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Amino Acid Sequence of STF2.HA1 (VAX125) (SEQID 1)
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AQVINTNSLS
NRETANIKGL
STNSQSDLDS
DGETIDIDLK
GLDDAATIKAA
DYEVNVATDG
LIAGGVDATD
GAIKAKTTSY
FKAQPELAEA
GNTVNNLSEA
LSLLAKGIAP
CYPGHFADYE
ESSFYKNLLW
LYHRKENAYVS
IFEANGNLIA

LLTONNLNKS
TQASRNANDG
IQAEITQRLN
QINSQTLGLD
TGGTNGTASV
TVTLAAGATK
ANGAELVKMS
TAADGTTKTA
AAKTTENPLQ
RSRIEDSDYA
LOLGNCSVAG
ELREQLSSVS
LTGKNGLYPN
VVSSHYSRKF
PRYAFALSRG

QSALGTAIER
ISTAQTTEGA
EIDRVSGQTQ
SLNVQKAYDV
TGGAVKFDAD
TTMPAGATTK
YTDKNGKTIE
ANQLGGVDGK
KIDAALAQVD
TEVSNMSRAQ
WILGNPECEL
SFERFEIFPK
LSKSANNKE
TPEIAKRPKV
FGSGIINS

LSSGLRINSA

LNEINNNLQR
FNGVKVLAQD
KDTAVTTKAY
NNKYFVTIGG
TEVQELKDTP
GGYALKAGDK
TEVVTIDGKT
ALRSDLGAVQ
ILOQAGTSVL
LISRESWSYI
ESSWPNHTTT
KEVLVLWGVH
RDQEGRINYY
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HL184 STF2.HA1-2 CA7 (CAO7 HIN1) (VAX 128A) (SEQ ID 2)

ATGGCACRAGTAATCAACACTAACAGTCTGTCGCTGCTGACCCAGAATAACCTGAACAAATCCCAGTCCGCACTGGR
CACCGCTATCGAGCGTCTGTCTTCTGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGTCAGGCGATTGCTA
ACCGTTTCACCGCGAACATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACT
ACTGAAGGCGCGCTGAACGAAATCAACAACAACCTGCAGCGTGTGCGTGAACTGGCGGTTCAGTCTGCTAACAGCAC
CAACTCCCAGTCTGACCTCGACTCCATCCAGGCTGAAATCACCCAGCGCCTGAACGAAATCGACCGTGTATCCGGCC
AGACTCAGTTCAACGGCGTGAAAGTCCTGGCGCAGGACAACACCCTGACCATCCAGGTTGGCGCCAACGACGGTGAA
ACTATCGATATCGATCTGAAGCAGATCAACTCTCAGACCCTGGGTCTGGACTCACTGAACGTGCAGAAAGCGTATGA
TGTGAARGATACAGCAGTARCAACGARAGCTTATGCCAATAATGGTACTACACTGGATGTATCGGGTCTTGATGATG
CAGCTATTAAAGCGGCTACGGGTGGTACGAATGGTACGGCTTCTGTAACCGGTGGTGCGGTTAAATTTGACGCAGAT
AATAACAAGTACTTTGTTACTATTGGTGGCTTTACTGGTGCTGATGCCGCCARAAATGGCGATTATGAAGTTAACGT
TGCTACTGACGGTACAGTAACCCTTGCGGCTGGCGCAACTAAAACCACAATGCCTGCTGGTGCGACAACTAAAACAG
AAGTACAGGAGTTAAAAGATACACCGGCAGTTGTTTCAGCAGATGCTAAAAATGCCTTAATTGCTGGCGGCGTTGAC
GCTACCGATGCTAATGGCGCTGAGTTGGTCAAAATGTCTTATACCGATAAAAATGGTAAGACAATTGAAGGCGGTTA
TGCGCTTAAAGCTGGCGATAAGTATTACGCCGCAGATTACGATGAAGCGACAGGAGCAATTAAAGCTAAAACTACAA
GTTATACTGCTGCTGACGGCACTACCAAAACAGCGGCTAACCAACTGGGTGGCGTAGACGGTAAAACCGAAGTCGTT
ACTATCGACGGTAAAACCTACAATGCCAGCAAAGCCGCTGGTCATGATTTCAAAGCACAACCAGAGCTGGCGGAAGC
AGCCGCTAAAACCACCGAAAACCCGCTGCAGAAAATTGATGCCGCGCTGGCGCAGGTGGATGCGCTGCGCTCTGATC
TGGGTGCGGTACAAAACCGTTTCAACTCTGCTATCACCAACCTGGGCAATACCGTAAACAATCTGTCTGAAGCGCGT
AGCCGTATCGAAGATTCCGACTACGCGACCGAAGTTTCCAACATGTCTCGCGCGCAGATTCTGCAGCAGGCCGGTAC
TTCCGTTCTGGCGCAGGCTAACCAGGTCCCGCAGAACGTGCTGTCTCTGTTAGCGAGCGGCGTCGCACCGCTGCATC
TGGGTAAGTGTAACATTGCTGGTTGGATTCTGGGTAACCCAGAGTGTGAGAGCCTGTCCACCGCGAGCAGCTGGAGC
TATATCGTCGAAACCCCGAGCAGCGACAATGGCACCTGCTATCCTGGCGACTTCATTGATTACGAAGAACTGCGTGA
GCAACTGAGCAGCGTGTCGAGCTTTGAGCGTTTTGAAATCTTCCCGAAAACCAGCAGCTGGCCGAATCATGACAGCA
ATAAGGGTGTCACGGCAGCGTGCCCGCACGCTGGTGCGAAATCCTTTTACAAAAACTTGATTTGGCTGGTGAAGAAA
GGCAATAGCTACCCGAAACTGTCTAAGTCCTACATCAATGATAAGGGTAAAGAAGTTCTGGTTCTGTGGGGCATCCA
CCACCCGAGCACTTCTGCGGATCAACAATCTCTGTACCAGAACGCCGACGCCTACGTTTTCGTTGGCAGCTCCCGTT
ACAGCAAGAAATTCAAACCGGAGATTGCGATTCGCCCGAAGGTCCGTGACCAGGAAGGTCGCATGAACTACTATTGG
ACCCTGGTGGAGCCGGGTGATAAGATCACGTTTGAAGCCACGGGTAACTTGGTGGTTCCGCGCTATGCGTTCGCGAT
GGAGCGTAACGCAGGCAGCGGTATCATCATTTCGTAG (2190 BP)
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HL184 STF2.HA1-2 CA7 (CAO7 H1N1) (VAX 128A) (SEQID 3)

MAQVINTNSLSLLTONNLNKSQSALGTAIERLSSGLRINSAKDDAAGQAIANRFTANIKGLTQASRNANDGISIAQT
TEGALNEINNNLORVRELAVQSANSTNSQSDLDSIQAEITQRLNEIDRVSGOTQFNGVKVLAQDNTLT IQVGANDGE
TIDIDLKQINSQTLGLDSLNVQKAYDVKDTAVTTKAYANNGTTLDVSGLDDAATKAATGGTNGTASVTGGAVKFDAD
NNKYFVTIGGFTGADAAKNGDYEVNVATDGTVTLAAGATKTTMPAGATTKTEVQELKDT PAVVSADAKNALIAGGVD
ATDANGAELVKMSYTDKNGKTIEGGYALKAGDKYYAADYDEATGAIKAKTTSYTAADGT TKTAANQLGGVDGKTEVV
TIDGKTYNASKAAGHDFKAQPELAEAAAKTTENPLOKIDAALAQVDALRSDLGAVQNRENSAI TNLGNTVNNLSEAR
SRIEDSDYATEVSNMSRAQILQOQAGTSVLAQANQVPONVLSLLASGVAPLHLGKCNIAGWILGNPECESLSTASSWS
YIVETPSSDNGTCYPGDFIDYEELREQLSSVSSFERFEIFPKTSSWPNHDSNKGVTAACPHAGAKSFYKNLIWLVKK

GNSYPKLSKSY INDKGKEVLVLWGIHHPSTSADQQSLYQNADAYVFVGSSRY SKKFKPE IAIRPKVRDQEGRMNYYW
TLVEPGDKITFEATGNLVVPRYAFAMERNAGSGIIIS*
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HL185 STF2R3 HA1l-2 CA7 (CAO07 HIN1) (VAX 128B) (SEQ ID 5)

ATGGCACAAGTARTCAACACTAACAGTCTGTCGCTGCTGACCCAGAATAACCTGAACAAATCCCAGTCCGCACTGGS
CACCGCTATCGAGCGTCTGTCTTCTGGTCTGCGTATCAACAGCGCGAAAGACGATGCGGCAGGTCAGGCGATTGCTA
ACCGTTTCACCGCGARCATCAAAGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGTATCTCCATTGCGCAGACC
ACTGAAGGCGCGCTGAACGAAATCAACAACAACCTGCAGCGTGTGCGTGAACTGGCGGTTCAGTCTGCTAACAGCAC
CAACTCCCAGTCTGACCTCGACTCCATCCAGGCTGAAATCACCCAGCGCCTGAACGAAATCGACCGTGTATCCGGCC
AGACTCAGTTCAACGGCGTGAAAGTCCTGGCGCAGGACAACACCCTGACCATCCAGGTTGGCGCCAACGACGGTGAA
ACTATCGATATCGATCTGAAGCAGATCAACTCTCAGACCCTGGGTCTGGACTCACTGAACGTGCAGAAAGCGTATGA
TGTGAAAGATACAGCAGTAACAACGAAAGCTGGCGTCGCACCGCTGCATCTGGGTAAGTGTAACATTGCTGGTTGGA
TTCTGGGTAACCCAGAGTGTGAGAGCCTGTCCACCGCGAGCAGCTGGAGCTATATCGTCGAAACCCCGAGCAGCGAC
AATGGCACCTGCTATCCTGGCGACTTCATTGATTACGAAGAACTGCGTGAGCAACTGAGCAGCGTGTCGAGCTTTGA
GCGTTTTGAAATCTTCCCGAAAACCAGCAGCTGGCCGAATCATGACAGCAATAAGGGTGTCACGGCAGCGTGCCCGC
ACGCTGGTGCGAAATCCTTTTACAAAAACTTGATTTGGCTGGTGAAGAAAGGCAATAGCTACCCGAAACTGTCTAAG
TCCTACATCAATGATAAGGGTAAAGAAGTTCTGGTTCTGTGGGGCATCCACCACCCGAGCACTTCTGCGGATCAACA
ATCTCTGTACCAGAACGCCGACGCCTACGTTTTCGTTGGCAGCTCCCGTTACAGCAAGAAATTCAAACCGGAGATTG
CGATTCGCCCGAAGGTCCGTGACCAGGAAGGTCGCATGAACTACTATTGGACCCTGGTGGAGCCGGGTGATAAGATC
ACGTTTGAAGCCACGGGTAACTTGGTGGTTCCGCGCTATGCGTTCGCGATGGAGCGTAACGCAGGCAGCGGTATCAT
CATTTCGTCAGTTGTTTCAGCAGATGCTAAAAATGCCTTAATTGCTGGCGGCGTTGACGCTACCGATGCTAATGGCG
CTGAGTTGGTCAAAATGTCTTATACCGATAAAAATGGTAAGACAATTGAAGGCGGTTATGCGCTTAAAGCTGGCGAT
AAGTATTACGCCGCAGATTACGATGAAGCGACAGGAGCAATTAAAGCTAAAACCACAAGTTATACTGCTGCTGACGG
CACTACCAAAACAGCGGCTAACCAACTGGGTGGCGTAGACGGTAAAACCGAAGTCGTTACTATCGACGGTAAAACCT
ACAATGCCAGCAAAGCCGCTGGTCATGATTTCAAAGCACAACCAGAGCTGGCGGAAGCAGCCGCTAAAACCACCGAA
AACCCGCTGCAGAAAATTGATGCCGCGCTGGCGCAGGTGGATGCGCTGCGCTCTGATCTGGGTGCGGTACAAAACCG
TTTCAACTCTGCTATCACCAACCTGGGCAATACCGTAAACAATCTGTCTGAAGCGCGTAGCCGTATCGAAGATTCCG
ACTACGCGACCGAAGTTTCCAACATGTCTCGCGCGCAGATTTTGCAGCAGGCCGGTACTTCCGTTCTGGCGCAGGCT
AACCAGGTCCCGCAGAACGTGCTGAGCCTGTTACGTTAG (1884 bp)
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HL185 STF2R3 HAl1-2 CA7 (CAQ7 HIN1) (VAX 128B) (SEQ ID6)

MAQVINTNSLSLLTONNLNKSQSALGTAIERLSSGLRINSAKDDAAGQAIANRFTANIKGLTQASRNANDG
ISIAQTTEGALNEINNNLQRVRELAVQSANSTNSQSDLDSIQAEITQRLNEIDRVSGQTQFNGVKVLAQDN
TLTIQVGANDGETIDIDLKQINSQTLGLDSLNVQKAYDVKDTAVT TKAGVAPLHLGKCNIAGWILGNPECE
SLSTASSWSY IVETPSSDNGTCYPGDFIDYEELREQLSSVSSFERFE I FPKTS SWPNHDSNKGVTAACPHA
GAKSFYKNLIWLVKKGNSYPKLSKSY INDKGKEVLVLWGIHHPSTSADQQOSLYONADAYVEVGS SRY SKKF
KPEIAIRPKVRDQEGRMNYYWTLVE PGDKITFEATGNLVVPRYAFAMERNAGSGIIISSVVSADAKNALIA
GGVDATDANGAELVKMSYTDKNGKTIEGGYALKAGDKYYAADYDEATGATKAKTTSY TAADGT TKTAANQL
GGVDGKTEVVTIDGKTYNASKAAGHDFKAQPELAEAAAKTTENPLQKIDAALAQVDALRSDLGAVONRFNS

AITNLGNTVNNLSEARSRIEDSDYATEVSNMSRAQILQQAGTSVLAQANQVPQONVLSLLR*
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HL186 STF2R3.2xHAl-2 CA7 (CAO07 HIN1) (VAX 128C) (SEQ ID 7)

ATGGCACAAGTAATCAACACTAACAGTCTGTCGCTGCTGACCCAGAATAACCTGAACAAATCCCAGTCCGC
ACTGGGCACCGCTATCGAGCGTCTGTCTTCTGGTCTGCGTATCAACAGCGCGARAGACGATGCGGCAGGTC
AGGCGATTGCTAACCGTTTCACCGCGAACATCAARGGTCTGACTCAGGCTTCCCGTAACGCTAACGACGGT
ATCTCCATTGCGCAGACCACTGAAGGCGCGCTGAACGAAATCAACAACAACCTGCAGCGTGTGCGTGAACT
GGCGGTTCAGTCTGCTAACAGCACCAACTCCCAGTCTGACCTCGACTCCATCCAGGCTGAAATCACCCAGT
GCCTGAACGAAATCGACCGTGTATCCGGCCAGACTCAGTTCAACGGCGTGARAGTCCTGGCGCAGGACAAC
ACCCTGACCATCCAGGTTGGCGCCAACGACGGTGAAACTATCGATATCGATCTGAAGCAGATCAACTCTCA
GACCCTGGGTCTGGACTCACTGAACGTGCAGARAGCGTATGATGTGAAAGATACAGCAGTAACAACGAAAG
CTGGCGTCGCACCGCTGCATCTGGGTAAGTGTAACATTGC TGGTTGGATTCTGGCTAACCCAGAGTCTGAG
AGCCTGTCCACCGCGAGCAGCTGGAGCTATATCGTCGAAACCCCGAGCAGCGACAATGGCACCTGCTATCC
TGGCGACTTCATTGATTACGAAGAACTGCGTGAGCAACTGAGCAGCGTGTCGAGCTTTGAGCGTTTTGAAA
TCTTCCCGAAAACCAGCAGCTGCGCCGAATCATGACAGCAATAAGGGTGTCACGGCAGCGTGCCCGCACGET
GGTGCGAAATCCTTTTACAAAAACTTGAT TTGGCTGGTGAAGAAAGGCAATAGCTACCCGAAACTGTCTAA
GTCCTACATCAATGATAAGGGTAAAGAAGTTCTGGTTCTGTGGGGCATCCACCACCCGAGCACTTCTGCGG
ATCAACAATCTCTGTACCAGAACGCCGACGCCTACGTTTTCGTTGGCAGCTCCCGTTACAGCAAGAAATTC
AAACCGGAGATTGCGATTCGCCCGAAGGTCCGTGACCAGGAAGGTCGCATGAACTACTATTGGACCCTGGT
GGAGCCGGGTGATAAGATCACGTTTGAAGCCACGGGTAACT TGGTGGTTCCGCGCTATGCGTTCGCGATGG
AGCGTAACGCAGGCAGCGGTATCATCATTTCGTCAGTTGTTTCAGCAGATGCTAAAAATGCCTTAATTGCT
GGCGGCGTTGACGCTACCGATGCTAATGGCGCTGAGTTGGTCAAAATGTCTTATACCGATAAAAATGGTAA
GACAATTGAAGGCGGTTATGCGCTTARAGCTGGCGATAAGTATTACGCCGCAGATTACGATGAAGCGACAG
GAGCAATTAAAGCTAARACTACAAGTTATACTGCTGCTGACGGCACTACCAAAACAGCGGCTAACCAACTG
GGTGGCGTAGACGGTAAAACCGAAGTCGTTACTAT CGACGGTARAACCTACAATGCCAGCAAAGCCGCTGE
TCATGATTTCARAGCACARACCAGAGCTGGCGGAAGCAGCCGCTARAACCACCGAARACCCGCTGCAGARAR
TTGATGCCGCGCTGGCGCAGGTGGATGCGCTGCGCTCTGATCTGGGTGCGGTACAAAACCGT TTCARCTCT
GCTATCACCAACCTGGGCAATACCGTAAACAATCTGTCTGAAGCGCGTAGCCGTATCGAAGATTCCGACTA
CGCGACCGAAGTTTCCAACATGTCTCGCGCGCAGATTCTGCAGCAGGCCGGTACT TCCGTTCTCGCGCAGS
CTARCCAGGTCCCGCAGAACGTGCTGTCTCTGTTAGCGAGCGGCETCGCACCGCTCCATCTGGGTAAGTGT
AACATTGCTGGTTGGATTICTGGGTAACCCAGAGTGTGAGAGCCTGTCCACCGCGAGCAGCTGGAGCTATAT
CGTCGAAACCCCGAGCAGCGACAATGGCACCTGCTATCCTGGCGACT TCATTGATTACGAAGAACTGCGTG
AGCAACTGAGCAGCGTGTCGAGCTTTGAGCGT TTTGAAATCTTCCCGAAAACCAGCAGCTGGCCGAATCAT
GACAGCAATAAGGGTGTCACGGCAGCGTGCCCGCACCCTGGTGCGAAATCCTTTTACAAAAACTTGATTTC
GCTGGTGAAGAAAGGCAATAGCTACCCGARACTGTCTAAGTCCTACATCAATGATAAGGGTAAAGAAGTTC
IGGTTCTGTGGGGCATCCACCACCCGAGCACT TCTGCGGATCAACAATCTCTCTACCAGAACGCCGACGCE
TACGTTTTCGTTGGCAGCTCCCGTTACAGCAAGAAATTCAAACCGGAGATTGCGATTCGCCCGAAGETCCE
TGACCAGGAAGGTCGCATGAACTACTATTGGACCCTGGTGGAGCCGGGTGATAAGATCACGTTTGAAGCCA
CGGGTAACTTGGTGGTTCCGCGCTATGCGTTCGCGATGGAGCGTAACGCAGGCAGCGGTATCATCATTTCG
TAG (2556 bp)
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HL186 STF2R3.2xHAl1-2 CA7 (CAO7 HIN1) (VAX 128C) (SEQ ID 8)

MAQVINTNSLSLLTONNLNKSQSALGTAIERLSSGLRINSAKDDAAGQATANRFTANIKGLTQASRNANDG
ISIAQTTEGALNEINNNLQRVRELAVQSANSTNSQSDLDS IQAEI TQRLNEIDRVSGQTQOFNGVKVLAQDN
TLTIQVGANDGETIDIDLKQINSQTLGLDSLNVQKAYDVKDTAVTTKAGVAPLHLGKCNIAGWILGNPECE
SLSTASSWSYIVETPSSDNGTICYPGDFIDYEELREQLSSVSSFERFE IFPKTSSWPNHDSNKGVTAACPHA
GAKSFYKNLIWLVKKGN SYPKI.SKSYINDKGKEVLVLWGIHHPSTSADQ_QLLY ONADAYVFVGSSRY SKKF
KPEIATRPKVRDQEGRMNYYWTLVEPGDKITFEATGNLVVPRYAFAMERNAGSGIIISSVVSADAKNALIA
GGVDATDANGAELVKMSYTDKNGKTIEGGYALKAGDKYYAADYDEATGAIKAKTTSY TAADGTTKTAANQL
GGVDGKTEVVTIDGKTYNASKAAGHDFKAQPELAEARAKTTENPLQKIDAALAQVDALRSDLGAVQNRFNS
AITNLGNTVNNLSEARSRIEDSDYATEVSNMSRAQILQQAGTSVLAQANQVPONVLSLLASGVAPLHLGKC
NIAGWILGNPECESLSTASSWSYIVETPSSDNGTCYPGDFIDYEELREQLSSVSSFERFEIFPKTSSWPNH
DSNKGVTAACPHAGAKSFYKNLIWLVKKGNS Y PKI.SKSY INDKGKEVLVLWGIHHPS TSADQQSLYQNADA
YVFVGSSRYSKKFKPE IATRPKVRDQEGRMNY YWTLVE PGDKI TFEATGNLVVPRYAFAMERNAGSGIIIS
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