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SEQUENCE LISTING

<110> pfizer Inc. and Medarex Inc.

<120> BINDING MOLECULES TO THE HUMAN OX40 RECEPTOR
<130> PC33601

<160> 24

<170> PatentIn version 3.5

<210> 1

<211 §

<212> PRT

<213> Human

<400> 1

ier Tyr Ser Met gsn

<210> 2
<211> 17
<212> PRT
<213> Human
<400> 2

Tyr Ile Ser Ser Ser Ser Ser Thr Ile Asp Tyr Ala Asp Ser val Lys
1 5 10 15
Gly

<210> 3
<21li> 9
<212> PRT
<213> Human

<400> 3
glu Ser Gly Trp gyr Leu Phe Asp Tyr

<210> 4
<211> 11
<212> PRT
<213> Human

<400> 4
Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala
1 5 10

<210> 5
<211> 7
<212> PRT
<213> Human

<400> 5
Page 1
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?1a Ala Ser ser Eeu Gln Ser

<210> 6
<21i> 9
<212> PRT
<213> Human

<400> 6
ETn GIn Tyr Asn ser Tyr Pro Pro Thr

<210> 7
<211> 118
<212> PRT
<213> Human
<400> 7

§1u val GIn Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly

ser Leu Arg Egu Ser Cys ala Ala ger Gly phe Thr phe ggr ser Tyr
5

ser Met égn Trp val Arg GIn ﬁga Pro Gly Lys Gly kgu Glu Trp val

Ser gyr Ile Ser Ser Ser Ser Ser Thr Ile Asp E%r Ala Asp Ser val
0 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gin Met Asn Ser Leu Arg Asp Glu Sgp Thr Ala val Tyr ggr Cys
85

Ala Arg Glu Ser Gly Trp Tyr Leu Phe asp Tyr Trp Gly GIn Gly Thr
100 105 110

Leu val Thr val ser Ser
115

<210> 8
<211> 107
<212> PRT
<213> Human
<400> 8

gsp ITe Gin Met Thr Gln Ser Pro Ser igr Leu Ser Ala ser X?1 Gly

Asp Arg val Thr Ile Thr Cys Arg Ala Ser GlIn Gly Ile Ser Ser Trp
20 25 30
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Leu Ala ggp Tyr GIn GlIn

Tyr Ala Ala
50

ser

ser

ser Gly Ser Gly Thr
65

Glu Asp Phe
Thr Phe Gly

<210>
<211>
<212
<213>

<400> 9
Glu val GIn
1

9
444
PRT

Ser Leu Arg

Met Asn

35

Ser

ser Tyr Ile

50

Gly Arg

Gln Met

Ala Arg Glu

Thr
115

Leu val

Ala
130

Leu Pro

Cys Leu val

145

Ala

Gly
100

Human

Leu

Leu

20

Trp

ser

phe

Asn

ser

100

val

Cys

Lys

Thr
85

Gly

val

Ser

val

Ser

Thr

Ser

85

Gly

ser

Ser

Asp

Leu
Asp
70

Tyr

Thr

Glu

Cys

Arg

Ser

Ile

70

Leu

Trp

ser

Arg

Tyr
150

PC33601 Seqg Listing_ST25.

Lys Pro Glu Lys Ala Pro Lys
40 45

Gln
55

Ser
Phe Thr
Tyr Cys

Lys val

Ser Gly

Ala Ala

Ala
40

GIn

ser
33

Ser

Ser Arg

Arg Asp

Tyr Leu

Ala ser

120

Ser Thr

135

rhe Pro

Gly

Leu

Glin

Glu
105

Gly
Ser
25

Pro
Thr
Asp
Glu
Phe
105
Thr

Ser

Glu

val Pro ser

Ile
75

Thr ser

Gln
a0

Tyr Ash

Ile Lys

Gly val

10

Leu

Gly Phe Thr

Gly Lys Gly

Ile Asp Tyr

00

Ala
75

AsD Lys

Asp Thr Ala

90

AsSp Tyr Trp

Lys Gly Pro

Thr
140

Glu Ser

Pro val Thr
155

Page 3

Arg

Ser

Ser

Gn

Phe

Leu

45

Ala

Asn

val

Gly

ser

125

Ala

val

Ext

ser

Phe

Leu

TYyr

Pro

Ser

30

Glu

Asp

Ser

Tyr

GIn

110

val

aAla

Ser

Leu

ser

GIn

Pro
95

Gly

15

ser

Trp

Ser

Leu

Tyr

a5

Gly

phe

Leu

Trp

Ile
Gly
Pro
80

Pro

Gly

Tyr

val

val

Cys

Thr

Pro

Gly

ASn
160



ser

Ser

Asn

ASD

Pro

225

Pro

Thr

AsSn

Arg

val

305

ser

LYS

Gly

Phe

Glu

385

Phe

Gly

Gly

Ser

Phe

Thr

210

Pro

Pro

Cys

Trp

Glu

290

val

Asn

Gly

Glu

TYr

370

Asn

Phe

Asn

Ala

Gly

Gly

Lys

cys

Lys

val

Tyr

275

Glu

His

Lys

Gln

Met

355

Pro

Asn

Leu

val

Leu Thr Ser Gly val His T
1

Leu

180

Thr

val

Pro

Pro

val

260

val

GlIn

Gln

Gly

Pro

340

Thr

Ser

TYr

Tyr

Phe

165

Tyr

GIn

Asp

Ala

ASp

Phe

Asp

Leu

325

Arg

Lys

ASp

Lys

sSer

405

ser

ser
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Leu Ser ser

135

Thr Tyr Thr Cys

Lys

Pro

230

Asp

ASD

Gly

ASn

Trp

310

Pro

Glu

Asn

Ile

Thr

390

Lys

Cys

Thr

215

Pro

Thr

val

val

ser

295

Leu

Ala

Pro

GIn

Ala

Thr

Leu

ser

200

val

val

teu

Ser

Glu

280

Thr

Asn

Pro

Gln

val

360

val

Pro

Thr

val

Glu

Ala

Met

His

265

val

Phe

Gly

Ile

val

345

Ser

Glu

Pro

val

Met

val

Asn

Arg

Gly

Ie

250

Glu

His

Arg

Lys

Glu

330

Tyr

Leu

Trp

Met

Asp
410

val

val

Lys

Pro

235

ser

Asp

Asn

val

Glu

315

Lys

Thr

Thr

Glu

Leu

385

Lys

Thr

Asp

Cys

220

ser

Arg

Pro

Ala

val

300

Tyr

Thr

Leu

Cys

Ser

380

Asp

ser

His Glu Ala

page 4

hr phe pro Ala
70

val

His

205

Cys

val

Thr

Glu

Lys

285

Ser

Lys

Ie

Pro

Leu

365

Asn

Ser

Arg

Leu

Tt

val

Pro

190

Lys

val

Phe

Pro

val

270

Thr

val

cys

ser

Pro

350

val

Gly

Asp

Tre

His

Leu

175

Ser

Pro

Glu

Leu

Glu

255

Gln

LyS

Leu

Lys

Lys

335

Ser

Lys

Gln

Gly

Ggln

415

Asn

GIn

Ser

Ser

Cys

Phe

240

val

Phe

Pro

Thr

val

320

Thr

Arg

Gly

Pro

Ser

400

GIn

His



420

Tyr Thr GIn Lys
435

<210>
<211>
<212>
<213>

<400>

10
214
PRT

Human

1o

?sp Ile GIn Met

Asp

Leu

TYr

Ser

65

Glu

Thr

Pro

Thr

ser

Ala

Phe

Arg

Ala

Ala

50

Gly

Asp

Phe

Ser

Ala

130

val

Ser

Thr

Cys

AsSn

val

Trp

35

Ala

ser

Phe

Gly

val

115

Ser

GIln

val

Leu

Glu

195

Arg

Thr

20

TyYr

ser

Gly

Ala

Gly

Phe

val

Trp

Thr

Thr

180

val

Gly

ser

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Ile

val

Lys

Glu

165

Leu

Thr

Glu

Leu

Gln

Thr

Gln

Leu

ASD

70

Tyr

Thr

Phe

Cys

val

150

Gin

ser

His

Cys

ser

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

Leu

135

ASp

ASp

Lys

Gln
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425 430

Leu ser Pro Gly Lys

440

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Pro

120

Leu

Asn

Ser

Ala

Gly

Ser

Ala

25

Glu

Gly

Leu

Gin

Glu

105

Ser

Asn

Ala

Lys

185

Leu

Ser

10

Ser

Lys

val

Thr

Gln

20

Ile

Asp

Asn

Leu

Tyr

Ser

Leu Ser
Gin Gly
Ala Pro
Pro ser
60
Ile ser
Tyr Asn
Lys Arg
Glu GIn
Phe Tyr
1
Gin ser
155
Ser Thr

Glu Lys

Ser Pro

Page 5

Ala

Ile

ser

ser

Thr

Leu

125

Pro

Gly

Tyr

His

val
205

Ser

ser

30

ser

phe

lLeu

Tyr

val

110

Lys

Arg

Asn

Ser

val

15

Ser

Leu

ser

Gin

Pro

95

Ala

ser

Glu

ser

Leu

175

val

Lys

Gly

Trp

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gin

160

Ser

Tyr

ser



210

<210>
<211>
<212>
<213>

<400> 11
gaggtgcagce

tcctgtgeag

1l
354
DNA

ccagggaagg
gcagactctg
ctgcaaatga
ggctgatacc
<210> 12

<21il> 321
<212> DNA
<213>

<400> 12
gacatccaga

atcacttgte
gagaaagccc
aggttcageg
gaagattttg
gggaccaagg

<210 13
<21l> 5§
<212> PRT
<213>

<400> 13

Human

tggtggagtc
cctctggatt
ggctggagtyg
tgaagggecg
acagcctgag

tctttgacta

Human

tgacccagte
gggcgagtca
ctaagtcect
gcagtgaatc
caacttatta

tggagatcaa

Human

Asp Tyr Ala Met His
1 5

<210>
<211>
<Z212>
<213>

<400>

14
17
PRT

14

Human

PC33601 Seq Listing_ST25.txt

tgggggaggc
caccttcagt

ggtttcatac
attcaccatc
agacgaggac

ctggggecag

tceatcctca
gggtattagce
gatctatgct
tgggacagat
ctgccaacag

a

ttggtacagc
agctatagca
attagtagta
rccagagaca
acggctgtgt
ggaaccctygg

ctgtctgeat
agctggttag
gcatccagtt
ttcactctca

tataatagtt

€gggggggtc
tgaactgggt
gtagtagtac
atgccaagaa
attattgtgc

tcaccgtcte

ctgtaggaga
cctggtatca
tgcaaagtgyg
ccatcagcag

accctceccac

cctgagactc
ccgccagget
catagactac
ctcactgtat
gagagaaagc

ctca

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagect

tttcagegga

Gly Ile Ser Trp Asn Ser Gly Ser Ile Gly Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

Page 6

60
120
180
240
300
354

60
120
180
240
300
321



<210>
<211>
<212
<213>

<400>

15

15
PRT
Human

15

ﬁsp GIn ser Thr ?1a Asp

<210>
<211
<212>
<213>

<400>

16
11
PRT
Human

16

Arg Ala Ser Gln Ser
1 5

<210
<211>
<212>
<213>

<400>

17

7
PRT
Human

17

Asp Ala Ser Asn Arg
1 5

<210>
<211l>
<212>
<213>

<400

18

8
PRT
Human

18

GIn Gln Arg Ser Asn
1 5

<210>
<211>
<212>
<213>

<400>

19
124
PRT
Human

19

Glu val Gln bLeu val
1 5

Ser Leu Arg Leu Ser

Ala Met ggs Trp val

Sar Gly Ile Ser Trp
50

val

Ala

Trp

Glu

Cys

Arg

Asn

PC33601 seq Listing_ST25.txt

Tyr Tyr Phe Tyr Tyr Gly Met Asp val
10 15

Ser Ser Tyr Leu Ala
10

Thr

Pro Thr

Ser Gly Gly Gly Leu val Gln Pro Gly Arg
10 " 15

Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
25 30

Gln Ala Pro 6ly Lys Gly Leu Glu Trp val

40 45

ser

Gly Ser ITe Gly Tyr Ala Asp Ser val
55 60
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Lys Gly Arg
65

Leu GIn Met

Phe

Asn

Ala Lys Asp GIn
P 100

val Trp Gly
115

<210> 20
<21l> 106
<212> PRT

Gln

<213> Human

<400> 20
Glu I7e val

1
Glu Arg Ala
Leu Ala Trp
35
Tyr Asp Ala
50
Ser Gly Ser
65
Glu Asp Phe

Phe Gly GIn

<210> 21
<211> 450
<212> PRT

val

Thr

20

TYyr

ser

Gly

Ala

Gly

<213> Human

<400> 21
Glu val GIn
1

Ser Leu Arg

Leu

Leu

Thr
ser
85

Ser

Gly

Thr

Leu

GIn

Asn

Thr

val

85

Thr

val

ser

Ala Met His Trp val

Ile
70
Leu

Thr

Thr

Gin

Ser

Glin

Arg

Asp

70

Tyr

Lys

Glu

Cys

Arg

Arg

Ala

Thr

ser

Cys

Lys

Ala

35

Phe

TYr

val

Ser

Ala

Gln

PC33601 Seq Listing_sT25.txt
Ser Arg Asp Asn Aga Lys Ash Ser Leu g%r
7

Ala

Asp

val
120

Pro

Arg

Pro

40

Thr

Thr

Cys

Glu

Gly

Ala

Ala

Glu
Ty!"

105

Thr

Ala

Ala

25

Gly

Gly

Leu

Gln

Ile
105

Gly

Ser
25

Pro

Asp Thr Ala Leu Tyr Tyr Cys
90 a5

Tyr Phe Tyr Tyr Gly Met Asp

val ser ser

Thr Leu ser Leu Ser Pro Gly
10 15

ser Gin Ser val ggr ser Tyr

Gin Ala Pro ﬁgg Leu Leu Ile

Ile Pro %ga Arg Phe Ser Gly

Thr Ile Ser Ser Leu Glu Pro
75 80

Gln Arg Ser Asn Trp Pro Thr
90 95

Lys

Gly Leu val GIn Pro Gly Arg
10 15
Gly pPhe Thr pPhe ggp Asp Tyr

Gly Lys Gly Leu Glu Trp val
Page 8



ser

Ala

val

Gly

Ser

145

vai

Phe

val

val

225

Pro

ser

Asp

Asn

Gly

50

Gly

Gln

Lys

Trp

Pro

130

Thr

Thr

Pro

Thr

ASp

Cys

ser

Arg

Pro

Ala
290

35

ITe

Arg

Met

AsSp

Gly

Ser

Ala

val

Ala

val

195

His

Cys

val

Thr

Glu

275

Lys

ser

Phe

Ash

GIn

100

Gln

val

Ala

Ser

val

180

Pro

Lys

val

Phe

Pro

260

val

Thr

Trp

Asn

ser
35

Thr ITe Ser

ser

Ser

Gly

Phe

Leu

Trp

Leu

Ser

Pro

Glu

Leu

245

Glu

Gln

LysS

70

Leu

Thr

Thr

Pro

Gly

Asn

GlIn

ser

Ser

Cys

230

Phe

val

Phe

Pro

Arg

Ala

Thr

Leu

135

Ccys

Ser

ser

Asn

Asn

215

Pro

Pro

Thr

Asn

Arg
295

PC33601 Seq Listing_ST25.
40 45

Gly ser Ile Gly Tyr
60

Arg

Ala

Asp

val

120

Ala

Leu

Gly

ser

Phe

200

Thr

Pro

Pro

Cys

Trp

280

Glu

Asp

GTu

Tyr

105

Thr

Pro

val

Ala

Gly

Gly

LYs

Cys

Lys

val

265

Tyr

Glu

Asn

Asp

20

Tyr

val

Cys

Lys

Leu

170

Leu

Thr

val

Pro

Pro

250

val

val

Gin

Ala

75

Thr

phe

Ser

Ser

Tyr

Gln

Asp

Ala

235

Lys

val

Asp

Phe

Lys

Ala

Tyr

ser

Arg

140

TYr

Ser

ser

Thr

Lys

Pro

Asp

Asp

Gly

Asn
300

Page 9

Ala

Asn

Leu

TYF

Alg

125

Ser

Phe

Gly

Leu

TYr

Thr

Pro

Thr

val

val

285

Ser

>t

AsSp

ser

Tyr

Gly

ser

Thr

Pro

val

Ser

130

Thr

val

val

Leu

Ser

270

Glu

Thr

Ser

Leu

TYP

95

Met

Thr

Ser

Giu

His

175

Ser

cys

Glu

Ala

Met

255

His

val

Phe

val

Tyr

80

cys

Asp

Lys

Glu

Pra

160

Thr

val

Asn

Arg

Glu

His

Arg



val
305
Glu
Lys

Thr

Thr

Leu

Lys

Glu

Gly

val

Tyr

Thr

Leuy

370

ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<400

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

22
213
PRT

Human

22

val

Cys

Ser

340

Pro

val

Gly

Asp

§1u Ile val val

6lu Arg Ala Thr
20

Leu Ala Trp Tyr
35

TYr Asp Ala Ser
50

Ser Gly Ser Gly
65

Leu

LysS

ser

Lys

Gln

Gly

Gln

Asn

Thr

Leu

Gln

Asn

Thr

310

val

Thr

Arg

Gly

Pro

390

Ser

Glin

His

Gin

Ser

GIn

Arg

Asp
70

PC33601 se

5er

Lys

Gclu

Phe

375

Glu

Phe

Gly

Tyr

ser

Cys

Lys

Ala

55

Phe

Asn

Gly

Glu

360

TYr

Asn

rhe

Asn

Thr
440

Pro

Arg

Pro

40

Thr

Thr

Lys
Gln
345
Met
Pro
Asn
Leu
val
425

Gln

Ala
Ala
25

Gly

Gly

Leu

Gly
330
Pro
Thr
ser
Tyr
Tyr
410

Phe

Lys

Thr
10

ser
GlIn

Ile

Th

Leu

Arg

Lys

ASp

Lys

ser

ser

Ser

L.eu

GIn

Ala

Pro

Ile
75

Pro

Glu

Asn

Ile

380

Thr

Lys

cys

Leu

Ser

ser

Pro

Ala

60

Ser

Page 10
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Thr val val His GlIn ?i? Trp Leu

Ala

Pro

GIn

365

Ala

Thr

Leu

ser

Ser
445

Leu

val

Arg

45

Arg

Ser

JEXT
Asn

Pro

Gln

val

val

Pro

Thr

vat

430

Leu

Ser

Ser

30

Leu

FPhe

Leu

Gly

TIile

val

ser

Glu

Pro

val

415

Met

Ser

Pro
15

ser
Leu

Ser

Glu

Lys

320

Glu

Tyr

Leu

Trp

Met

400

Asp

His

Pro

Gly

Tyr

Ile

Gly

Pro
80



Glu

Phe

Ser

Ala

val

145

ser

Thr

Cys

Asn

Asp

Gly

val

Ser

130

GlIn

val

Leu

Glu

Arg
210

<210>
<211>

<212>

<213>

Phe Ala val
85

GIn Gly thr

100

Phe Tle phe

115

val val Cys

Trp Lys val

Gln
165

Thr Glu

Thr Leu ser

180

val Thr His

185

Gly Glu Cys

23
372
DNA
Human
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TYr Tyr Cys GIn gon Arg Ser Asn

val Glu Ile Lys Arg Thr val

105

Lys

Pro Glu Gin Leu Lys

Pro Ser Asp
125

120

Phe Pro

140

Leu Asnh

135

Leu Asn Tyr Arg

GIn ser Gly Asn

155

ASp Asn Ala Leu

ser Thr Ser

170

Asp Ser Lys Asp Tyr

Lys Ala Asp Tyr Glu Lys His Lys

185

Thr
205

Leu Ser Ser Pro Val

200

Gln Gly

<400> 23
gaagtgcagc

tcctgtgeag
ccagggaagg
gcggactctg
ctgcaaatga
agtacagctg
accgtctect
24

318
DNA

<210>
<211>
<212>
<213>

<400> 24

gaaattgtgyg tgacacagtc
ctctectgea gggccagtca

tggtggagtc
cctetggatt
gcetggaatg
tgaagggecg
acagtctgag
attactactt

Human

ca

tgggggagac
cacctttgat

ggtctcaggt
attcaccatce
agctgaggac
ctactacggt

tcecagccacc

gagtgttagc

ttggtacage
gattatgcca
attagttgga
tccagagaca
acggccttgt
atggacgtct

agctacttag

ctgtctttgt

Page 11

LIXt

Trp

Ala

110

Ser

Glu

ser

Leu

val

190

Lys

ctggcaggte
tgcactgggt
atagtggtag
acgccaagaa

attactgtgc
ggggccaagg

crccagggaa

cctggtacca

Pro Thr
95

Ala Pro

Gly Thr

Ala Lys

Glu
160

Ser
175

Ser

Tyr Ala

Ser Phe

cctgagacte
ccggcaaget
cataggctat
ctcectgtat
aaaagatcag

gaccacggtc

aagagccacc

acagaaacct

60
120
180
240
300
360
372

60
120
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