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FIGURE 2

GH ford

AGTGECGTCE CTTITGIGEER
TCALGGCAGT GRAACACUTT

CCCAGLGUED
BEETCGLGEE
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GLEAAATEGG

AGETCCATTG
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Stop
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GGTGGGGATA
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TCTCETGATE
EGAGUECTAC

FEUBEC ARGE
CORLLBTIEC

HGECELETET
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CAGCCOTGALD
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TCCTRTBTCA
AGGATACAECT

TEETEEACTC
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AATHRAERATGA
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TCETETCARL
ACCRUAGTTT

TTEGECTGGA
ABARCGCELCT

CaCTUCAGAL
FrGABETOTE

COCCOATARR
GHCGETATTT
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FIGURE 3
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FIGURE 6
- Wector | Termination | Transient Transient
Sequeance g Transfection #1 Transfection #2
| 5 (n=2) (n=2)
SVl late | |
L pJR1O6 1193 ng/mb SICAM 207 ng/mi slCAM
(SEQ ID NO: 11y
‘ BGH 1 -
110 ) 222 ng/ml sICAM 234 ngfml siCAM
(SEQ 1D NO:12)
HGH 1
oJR13 - 269 ng/mi sICAM 257 ng/mi. siCAM
| (SEQ D NG: 8)
FIGURE 7
. Transient
Termination
Veactor combination Transfection
Seguence
(n=6)
pBID-BAgG4 + BGH
o 40 + 6 ng/mb igG4
pBiIN-B/kappa (GEQID NG 12y

pB3iD/gG4 +
pBiN/kappa

(SEQ D NO: 8}

HGH

54 = § ng/mi igG4
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- Vector | HGH Sequence Transient | Transient
: (3UTR) Transfection #1 ’ Transfection #2
(n=2) (n=2)
1 bpi-324 ) f Ry |
FEAE i . A
pJR13 (SEQ ID NO: 8) 111 ng/mL slCAM 108 ng/mL sICAM
rang | bp 1- 189 , _ " _ AR
nJR134 (SEQ ID NO: 9] 98 ng/mi. sICAM 83 ng/mbL sICAM
5 i bp 1- 113 Ry el AR
pJR135 (SEQ 1D NO: 10 25 ng/mi. sICAM 25 ng/mi sHCAM
FIGURE 9
Product Cell Clone/l | Specific ‘ Titer in Fed Bateh |
5 '- |
Cell Pool | Productivity ] Process |
| (pgicell/day) |
GG T cell clone 23 5.3 giL (40 L bioreactor)
-~ cell podl 5n 9 E i (ehake fack’ |
1gG1(2) (800 it M) 32 2.5 o/l (sheke flask)
L gG2 cell clone | 10 2.1 gl (2 L bioreactor)
! cefl poot | N (el ¢ !
G4 (800 s NTX) 44 2.1 gL (shake flask) |
Fo fusion
p j cell pool s . ; =
| protein | 800 i MTX) 45 3.9 g/t (shake flask) |
gGi) a
- Fo fusion .
profein ! cell pool 34 3.4 g/l (shake flask)
|

i
g

(1gG:2)

(800 Al MTX) |




