Ser
450
Gly

Glu

His
35

His
Ile

Glu

Glu
115
Met
Phe
Val
Ser
Met
195
Ser
Glu
Lys
Ary
Pro
275
Gly
His
Leu
Asp
Ser
358
Gly
Gly

Ala

Ser
435
Pro
Gly

Gln

20
Tyr

Asn
Lys
Asp
Ala
100
Ile
Asp
ASp
Ala
Pro
180
Asp
Arg
His
Ala
Pro
260
Ile
Asp
Gln
Pro
Val
340
Asp
Gln
Leu
Liys
Leu
420
Ala
Ala

Ala

Leu
val
Glu
Hisg
85

Leu
Phe
Ser
Phe
Ile
i85
Leu
Fhe
Ser
bPhe
Glu
245
Leu
Lys
Ala
Ser
Gln
325
His
Leu
Asn
Fro
Asn
405
Thr
val

Gln

Leu

485

Leu

Glu
70

Gln
Asp
Gly

Leu

Cys
150
Leu
Ser
Trp
Gln
Pro
230
Leu
Leu
Pro
Gly
Gln
31¢
Gly
Leu
Leu
Ser
val
390
Leu
Val
Arg
His

470
Ile

Leu
Met
55

Glu
Lys

Gly

Lys
135
Ser

Pro

Gly

218
Glu

Trp
Pro
val
Phe
295
Glu
Val
Ala
Ala
Val
375
Asn

Gly

Ala
Len
455
Leu

Asp

Asp
40

Leu
Lys
Arg
Arg
Gln
120

Asn

Phe

Val
Arg
200
Asp
Gly
Phe
Asn
Pro
280
val
Val

Ile

His
360
Met
Gly
Val
Met
Ala
440
Val
Lys

val

25
Arg Val

His Gln

Ser Tyr

Ile Lys
90

Lys Glu

105

Cys Ser

Glu Asn
Leu Ile

Thr Phe
170

Pro Val

185

Val Lys

Met Gln
Ser Arg

Val Asn
250

Thr Val

265

Gln Asp

Leu Val
Leu Lys

Trp Thr
330

Asn Val

345

Pro Ser

Glu Ala
Asp Gln

Ser Tle
410

Lys Gln

425

Ser val

Gly Trp
Pro Tyr

Phe val
490

46/79

Ser
Ser
Gln
75

Lys

Ser

Ala
158
Gly
Phe
Asn
Ser
Pro

235
Ser

Leu
Ala
Lys
315
Cys
Lys
Ile
Ile
395
Arg
Val
Ile
Ile
Ala

475
Phe

Gln
Gly

Val

Leu
Asp
140
Glu
Ser
Pro
Phe
Thr
220
Val
Asp
Ile
Asp
Phe
300
Met
Gln
Ile
Arg
Aryg
380
Gly
Lieu
Ile
Leu
Asp
460

Phe

Leu

Ile
45

Lys
Ile
Phe
Ala
Leu
125
Leu
Lys
Leu
Ser
Leu
205
Phe
Leu
Phe
Gly
Asn
285
Gly
His
Ser
Val
Leu
365
His
Asn
Asn
Glu
His
445
His
Gln

Leu

30
Leu

Phe
Arg
Asp
Len
110
Ser
val
Leu
Asp
Leu
180
Met
Asp
Ser
Ala
Gly
270
Phe
Ser
Asn
Ser
Asp
3isn
Phe
Gly
Meb
Gln
Asp
430
Ser
Ile
Gln

Gly
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Gln
Leu
Trp
Ser
95

val
Arg
Phe
Val
Phe
175
Len
Phe
Asn
His
Fhe
255
Leu
Ile
Met
Ala
His
335
Trp
Val
Val
Val
val
415
Lys
Gln
Leu

Pro

Leu
495

Glu
Ile
Phe
80

Lys
Lys
Val
Lys
160
Gly
Thr
Phe
Thr
Leu
240
Asp
Met
Ala

Leu

Phe
320

Trp
Leu
Thr
Pro
Azrg
400
Thr

Arg

Pro

Hel &
e s
[=] =}




Met
1
Val
Glu
Arg
Lys

65
Thr

Cys
Asn
Gln
Glu
l+5
His
val
Ala
Glu

225
Thr

1

<210> 67
<211> 282
<212> PRT
<213> homo sapiens

Ser
Cys
Leu
ala

S0
Leu

Trp
Ile
Leu
Ser

130
Cys

Asn
Val
Ala
210
Gly

Pro

<210> 68
<211> 4%
<212>
<213>

<400> 68
Met Ser Cys Val Leu

WO 02/22802

515

<400> 67

Cys
Gly
Leu
35

Ile
Arg
Asp
Trp
Gly
115
Trp
Asn
Thr
Thr
155

Ero

Gly

7

PRT
hoemo sapiens

35

500

val
Ser
20

Ser
Pro
Gly
Asp
Glu

100
Ala

Tyr
Pro
Gln
Cys

180
Phe

Ser

Thr

20

Leu
5
Gln
Lys
Arg
Gln
Glu
B5
His
His
Asp
Trp
Ile
165
Arg
Val
Lys
Cys

Phe
245

5

Val Cys Gly Ser Gln
Glu Leu Leu Ser Lys

Arg Ala Ile Pro Arg

Gly

Gly

Glu
Val
70

Leu
Gly
Trp
Glu

Cys
150
vVal
Lys
Cys
Asn
Arg

230
Ala

Gly

Tyr

Glu

Gly
Tyr
Gln
Asp
55

Gln
Glu
Pro
Gly
Val

135
Pro

Trp

Met

Gly
215
Asn

Met

Gly

Gln

Asp

Leu Gly Thr Met Trp Leu Cys Gly

Trp Lev Arg Gly Ala Arg Lys Val

520

Val
Leu
His
40

Lys

Pro

iys

Arg
120
Lys
Glu

Ala

200
Arg

Asn

Vval
Leu
His
40

Lys

Lys Leu Leu Gly Val Val Ala Arg

505

Lys Lys Thr

Ile
Leu
25

Asn
Glu
Gln
Ser
Ser
105
Asp
Arg
Thr
Val
185
Ser
Pro

Leu

Leu

Ile
Leu
25

Asn

Gliu

47779

Pro
10

Pro
Glu
Glu
Ala
Ala
50

Leu

Arg

Cys
170
Trp
Pro
Cys
Cys

Pro
250

Pro
10

Pro
Glu

Glu

Leu
Asn
Ser
Ile
Ser
75

Ala
Leu
Ser
Thr
Ser
155
Asn
Gly
Lys
Ser

235
Ser

Leu
Asn
Ser

Ile

Gly
val
His
Leu
60

Asn
Ala
Val
Pro
140
Gly
Lys
Glu
Gly
Glu
220
Arg

val

Gly
val
His

Leu

Leu
Thr
Ser
45

Met
Met
Trp
Ser
Gly
125
Pro
Pro
Ile

val

Asn
205

Cys

Gly

Leu

Ser
45
Met

510

Leu
Leu
30

Arg
Leu
Glu
Ala
Ile

110
Phe

Met
Gly
Trp
180
Trp

Pro

Arg

Leu
Leu
30

Arg

Leu

Phe
15

Leun
val

His

Ser
95

Gly
His
Pro
Cys
Cys
175
Glu
Ile

Pro

Lys

Fhe
15

Leu
val

His

Leu
Glu
Arg
Asn
Met
a0

Gln
Gln
val
Ser
Thr
160
Ala
Asn
Gly

Ser

Phe
240

Leu
Glu
Arg

Asn
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Lys
€5

50
Leu

T=p

Arg

Asp

Gly

Asp

Gln

Glu

Val
70
Leu

55
Gln

Glu
Pro
Gly
val

135
Pro

Tzp
Met
Asn
Gly
215
Asn
Asp
val
Ser
Lys
295
Gly
Ser
Asp
Phe

Pro
375

455
Ser

Gly

Pro

Lys

Arg
120
Lys
Gla
Ala
Thr
200
Arg
Asn
Glu
Trp
Ala
280
Asp
Cys
Ser
Lys
val

360
Ser

Cys
Trp
Cys
440
Asp

Leu

Lys

Gln
Ser
Ser
105
Asp
Arg
Thy
Val
185
Ser
Pro
Leu
Met
Leu
265
val
Arg
Len
Ser
ély
345
Lys
Ser
Thr
Pro
Ala
425
Lys
Val

Arg

Ala

Ala
ala
990

Leu

Arg

Cys

Thr
170
Trp

Pro

Cys
Asn
250
Gln
Asn
Cys
Asn
Ser
330
Gly

Ser

Ser

Arg
410
Pro
Thr
Asp

Asn

Phe
490

48/79

Ser
75

Ala
Leu
Ser
Thr
Ser
155
Asn
Gly
Lys
Ser
235
Glu

Pro

Lys
His
315
Ile
Leu
Glu
Phe
val
385
Ile
Val
Ala
val
Gly

475
Arg

60
Asn

Ala
Val

Pro

140
Gly

Lys
Glu
Gly
Glu
220
Arg
Val
Arg
Met
Gly

300
Lys

Val
Arg
Met

380
Ala

Phe
val
Met
480
Val

Ile

Met
Trp
Ser
Gly
125
Pro
Pro
Ile

Val

Asn
205

Cys
Glu
Glu
Val
285
Ser
Ala
Arg
Asp
His
365
Val
Gln
Cys
Gly
His
445
Pro

Gln

Phe

Glu
Ala
Ile

110
Phe

Met
Gly
Trp
190
Trp
Pro
Glu
Thr
Met
270
Gln
Thr
Lys
Ala
Ile
350
Gly
Ser
Leu
Pro
430
Ala
val

Ser

Ala
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<210> 69

<211> 438
<212> PRT
<213> homo sapiens

<400> /9
Asx Met Leu

1
Asn

Ala
val

Pro
65

Tyr
Gly
Lys
Glu
Gly
145
Glu

Arg

Val

Met
225
Gly

Lys

val
Arg

305
Met

His
Phe
val
385
Met

Val

Met
Trp
Ser
50

Gly
Pro
Pro
Ile
Val

130
Asn

Cys
Glu
Glu
val
210
Thr
Ser
Ala
Arg
Asp
290
His
val
Gln
Cys
Gly
370
His
Pro

Gln

Glu
Ala
35

Ile
Phe
Tyx
Met
Gly
115
Trp
Trp
Pro
Glu
Thr
185
Met
Gln
Thr
Lys
Ala
275
Ile
Gly
Ser
Leu
Pro
355
Thr
Ala
Val

Ser

His
Tyr
20

Ser
Gly
His
Pro

Cys
100
Cys
Glu
Ile
Pro
Thr
180
Ala
Arg

Val

Ile
260
Ala

val
Lys
Cys
340
Ala
Asn
Gly

Asp

Glu

Asn
Met
Gln
Gln
Val
Ser
85

Thr
Ala
Asn
Gly
Ser
165
Pro
Pro
val
Agn
245

Phe

Iie

Gln
Val
325
Pro
His
Ile
Val
Lys

405
Ser

Lys
Thr
Cys
Asn
C:rln
70

Glu
His
val
Ala

Glu
150

Ile
Thr
Arg
230
Arg
Gly
His
Asn
5exr
31¢
Lys

Phe

Cys

Ile
390
Lys

Leu

Leu
Trp
Ile
Leu

55
Ser

Cys

Asn
Val
135
Ala
Gly
Pro
Pro
Lys

2158
Cvs

Thr

Gly
295
Leu
val
Glu
Lys
Ala
375
Ser

Lys

Gly

Arg
Asp
Trp
40

Gly
Trp
Asn
Thr
Thr
120
Pro
Gly
Lys
Glu
200
Pro
Asp
Gln
Leu
Gly
280
Lys
Ser
Gln
Lys
Asp
360

Asp

Asn

i

Gly
Asp
25

Glu

Ala

Pro
Gln
105

Phe

Ser
Pro
185
Glu

Lys

Cys
Phe
265
Ile
val
Livs
Asp
Pro

345
Glu

Glu

Pro

49/79

Gln
10

Glu
His
His
Asp
Trp
Iie
Arg
Val
Lys
Cys
170
Glu
Asn
Lys
Lys

Pro
250

Tyr
Leu

Pro

Leu
330
Ala
Pro
Ser
Ser
Val

410
Arg

Val
Leu
Gly
Trp

Glu
75

Cys
val
Lys
Cys
Asn
155
Arg
Thr
His
Thr
Met
235
Ala
Glu
Asp
FPhe
Lys

a1s
Asp

Ser
Ser
Gly
355
Gly

Asp

Gln
Glu
Pro
Gly
B0

Val
Pro
Trp
Met
Asn
140
Gly
Asn
Asp
val
Ser
220
Lys
Gly
Ser
Asp
Phe
300
Pro
cys

His

Ile
380
Gly
Ser

Gly

Pro
Lys
Thr
45

Arg
Lys

Glu

Ala

125

aArg
Asn

Glu

TP
205
Ala
Asp
Cys
Ser
Lys
285
Val
Sex
Tyrxr
cys
Trp
365
Cys
Asp

Leu

Lys

Gln
Ser

30
Ser

Asp
Arg
110
Val
Ser
Pro
Leu
Met
150
Leun
val
Arg
Leu
Ser
270
Gly
Lys

Sex

Pro
350
Ala
Lys
Val
Arg

Ala
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Ala
15

Ala
Leu

Arg

Cys
Thr
Trp
Pro
Cys
Cys
175
Asn
Gln
Asn
Cys
Asn
255
Ser
Gly
Ser
Sex
335
Arg

Pro

Asn
415
Phe

Ser
Ala
Leu
Ser
B0

Ser
Asn
Gly
Lys
Ser
180
Glu

Pro

Lys
240
His
Ile
Leu
Glu
Phe
320
Val
Ile
val
Ala
val
400
Gly

Arg




WO 02/22802

420

Ile Phe Ala Val Arg Gln

<210> 70
<211> 308
<212> PRT
«213> homo sapiens

<400> 70

Met
1
Ala
Phe
Tyr

Asn
65

Asp
Leu
Gly
Ser
Leu
145
Ala
Vval

Ala

Gly
225
Pro
Met
Lys

Vai
305

Val
Ser
Gly
Phe
50

Gly
Thr
His
Asp
Leu
130
val
Leu
Ala
Asp
Leu
210
Gly
Gly
Gly
Met
Asp

290
Axrg

<210> 71
<211> 44

<212>
<213>

£400> 71

435

Gly
Asp
Trp
35

Serxr
Ala
Phe
Leu
Pro
115
Phe
Gly
Asp
Ala
Gln
195
Thr
Glu
Leu
Leu
Leu
275

Leu

Gly

7

PRT
homo sapiens

Gly
Leu
20

Ala
Arg
Ser
Gly
100
Pro
Thr
Gly
Arg
Met
180
Gly
Gly
Glu
Ser
val
360
Met

Ser

Phe

Val
5
Leu
Leu
Arg

Ser

Trp
BS

Pro
Ala
Arg
Gly
Gly
16S
Gly
Trp
Leu
Ser
Ala
245
Gly

Sexr

Ser

Leu
His
Val
Arg
Leu
70

Axg
Cys
Pro
Arg
150
Leu
Asp
val
Gly
Trp
230
Gly
val

Leu

Gln

Ala
Leu
Phe
Val
55

Leu
Gly
Gly
Pro
Ala
135
Phe
Gly
Ala
Pro
Leu
215
Gly
Ser
Gly

Gly

Ile
295

Ser

Tyr
Ala
40

Leu
Leu
Ala
Ala
Arg
120
Phe
vVal
Gly
Gly
Leu

200

Gly

Gly

Gly
280

425

Leu Gly
10

Leu Gly

25

Pro Ala

Ala Val
Ala Pro

Leu Leu
90

Leu Leu

105

Ser Pro

Ser Ile
Pro Tvr
Tyr Gly

170
Ala Arg

185
Pro Arg

val val
Pro Leu
Ala Pro

250
val val
265

Leu Leu

Leu Gln

50/79

Phe
Leu
Len
Gly
Ala
75

Leu
Leu
Leu
Phe
Val
155
Ala
Leu
Leu
Gly
Leu
235
Leu
Gln

Gly

Leu

Val
Gly
Gly
Leu
60

Leu
Leu
Pro
aAla
Ala
140
His
Ala
Val
Leu
Leu
220
Ala
val
Ala

Pro

Ser
300

Phe
Leu
Thr
45

Ala
Gln
Gly
Leu
Ala
125
Leu
Leu
Leu
Cys
Ala
205
val
Ala

Phe

Pro
285
Ser

430

Ser
Leu
30

Len
Leu
Leu
Ala
Val
110
Leu
Gly
Ala
Val
Gly
150
val
Pro
Ala
Gly
Gly
270

Leu

Ala
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Ala
15
Ala

Ser

Leu
Ile
95

Leu

Gly

Pro
Val
175
Trp
Phe
val
val
val
255
Leu

Ser

Pro

Phe
Gly
Arg
Gly
Leu
BO

Pro
Leu
aAla
His
160
Ala
Leu
Gly
Val
Ala
240
Leu
val
Gly

Gly




- 4 MAR 7005
WO 02/22802 PCT/US01/28462

Met Thr Pro Gln Pro Ala Gly Pro Pro Asp Gly Gly Trp Gly Trp Val
1 5 10 15
Val Ala ala Ala Ala Pha Ala Ile Asn Gly Leu Ser Tyr Gly Leu Leu
20 25 30
Arg Ser Leu Gly Leu Ala Phe Pro Asp Leu Ala Glu His Phe Asp Arg
35 40 45
Ser Ala Gln Asp Thr Ala Trp Ile Ser ala Leu Ala Leu Ala Val Gln
50 55 60
Gln Ala Ala Ser Pro Val Gly Ser Ala Leu Ser Thr Arg Trp Gly Ala
65 70 75 80
Arg Pro Val Val Met Val Gly Gly Val Leu Ala Ser Leu Gly Phe Val
85 80 95
Phe Ser Ala Phe Ala Ser Asp Leu Leu His Leu Tyr Leu Gly Leu Gly
100 10% 110
Leu Leu Ala Gly Phe Gly Trp Ala Ireu Val Phe Ala Pro Ala Leu Gly
115 : 120 125
Thr Leu Ser Arg Tyr Phe Ser Arg Arg Arg Val Leu Ala Val Gly Leu
130 135 140
Ala Leu Thr Gly 2Asn Gly Ala Ser Ser Leu Leu Leu &la Pro Ala Leu
145 150 155 160
Gln Leu Leu Leu Asp Thr Phe Gly Trp Arg Gly Ala Leu Leu Leu Leu
185 170 175
Gly Ala Ile Thr Leu His Leu Thr Pro Cys Gly Ala Leu Leu Leu Pro
180 185 190
Leu Val Leu Pro Gly Asp Pro Pro Ala Pro Pro Arg Ser Pro Leu Ala
195 200 205
Ala Leu Gly Leu Ser Leu Phe Thr Arg Arg Ala Phe Ser Ile FPhe Ala
210 215 220
Leu Gly Thr Ala Leu Val Gly Gly Gly Tyr Phe Val Pro Tyr Val His
225 230 235 240
Leu Ala Pro His Ala Leu Asp Arg Gly Leu Gly Gly Tyxr Gly Ala Ala
245 250 255
Leu Val Val aAla Val Ala aAla Met Gly Asp Ala Gly Ala Arg Leu Val
260 265 270
Cys Gly Trp Leu Ala Asp Gln Gly Trp Val Pro Leu Pro Arg Leu Leu
275 280 285
Ala Val Phe Gly Ala Leu Thr Gly Leu Gly Leu Trp Val Val Gly Leu
230 295 300
val Pro Val Val Gly Gly Glu Glu Ser Trp Gly Gly Pro Leu Leu Ala
305 310 315 320
Ala Ala Val Ala Tyr Gly Leu Ser Ala Gly Ser Tyr Ala Pro Leu Val
325 330 33s
Phe Gly Val Leu Pro Gly Leu Val Gly Val Gly Gly Val Val Gln Ala
340 345 350
Thr Gly Lew Val Met Met Leu Met Ser Leu Gly Gly Leu Leun Gly Pro
355 360 365
Pro Leu Ser Gly Phe Leu Arg Asp Glu Thr Gly Asp Phe Thr Ala Ser
370 375 380
Phe Leu Leu Ser Gily Ser Leu Ile Leu Ser Gly Ser Phe Ile Tyr Ile
385 390 398 400
Gly Leu Pro Arg Ala Leu Pro Ser Cys Gly Pro Ala Ser Pro Pro Ala
405 410 415
Thr Pro Pro Pro Glu Thr Gly Glu Leu Leu Pro Ala Pro Gln Ala Val
420 425 430
Leu Leu Ser Pro Gly Gly Pro Gly Ser Thr Leu Asp Thr Thr Cys
435 440 445

<210> 72
51/79
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<211> 458
<212> PRT
«213> homo sapiens

<4Q0> 72
Asx Met Ala Arg Arg Thr Glu Pro Pro Asp Gly Gly Trp Gly Trp Val
1 5 10 15
Val Val Leu Ser Ala Phe Phe Gln Ser Ala Leu Val Phe Gly Val Leu
20 25 30
Arg Ser Phe Gly Val Phe Phe Val Glu Phe Val Ala Ala Phe Glu Glu
35 40 45
Gln Ala Ala Arg Val Ser Trp Ile Ala Ser Ile Gly Ile Ala Val Gln
50 55 60
@ln Phe Gly Ser Pro Val Gly Ser Ala Leu Ser Thr Lys Phe Gly Pro
65 70 75 80
Arg Pro Val Val Met Thr Gly Gly Ile Leu Ala Ala Leu Gly Met Leu
85 90 95
I.eu Ala Ser Phe Ala Thr Ser Leu Thr His Leu Tyr Leu Ser Ile Gly
100 105 110
Leu Leu Ser Gly Ser Gly Trp Ala Leu Thr Phe Ala Pro Thr Leu Ala
115 120 125
Cys Leu Ser Cys Tyr Phe Ser Arg Arg Arg Ser Leu Ala Thr Gly Leu
130 135 140
Ala Leu Thr Gly Val Gly Leu Ser Ser Phe Thr Phe Ala Pro Phe Fhe
145 i50 ’ 155 160
Gln Trp Leu Leu Ser His Tyr Ala Trp Arg Gly Ser Leu Leu Leu Val
185 170 175
Ser Ala Leu Ser Leu His Leu Val Ala Cys Gly Ala Leu Leu Arg Pro
180 185 190
Pro Ser Leu Ala Glu Asp Pro Ala Val Gly Gly Pro Arg Ala Gln Leu
135 200 205
Thr Ser Leu Leu His His Gly Pro Phe Leu Arg Tyr Thr Val Ala Leu
210 215 220
Thr Leu Ile Ash Thr Gly Tyr Phe Ile Pro Tyr Leu His Leu Val Ala
225 230 235 240
His Leu Gln Asp Leu Asp Trp Asp Pro Leu Pro Ala Ala Phe Leu Leu
245 250 255
Ser Val Val Ala Ile Ser Asp Leu Val Gly Arg Val Val Sexr Gly Trp
260 265 270
Leu Gly Asp Ala Val Pro Gly Pro Val Thr Arg Leu Leu Met Leu Trp
275 280 285
Thr Thr Leu Thr Gly Val Ser Leu Ala Leu Phe Pro Val Ala Gln Ala
290 295 300
Pro Thr Ala Leu Val Ala Leu Ala Val Ala Tyr Gly Phe Thr Ser Gly
308 310 315 320
ala Leu Ala Pro Leu Ala Phe Ser Val TLieu Pro Glu Leu Ile Gly Thr
325 330 335
Arg Arg Ile Tyr Cys Gly Leu Gly Leu Leu Gln Met Ile Glu Ser Ile
340 345 350
Gly Gly Leu Leu Gly Pro Pro Leu Ser Gly Tyr Leu Arg Asp Val Ser
355 360 365
Gly Asn Tyr Thr Ala Ser Phe Val Val Ala Gly Ala Phe Leu Leu Ser
370 375 380
Gly Ser Gly Ile Leu Leu Thr Leu Pro His Phe Phe Cys Phe Ser Thr
3ss 390 385 400
Thr Thr Ser Gly Pro Gln Asp Leu Val Thr Glu Ala Leu Asp Thr Lys
405 410 415
val Pro Leu Pro Lys Glu Gly Leu Glu Gly Gly Leu Asn Ser Thr Glu
420 425 430

52179



- 4 MAR 2005
WO 02/22802 PCT/US01/28462

Ser Gly Pro Glu Ser Gln Ser Leu Thr ala Pro Gly Leu Leu Leu Pro

435 44Q ' 445
Arg Leu Gly Leu His Arg Thr Thr Val Pro
450 455
<210> 73
<211> 169
<212> PRT

<213> homo sapiens

<400> 73
Met Thr Met Lys Thr Ser Gly Ala Thr Cys Asp Ala Asn Ser Val Met
1 5 10 15
Asn Cys Gly Ile Arg Gly Ser Glu Met Phe Ala Glu Met Asp Leu Arg
20 25 30
Ala Ile Lys Pro Tyr Gln Thr Leu Ile Lys Lys Val Gly Gln Arg His
35 40 45
Cys Val Asp Pro Ala Val Ile Ala Ala Ile Ile Ser Arg Glu Ser His
50 55 60
Gly Gly Ser Val Leu Gln Asp Gly Trp Asp His Arg Gly Leu Lys Fhe
65 70 75 80
Gly Leu Met Gln Leu Asp Lys Glm Thr Tyr His Pro Val Gly Ala Trp
85 90 95
Asp Ser Lys Glu His Leu Ser Gln Ala Thr Gly Ile Leu Thr Glu Arg
100 105 110
Ile Lys Ala Ile Gln Lys Lys Phe Pro Thr Trp Ser Val Ala Gln His
115 120 125
Leu Lys Gly Gly Leu Ser Ala Phe Lys Ser Gly Ile Glu Ala Ile Ala
130 135 140
Thr Pro Ser Asp Ile Asp Asn Asp Phe Val Asn Asp Ile Ile Ala Arg
145 150 155 160
aAla Lys Phe Tyr Lys Arg Gln Ser Phe
165

<210> 74

<211> 186

<212> PRT

<213> home sapiens

<400> 74
Met Lys Pro His Leu His Pro Arg Leu Tyr His Gly Cys Tyr Gly asp
1 5 10 15
Ile Met Thr Met Lys Thr Ser Gly Ala Thr Cys Aep Ala Asn Ser Val
20 25 30
Met Asn Cvs Gly Ile Arg Gly Ser Glu Met Phe Ala Glu Met Asp Leu
35 40 45
Arg Ala Ile Lys Pre Tyr Gln Thr Leu Ile Lys Lys Val Gly Gln arg
50 55 60
His Cys Val Asp Pro Ala Val Ile Ala Ala Ile Ile Ser Arg Glu Ser
65 70 75 80
His Gly Gly Ser Val Leu Gln Asp Gly Trp His Arg Gly Leu Lys
85 90 85
Phe Gly Leu Met Gln Leu Asp Lys Gln Thr His Pro Val Gly Ala
100 105 110
Trp Asp Ser Lys Glu His Leu Ser Glm Ala Gly Ile Leu Thr Glu
115 120 125
Arg Ile Lys Ala Ile Gln Lys Lys Phe Pro Trp Ser Val Ala Gln

33779
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130 135 140
His Leu Lys Gly Gly Leu Ser Ala Phe Lys Ser Gly Ile Glu Ala Ile
145 150 155 160
2la Thr Pro Ser Asp Ile Asp Asn Asp Phe Val Asn Asp Ile Ile Ala
1565 170 175
Arg Ala Lys Phe Tyr Lys Arg Gln Ser Phe
180 185
<210> 75
<21i> 675
<212> PRT

<213> homo sapiens

<400> 75
Met Glu Ser Gly Thr Ser Ser Pro Gln Pro Pro Gln Leu Asp Pro Leu
1 5 10 i5
Asp Ala Phe Pro Gln Lys Gly Leu Glu Pro Gly Asp Ile Ala Val Leu
20 25 30
Val Leu Tyr Phe Leu Phe Val Leu Ala Val Gly Leu Trp Ser Thr Val
35 40 45
Lys Thr Lys Arg Asp Thr Val Lys Gly Tyr Phe Leu Ala Gly Gly Asp
50 55 60
Met Val Trp Trp Pro Val Gly Ala Ser Leu Phe Ala Ser Asn Val Gly
€5 70 75 80
Ser Gly His Phe Ile Gly Leu Ala Gly Ser Gly aAla Ala Thr Gly Ile
85 50 95
Ser Val Ser Ala Tyr Glu Leu Asn Gly Leu Phe Ser Val Leu Met Leu
100 105 110
Ala Trp Ile Phe Leu Pro Ile Tyr Ile Ala Gly Gln Val Thr Thr Met
1is 120 125
Pro Glu Tyr Leu Arg Lys Arg Phe Gly Gly Ile Arg Ile Pro Ile Tle
130 135 140
Leu Ala Val Leu Tyr Leu Phe Ile Tyr Ile Phe Thr Lys Ile Ser Val
145 150 155 160
Asp Met Tyr Ala Gly Ala Ile Phe Ile Gln Gln Ser Leu His Leu Asp
165 170 175
Leu Tyr Leu Ala Ile Val Gly Leu Leu Ala Ile Thr Ala Val Tyr Thr
180 185 190
Val Ala Gly Gly Leu Ala Ala Val Ile Tyr Thr Asp Ala Leu Gln Thr
185 200 205
Leu Ile Met Leu Ile Gly Ala Leu Thr Leu Met Gly Tyr Ser Phe 2Ala
210 218 220
Ala Val Gly Gly Met Glu Gly Leu Lys Glu Lys Tyr Phe Leu Ala Leu
225 230 238 240
Ala Ser Asn Arg Ser Glu Asn Ser Ser Cys Gly Leu Pro Arg Glu Asp
245 250 255
Ala Phe His Ile Phe Arg Asp Pro Leu Thr Ser Asp Leu Pro Trp Pro
260 265 270
Gly Val Leu Phe Gly Met Ser Ile Pro Ser Leu Trp Tyr Trp Cys Thr
275 2B0 285
Asp Gln Val Ile Val Gln Arg Thr Leu Ala Ala Lys Asn Leu Ser His
290 235 300
Ala Lys Gly Gly Ala Leu Met Ala Ala Tyr Leu Lys Val Leu Pro Leu
305 310 315 320
Phe Ile Met Val Phe Pro Gly Met Val Ser Arg Ile Leu Phe Pro Asp
328 330 335
Gln Val Ala Cys Ala Asp Pro Glu Ile Cys Gln Lys Ile Cys Ser Asn
340 345 . 350

34779
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Pro Ser Gly Cys Ser Asp Ile Ala Tyr Pro Lys Leu Val Leu Glu Leu
355 360 365
Leu Pro Thr Gly Leu Arg Gly Leu Met Met Ala Val Met Val Ala Ala
370 375 380
Leu Met Ser Ser Leu Thr Ser Ile Phe Asn Ser Ala Ser Thr Ile Phe
385 3580 395 400
Thr Met Asp Leu Trp Asn His Leu Arg Pro Arg Ala Ser Glu Lys Glu
405 410 415
Leu Met Ile Val Gly Arg Val Phe Val Leu Leu Leu Val Leu Val Ser
420 425 430
Ile Leu Trp Ile Pro Val Val Gln Ala Ser Gln Gly Gly Gln Leu Phe
435 440 445
Ile Tyr Ile Gln Ser Ile Ser Ser Tyr Leu Gln Pro Pro val Ala Val
450 455 460
val Phe Ile Met Gly Cys Phe Trp Lys Arg Thr Asn Glu Lys Gly Ala
455 470 475 480
Phe Trp Gly Leu Ile Ser Gly Leu Leu Leu Gly Leu Val Arg Leu Val
485 490 485
Leu Asp Phe Ile Tyr Val Gln Pro Arg Cys Asp Glmn Pro Asp Glu Arg
500 505 510
Pro Val Leu Val Lys Ser Ile His Tyr Leu Tyr Phe Ser Met Ile Leu
515 520 525
Ser Thr Val Thr Leu Ile Thr Val Ser Thr Val Ser Trp Phe Thr Glu
530 535 540
Pro Pro Ser Lys Glu Met Val Ser His Leu Thr Trp Phe Thr Arg His
545 550 555 560
Asp Pro Val Val Gln Lys Glu Gln Ala Pro Pro Ala Ala Pro Leu Ser
565 570 575
Leu Thr Leu Ser Gln Asn Gly Met Pro Glu Ala Ser Ser Ser Sex Ser
580 585 590
Val Gln Phe Glu Met Val Gln Glu Asn Thr Ser Lys Thr His Ser Cys
595 6040 605
Asp Met Thr Pro Lys Gln Ser Lys Val Val Lys Ala Ile Leu Trp Leu
€10 615 620
Cys Gly Ile Gln Glu Lys Gly Lys Glu Glu Leu Pro Ala Arg Ala Glu
625 630 635 640
2ala Ile Ile Val Ser Leu Glu Glu Asn Pro Leu Val Lys Thr Leu Leu
645 650 655
Asp Val Asn Leu Ile Phe Cys Val Ser Cys Ala Ile Phe Ile Trp Gly
660 665 670
Tyr Phe Ala
675

<210> 76

<211> 485

<212> PRT

<213> homo sapiens

<400> 76
Met Glu Pro Cys Trp Gly Glu Gly Leu Phe His Leu Ala Pro Pro Axg
1 5 10 15
His His Pro Gln Lys Ala Asp Trp His Phe Cys Pro Gln His Ile Gln
20 25 30
Glu Phe Thr Asn Glu Thr Trp Glm Ala Arg Thr Gly Glu Pro Leu Pro
35 40 45
Asp His Leu Val Leu Leu Met Trp Ser Leu Ile Val Ser Leu Tyr Pro
50 55 60

Leu Gly Gly Leu Phe Gly Ala Leu Leu Ala Gly Pro Leu Ala Ile Thr

55/79
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65
Leu

Ala
Ile
Asn
Gly

145
Met

Trp
Ala
Cys
Sex

225
Rla

Met
Phe
Gly
305
Ile
Met
Ser
Ile
385
Gly
Phe
val
Lys
Phe

465
Gln

Gly
Ala
Met
Ile
130
Ala
Gly
Pro
Ser
Gly
210
Gly
Cys
Ala
Glu
Aryg
290
Thr
Glu
Thr
Phe
Leu
370
Glu

Ala

Ile

Gly
450
Pro

Sex

<210> 77
<211> 4%

<212
<213>

Arg
Ile
Ley
115
Gln
Val
Gln
Leu
Leu
195
Asp
Asp
Gln
Leu
Leu
275
Lys
Gly

Arg

Pro
355
Ser
Leu
Leu
Met
val
435
Lys

Arg

6

PRT
homo sapiens

Lys
Leu
100
Gly
Pro
Ala
Val
Leun
180
Pro
Thr
Leu
Gly
Arg
260
Cys
Ala
Ser

val

Trp
340
Trp
Phe
Phe
Met
Glu

420
Cys

Arg

Glu

Lys
85

Phe
Arg
Met
Met
val
165
Leu
Leu
Glu
Ala

Cys
245
Arg
Gly
Gly
Cys
Gly

325
Gly

Gly
Asp
Trp
405
Ala
Gly
Phe

Ala

Leun

485

70
Ser

Gly

Len

Ser
150
Gly
Ala
Leu
Ala
Gly
230
Arg
Gln
Asn
Val
Glu
310
Arg
Ser
Leu
Ile
Gln
350
Ile
Leu
Ala

Gln

Gln
470

Leu
Phe
Leu
Leu
1358
Ser
Leu
Ser

Pro

Cys
215
Glu
Ala
val
Asp
Pro
285
Leu
Arg
Ile
Tyr
Gly
375
Met
Met
Ser

Ile

Glua
455

Gly-

Leu
Ser
val
120
Gly
Ala
Arg
Cys
Glu
200
Leu

Leu

Arg

Ser
280
Glu
Leu
Val
Phe
Leu
360
Pro
Ala
Leu
His
440

Ile

Pro

val
Aryg
105
Gly
Glu
Ile
Glu
Leu
185
Ser
Ala
Glu
Arg
Ser
265
val
Ala
Thr
Leu
Thr
345
Ala
Ala
Arg
Ile
Phe
425

Ser

Thr

5679

AsSn
o0

Lys
vVal
Ser
Phe
Leu
170
Val
Pro
Ala
Glu
Pro

250
Leu

Lys
Ala
Leu
330
val
Met
Gly
Pro
Len
410
Leu
Gly

Lys

Trp

75
Asn

Ala
Asn
Ala
Thr
155
Leu
Pro
Arg
Leu

Leu
235

Trp
Val
Ala
Ile
Val
315
Ile
Ala
Ala
Val
Ala

395
Val

Leu
Glu

Arg
475

Ile
Gly
Ala
Pro
140
Ala
Gly

Gly

Arg
220
Glu
Glu
vVal
Tyxr
Gln
300
val
Gly
Leu
Cys
Thr
380
Ala
Gly
val
Phe
Leu

460
Ser

Phe
Ser
Gly
125
Lys
Leu
Gly
Ala
Leu
205
Arg
Glu
Leu
Leu
Ala
285
Ser
Gly
Cys
Ile
365
Gly
Cys
Leu
Pro
Leu
445
His

Leu

Val
Phe
110
Val
Glu
Gly
Pro
Leu
180
Leu
Leu
Glu
Phe
Gly
270

Ser

Ala

Cys

Leu
350
Phe
Ile
Met
Gly
Phe
430
Pro

Arg

Glu
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80
Val Ser
85
Glu Met

Ser Met
Leu Arg

Ile Val
160
Gln Ala
175
Gln Leu

Ile Asp
Arg Gly

Axg Ala
240
Gln His
255
Ser Ala

Ser Val
Ile Ile

Vval Val
320
Ser Leu
335
Gln Ser

Ala Phe
Leu Ala
vVal Cys
400
Phe Pro
415
Leu Gly
Glu Thr

Leu Asn

val Ile
480
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<400> 77

Met Arg Ala

1
Ile

Sexr
Thx
Leu
65

Gly
Ser
Gly
Leu
™vr
145
Ser
Gly
Ala

Leu

val
305
Glu

Ser
Leu
Ile
385
Gln
Ile

Leu

aAla

Cys

Ile

Trp
50

Met
Ala
Len
Phe
Leu
130
Leu
Ser
Leu
Ser
Pro
210
Cys
Glu
Ala
vVal
Asp
280
Pro
Leun
Arg
Ile
370
Gly
Met
Met

Ser

lle

Ala
Tle

35
Gln

Trp
Leu
Leu
Ser
115
Val

Gly

Arg
Cys
195
Glu
Leu
Leu
Arg
Thr
275
Ser
Glu
Leu
Val
Phe
355
Leu
Pro
Ala
Leu
His
435
Tyr

Leu
Ala
20

Asn
Ala
Ser
Len
Val
100
Arg
Gly
Glu
Ile
Glu
180
Leu
Ser
Ala
Glu
Arg
280
Ser

val

Ala

Leu
340
Thr
Ala
Ala
Arg
Ile
420
Phe

Thr

Arg
Gly
Ala
Arg
Leu
Ala
85

Asn
Lys
Val
Sexr
Phe
165
Leu
val
Pro
Ala
Glu
245

Pro

Leu

Lys
Ala
325
Leu
val
Met
Gly
Pro
405
Leu

Leu

Gly

Arg
Ile

Pro

Ile
70

Gly
Asn
Ala
Asn
Ala
150
Leu
Pro
Arg
Leu

230
Leu

Trp
val
Ala
Ile
310
Val
Ile
Ala
Ala
val
3580

Ala

val

Leu

Lau
Gly
Thr
Gly
55

Val
Pro
Ile
Gly
ala
135
Pro
Bla
Gly
Gly
Tvr
215
Arg
Glu
Glu
val
295
Gln
val
Gly

Leu

Cys
375
Thr
Ala
Gly
Val

Phe

Ile
Gly
Leu
40

Glu
Ser
Leu
Phe
Ser
120
Gly
Lys
Leu
Gly
Ala
200
Leu
Arg
Glu
Leu
Leu

280
Ala

Ser
Gly
Cys
360
Ile
Gly
Cys
Leu
Pro

440
Leu

Gln
Thr
25

His
Pro
Leu
Ala
val
105
Phe
val
Glu
Gly
Pro
185
Leu
Leu
Leu
Glu
Phe
265
Gly
Ser
Ala
Cys

Tyr
345
Leu

Phe
Ile
Met
Gly
425
Phe

Pro

57179

Gly
10
Phe

lle

Ile
90

Val
Glu
Ser
Leu
Ile
170
Gln
Gln
Ile
Arg
Arg
250
Gln
Ser
Ser
lle
val
330
Ser
Gln
Ala
Leu
val
410
Phe

Leu

Glu

Arg
Gln
Gln
Pxro
Pro
75

Thr
Ser
Met
Met
Arg
155
val
Ala
Leu
Asp
Gly
235
Ala
His
Ala
val
Ile
315
val
Leu
Ser
Phe
Ala
385
Cys

Pro

Gly

Ile
Phe
Glu
Asp
Leu
Leu
Ala
Ile
Asn
140
Gly
Met
Trp
Ala
Cys
220

Ser

Ala

Met
Phe
300
Gly
Ile
Met
Ser
Ile
380
Gly
Phe

Val

Lys

Leu
Gly
Phe
45

Eis
Gly
Gly
Ala
Met
125
Ile
Ala
Gly
Pro
Ser
205
Gly
Gly
Cys
Ala
Glu
285
Arg
Thr
Glu
Thr
Phe
365
Leu
Glu
Ala
Ile

Cy¥s
445
Gly

Leu

Tyr
3C

Thr
Leu
Gly
Arg
Ile
110
Leu
Gln
Val
Gln
Leu
150
Leu
Asp
Asp
Gln
Leu
270
Leu
Lys
Gly
Arg
Cys
350
Pro
Ser
Leu
Leu
Met:
430
val

Lvs

Leu
15

Asn
Asn
val
Leu
Lys
95

Leu

Gly

Pro

val
175
Leu
Ero
Thr
Leu
Gly
255
Arg
Cys
Ala

Ser

val
335
Trp

Trp
Phe
FPhe
Met

415
Glu

Cys

Thr

Glu
Leu
Phe
80

Lys
Phe
Arg
Met
Met
160
Val
Len
Leu
Glu
Ala
240
Arg
Gly
Gly
Cys
320

Gly

Gly

Gly
Asp

400
Txp

Gly

Phe
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450
Gln Glu Ile Ser Lys
465
Gln Gly Pro Thr Trp
485

<210> 78

<211> 500

<212> PRT

<213> homo sapiens

<400> 78
Asx Met Leu His Ala
1 5
Leu Leu Leu Thr Ile
20
Gly Tyr Asn Leu Ser
35
Phe Thr Asn Glu Thr
50
His Leu Val Leu Leu
65
Gly Gly Leu Phe Gly
85
Gly Arg Lys Lys Ser
100
Ala Ile Leu Phe Gly
115
Met Leu Gly Arg Leu
130
Ile Gln Pro Met Tyr
145
Ala Val Ala Met Ser
165
Gly Gln Val val Gly
180
Pro Leu Leu Leu Ala
195
Ser Leu Pro Leu Leu
210
Gly Asp Thr Glu Ala
225
Gly Asp Leu Ala Gly
245
Ccys Gln Gly Cys Arg
260
Ala Leu Arg Arg Gln
2758
Glu Leu Cys Gly Asn
290
Arg Lys Ala Gly Val
305
Thr Gly Ser Cys Glu
325
Glu Arg Val Gly Arg
340
Thr Cys Trp Gly Ser
355

455

Glu Leu His Arg Leu

470

Arg Ser Leu Glu val

Leu

Ile

Trp
Met
70

Ala
Leu
Phe
Len
Leu
150
Ser
Leu
Ser
Pro
Cys
230
Glu
Ala
Val
Asp
Pro
310
Leu

Arg

Ile

Leu
Ala
Ile

Gln
55

Trp
Leu
Leu
Ser
Val
135
Gly
Ala
Arg
Cys
Glu
215
Leu
Leu
Arg
Thr
Ser
295
Glu
Leu

val

Phe

Arg
Ala
Asn
40

Ala
Ser
Leu
val
Arg
120
Gly
Glu
Ile
Glu
Leu
200
Ser
Ala
Glu
ATy
Sar
280
Val
Ala
Thr

Leu

Thr
360

Ser
Gly
25

Ala
Arg
Leu
Ala
Asn
105
Lys
val
Ser
Phe
Leu
185
Val
Pro
Ala
Glu
Pro

265
Leu

Lys
Ala
Leu

345
val

5879

4390

Arg
10

Ile
Pro
Thr
Ile
Gly
80

Asn
Ala
Asn
Ala
Thr
170
Leu
Pro
Arg

Leu

Leu
250

Trp
val
Ala
Ile
Val
330
Ile

Ala

460

Asn Phe Pro Arg Arg

475

Ile Gln Ser Thr Glu

Met
Gly
Thr
Gly
val
75

Pro
Ile
Gly
Ala
Pro
155
Ala

Gly

Gly

Arg
235
Glu
Glu

val

Gln
315
val
Gly

Leu

Ile
Gly
Leu
Glu
a0

Ser
Leu
Phe
Ser
Gly
140
Lys
Leu
Gly
ala
Leu
220
Arg
Glu
Leu
Leu
Ala
300
Ser

Gly

Cys

Gln
Thr
His
45

Pro
Leu
Ala
val
Phe
125
val
Glu
Gly
Pro
Leu
205
Leu
Leu
Glu
Phe
Gly
285
Ser

Ala

Cys

Leu
J€5

Gly
Phe
30

Ile

Leu

Ile
val
110
Glu
Ser
Leu
Ile
Gln
190
Gln
Ile
Arg
Arg
Gln
270
Ser
Ser
Ile
val
Ser

350
Gln

495

Arg
15

Gln
Gln
Pro
Pro
Thr
95

Ser
Met
Metbt
Arg
val
175
Ala
Leu
AsD
Gly
Ala

255
His

Vval
Ile
val
335

Leu

Ser

Ala
480
Leu

Ile
Phe
Glu
Asp
Leu
80

Leu
Ala
Ile
Asn
Gly
160
Met
Trp
Ala
Cys
Ser
240
Ala
Arg
Met
Phe
Gly
320
Ile
Met

Ser
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Phe Pre Trp Thr Leu Tyr Leu Ala Met Ala Cys Ile Phe Ala Phe Ile
370 375 380
Leu Ser Phe Gly Ile Gly Prc Ala Gly Val Thx Gly IXle Leu Ala Thr
385 390 355 400
Glu Leu Phe Asp Gln Met Ala Arg Pro ala Ala Cys Met Val Cys Gly
405 410 415
Ala Leu Met Trp Ile Met Leu Ile Leu Val Gly Leu Gly Phe Pro Phe
420 425 430
Ile Met Glu Ala Leu Ser His Phe Leu Tyr Val Pro Phe Leu Gly Val
435 440 445
Cys Val Cys Gly Ala Ile Tyr Thr Gly Leu Phe Leu Pro Glu Thr Lys
450 455 460
Gly Lys Thr Phe Gln Glu Ile Ser Lys Glu Leu His Arg Leu Asn Phe
465 470 475 480
Pro Arg Arg Ala Gln Gly Pro Thr Trp Axrg Ser Leu Glu Val Ile Gln
485 490 495
Ser Thr Glu Leu
5040

<210> 79

<211> 1358

<212> PRT

<213> homo sapiens

<400> 79
Met Val val Val Lys Pro Met Asn Thr Met Ala Pro Val Val Thr Arg
1 5 10 ‘ 15
Asn Thr Gly Leu Ile Leu Tyr Glu Gly Gln Ser Arg Pro Leu Thr Gly
20 25 39
Pro Ala Gly Ser Gly Pro Gln Asn Leu Val Ile Ser Asp Glu Asp Asp
35 40 45
Leu Glu Ala Val Arg Leu Glu Val Val Ala Gly Leu Arg His Gly His
50 55 60
Leu Val Ile Leu Gly Ala Ser Ser Gly Ser Ser Ala Pro Lys Ser Phe
65 70 75 80
Thr Val Ala Glu Leu Ala Ala Gly Gln Val Val Tyr Gln His Asp Asp
85 30 95
Arg Asp Gly Ser Leu Ser Asp Asn Leu Val Leu Arg Met Val Asp Gly
100 108 110
Gly Gly Arg His Gln Val Gln Phe Leu Phe Pro Ile Thr Leu Val Pro
115 120 125
val Asp Asp Gln Pro Pro Val Leu Asn Ala Asn Thr Gly Leu Thr Leu
130 135 140
ala Glu Gly Glu Thr Val Pro Ile Leu Pro Leu Ser Leu Ser Ala Thr
145 150 155 160
Asp Met Asp Ser Asp Asp Ser Leu Leu Leu Phe Val Leu Glu Ser Pro
165 170 1758
Phe Leu Thr Thr Gly His Leu Leu Leu Arg Gln Thr His Pro Pro His
180 185 1490
Glu Lys Gln Glu Leu Leu Arg Gly Lew Trp Arg Lys Glu Gly Ala Phe
195 200 205
Tyr Glu Arg Thr Val Thr Glu Trp Gln Gln Gln Asp Ile Thr Glu Gly
210 215 220
Arg Leu Phe Tyr Arg His Ser Gly Pro His Ser Pro Gly Pro Val Thr
225 230 235 240
Asp Gln Phe Thr Phe Arg Val Gln Asp Asn His Asp Pro Pro Asn Gln
245 250 255
Ser Gly Lau Gln Axg Phe Val Ils Ary Ile His Pro Val Rep Arg Leu
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PTro
Ser
Asp
305
Asp
Thr
Asn
Ala
Asn
385
Gln
His
Asp
His
Leu
465
Lys
Val
val
val
545
Pro
Phe
Ser
Leu
Gly
625
Glu
val
Asp

Glu

Ala
705

Pro
Gln
290
Thr
Asp
His
Thr
370
Val
Pro
His
Val
Met
450
Glu
Ser
val
Pro
Leu
530

Asn

Pro

Gly
Ser
610
val
Ile
Ile
Asp
Asn
690
Ile

Val

Glu
275
Leu
Asp
Asp
Asn
His
355
Arg
Alz
Pro
Ile
Ala
435
Arg
Asp
Leu
Pro
Ile
515
Glu
Glu
Leu
Gln
Glu

595
Asp

Phe
Thr
Ile
675
Ile

Ser

Gln

260
Leu

AsSp
Glu
Pro
340
Lys
val
Pro
Glu
Leu
420
His
vVal
Ile
Thr
Ile
500
Leu

Asn

Glu

Arg
580
Tle
Met
Ile
Val
Ser
660
Leu
Ser

Ala

Ser

Gly
Pro
Arg
Asn
325
Ser
Ile
Ala
Gly
Ile
405
Ser
Ile
Ser
Lys
Asp
485
Ser
Gly
Thr
Gly
565
Asp
Gly
Ser
Trp
Gly
645
Val
Cys
Pro

Phe

val
725

Ser
Leu
Glu
310
His
Val
Ala
Gln
350

Leu

Glu

Gly
Gln
470
Ser
Leu
His
Ala
Asp
550
Glu
Ile
Leu
Gln
Val

630
Glu

Ala

Asn
710
His

Gly
Arg
295
Leu

Leu

val

Phe
375
Phe
Asn
Thr
Phe
Gln

455
Gly

Arg
Pro
Thx
535
Asp
Ile
Leu
Leu
Glu
615
Gln
Ile
Ile
Pro
695

Len

Lys

Cys
280
Lys
Arg
Pro
Val
Arg
380
Gln

Thr

Glu
Thr
440
Ile
Arg
Ser
Val
Thr
520
Glu
Leu
Leu

Glu

Pro
600

Trp
Ile
Leun
Ser
val
680
Gly

Lys

Gly

265
Pro

Lys

Ala
Thr
345
Pro
Phe
Leu
Gly
Leu
425
Leu
Leu
val
Leu
Asn
505
Gly
Ile
Mat
Val
Gly
585
Lys
Arg
Leu
Ile
Ala
665
Tle
Ser

Asp

Val

60/79

Leu
Trp
Thr
Pro
330
His
Pro
Cln
Pyr
Phe

410
His

His
Ser
Glu
490
vVal
Thx
Thr
Leu
Asn
570
Ser
Ala
Ile
Pro
Val
6590
Glu
Gin
Glu

Leu

Glu
730

Leu
Val
315
Leu
Phe
Gly
Val
Leu
385
Thr
val

Gln

Val

Tyr
475
Val

Leu
Ala
Thr
555
Gly
Val
Asp
Gly
Val
635
Met
Asp
Pro
Lys
Arg

715
Pro

Met
Arg
300
Thr
Gly
Thr
Gln
Glu
380
His
Ile
Asn
Ala
Gly
4460
Ala
Ser
Pro
Glu
Asn
540
Phe
Ile
val
Ser
Gly
620
Asp
Glu
Val
Thr
Serx
700
Gln

val

val
285
Gln
Thr
Gln
Glu
365
Asp
Pro
Gln
Asp
Pro
445
Gly
His
Asp
Val
Ser
525
Val

Leu

Pro

Phe
605
Asn
Ser
Gly
Asp
Ser
685
Arg
Gly

Glu

270
Val

Ser
Leu
Ala
350
Leu
Arg
val
Glu
val
430
Lys
Leu
Asn
Arg
Asp
510
Ile
Leu
Ala
Thx

580
Asn

Gln
Asp
Ser
670
Gly
Ala
His

Asp

Gln
Asp
Pro
val
335
Gln
Gly
Ala
Asp
Lys
415
Asp
His
Phe
Gly
His
495
Asp
Leu
Lys
Glu
Glu
§75
His
Leu
Ila
Ala
Lys

655
Leu

Gly
Ile

Arg
735

Glu
Leu
Thr
320
Leu
Ile
val
Gly
Asn
400
Gly
Thr
Gly
His
Asp
480
His
Glu
Asp
Gly
Asp
560
Gln -
Thr
Ber
Gln
Pro
640
Ser
Asn
Val
Ile
Asn

720
Phe

= & MAR 2009
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Val Phe Arg Cvs Ser Asp Gly Ile Asn Phe Ser Glu Arg Gln Phe Phe
740 745 750
Pro Ile Val Ile Ile Pro Thr Asn Asp Glu Gln Pro Glu Met Phe Met
755 760 765
Arg Glu Phe Met Val Met Glu Gly Met Ser Leu Val Ile aAsp Thr Pro
770 775 780
Ile Leu Asn Ala Ala Asp Ala Asp Val Pro Leu Asp Asp Leu Thr Phe
785 780 795 800
Thr Ile Thr Gln Phe Pro Thr His Gly His Ile Met Asn Gln Leu Ile
805 810 815
Asn Gly Thr Val Leu Val Glu Ser Phe Thr Leu Asp Gln Ile Ile Glu
820 825 830
Ser Ser Ser Ile Ile Tyr Glu His Asp Asp Ser Glu Thr Gln Glu Asp
835 840 845
Ser Phe Val Ile Lys Leu Thr Asp Gly Lys His Ser Val Glu Lys Thr
850 855 B&D
Vval Leu Ile Ile Val Ile Pro Val Asp Asp Glu Thr Pro Arg Met Thr
B65 870 875 880
Ile Asn Asn Gly Leu Glu Ile Glu Ile Gly Asp Thr Lys Ile Ile Asn
B85 £90 8355
Asn Lys Ile Leu Met Ala Thr Asp Leu Asp Ser Glu Asp Lys Ser Leu
300 905 810
Val Tyr Ile Ile Arg Tyr Gly Pro Gly His Gly Leu Leu Gln Arg Arg
915 920 825
Lys Pro Thr Gly Ala Phe Glu Asn Ile Thr Leu Gly Met Asn Phe Thr
930 935 940
Gln Asp Glu Val RAsp Arg Asn Leu Ile Gln Tyr Val His Leu Gly Giln
945 950 ' 955 960
Glu Gly Tle Brg Asp Leu Ile Lys Phe Asp Val Thr Asp Gly Ile Asn
965 970 975
Pro Leu Ile Asp Arg Tyr Pha Tyr Val Ser Ile Gly Ser Ile Asp Ile
980 985 9380
Val Phe Pro Asp Val Ile Ser Lys Gly Val Ser Leu Lys Glu Gly Gly
995 1000 1005
Lys Val Thr Leu Thr Thr Asp Leu Leu Ser Thr Ser Asp Leu Asn Ser
1010 1015 1020
Pro Asp Glu Asn Leu Val Phe Thr Ile Thr Arg Ala Pro Met Arg Gly
1025 1030 1035 1040
His Leu Glu Cys Thr Asp Gln Pro Gly Val Ser Ile Thr Ser Phe Thr
1045 1050 1055
Gln Leu Gln Leu Ala Gly Asn Lys Ile Tyr Tyr Ile His Thr Ala Asp
1060 1063 1070
Asp Glu Val Lys Met Asp Ser Phe Glu Phe Gln Val Thr Asp Gly Arg
107S 1080 1085
Asn Pro Val Phe Arg Thr Phe Arg Ile Ser Ile Ser Asp Val Asp Asn
1090 1085 1100
Lys Lys Pro Val Val Thr Ile His Lys Leu Val Val Ser Glu Ser Glu
1105 1110 1115 1120
Asn Lys Leu Ile Thr Pro Phe Glu Leu Thr Val Glu Asp Arg Asp Thr
1125 1130 1135
Pro Asp Lys Len Leu Lys Phe Thr Ile Thr Gln Val Pro Ile His Gly
1140 1145 1150
His TLeu Leu Phe Asn Asn Thr Arg Pro Val Met Val Phe Thr Lys Gln
1155 1160 1165
Asp Leu Asn Glu Asn Leu Ile Ser Tyr Lys His Asp Gly Thr Glu Ser
1170 1175 1180
Ser Glu Asp Ser Phe Ser Phe Thr Val Thr Asp Gly Thr His Thr Asp
1185 1180 1185 1200
Phe Tyr Val Phe Pro Asp Thr Val Phe Glu Thr Arg Arg Pro Gln Val
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1205 1210 1215
Met Lys Ile Gln Val Leu Ala Val Asp Asn Ser Val Pro Gln Ile Ala
1220 1225 1230
Val Asn Lys Gly Ala Ser Thr Leu Arg Thr Leu Ala Thr Gly His Leu
1235 1240 - 1245
Gly Phe Met Ile Thr Ser Lys Ile Leu Lys Val Glu Asp Arg Asp Ser
1250 1255 1260
Leu His Ile Ser Leu Arg Phe Ile Val Thr Glu Ala Pro Gln His Gly
1265 1270 1275 1280
Tyr Leu Leu Asn Leu Asp Lys Gly Asn His Ser Ile Thr Gln Phe Thr
1285 1290 1285
Gln Ala Asp Ile Asp Asp Met Lys Ile Cys Tyr Val Leu Arg Glu Gly
1300 1305 1310
Ala Asn Ala Thr Ser Asp Met Phe Tyr Phe Ala Val Glu Asp Gly Gly
1315 1320 1325
Lys Tyr Ser Pro Leu Leu Val Val Thr Ala Arg Arg Asp Ala Phe Leu
1330 1335 1340
Gly Cys Ser Leu Met Thr Leu Leu Gln Glu Val Phe Ile Lys
1345 1350 1355

<210> 80

<211> 3105

<212> PRT

<213> homo sapiens

<400> 80 ’
Met Ala Arg Ser Trp Leu Thr Ala Thr Ser Thr Ser Arg Pro Ala Ala
1 5 10 15
Phe Gly Arg Ala Leu Leu Ser Pro Gly Leu Ala Gly Ala Ala Gly Val
20 25 30
Pro Ala Glu Glu Ala Ile Val Leu Ala Asn Arg Gly Leu Arg Val Pro
35 40 45
Phe Gly Arg Glu Val Trp Leu Asp Pro Leu His Asp Leu Val Leu Gln
50 55 60
Val Gln Pre Gly Asp Arg Cys Ala Val Ser Val Leu Asp Asn Asp Ala
65 70 75 80
Leu Ala Gln Arg Pro Gly Arg Leu Ser Pro Lys Arg Phe Pro Cys Asp
85 80 85
Phe Gly Pro Gly Glu Val Arg Tyr Ser His Leu Gly Ala Arg Ser Pro
100 105 110
Ser Arg Asp Arg Val Arg Leu Gln Leu Arg Tyr Asp Ala Pro Gly Gly
115 120 125
Ala Val Val Leu Prc Leu Val Leu Glu Val Glu Val Val Phe Thr Gln
130 135 140 :
Leu Glu Val Val Thr Arg Asn Leu Pro Leu Val Val Glu Glu Leu Leu
145 150 155 160
Gly Thr Ser Asn Ala Leu Asp Ala Arg Ser Leu Glu Phe Ala Phe Gln
185 170 175
Pro Glu Thr Glu Glu Cys Arg Val Gly Ile Leu Ser Gly Leu Gly ala
180 185 150
Leu Pro Arg Tyr Gly Glu Leu Leu His Tyr Pro Gln Val Pro Gly Gly
19% 200 205
Ala Arg Glu Gly Gly Ala Pro Glu Thr Leu Leu Met Asp Cys Lys Ala
210 215 220
Phe Gln Glu Leu Gly Val Arg Tyr Arg His Thr Ala Ala Ser Arg Ser
225 230 235 240
Pro Asn Arg Asp Trp Ile Pro Met Val Val Glu Leu Arg Ser Arg Gly
245 250 255
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Ala
val
val
Thr
305
Leu
Val
Asp
Asp
Gly
385
Asn
Glu
Asn
Val
Ser

465
Gly

Phe
Leu
Ile
545
Leu
Leu
Gly
Trp
Gly
£25
Gln

Ile
Cys
Lys
Arg

705
Pro

Pro

Ala
290
Pro_
Ile
Ser
Leu
Gln
370
Ala
Thr
Gly
Leu
val
450
Gly
Gln
Leu
Leu
Asn
530
Leu
Leu
Leu
Leu
Gln
610
Pro
Asp
Arg
Pro
Lys
650

Ala

val
Ile
275
Met
Asp
Phe
Thr
Arg
355
Glu
Ala
Met
Gln
val
435
Ala
Ser
val
Val
Phe
515
Ala
Pro
Leu
Arg
Trp
595
Gln
His
Asn

Ile

Leu
675

Trp

Pro

Gly
260
Arg
Met
Met
Asn
Asp
340
Len
Arg
Ser
Ala
Ser
420
Ile
Gly
Ser
Val
Leu
500
Pro
Asn
Leu
Phe
Gln
580
Arg
Gln
Ser
His
His
660
Arg
Leu

vVal

Leu

Ser
Gly
Met
Leu
Len
325
Asp
Leu
Leu
Asp
Pro
405
Arg
Ser
Leu
Ala
485
Arg
Ile
Thr
Ser
Val
565
Lys
Asp
Pro
Asp
645
Pro
Met
Arg
Thr

Gly

Pro
Gly
Met
Ala
310
Thr
Arg
Lys
Phe
Pro
390
Val
Pro
Asp
Arg
Pro
470
Gln
Met
Thr
Gly
Leu
550
Leu
His
Glu
Ile
Gly
630
Pro

val

Val

Gln
710
Thr

Ala

Ala

‘Glu

295
Ala

Ser
Ser
Ile
Glu
375
Phe
Val
Leu
Glu
His
455
Lys
His
Val
Leu
Leu
535
Ser
Glu
Pro
Gly
Thr
615
Pro
Pro
Asp
Val
695

Pro

Leu

Leu
Glu
280
Val
Glu
Pro
Leu
Ala
360
Leu
Ala
Thr
Thr
Asp
440
Gly
Ser
Asp
Asp
val
520
Ala
Ser
Pro
Ala
600
Glu

val

Lys
265
Asn
AsD
Asp
Phe
Pro
345
Glu
Phe
Arg
Gly
425
Asp
His
Phe
Asp
Gly
505
Fro
Leu
Thyr
Pro
His
585
Phe

Gly

Gln
Leu
665
Glu

Leu

Leu

Arg
Thr
Gln
Ala
Gln
330
Leu
Gln
Leun
Met
Asn
410
BPro
Leu
Leu
Thr
Arg
480
Gly
Val
Ala
Asp
Phe

570
Glu

Tyr
Arg
Asp
Ser
650
Pro
Ser
Asp

Asp
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Glu
Ala
Phe
Glu
315
Pro
Ser
Pro
Glu
Val
395
Thr
Ala
Glu
Val
Val
475
Asp
Gly
Asp
Glu
Met
555
Leu
Lys
Glu
Leu
Gln
835
Gly
Pro
Gln
Thr
Thr

7135
Asp

His
Pro
vVal
300
Sexr
Gly
Ser
Pro
Val
380
Val
Gly
Gly
Ala
Ile
480
Ala
Gly
Arg
Asp
Gly
5S40
Asp
Thr
Gln
Axg
Phe
620
Phe
Leu
Glu
Leu
Asp
700
Asp

Asn

Phe
Lys
285
Len
Pro
Gln
Phe
Ser
365
val
val
Leu
Ser
val
445
Leu
Glu
Ser
His
Gln
525
Glu

Ser

Glu

Thr
605

Gln
Leu
BBS
Asp
Glu

Pro

Gln
270
Pro

Thr

350
Glu

Asp
Lys
Ile
Gly
430
Arg
Gly
Leu
Leu
Gln

510
Pro

Asp
Gly
Len
590
val
Arg
Phe
Arg
Gly
670
Pro
Arg

Asn

Ser
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val
Ser
ala
Asp

Ty
335
Gln
Asp
Leu
Pro
Leu
415
Pro
Leu
Ala
Ala
Ser
495
Val
Pro
Val
Asp
His
575

Leu

Thr

Arg
Phe
655
Ser
Leu
Glu
His

Val

Leu
Phe
Leu
Leu
320
Leu
Arg
Ser
Glu
Met
400
Gln
Glu
Ser
Ala
480
Asp
Gln
Val
Pro
Ser
560
Leu
Arg
Glu
Ser
val
640
val
Gly
Arg
Leu
Leu

720
val
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val
Arg
Gln
Thr
785
Glu
Thr
Ile
Arg
865
Ser
Val
Thr
Glu
Leu
945
Leu
Glu
Pro
Trp

Ile
1025

Thr
Pro
Phe
770
Leu
Gly
Leu
Leu
Leu
850
val
Leu
Asn
Gly
Ile
930
Met
val
Gly

Lys

Arg

His
Pro

755
Gln

VT

Phe

Glu
vVal
Thr
915
Thr
Leu
Asn
Ser
Ala

595
Ile

1010

Leu

Pro

Leu Ile Val

Ser Ala Glu

Val Ile Gln

1105

1075

1090

Phe
740
Gly
Val
Leu
Thxr
Val
820
Gln
Val
Tvyr
val
Arg
800
Leu
Ala
Thr
Gly
val
980
Asp
Gly
Val

Met

ASp
1060

725
Thr

Gln
Glu
His
Ile
805
Asn
Ala
Gly
Ala
Ser
B85
Pro
Glu
Asn
Phe
Ile
965
val
Ser

Gly

AsD

Gln
Glu
Asp
Pro
790
Gln
Asp
Pro
Gly
His
870
Asp
vVal
Ser
Val
Leu

S50
Pro

Phe

Asn

Ala
Leu
Arg
715
Val
Glu
val
Lys
Leu

855
Asn

Asp

Ile
835
Leu
Ala
Thr

Asn

Gln
Gly
760
Ala
Asp
Lys
Asp
His
840
Phe
Gly
His
Asp
Leu
920
Lys
Glu
Glu
His

Leu

1000

Ile
748
val
Gly
Asn
Gly
Thr
825
Gly
His
Asp

His

730
Asn

Ala
Asn
Gln
His
810
Asp
His
Leu
Lys

val

890

Glu
905
Asp
Gly
Asp
Glin
Thr

985
Ser

Thr Ile Gln
1015
Ser Gln Ala Pro
1030
Glu Gly Asp Lys Ser
1045
Val Asp Ser Leu Asn

1065

Val
Val
Thr
Pro
FPhe
9570
Ser
Leu
Gly

Glu

Val

His
Thr
val
Pro
795
His
val
Met
Glu
Ser
875
val
Pro
Leu
Asn
Pro
855
Thr
Gly

Ser

Val

Ile

1050

Asp

Pro Thr Ser Gly Tyr Val Glu
1080
Gly Ser Glu Lys Ser Arg Ala Gly Ile Ala
1095
Lys Asp Leu Arg Gln Gly His Ile Asn Tyr

1110

Gly Val Glu Pro Val Glu
1125
Ile Asn Phe Ser Glu Arg

1140

Asn Asp Glu Gln Pro Glu
1158
Gly Met Ser Leu Val Ile
1170
Asp Val Pro Leu Asp Asp

1185

1120

Asp Arg Phe val
1130
Gln Phe Phe Pro Ile Val Ile Ile Pxo Thr

1145

Asp
Asn
Ile

Val

His
Arg
Ala
780
Pro
Ile
Ala
Arg
Asp
B6O
Leu
Pro
Ile
Glu
Glu
940
Leu
Gln
Glu

Asp

Thr

Lys
Val
765
Pro
Glu
Leuy
His
val
845
Ile
Thr
Ile
Leun
Asn

925
Glu

Tyr
Arg
Ile

Lys

1005

Ile

1020
Ile Ser Val Gly
1035

Ile
750
Ala
Gly
Ile
Ser
Ile
B3O
Ser
Lys
Asp
Thr
Ser
210
Gly
Thr
Gly
Asp
Gly

990
Ser

Trp

Thr Ser Val

Ile Leu Cys
1070

Ile Ser Pro Ala
1085
Ser Ala Phe Asn
1100
Gln Ser Val His

1115
Phe Arg Cys Ser Asp

1150
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735
Ala

Gln
Thr
Leu
Glu
815
Ser
Gly
Gln
Ser
Leu
895
His
Ala
ASp
Glu
Ile
97%
Leu
Gln
vVal
Glu

His

Phe
Phe
Asn
800
Thr
Phe
Gln
Gly
Cys
880
Arg

Pro

Asp
Ile
9560
Leu
Leu
Glu
Thr
Gln

1040
Ile

10585

Thr

1135

Ile
Pro
Leu
Lys

1120
Gly

Met Phe Met Arg Glu Phe Met Val Met Glu
1165
Asp Thr Pro Ile Leu Asn Ala Ala Asp Ala
1175
I.eu Thr Phe Thr Ile Thr Gln Phe Pro Thr
1195

1160

64719

1180

1200
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His Gly His Ile Met Asn Gln Leu Ile Asn Gly Thr Val Leu Val Glu

Ser Phe Thr Leu
1220
His Asp Asp Ser
1235
Asp Gly Lys
1250
Val Asp Asp
1265
Glu Ile Gly

His
Glua
Asp
Ser

1390
Gly

Asp Leu Asp

Pro Gly His
1315
Asn Ile Thr Leu
1330
Leu Ile Gln Tyr
1345
Lys Phe Asp Val

Tyr Val Ser Ile
1380

Lys Gly Val Ser Leu Lys

1395

Leu Leu Ser Thr Ser Asp

1410

Thr Ile Thr Arg Ala Pro

1425

1205

Asp
Glu
Ser
Thr

Thr

1285

1225

Thr Gln Glu Asp Ser Phe Val Ile

1240

1210
Gln Ile Ile Glu Ser Ser Ser Ile

Ile
1230
Lys
1245

Val Glu Lys Thr Val Leu Ile Ile Val

1255

1260

Pro Arg Met Thr Ile Asn Asn Gly Leu

1270

Lys Ile Ile Asn Asn Lys Ile
1250

Glu Asp Lys Ser Leu Val

Leu

1305
Leu Gln Arg Arg
1329

Gly Met Asn Phe Thr

vVal

Thr

1365

Gly

1335
His Leu Gly Gln
1350
Asp Gly Ile Asn
Ser Ile Asp Ile
1385
Glu Gly Gly
1400
Leu Asn Ser
1415
Met Arg Gly
1430

Lys
Gln
Glu

Pro

1370

Val
Lys
Pro

His

Pro Gly Val Ser Ile Thr Ser Phe Thr Gln

1445

1450

Lys Ile Tyr Tyxr Ile His Thr Ala Asp Asp

14860

1465

Phe Glu Phe Gln Val Thr Asp Gly Arg Asn

1475

1480

Arg Ile Ser Ile Ser Asp Val Asp Asn Lys

1430

1455

His Lys Leu Val Val Ser Glu Ser Glu Asn

1505

1510

Glu Leu Thr Val Glu Asp Arg Asp Thr Pro

1525

1530

Thr Ile Thr Gln Val Pro Ile His Gly His

1540

Arg Pro Val Met
15535
Ser Tyr Lys His
1570

Thr Val Thr Asp
1585
Val Phe Glu Thr

Val Asp Asn Ser
1620

Leu Arg Thr Leu Ala Thr Gly His Leu Gly Phe Met

1635

Ile Leu Lys Val Glu Asp Arg Asp Ser Leu His Ile

1650

1545

Vval Phe Thr Lys Gln Asp

1580

1575

Asp Gly Thr Glu Ser Ser

Gly Thr His Thr Asp Phe

1590

Arg Arg Pro Gln Val Met

1605
Val Pro Gln Ile Ala Val Asn Lys

1625

1640

1655

1610

1275
Leu Met
Tyr Ile Ile Arg
1310
Pro Thr
1325
Asp Glu
1340

1215

Tyr

Leu

Ile

Glu

Ala

Glu

Thr

Ile
1280
Thr

1285

TyT

Gly

Gly Ala Phe Glu

Val Asp Arg Asn

Gly Ile Arg Asp Leu Ile

1355

1360

Leu Ile Asp Arg Tyr Phe

Phe Pro Asp Val
13%0

vVal Thr Leu Thr

1405
Asp Glu Asn Leu
1420
Leu Glu Cys Thr
1435

1375

Ile
Thr
val

Asp

Ser
Asp
Phe

Gln
1440

Leu Gln

Glu Val

Leu Ala Gly
1455
Lys Met Asp

Asn

Ser

1470
Phe Arg
1485
val val

Pro Val

Lys Pro
1500

Lys Leu Ile Thr

1515

Asp Lys Leu Leu

Thr
Thr
Pro

Lys

1535

Leu Leu Phe Asn Asn

1550

Leu Asn Glu Asn
1565

Glu Asp Ser Phe

1580

Tyr Val
1595

Lys Ile

Phe Pro
Gln Val

Gly Ala
1630

1645

1660

Leu

Ser

Asp

Leu

Fhe
Ile
Phe
1520
Phe
Thr
Ile
Phe
Thr

1600
Ala

1615

Ser

Thr

Ile Thr Ser Lys

Ser Leu Arg Phe

Ile Vval Thr Glu Ala Pro Gln His Gly Tyr Leu Leu Asn Leu Asp Lys
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1675 1680

Gly Asn His Ser Ile Thr Gln Phe Thr Gln Ala Asp Ile Asp Asp Met

1685

Lys Ile Cys Tyr Val

Phe Tyr Phe
1715
Asn Phe Arg
1730
Leu Val Asn
1745

Gly Tyr Leu
Thr Ala Glu

Gln Phe Asn
1755
Ser Asp Gly
1810
Glu Pro Val
1825
Ile Val Asp

Tyr Ser Val

Ser Gly Asp
1875
Gly Thr Ala
1890
Tyr Ile Ser
1305
Asp Glu Arg

Tyvr Glu Glu

Gly aArg Ile
1855
Asp Lys Asp
1970
Tyr Ser Leu
1985

1700
Ala

Leu
Glu
Gly

Lys
1780

Val
Asn
Asp
Glu

1765
Asp

Leu Arg Glu Gly
1705

Glu Asp Gly Gly

1720
Trp Ala Trp Ile
17358

Ser Lys Phe Leu

1750

Thr Ser Phe Ile

Lys Asp Phe Lys
1785

Pro Gly Gln Thr Arg Ala

1800

Glu His Glu Gln Ser Glu

1815

Leu Ala Ala Leu Glu Phe

1830

Pro Gly Asp Glu Pro Thr

1845

Glu Glu Asp Val Gly Glu

1860
val

Thr
Arg
Glu

Glu
1940

Gly Ser Glu Phe Pro Gly Ala Gln Val Thr Ile Val

Asp Gly Pro Ser Asp

Ser Gln Glu Leu Met Val
Gly Thr Val Pro Thr Ser
Pro Glu Asp His Thr Ser

Lys Leu Cys Arg Ile Val

1325

Glu Thr Phe His Val Leu Leu Sexr Met Pro Met

1865

1880

1895

1910

1845

1960
Ser
1975

1690 1685
Ala Asn Ala Thr Ser Asp Met
1710
Gly Asn Lys Leu Thr Tyr Gln
1725
Ser Phe Glu Lys Glu Tyr Tyr
17490
Asp Val Val Leu Lys Arg Arg
1755 1760
Ser Ile Gly Thr Arg Asp Arg
1770 1775
Gly Lys Ala Gln Lys Gln Val
1790
Trp Arg Val Arg Ile Leu
1805
Phe Gln Val
1820
Thr Val
1835
Phe Ile

Thr

Thr Val Leu Ser

Pro aAla Thr Val Glu
1840
Gln Ser Lys
1855
Ile Arg Arg
1870

Thr Gln Gln

Val
1850
Leu

Pro

Phe Ile Pro

val Cys Tyr

1885

Val Leu Ser Tyr Ser Asp

1900

Val Val Arg Phe Asp Lys

1515 1920

Ile Ile Asp Asp Ser Leu

1930 15835

Gly

1950

Pro
1965

Lys Phe Asn Val Ala Glu

1980

Asn

Leu Pro Phe Thr Cys
1950

Glu Ala Ala Thr Gln Gly Gly Gly
2005
Asp Lys Asp Phe Lys
2020
Phe Asn Pro Gly Gln Thr Arg Ala
2035 2040
Asp Gly Glu His Glu Gln Ser Glu
2050 2085
Pro Val Leu Ala Ala Leu Glu Phe
2065 2070
Val Asp Pro Gly Asp Ala Cys Pro
' 2085
Ser Gln Gly Leu Lys Leu Gln Ser
2100
Thr Asn Leu Leu Glu Asn Ser FPhe
2115 2120

Val Lys Lys

Phe
Arg
Gly
2025
Thr
Thr
Pro
Trp

Phe
2105

Gln Gly Ser Ile Ala Thr
1995
Ser Thr Arg Gln Val Ala
2010
Lys 2Ala Gln Lys Gln Val
2030
Trp Arg Val Arg Ile Leu
2045
Phe Gln Val Val Leu Ser
2060
Thr val Ala Thr Val Glu
29075
Gly Glu Glu Ser Asp Gln
2090
Leu Thr Lys Met Met Val
2110

2015

Ala
2000
Ala
Gln
Ser
Glu
Ile

2080
Ser

2095

Ser

Ser Arg Glu Asp Gln His Gln Glu

2125

Gln Leu Ser Arg Gln Lys Lys Trp Glu Ser Lys Thr Met Ile Ile Tyr

2130 2135

2140
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Thr Phe Ile Leu Cys Glu Thr Glu Lys Pro Cys Ile Leu Glu Leu Met
2145 2150 2155 2160
Asp Asp Val Leu Tyr Glu Glu Val Glu Glu Leu Arg Leu Val Leu Gly
2165 2170 2175
Thr Pro Gln Ser Asn Ser Pro Phe Gly Ala Ala Val Gly Glu Gln Asn
2180 2185 2180
Glu Thr Leu Ile Arg Ile Arg Asp Asp Ala Asp Lys Thr Val Ile Lys
2185 2200 2205
Phe Gly Glu Thr Lys Phe Ser Val Thr Glu Pro Lys Glu Pro Gly Glu
2210 2218 2220
Ser Val val Ile Arg Ile Pro Val Ile Arg Gln Gly Asp Thr Ser Lys
2225 2230 2235 2240
Val Ser Ile Val Arg Val His Thr Lys Asp Gly Sexr Ala Thr Ser Gly
2245 2250 2255
Glu Asp Tyr His Pro Val Ser Glu Glu Ile Glu Phe Lys Glu Gly Glu
2260 2265 2270
Thr Gln His val %al Glu Ile Glu Val Thr Phe Asp Gly Val Arg Glu
2275 2280 2285
Met Arg Glu Ala Phe Thr Val His Leu Lys Pro Asp Glu Asn Met Ile
2290 2295 2300
Ala Glu Met Gln Leu Ser Asn Phe Glu Leu Thr Leu Ser Pro Asp Gly
2305 2310 2315 2320
Thr Arg Val Gly Asn His Lys Cys Ser Asn Leu Leu Asp Tyr Thr Glu
2325 2330 2335
vVal Lys Thr His Tyr Gly Phe Leu Thr Asp ala Thr Lys Asa Pro Glu
2340 2345 2350
Ile Ile Gly Glu Thr Tyr Pro Tyr Gln Tyr Ser Leu Ser Ile Arg Gly
‘ 2355 2360 2365
Ser Thr Thr Leu Arg Phe Tyr Arg Asn Leu Asn Leu Glu Ala Cys Leu
2370 2375 2380
Trp Glu Phe Val Ser Tyr Tyr Asp Met Ser Glu Leu Leu Ala Asp Cys
2385 2390 2385 2400
Arg Ser Val Leu Asn Ala Ser Ile Phe His Glu Met Ala Pro Glu Gly
2405 2410 2415
Lys Gln Ser Lys Cys Leu Val Asn Ser Thr Leu Tyr Ser Ile Leu Glu
2420 2425 2430
Cys His Glu Ser Leu Pro Asn Phe Cys Ile Ser Ala Leu Arg Met Gly
2435 2440 2445
Liys Trp Arg Lys Ile Lys Ser Lys Pro Ser Ala Gln Thr Pro Cys Ala
2450 2455 2460
Gln Arg Leu Arg Gly Phe Ile Asp His Pro Arg Lys Gln Pro Leu Gln
2465 2470 2475 2480
Gln Ala Ser Ala Asp Pro Gly Met Leu Pro Val Ile Ser Thr Arg Glu
2485 2490 2495
Leu Ser aAsn Phe Glu Leu Thr Leu Ser Pro Asp Gly Thr Arg Val Gly
2500 2508 2510
Asn His Lys Cys Ser Asn Leu Leu Asp Tyr Thr Glu Val Lys Thr His
2515 2520 2525
Tyr Gly Phe Leu Thr Asp Ala Thr Lys Asn Pro Glu Ile Ile Gly Glu
2530 253% 2540
Thr Tyxr Pro Tyr Gln Tyr Ser Leu Ser Ile Arg Gly Ser Thr Thr Leu
2545 2550 2555 2560
Arg Phe Tyr Arg Asn Leu Asn Leu Glu Ala Cys Leu Trp Glu Fhe Val
2565 2570 2575
Ser Tyr Tyr Asp Met Ser Glu Leu Leu Ala Asp Cys Gly Gly Thr Ile
2580 2585 2590
Gly Thr Asp Gly Gln Val Leu Asn Leu Val Gln Ser Tyr Val Thr Leu
2535 2600 2605
Aryg Val Pro Leu Tyr Val Ser Tyr Val Phe His Ser Pro val Gly Val

6719
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2610 2615 2620
Gly Gly Trp Gln His Phe Asp Leu Lys Ser Glu Leu Arg Leu Thr Phe
2625 2630 2635 2640
Val Tyr Asp Thr Ala Ile Leu Trp Asn Asp Gly Ile Gly Ser Pro Pro
2645 2650 2655
Glu Ala Glu Leu Gln Gly Ser Leu Tyr Pro Thr Ser Met Arg Ile Gly
2660 2665 2670
Asp Glu Gly Arg Leu Ala Val His Phe Lys Thr Glu Ala Gin Phe His
_ 2675 2680 2685
Gly Leu Phe Val Leu Ser His Pro Ala Ser Phe Thr Ser Ser Val Ile
2690 2695 2700
Met Ser Ala Asp His Pro Gly Leu Thr Phe Ser Leu Arg Leu Ile Arg
2705 2710 2715 2720
Ser Glu Pro Thr Tyr Asn Gln Pro Val Gln Gln Trp Ser Phe Val Ser
2725 2730 2735
Rsp Phe Ala Val Arg Asp Tyr Ser Gly Thr Tyr Thr Val Lys Leu Val
2740 2745 2750
Pro Cys Thr ala Pro Ser His Gln Glu Tyr Arg Leu Pro Val Thr Cys
2755 2760 2765
Asn Pro Arg Glu Pro Val Thr Phe Asp Leu Asp Ile Arg Phe Gln Gln
2770 2775 2780
Val Ser Asp Pro Val Ala Ala Glu Phe Ser Leu Asn Thr Gln Met Tyr
2785 2790 2795 2800
Leu Leu Ser Lys Lys Ser Leu Trp Leu Ser Asp Gly Ser Met Gly Phe
2805 2810 2815
Gly Gln Glu Ser Asp Val Ala Phe Ala Glu Gly Asp Ile Ile Tyr Gly
2820 2825 2830
Arg Val Met Val Asp Pre Val Gln Asn Leu Gly Asp Ser Phe Tyr Cys
2835 2840 2845
Ser Ile Glu Lys Val Phe Leu Cys Thr Gly Ala Asp Gly Tyr Val Pro
2850 2855 2860
Lys Tyr Ser Pro Met Asn Ala Glu Tyr Gly Cys Leu Ala Asp Ser Pro
2865 2870 2875 2880
Ser Leu Leu Tyr Arg Phe Lys Ile Val Asp Lys Ala GIn Pro Glu Thr
2885 2890 2885
Gln Ala Thr Ser Phe Gly Asn Val Leu Phe Asn Ala Lys Leu Ala Val
2900 2905 2910
Asp Asp Pro Glu Ala Ile Leu Leu Val Asn Gln Pro Gly Ser Asp Gly
2915 2820 2925
Phe Lys Val Asp Ser Thr Pro Leu Phe Gln Val Ala Leu Gly Arg Glu
2930 2935 2940
Trp Tyr Ile His Thr Ile Tyr Thr Val Arg Ser Lys Asp Asn Ala Asn
2945 2950 2955 2960
Arg Gly Ile Gly Lys Arg Ser Val Glu Tyr His Ser Leu Val Ser Gln
2965 2970 2975
Gly Lys Pro Gln Ser Thr Thr Lys Ser Arg Lys Lys Arg Glu Ile Arg
2980 2985 2980
Ser Thr Pro Ser Leu Ala Trp Glu Ile Gly Ala Glu Asn Ser Arg Gly
2955 3000 3005
Thr Asn Ile Gln His Ile Ala Leu Asp Arg Thr Lys Arg Gln Ile Pro
3010 3015 3020
His Gly Arg Ala Pro Pro 2sp Gly Ile Leu Pro Trp Glu Leu Asn Ser
3025 3030 3035 3040
Pro Ser Ser Ala val Ser Leu Val Thr Val Val Gly Gly Thr Thr Val
30435 3050 3055
Gly Leu Leu Thr Ile Cys Leu Thr Val Ile aAla Val Leu Met Cys Arg
3060 3065 3070
Gly Lys Glu Ser Phe Arg Gly Lys Asp Ala Pro Lys Gly Ser Ser Ser
3075 3080 3085

68/79




WO 62122802

- 4 MAR 7005

PCT/US01/28462

Ser Glu Pro Met Val Pro Pro Gln Ser His His Asn Asp Ser Ser Glu
3080

Val

3105

<210>
<21il>
<212>
<213>

81

457
PRT
homo sapiens

<400> 81

Met
1
Pro
Ser
Val
Gly
65
Leu
Pro
Asp
Leu
Ala
145
Gly
Leu
Thr
Ser
His

.2258
Leu

Leu
305
val
His

Ala

Cys

Gly
Ser
Gly
Glu
50

Met
Gly
Ala
Gly
Gly
130
Arg
Leu
Leu
Leu
Glu
210
Val
Gly
Glu
Arg
Glua
230
Thr
Ser
Ile

Ala

Leu

Cys
Trp
Ala
35

Val
Ala
Gly
Glu
His
115

Ser

Ile

Leu
Ala
195
Pro
Arg
Thr
Gly
Ile
275
Arg

Glu

Leu

Lys
355
Gln

Ser
Ala
20

Val
Gln
Val
Leu
Asp

100
Ile

Cys
T™hr
Pro
val
180
Asp

Ser

Leu

Glu
260
Leu
Gln
Ala

Leu

Gly
340
Ala

Pro

Gly
5
Trp
Trp
Met
Txp
Ala
85
Thr

Pro

His

Sexr
165
PYro
Asp
Pro
Ala
Glu
245

Gln
Trp
Gly
Pro
3258
Leu

Pro

Gly

Ala

Ser
Arg
70

Ser
Gln
Ser
Trp
Trp
150
Asp
Gly
His
Glu
Arg
230
Asp
Leu
Ala
Lys=
Asp
310
Val
Leu
Arg

Ile

3095

Trp
Lys
Arg
Val
55

Thr
Trp
Asp
Glu
Asp
135
Gly
Pro
Gly
Asp
val
215
Gln
val
Phe
Leu
Lys
295
Ala
Gly
Gln

Pro

Phe

Gly
Met

Ala
40

Thr

Asp
Ser
Gln
120
Phe
Gln
Gly
Phe
Val
200

Pro

Leu

Asp
Arg
280
Gln
Ala
Ile
Glu
Pro

360
Leu

Leu
Arg
Ser
Gly
Gly
Gly
Pro
105
Pro
Arg
Arg
Glu
Fhe
185
Leu
Pro
Glu
Pro
Leu
285
Gly
Leu
Val
Glu
Glu
345
Gly

Phe

Ser Cys
Thr Pro
val Pro
Leu Gly

Arg Gly
75

Ile Gly

90

Ala Ile

Gly Asp
Asn Arg

Leu Arg
155
Phe Cys
170
Gly val

Ser Phe
Gln Pro
Gly Leu
235
Liys Ser
250
Glu Glu
Leu Ser
Gly Pro
Arg Met
315
His His
330
Leu Arg

Gin Pro

Tyr Leu
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aloo0

Pro
Ser
Phe
Arg
His
Ile
Arg
Gly
Pro
140
Met
Val
Ser
Leu
Phe
220
Txp

Asp

Lvs
Gln
300
Ala
Fhe
Gly

Pro

Leu

Met
Ser
45

Arg
val
Phe
vVal
Ala
125
His
Ser
Asp
Ala
Thr
205
Leu
Ala
Ser
Leu
Gln
285
Ala
Ala
Leu
Pro
Arg

365
Ile

Pro
Arg
30

Ala
Gly
Gly
Phe
Leu
110
Ser
Pro
Leu
vVal
Ala
130
Fhe
Glu
Arg
Glu
Gly
270
Leu
Lys
Glu
Glu
Ala
350
Ala

Gln

Gln
15
Asn

Trp
Ala
Ser
AsD
Ala
Gln
Phe
Asn
Gly
175
Thr
Ser
Met
Leu
Ala
255
Arg

Ala

Pro

Leu
335
Lys

Ser

Thr

Glu
Gln
Val
80

Ser
Ser
Gly
Arg
Ser
160
Pro
Gly
Leu
Gln
Gly
240
Gln
His
Gln
Gly
Gln
320
AsSD
Ala

Ser

val
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Gly
388
Lys
Asn

Lys

<210>
<321l>
<212>
<213>

370
Phe

Thr
Leu
Ser

Gln
450

Phe Gly Tyr

Met

Thr

Ala

Gly
420

Phe
405
Sar

Ala Ala Glu

435

Lys Gln Leu

82

526
ERT
homo sapiens

<4Q0> 82
Met Pro Ala

1
Leu

Phe
Ala

Glu
&5

Trp
Met
Trp
Ala
Thr
145

Pro

His

Glu

Arg
305

Leun
Glu
Gly
S0

Glu
Serx
Arg
Tyr

Sar
130
Gln
Ser

Trp

Asp
210
Gly

Glu

‘Arg

Asp
290
Leu

Asp

Tyr
35

Ile
Val
Arg
Val

Thr
115

Trp
Asp
Glu
Asp
Gly
185
Pro
Gly
Asp
Vval
Gln
275
Val

Phe

Val
Pro
20

Lys
Pro
Arg
Ala
100
Arg
Asp
Ser
Gln
Phe
180
Gln
Gly
Phe
val
Pro

260
Leu

Asp

Ser
His
Leu
Phe
Leu
Ser
85

Gly
Gly
Gly
Pro
Pro
165
Arg
Arg
Glu
Phe
Leu
245
Pro
Glu

Pro

Leu

Val
390
Met
Leu

ala

Val

Gly
Ser
Ser
Trp
70

Val
Leu
Arg
Ile
Ala
150
Gly
Asn
Leu
Phe
Gly
230
Ser
Gln
Gly
Lys

Gluy
310

375
His

val
Gly
Gln

Glu
455

Pro
Pro
Phe
Ser
55

Pro
Pro
Gly
Gly
Gly
135
Ile
Asp
Arg
Arg
Cys
215
Val
Phe
Pro
Leu
Ser

295
Glu

Phe
Lys
Gly
Gly

440
Glu

Gly
Glu
Lys
40

His
Ser
Phe
Arg
His
120
Ile
Arg
Gly
Pro
Met
200
Val
Ser
Leu
Phe
Trp
280
Asp

Thr

Arg

Gly
425
Met

Lys

Pro
Thr
25

Gly
His
Met
Ser
Arg
105
Val
Phe
val
Ala
His
185
Serxr

Asp

Ala

Leu
265
Ala
Ser

Leu

Arg
Met
410
Glu

Ser

Leu
1c

Gly
Pro
Gly
Arg
Ala
90

Gly
Gly
Phe
Leu
Ser
170
Pro
Leu
val
Ala
Phe
250
Glu
Arg

Glu

Gly
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Pro
395
Val
Asp

Arg

Phe
Cys
Arg
Asp

Asn
75

Trp
ala
Sexr
AsSp
aAla
155
Gln
Phe
Asn
Gly
Thr
235
Ser
Met
Leu

Ala

Arg
315

380
Val

Gly
Lys

Glu

Cys
Pro
Len
Ala
60

Arg
Glu
Gln
val
Ser
140
Ser
Gly
Arg
Ser
Pro
220
Gly
Leu
Gln
Gly
Gln

300
Hig

Pro
Gly
Gly

Glu
445

Leu
Pro
Ala
45

Ile
Ser
Val
Gly
Leu
125
Pro
Asp
Leu
Ala
Gly

205
Leu

Ser
His
Leu
285
Gly

Arg

Arg
Gln

Asp
430

Leu
Leu
30

Leu
Leu
Gly
Glu
Met
110
Gly
Ala
Gly
Gly
Arg
190
Leu
Leu
Leu
Glu
Val
270
Gly
Glu

Arg
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Pro
Leu
415
Gly

Glu

Leu
15

Arg
Pro
Gly
aAla
val
g5

Ala
Gly
Glu
His
Serxr
175
Ile
Thr
Leu
Ala
Pro
255
Arg
Thr
Gly

Ile

Ala
400
Lys
Asp

Glu

Lieu
Arg
Gly
Leu
Val
80

Gln
Val
Leu

Asp

Ile
160

Cys
Thr
Pro
Val
Asp
240

Ser

Leu

Glu

Leu
320
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Gln Ala Leu Arg Gly Leu Ser Lys Gln Leu Ala Gln Ala Glu Arg Gln
325 330 335
Trp Lys Lys Gln Leu Gly Pro Pro Gly Gln Ala Arg Pro Asp Gly Gly
340 345 350
Trp Ala Leu Asp Ala Ser Cys Gln Ile Pro Ser Thr Pro Gly Arg Gly
355 360 365
Gly His Leu Ser Met Ser Leu Asn Lys Asp Ser Ala Lys Val Gly Ala
370 375 380
Leu Leu His Gly Gln Trp Thr Leu Leu Gln Ala Leu Gln Glu Met Arg
385 330 395 400
Asp Ala Ala Val Arg Met Ala Ala Glu Ala Gln Val Ser Tyr Leu Pro
40% 410 415
Val Gly Ile Glu His His Phe Leu Glu Leu Asp His Ile Leu Gly Leu
420 425 430
Leu Gln Glu Glu Leu Arg Gly Pro Ala Lys Ala Ala Ala Lys Ala Pro
435 440 445
Arg Pro Pro Gly Gln Pro Pro Arg Ala Ser Ser Cys Leu Gln Pro Gly
450 455 460
Ile Phe Leu Phe Tyr Leu Leu Ile Gln Thr Val Gly Phe Phe Gly Tyr
465 470 475 480
Val His Phe Arg Gln Glu Leu Asn Lys Ser Leu Gln Glu Cys Leu Ser
485 490 495
Thr Gly Ser Leu Pro Leu Gly Pro Ala Pro His Thr Pro Arg Ala Leu
500 505 510
Gly Ile Leu Arg Arg Gln Pro Leu Pro Ala Ser Met Pro Ala
515 520 525

<210> 83

<211> 904

<212> PRT

<213> homo sapiens

<400> B3
Met Leu Leu Ala Leu Cys Ser Ser Leu Ala Leu Ile Fhe Ala Ala Pro
1 5 10 15

Val Ser Gly Gln Leu Glu His Ser Gly Asn Tyr Tyr Cys Thr Ala Asp
20 25 30

Asn Gly Phe Gly Pro Gln His Ser Glu Val Val Ser Leu Ser Val Thr

35 4 40 45
Val Pro Val Ser His Pro Val Leu Thr Leu Ser Ser Ala Glu Ala Leu
50 55 &0

Thr Phe Glu Gly Ala Thr Val Thr Leu His Ser Ser Leu Ile Leu Gln

65 70 75 BD

Ala Pro Leu Ser Val Phe Glu Gly Asap Phe Val Val Leu Arg Cys Arg

B5 80 85

Ala Lys Ala Glu Val Thr Leu Asn Thr Met Tyr Lys Asn Gly Asn Val
106 105 110

Leu Thr Phe Leu Asn Lys Ser Ser Asp Phe His Ile His His Ala Ser

115 120 125
Leu Lys Asp Asn Gly Ala Tyr His Phe Thr Gly Phe Asn Gly Ser Asn
130 135 140

Phe Ser Val Ser Ser Asn Ile Val Lys Ile Gln Val Gln Glu His Leu

145 150 155 160

Leu Pro Gln Trp Phe Leu Lys Ala Pro Asp Pro Thr Val Ala Leu Ser

165 170 175

Glu Ile Phe Ser Val Asn Arg Gly Pro Leu Leu Thr Gly Thr Gly Ser
180 185 130

Arg Val Met Thy Pro Trp Ile Tyr Phe Pro Thr Glu Asp Trp Asn Phe

71179
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Thr
Pro
225
Gln

His

Asn
Gly
30%
Gln
Glu
Glu
Ala
Asp
385
Lys
Ser
Gln
Pro
Pro

465
ATg

Pro
Ala
Gly
545
Thr

Ser

Pro

Ile
625
Ser

Leu
210
Arg
Glh

Leu

Glu
290
Gln
Asp
Met
His
Tyr
370
Asn
Leu
Phe
Leu
Cys
450
vVal
Val
Thr
Gly
Arg
53¢
Glu

Pro

Phe

Arg
610
Leu
Ser

Asp

18%
Ile

Ala
Lys
Ser
Met
275
Ser
Glu
Ile
Phe
Met
355
Ala
Leu
Cys
Leu
Ser
435
Ile

Ile

Trp
Asn
815
Gly
Lvs
Met
Ile
Ser
595
Lys
Ser

Asn

val

Pro
Pro
Gly
Leu
260
Glu
Arg
Ala
Phe
His
340
Sexr
Asp
Ser
Pro
Arg
420
Phe
Gln

Ser

Leu

500

Ser
Glu
Ser
Ala
580
Val
Glu
Ile
Asn

Phe
650

Ile

Trp
Asn
245
Ile
Leu
Ser
Asp
Ile
325
Gln
Val
Gly
Pro
Phe
405
Ala
Pro
Val
Val
485
His
Leu
Pro
Asp
565
Pro
Phe
Lys
Ser
Asn

645
Arg

Glu
230
Pro

Gly

Gln
310
val
Trp
Trp
Ser
380
Leu
Lys
Pro
Leu
His
470
Arg
Glu
Arg
Cys
550
Lys
Ala
Glu
Leu
Asn
630

Gly

Ser

val
215
val
Asp
Leu
Glu
His
295
Lys

Ile

Leu
375
Thr
Ala
Lys
Val
Pro
455
Pro
Asn
His
Val
Ser
535
Val
Arg
Leu
Gly
Thr
615
Lys
Asn

Asn

200
Asp

Gly
Leu
Phe
Lys
280
Trp
Leu
Arg
Arg
Leu
360
Phe
Gln
Ile
Ser
Glu
440
Arg

Pro

Gly

Arg
520
Asn
Ser
Ser
Arg
Asp
600
Ala

Ser

Phe

Asp
Ser

Leu

Cys
265
Lys
Phe
Trp
Gln
Arg
345
Arg
Thr
Ser
Gly
Leu
425
Asp
Asn
Trp

Phe

Tzp
505
Glu
Pro
Asp
Ser
Leun
585
Thr
val
Trp
Arg

Lys
665

7279

Ala
Leu
Met
250
Asn
Asp
Gln
Phe
Gly
330
Pro
Val
Leu
Gin
Pro
410
val

Leu

Ile

Gln
430
Gly
Ser
Val
Lys
Cys
570
AsSD
Leu
Lys
Asp
Cys

650
Tla

cys
Thx
235
Gly
Met
Ala
Lys
Pro
315
Glu
Ala
Asn
Phe
Thr
385
Pro
Ala
Leu
ala
475
Phe
Glu
Gly
Arg
Asn
555
Ser

Ser

val

Leu
635
Ile

Tle

Lys
220
Pro
Pro
Ala
Leu
Phe
300
Pro
Ser
Gly
Ser
Gln
380
His

Ala

Pro
Ala

460
Phe

Lys
Leu
Leu
540
Pro
Ser
Leu
Leu
Thr
620
Leu

Gly

Iivs

205
Arg

Gly
Phe
Gly
Phe
285
Ser
Gly
Cys
Gly
Ser
365
Leu
Glu
His
Ile
Lys
445
Ala
Fhe
Ala
Len
525
Leu
Als
Leu
Ile
Arg
605
Trp

Ile

Tle

Pro
Lys
Asp
Sexr
270
val
Leu
Leu
Leu
val
350
Gly
Gln
Gly
Ser
Lys
4390
Ser
Ala
Lys
Thr
Thr
510

Arg

Phe

Ser
Leu

530
Cys

Pro
Gly

Gln
670

Cys
Ser
val
255
Leu
Thr
Ala
Met
val
335
Pro
Leu
Ser
His
Arg
415
Gly
Gln
His
Gly
Glu

485
Leu

Cys
Ser
Asn
Ala
575
Gln
His
Gly
Gln
Asp

655
Gly

Ala
Phe
240
Leu
Phe
Gly
Gly
Ser
320
Ile
val
Phe
val
Glu
400
Gly
Asn
Trp
Lys
Glu
480
Lys
Thr
Gln
Ser
His

560

Ala

Asn
aAla
640
Glu

Ile
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Pro
Val
Gly
705
Gly
Ile
Tyr
Pro
Leu
785

Ile

. Lys

Cly
865
Val

Ile

<210>
<211>
«212>
<213>

val
Glu
B8S0
Asp
Arg
Arg
Gly
Gly
770
Ser
Arg
Gln
Asn
Ala
850
Ala
Tvyr

Ser

Ser
&§75
Gly
Thr
Lys
Gln
Pro
75%
Asn
Ala
Lys
Thr
Gln
835
Cys
Asn

Ser

Ser

84

515
PRT
homo sapiens

<400> 84

Met
1
Ser
Thr
Phe
Glu

65
Gly

val
Glu

Ile
145

Leu
Ala
Phe
50

Lys
Leu
Leu
Fhe
Lys
130

Ser

Agn

Leun
Ala
Phe
35

Alza

Leu

Leu

Glu

11s.

Leu

Gly

Gly
Glu
Thr
Thr
Ser
740
Val
Arg
Leu
Ser
820

Glu

Ile

Glu

Lys
500

Trp
Ala
20

Lys
Thr
Thr
Arg
Phe

100
Gly

Lys

Asn

val
Met
Phe
Gln
725
His
Gln
Asp
Leu
Val
805
Gin
Leu
Trp
Ser
Val

885
Asp

Ala
5
His
Gly
Glu

Leu

Cys
85

Sex
Asp
Ala

Ser

Leu
Leu
Ser
710
Arg
Ala
Ser
Gly
Leu
790
His
Leu
Glu
Ser
Arg
B70
Lys

Glu

Ser
Lys
Glu
Lys
Thr
70

Gln

Ser

val

150

Leu

val
605
Trp

Ser
Gly
Met
Leu
775
Ala
Pro
Gly
Leu
855
Thr

Thr

Glu

Leu
Pro
Arg
Thy
55

Pro
Ala
Asp
Leu
Lys
135
Asp

Cys

Glu
680
Leu

Leu
Gly
val
760
val
val
Lys
Glu
val
B840
Leu
Lau

Gln

Ser

Leu
val
val
40

Thr
Gly
Arg
Ser
val
120

Leu

Ile

Thr
Val
Arg
Arg
T45
Leu
Ala
Ala
Lys
Glu
825
Asn
Met
Leu

His

Ala
Ile

25
Thr

Trp
Asn
Gly
Leu

105
Leu

Leu

Gly

73179

Cys
Glu
ala
730
Asn
Ala
Leu
Gly

810
Glu

Glu

Pro
890

Phe
10
Ser

Leu

Ser
90

Ile
Arg
Trp

Ile

Pro
Ser
Asp

715
Glu

Cys
Val
Gly
Leu
795
Asp
Glu
Gly
Thr
Asp

875
Asp

Ala
val
Thr
His
Leu
15

Pro
Leu
Cys
Asn
Pro

185
Gly

Ser
Val
700
Met
Leu
Thr
Thx
Ala
780
Phe
Leu
Gly

Glu

Cys
860
Lys

Asn

Pro
His
Ccys
ATg
60

Glu
Arg
Gln
His
Gly
140

Gln

Asp

Gly
685
Ala
Gln
Glu
Ala
val
765
Thr
His
val
Asn
Ser
g45
Gln

Asp

Ser

Val
Pro
Asn
45

His
val
Ser
Ala
Arg
125
Asn
Ala

Glu

Gly
Glu
Gilu
Leu
Asp
750
Arg
Gly
Cys
Tyr
His
830
Phe
Thr

Val

Ala

Cys
Pro

30
Gly

Arg
Asn
Pro
110
Arg
Ile

Ser

Asn

Gln
Gly
Ser
Pro
735
Asn
Glu
Gly
Trp
Ser
815
Gly
Ser
Ile

Ser

Gly
895

Gly
15
Trp

Phe

Glu
Pro
85

Arg
Leu
Ser

Asp

Ala
Thr
Leu
720
Ala
Ser
Thr
Leu
Arg
800
Glu
Asn
His
Gly
Vval

880
Lys

Gln

Gln
Gly
Ser
80

val
Ser
Lys
Ser
Asn

160
val
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Phe
Bro
Asn
Leu
225
Ser
Gly
His
val
Met
305
Phe
Gln
His
Gln
Asp
385
Leu
Gly
Pro
Ser
Glu
465
Lys

Glu

Arg
Glu
Leu
210
His
Thr
Ser
Ser
Leu
290
Leu
Ser
Arg
Ala
Ser
370
Gly
Leun
Val
Gly
Leu

450
Ile

Glu

<210> 85
<211> 83

<212>
<213>

<400> 85
Asx Met Ala Val Gly Gly Gly

1

Ser
Leu
195
Ser

Phe

Pro
275
Leu
Val
Trp
Ser
Gly
355
Met
Leu
Ala
Gly
Glu
435
Gln
Leu

Gln

Ser
515

1

PRT
home sapiens

Asn
180
Lys
Cys

Asn

Pro

Txp
260
Ser
Glu
Leu
His
Len
340
Gly
Val
Val
Val
Phe
420
Ser
vVal
Thr

Leu

His
500

165
Phe

Als
Glu
Phe

Glu
245
Cys

Leu
Thr
val
Arg

325
Arg

Leu
Ala
Ala
405
Leu

Sex

Asp

Glu
485
Pro

5

Lys
Thr
Thy
Phe
230
Leu
Gly
Gln

Gln

Cys
310
Glu

Ala

Asn
Ala
390
Len
Gly
His
val
Gln
470
Asp

Asp

Ile
Asp
Gln
215
Arg
Gln
Ala
Ile
Pro
285
Ser
AsSp
Glu
Cys
Val
375
Gly
Leu
Asp
Ser
His
455

Leu

Lys

Ala Arg Ser Ser Gln Val Pro

20

Gly Asp Glu Cys Gly Ile Ala

35

Ile Lys
185

Ser Gln

200

Leu Pro

Asp Gly
Leu Pro

Glu Thr
265

His Val

280

Ser Gly

Vval Ala
Met Gln
Leu Glu
345
Thr Ala
360
Thr val
Ala Thr
Phe His
Glu Thr
425
Ile Cys
440
Pro Lys
Gly Glu
Asp Val

Ser Ala
505

His Lys

170
Ile

Pro
Pro
Glu
Thr
250
val
Gln
Gly
Glu
Glu
330

Leu

Asp

Gly
Cys
410
Pro
Lys
Glu
Ser

490
Gly

Gln
Thr
Glu
Val
235
Val
Arg
Arg
Gln
Gly
315
Ser
Pro
Asn
Glu
Gly
i85
Trp
Leu
Ala
Gly
Glu
475
vVal

Lys

Glu
Glu
Arg

220
Ile

Trp
Gly
Ile

Ala
300

m

Leu
Ala
Ser
Thr
380
Leu
Arg
Pro
Gln
Asp
460
Glu
val

Ile

Gly Vval Arg

10

Thr Cys Cys Ala Gly

25

Val Cys Glu Gly Asn

40

74/79

Leu
Gly
205
Ser
Leu
Arg
Asn
Pro
285
val
Gly
Gly
Ile
365

Pro

Leu

Pro
Val
445
Leu

Ala

Ser

Cys

Trp

Phe
190
Asn
Asp
Ser
Glu
Ile
270
Val
Glu
Asp
Arg
Arg
350
Gly
Gly
Ser
Arg
Ala
430
Glu
vVal
Asn

Ser

Ser
510

Pro

175
Pro

Ser
T™hr
Asp
Asn
255
His
Ser
Gly
Thr
Lys
335
Gln
Pro
Asn
Ala
Lys
41%

Pro

Leu

Thr

Glu
495
Lys

Pro
15

His
Val
Pro

Txp
240
Ser
Lys
Gly

Glu

320

Ser
val
Arg
Leu
400
Ser
Gly
Gln
Ser
Ser
480
val

Asp

Ser

Arg Gln Gln

30

Ser Thr Cys Ser

45
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Glu Asn Glu

Tyr
&5
Pro

Asp

Gly

Ala
145
Cys

Ala

225
Leu

Thr
Thr
Ser

305
Glu

Cys
Leu
Pro
Asp
3gs
Leu
Pro
Lys
Leu
465
Ala

Pro

Phe

50
Phe

Asp
val
Glu

Ala
130

Cys
Leu
Cys
Glu
Gly
210
Arg
Gly
Val
Lys
His
290
Gly

Thr

Cys
Gly
370
Thr
Lys

Leu

Ala
450
Pro

Ser

Ser

Gly
Cys
Thr
His
115
Cys
T™vr
Cys
Asn
Arg
185
Arg
Gly
Cys

Ala

Cys
275
Arg
Lys
Lys
Asp

Ser

355

Leu

Gly
Leu
Aryg
435
Pro
Arg
His
Gly

Sear

val
Ala
Lys
Gly
100
Ala

Arg

Cys

Ser
180
Thr
Cys
Lys
Arg
Glu
260
Asp

Cys

cys
Cys
340
Pro
His
Asp
val
Ser
420
Arg
His
Ile
Asp
Leu

500
FPhe

cys
Asn
Glu

8S
Gln

Cys
Cys
Sexr
Ala
165
Ser

Phe

His

Arg
245
Gly
Gln
Pro
Thr
Ser
325
Gly
Gly
Gly
Pro
Met
405

Leu

Pro

Pro
Leu
485
Glu

Asp

Val

Cys
70
Leu

Cys
Gln
Glu
Ala
150
Gly
Pro
Gly

Pro

Cys
230
Arg
Arg
Pro
Pro
Arqg
310
Asn
Ser
Val
Ala
Val
390
Gly
Leu
Arg
Leu
Leu
470
Asp

Gln

Arg
55

Asp
Cys
Thr
Cys
Ser

135
Thr

Trp

Ala
val
215
Arg

Cvs

Cys

Cys
295
Cys
Gly
Gly
His
Asp
375
Thr
Ala
Gly

Pro

Cys
455
Arg
Asn

Pro

Thr

Pro
Thr
Ser
Cys
Gln
120
Gly
Ser
Trp
Glu
Arg
200
Asp
Glu
Gly
Leu
Ala
280
Arg

Asn

Hisg
Gly
360
Cys
Gly
Gly
Cys
Arg
440
Gly

Arg

Ser

Asp

Gly
Lys
Cys
His

105
His

Trp
Arg
Gly

Gln
185

Cys
Gly
Pro
Gln
Thr
265
Thr
Asp
Ala
Tyr
Cys
345
Pro
Ala
Ala
Ala
Cys
42%
Arg
Ary
Gln
Leu
Pro

S05
Glu

75479

Glu
Cys
His
S0

Ala
Gly
Trp
Cvs
Arg
170
Gln
Asp
Thr
Cys
Cys
250
Cys
Gly
Gly
Gly
Gly
330
Asp
His
Gln

Cys

Leu

410
Cys

Glu
Fhe
Lys
Asn
4390

Ser

Gly

Cys

Arg

- 60

Pro
75

Pro
Arg
Thr
Gly
Asp
155
Ser

Ser

Arg

Pro
235
Lys
Glu
Phe
His
Trp
315
Glu
Fhe
Cys
Ala
His
395
Leu
Ala
Leu

Ser

Leu
475
Cys

Trp

Pro

Arg
His
Arg
Cys
Ala

140
Pro

Cys

Gly

Ala
220
Ala
Gly

Pro

Ala
300
Ile
Asp
Gln

Asn

Cys
380
Leu
val
Cys
Ser
Arg
450
Pro
Ser

Ser

val

Cvs
Gln
Gly
Trp
His
i25
Gln
Gln
Asn
Arg
Cys
205
Cys
Gly
Gln
Gly
Gly
285
Cys
Gly
Cys
Sexr
val
365
Ser
Glu
Leu
Arg
Leu
445
Ile
Lys

Phe

Ser

Tyr

Arg
Phe
Gin
Gly

114
Pro

Cys
Thr
Asn

Cys
150
Gln
Glu
Phe
Gln
Trp
270
Glu
Asn
Asp
Ala
Gly

350
™r

Cys
Thr
Leu
Gly
430
Gly
Ser
val
Leu
Arg

510
Cys

His
Trp
Cys
95

Ala
Arg
Ala
Gly
Gln

175
Gln

Cys

Pro

Pro
255
Asn
Gly

His

Phe
335

Val
415
Lys
Arg
Met
val
Glu
495
Ala

val

Gly
Gly
80

Glu
Arg
Ser
Ser
Ala
160
Cys
Cys
Phe
Gly
Gly
240
Cys

Gly

Val
Cys

320
val

Pro
Glu
Gln
400
Cys
Asp
Lys
Lys
Val
480
Pro

Ser

Pro
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515
His Glu Glu
530
Pro Ala Glu
545
Ser Ala Glu

Ser Ala Ser

Ala Arg Arg
595
Leu Ser Leu
610
Pro Ala Thr
625
Ala Ala Ala

Ala Pro Ser

His Thr Val
675
Pro Pro Gly
690
Pro Arg Ala
705

Ala Asp Val

Leu Gly Ala
755
Lys Arg Ser
770
Glu Thr Pro
785
Thr Pro Arg

Arg Glu Ala

<210> 86
<211> 871
<212> PRT

Ala
Ala
Glu
Ser
580
Gln
Ser
Lys
Gly
Pro
660
Glu
Leu
Arg
Ser
Arg
740
Gln
Val
Gly

Lys

Ala
820

Pro
Pro
Ala
565
val
Ala
Pro
Pro
Arg
645
Sar
His
Pro
Ala
Pro
725
Gly
Gly
Pro
Pro
Lys

805
Gly

<213> homo sapiens

<400> 86

Asx Met Glu
1

Gly Ala Gly

Leu Leu Leu
35
Pro Arg Gly
50
Cys Cys Ala
65
Cys Glu Gly

Gly
Gly
20

Trp
Arg
Gly

Asn

Ala
S
Pro
Met
Asn
Trp

Ser
gs

Ala
Ala
5350
Ile
Glu
Arg
Ser
Lys
€30
Ala
Lvs
Gly
Glu
Arg
710
Ala
Lys
Pro
Pro
Glu
790

Glu

Gly
Pro
Leu
vVal
Arg

70
Thx

Glu
E35%
Pro
Pro
Gly
Pro
Pro
615
Val
Pro
Arg
Ser
Glu
695
Ala
Lys
Thr
Arg
Ala
775
Lys

Pro

Leu

Pro
Ser

Pro

Cys
55
Gln

Cys

520
Ser

Ser
Leu
Pro
Ala
600
Glu
Ser
Ser
Lys
Pro
680
Ala
Ala
Arg
Arg
Glu
760
Serx
Ala
Ile

Gly

Arg
Pro
Asp
40

Arg
Gln

Serx

Arg
Pro
Pro
Gly
585
Arg
Arg
Trp
Pro
Arg

665
Arg

Pro
Ala
Ser
745
Lys
Pro
Ala
Gln

Arg
825

Gly
Leu
25

Thr
Ala
Gly

Glu

76779

Asp
Val
Ala
570
Gly
Ala
Arg
Ile
Pro
650
Thr
Thr
Ala
Arg
Glu
730
Leu
Pro
Ala
Thr
Lys

810
Ala

Ala
i¢

Leu
vVal
Pro

Asp

Asn
90

Pro
555
Ser
Ala
Arg
Lys
His
635

Pro

Pro

Arg.

Leu
Pro
715
Ala
Gly
aAla
Arg
Asp
795

Pro

Gly

Gly
Pro
Ala
Gly
Glu

75
Glu

Glu
540
Leu
Ser
Leu
Gly
Pro
620
Gly
Pro
Ser
Asp
Ala
700
Leu
Ala
Arg
Pro
Ala
780
Leu

Pro

Ala

Pro
Ser
Pro
Ser
60

Cys

val

h25
val

Asp

Glu
605
Pro
Lys
Gly
Asp
Pro
685
Ala
Gly
Ser
Ala
Pro
765
Pro
Pro

Arg

Pro

Ala
Leu
Gln
45

Gln
Gly

cys

Ser
Ala
590
Ile
Pro
His
Ser
Lys
670
Pro
Ala
Met
Glu
750
Gln
Pro

Ala

Lys

830

Arg
Leu
30

Glu
val
Ile

val
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Thr Val

Pro Ala
560
Glu Arg
575
Arg Val

Gly Gly
Pro Asp

Ser Ala
640

Glu Ala

655

Ser Ala

Pro Arg
Ser Pro

His Gly
720

Leu Ala

735

val Ala

Lys &la
Ala Thr

Pro Glu
BOO

Lys Ser

815

Leu

Arg Arg
15
Leu Leu

Leu Asn

Pro Thr

Ala Vval
80

Arg Pro
95
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Gly
Lys
Cys
His
145
His

Trp

Gly
Gln
225
Cys
Gly

Pro

Gln

Pro
Ala
Ala

Ala

Leu

Pro
545
Glu

Glu
Cys
His
130
Ala
Gly

Trp

Arg
210
Gln

Asp

Cys
Cys
290
Cys

Gly

Gly-

Gly
Gly
370
Asp
His
Gin
Cys
Leu
450
Glu
Phe
Lys
Asn
830

Ser

Gly

Cys
Pro
115
Pro
Arg
Thx
Gly
Asp
185
Ser

Ser

Arg

Pro
275%
Lys
Glu
Phe
His
Trp
355
Glu
Phe
Cys
Ala
His
435
Leu
Ala
Leu

Ser

Leu
515
Cys

Trp

Pro

Arg
100
Arg

His

Cys
Ala
180
Pro

Cys

Gly

Ala
260
Ala
Gly

Pro

Ala
340
Ile
Asp
Gin
Asn
Cys
420
Leu
Val
Cys
Ser
Arg
500
Pro
Ser

Ser

Val

Cys
Gln
Gly
Trp
His
165
Gln

Gln

Arg
Cys
245
Cys
Gly
Gln
Gly
Gly
a2s
Cys

Gly

Ser
Vval
405
Ser
Glu
Leu
Arg
Leu
485
Ile
Lys
Phe

Ser

Tyr

Arg
Phe
Gln
Gly

150
Pro

Cys
Thr

Asn

Cys
230
Gln
Glu
Phe
Gln
Trp
310
Glu
Asn
Asp
Ala
Gly
350
Cys
Thr
Leu
Cly
470
Gly
Ser
val
Leu
Arg

550
cys

His
Trp
Cys
135
Ala
Arg
Ala
Gly
Gln

215
Gln

Cys

Pro

Pro
295
Asn
Gly
His
Arg
Phe
375
Arg
Cys
His
Asn
Val
455
Lys
Arg
Met
Val
Glu
535
Ala

val

Gly
Gly
120
Glu
Arg
Ser

Ser

Ala
200
Cys

Cys
Phe
Gly
Gly
280
Ccys
Gly
Cys

vVal

Cys
360
val

Cys
Pro
Glu

Gln
440

Cys
Asp
Lys
Lys
val
520
Pro

Ser

Pro

105
Pro

Lsp
Cys
Gly

Ala
18%
Cys

Ala
Arg
Arg
265
Leu
Thr
Thr
Ser

345
Glu

Cys
Leu
Pro
Asp
42%
Arg
Leu
bro
Lys
Leu
505
Ala
Pro

Phe

His

77119

Phe
Asp
val
Glu

Ala
170
Cys

Leu
Cys
Glu
Gly
250
Aryg
Gly
val
Lys
His
330
Gly
Thr
Ala
Cys
Gly
410
Thr
Lys
Leu
Thr
Ala
490
Pro
His
Ser

Ser

Glua

Gly
Cys
Thr

His
155
Cys

Asn
Arg
235
Arg
Gly
Cys
Ala

Cys
31S
Lys
Lys
Asp
Ser

395
Leu

Cyvs
Gly
Leu
Arg
475
Pro
Arg
His
Gly
Ser

555
Glu

Ala
Lys
Gly
140
Ala
Arg
Cys
His
Ser
220
Cys
Lys
Arg
Glu
300
Asp
Cys
Cys
Cys
Cys
380
Pro
His
Asp
val
Ser
460
Arg
His
Ile
Asp
Leu
540

Phe

Ala

Asn
Glu

125
Gln

Cys
Cys
Ser
Ala
205
Ser

Phe

His

Arg
285
Gly
Gln
Pro
Thr
Ser
365
Gly
Gly
Gly
Pro
Met
445
Leu
Pro
Arg
Pro
Leu
525
Glu

Asp

Pro

Cys
110
Leu

Cys
Gln
Glu
Ala
180
Gly
Pro
Gly

Pro

Cys
270
Arg
Arg
Pro
Pro
Arg
350
Asn
Ser
Val
ala
val
430
Gly
Leu
Arg
Leu
Leu
510
Asp

Gln

ala
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Asp
Cys
Thr
Cys
Ser

175
Thr

Trp
Cys
Ala
val
255
Arg
Cys
Cys
Cys
Cys
335
Cys
aly
Gly
His
Asp
415
Thr
Ala
Gly
Bro
495
Arg
Asn
Pro

Thr

Glu

Thr
Ser
Cys
Gln
160
Gly
Ser
Trp
Glu
Arg
240
Asp
Glu
Gly
Leu
Ala
320
Arg
Asn
Thr
His
Gly
400
Cys
Gly
Gly
Cys
Arg
480
Gly
Arg
Thr
Ser
Asp

560
Ser
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565 -

Arg Asp Pro Glu Val
580
Pro Val Pro Leu Thr
595
Pro Ala Ser Ser Asp
610
Gly Gly Ala Leu Tyr

Arg Ala Arg Gly Glu
645
Arg Arg Lys Pro Pro
660
Trp Ile His Gly Lys
675
Pro Pro Pro Pro Gly
650
Arg Thr Pro Ser Asp
705
Arg Thr Arg Asp Pro
725
Thr Ala Leu Ala Ala
740
Pro Arg Pro Leu Gly
755
Ala Glu Ala Ala Ser
770
Ser Leu Gly Arg Ala
785
Lys Pro Ala Pro Pro
805
Pro Ala Arg Ala Pro
820
Ala Thr Asp Leu Pro
B35
Gln Lys Pro Pro Arg
850
Arg Ala Gly Ala Pro
865

<210> 87

<211> 134

<212> PRT

<213> homo sapiens

<400> 87

Ile Asp Cys Arg Ala
1 5

Gly Leu Pro Asp Pro

20
Glu Gln Gly Ala Ala
35
Leu Ser Leu Ala Cys
50

Val Gln Phe Ser Gly

65

Pro Val Met Trp ala

85

Pro
Thr
Ser
Ala
630
Ile
Pro
His
Ser
Lys
716
Pro
Ala
Met
Glu
790
Gln
Pro

Ala

Lys

B70

Glu
Ala
val
Glu
Asp

70
aAla

Glu
615
Arg
Gly
Pro
Ser
Glu
695
Ser
Pro
Ser
His
Leu
775
Val

Lys

Pro
Lys

855
Leu

Gln
Leu
Asn
Arg
55

Pro

Ala

val
Ala
600
Arg
Val
Gly
Asp
Ala
680
Ala
Ala
Arg
Pro
Gly
760
Ala
Ala
Ala
Thr
Glu

840
Ser

Gly
Arg
Leu
40

Gly

Glu

Cys

Pro
585
Ser
Ser
Ala
Leu
Pro
665
Ala
Ala
His
Pro
Pro
745
Arg
Ala
Leu
Lys
Glu
8§25

Arg

Arg
Ala
25

Arg
His
aAla

Gly

78779

570
Ala

Ala
Ala
Arg
Ser
650
Ala
Ala
Pro
Thr
Pro
730
Arg
Arg
Asp
Gly
Arg
810

Pro

Glu

Thr
10

Arg
Asp
Leu

Ala

His
30

Glu
Glu
Ser
Arg
635
Leu
Thr
Ala
Ser
Val
715
Gly
Ala
Arg
Val
Ala
795

Ser

Pro

Ala

Pro
Phe
Glu
Asp
Asp

75
Gly

ala
Glu
Ser
620
Glu
Ser
Lys
Gly
Pro
700
Glu
Leu
Arg
Ser
Arg
780
Gln
val
Gly

Lys

Ala
860

Leu
Val
Arg
Ala
60

Ser

Ala

Pro
Ala
605
Val
Ala
Pro
Pro
Arg
685
Ser
His
Pro
Ala
Pro
765
Gly
Gly
Pro
Pro
Lys

845
Gly

Met
Arg
Gly
45

Val
Ala

val

Ala
580
Ile
Glu
Arg
Ser
Lys
670
Ala
Lys
Gly
Glu
Arg
750
Ala
Lys
Pro
Pro
Glu
830
Thx

Glu

val
Leu
30

Arg
Gln
Gly

Leu
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575
Pro

Pro
Gly
Pro
Pro
655
Val
Pro
Arg
Ser
Glu
735

Ala

Lys

Ala
815
Lys
Pro

Leu

Ala
15

Leu
Thr
Leu

Asn

Glu
95

Ser
Leu
Pro
Ala
640
Glu
Ser
Ser
Lys
Pro
720
Ala
Ala
Arg
Arg
Glu

800
Ser

Ile

Gly

val
Leu
Ala
Leu
Ser

80
Phe
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Leu Val Arg Ser Phe Arg Arg Leu Gly Leu Arg Leu Asp Arg Thr Asn
100 105 110
Arg Ala Gly Leu Thr Ala Leu Gln Leu Ala Ala Ala Arg Gly His Gly
115 120 125
Thr Cys Val Gln Ala Leu
130

<210> B8

<211> 324

<212> PRT

<213> homo sapiens

<400> 88
Met Leu Lys Pro Lys Asp Leu Cys Pro Arg Ala Gly Thr Arg Thr Phe
1 5 10 15
Leu Glu Ala Met Gln Ala Gly Lys Val His Leu Ala Arg FPhe Val Leu
20 25 30
Asp Ala Leu Asp Arg Ser Ile Ile Asp Cys Arg Ala Glu Gln Gly Arg
35 40 45
Thr Prs Leu Met Val Ala Val Gly Leu Pro Asp Pro Ala Leu Arg Ala
50 55 &0
Arg Phe Val Arg Leu Leu Leu Glu Gln Gly Ala Ala Val Asn Leu Arg
65 70 75 80
Asp Glu Arg Gly Arg Thr Ala Leu Ser Leu Ala Cys Glu Arg Gly His
85 90 95
Leu Asp Ala Val Gln Leu Leu Val Gln Phe Ser Gly Asp Pro Glu Ala
100 105 . 110
Ala Asp Ser Ala Gly Asn Ser Pro Val Met Trp Ala Ala Ala Cys Gly
115 120 125
His Gly ala Val Leu Glu Phe Leu Val Arg Ser Phe Arg Arg Leu Gly
130 135 140
Leu Arg Leu Asp Arg Thr Asn Arg Ala Gly Leu Thr Ala Leu Gln Leu
145 150 155 160
Ala Ala Ala Arg Gly His Gly Thr Ser Ala Gly Gly His Gly Gly Glu
. 165 170 175
Ala Gly Ser Ala Gly Lys Asn Ser Gly Arg His Arg Ala Gln Gly Ser
180 185 190
Glu Arg Pro Glu Leu Gly Arg Ser Met Ser Leu Ala Leu Gly Ala Val
195 200 205
Thr Glu Glu Glu Ala Ala Arg Leu Arg Ala Gly Ala Leu Met Ala Leu
210 215 220
Pro Asn Ser Pro Gln Ser Ser Gly Thr Gly Arg Trp Arg Ser Gin Glu
225 230 235 : 240
Val Leu Glu Gly Ala Pro Pro Thr Leu Ala Gln Ala Pro Ile Gly Leu
245 250 255 |
Ser Pro His Pro Glu Gly Gly Pro Gly Ser Gly Arg Leu Gly Leu Arg |
260 265 270
Arg Arg Ser Thr Ala Pro Asp Ile Pro Ser Leu Val Gly Glu Ala Pro |
275 280 285
Gly Pro Glu Ser Gly Pro Glu Leu Glu 2la Asn ARla Leu Ser val Ser
290 295 300
val Pro Gly Pro Asn Pro Trp Gln Ala Gly Thr Glu Ala val Val Leu
305 310 315 320
Arg Ala Gln Arg

79179



