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2310

Determine first maternal haplotype (first alleles) and second
maternal haplotype (second alleles) at a plurality of lociina
chromosomal region

Y

2320

Select a set of the plurality of loci not using any measurements
of a paternal allele

2330

2340

23

2370

2380

'

Analyze cell-free DNA fragments from maternal
sample to identify location and one or more alleles

Identify a group of DNA fragments corresponding to each
of the two haplotypes

50 Calculate values for a property of DNA
fragments in each of the two groups

:

Compute a separation value
2360 between the first value and the
second value

l

Determine that the fetus inherited the first
maternal haplotype when the separation value is
greater than a first threshold

v
Determine that the fetus inherited the second
maternal haplotype when the separation value 1s
less than a second threshold

2300

FIG. 23
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