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Fig. 26

ATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGA
CGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCT
CCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGAC
GACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCC
GGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGC
TGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGAC
GCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGG
GCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACT
TCGTGGCCGAGGAGCAGGACTGA
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Fig. 27

ATGGCCAAGCCTTTGTCTCAAGAAGAATCCACCCTCATTGAAAGAGCAAC
GGCTACAATCAACAGCATCCCCATCTCTGAAGACTACAGCGTCGCCAGCG
CAGCTCTCTCTAGCGACGGCCGCATCTTCACTGGTGTCAATGTATATCAT
TTTACTGGGGGACCTTGTGCAGAACTCGTGGTGCTGGGCACTGCTGCTGC
TGCGGCAGCTGGCAACCTGACTTGTATCGTCGCGATCGGAAATGAGAACA
GGGGCATCTTGAGCCCCTGCGGACGGTGCCGACAGGTGCTTCTCGATCTG
CATCCTGGGATCAAAGCCATAGTGAAGGACAGTGATGGACAGCCGACGGC
AGTTGGGATTCGTGAATTGCTGCCCTCTGGTTATGTGTGGGAGGGCTAA
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Fig. 28

ATGACCGAGTACAAGCCCACGGTGCGCCTCGCCACCCGCGACGACGTCCCC
AGGGCCGTACGCACCCTCGCCGCCGCGTTCGCCGACTACCCCGCCACGCGC
CACACCGTCGATCCGGACCGCCACATCGAGCGGGTCACCGAGCTGCAAGAA
CTCTTCCTCACGCGCGTCGGGCTCGACATCGGCAAGGTGTGGGTCGCGGAC
GACGGCGCCGCGGTGGCGGTCTGGACCACGCCGGAGAGCGTCGAAGCGGGG
GCGGTGTTCGCCGAGATCGGCCCGCGCATGGCCGAGTTGAGCGGTTCCCGG
CTGGCCGCGCAGCAACAGATGGAAGGCCTCCTGGCGCCGCACCGGCCCAAG
GAGCCCGCGTGGTTCCTGGCCACCGTCGGCGTCTCGCCCGACCACCAGGGC
AAGGGTCTGGGCAGCGCCGTCGTGCTCCCCGGAGTGGAGGCGGCCGAGCGL
GCCGGGGTGCCCGCCTTCCTGGAGACCTCCGCGCCCCGCAACCTCCCCTTC
TACGAGCGGCTCGGCTTCACCGTCACCGCCGACGTCGAGTGCCCGAAGGAC
CGCGCGACCTGGTGCATGACCCGCAAGCCCGGTGCCTGA
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Fig. 29

ATGGTTCGACCATTGAACTGCATCGTCGCCGTGTCCCAAAATATGGGGATT
GGCAAGAACGGAGACCTACCCTGGCCTCCGCTCAGGAACGAGTTCAAGTAC
TTCCAAAGAATGACCACAACCTCTTCAGTGGAAGGTAAACAGAATCTGGTG
ATTATGGGTAGGAAAACCTGGTTCTCCATTCCTGAGAAGAATCGACCTTTA
AAGGACAGAATTAATATAGTTCTCAGTAGAGAACTCAAAGAACCACCACGA
GGAGCTCATTTTCTTGCCAAAAGTTTGGATGATGCCTTAAGACTTATTGAA
CAACCGGAATTGGCAAGTAAAGTAGACATGGTTTGGATAGTCGGAGGCAGT
TCTGTTTACCAGGAAGCCATGAATCAACCAGGCCACCTCAGACTCTTTGTG
ACAAGGATCATGCAGGAATTTGAAAGTGACACGTTTTTCCCAGAAATTGAT
TTGGGGAAATATAAACTTCTCCCAGAATACCCAGGCGTCCTCTCTGAGGTC
CAGGAGGAAAAAGGCATCAAGTATAAGTTTGAAGTCTACGAGAAGAAAGAC
TAA
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Fig. 30

ATGAAAAAGCCTGAACTCACCGCGACGTCTGTCGAGAAGTTTCTGATCGAA
AAGTTCGACAGCGTCTCCGACCTGATGCAGCTCTCGGAGGGCGAAGAATCT
CGTGCTTTCAGCTTCGATGTAGGAGGGCGTGGATATGTCCTGCGGGTAAAT
AGCTGCGCCGATGGTTTCTACAAAGATCGTTATGTTTATCGGCACTTTGCA
TCGGCCGCGCTCCCGATTCCGGAAGTGCTTGACATTGGGGAATTCAGCGAG
AGCCTGACCTATTGCATCTCCCGCCGTGCACAGGGTGTCACGTTGCAAGAC
CTGCCTGAAACCGAACTGCCCGCTGTTCTGCAGCCGGTCGCGGAGGCCATG
GATGCGATCGCTGCGGCCGATCTTAGCCAGACGAGCGGGTTCGGCCCATTC
GGACCGCAAGGAATCGGTCAATACACTACATGGCGTGATTTCATATGCGCG
ATTGCTGATCCCCATGTGTATCACTGGCAAACTGTGATGGACGACACCGTC
AGTGCGTCCGTCGCGCAGGCTCTCGATGAGCTGATGCTTTGGGCCGAGGAC
TGCCCCGAAGTCCGGCACCTCGTGCACGCGGATTTCGGCTCCAACAATGTC
CTGACGGACAATGGCCGCATAACAGCGGTCATTGACTGGAGCGAGGCGATG
TTCGGGGATTCCCAATACGAGGTCGCCAACATCTTCTTCTGGAGGCCGTGG
TTGGCTTGTATGGAGCAGCAGACGCGCTACTTCGAGCGGAGGCATCCGGAG
CTTGCAGGATCGCCGCGGCTCCGGGCGTATATGCTCCGCATTGGTCTTGAC
CAACTCTATCAGAGCTTGGTTGACGGCAATTTCGATGATGCAGCTTGGGCG
CAGGGTCGATGCGACGCAATCGTCCGATCCGGAGCCGGGACTGTCGGGCGT
ACACAAATCGCCCGCAGAAGCGCGGCCGTCTGGACCGATGGCTGTGTAGAA
GTACTCGCCGATAGTGGAAACCGACGCCCCAGCACTCGTCCGGAGGCAAAG
GAATTCGGGAGATGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCG
GAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGG
TGTTGGGTCGTTTGTTCATAA
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Fig. 31

ATGGGATCGGCCATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCT
TGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGC
TCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTT
GTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAGGACGAGGCAGCG
CGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGAC
GTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGG
CAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATG
GCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTC
GACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCC
GGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCA
GCCGAACTGTTCGCCAGGCTCAAGGCGCGCATGCCCGACGGCGATGATCTC
GTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGC
CGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTAT
CAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAA
TGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAG
CGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGA
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Fig. 32

ATGACCACCTCAGCAAGTTCCCACTTAAATAAAGGCATCAAGCAGGTGTAC
ATGTCCCTGCCTCAGGGTGAGAAAGTCCAGGCCATGTATATCTGGATCGAT
GGTACTGGAGAAGGACTGCGCTGCAAGACCCGGACCCTGGACAGTGAGCCC
AAGTGTGTGGAAGAGTTGCCTGAGTGGAATTTCGATGGCTCCAGTACTTTA
CAGTCTGAGGGTTCCAACAGTGACATGTATCTCGTGCCTGCTGCCATGTTT
CGGGACCCCTTCCGTAAGGACCCTAACAAGCTGGTGTTATGTGAAGTTTTC
AAGTACAATCGAAGGCCTGCAGAGACCAATTTGAGGCACACCTGTAAACGG
ATAATGGACATGGTGAGCAACCAGCACCCCTGGTTTGGCATGGAGCAGGAG
TATACCCTCATGGGGACAGATGGGCACCCCTTTGGTTGGCCTTCCAACGGC
TTCCCAGGGCCCCAGGGTCCATATTACTGTGGTGTGGGAGCAGACAGAGCC
TATGGCAGGGACATCGTGGAGGCCCATTACCGGGCCTGCTTGTATGCTGGA
GTCAAGATTGCGGGGACTAATGCCGAGGTCATGCCTGCCCAGTGGGAATTT
CAGATTGGACCTTGTGAAGGAATCAGCATGGGAGATCATCTC TGGGTGGCC
CGTTTCATCTTGCATCGTGTGTGTGAAGACTTTGGAGTGATAGCAACCTTT
GATCCTAAGCCCATTCCTGGGAACTGGAATGGTGCAGGCTGCCATACCAAC
TTCAGCACCAAGGCCATGCGGGAGGAGAATGGTCTGAAGTACATCGAGGAG
GCCATTGAGAAACTAAGCAAGCGGCACCAGTACCACATCCGTGCCTATGAT
CCCAAGGGAGGCCTGGACAATGCCCGACGTCTAACTGGATTCCATGAAACC
TCCAACATCAACGACTTTTCTGGTGGTGTAGCCAATCGTAGCGCCAGCATA
CGCATTCCCCGGACTGTTGGCCAGGAGAAGAAGGGTTACTTTGAAGATCGT
CGCCCCTCTGCCAACTGCGACCCCTTTTCGGTGACAGAAGCCCTCATCCGE
ACGTGTCTTCTCAATGAAACCGGCGATGAGCCCTTCCAGTACAAAAATTA
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