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4
FastSEQ for windows Version 4.0
1

328

PRT .

Homo sapiens

1

Met Gly Phe Trp Ile Leu Ala ITe Leu Thr Ile Leu
1

5 10

Ala Ala Lys Phe Ser Lys GIn Ser Trp Gly Leu Glu

20 25

ITe val Arg Cys Pro Arg Gln Gly Lys Pro Ser Tyr

35 40

Tyr Tyr Ser Gln Thr Asn Lys Ser Ile Pro Thr Gln

50

55 60

val Phe Ala Ser Gly Gln Leu Leu Lys Phe Leu Pro

65

70 75

Asp Ser Gly Ile Tyr Thr Cys Ile val Arg Ser Pro

85 90

Thr Gly Tyr Ala Asn val Thr Ile Tyr Lys Lys Gln

100 105

val Pro Asp Tyr Leu Met Tyr Ser Thr val Ser Gly
5

11

Ser Lys Ile Tyr Cys Pro Thr Ile Asp Leu Tyr Asn
130 135 140
Leu Glu Trp Phe Lys Asn Cys Gln Ala Leu Gln Gly

145

150 155

Ala His Lys Ser Phe Leu val Ile Asp Asn val Met

165 170

Gly Asp Tyr Thr Cys Lys Phe Ile His Asn Glu Asn

180 185

Ser val Thr Ala Thr Arg Ser Phe Thr val Lys Asp

Ser Leu Phe Pro val ITle Gly Ala Pro Ala Gln Asn
210 215

195 200
220

val Glu ITe Gly Lys Asnh Ala Asn Leu Thr Cys Ser

225

230 235

Lys Gly Thr Gln Phe Leu Ala Ala val Leu Trp Gln

Lys Ile Thr

245 250
Asp Phe Gly Glu Pro Arg Ile GIn Gln
260 265

Asn Gln Ser Phe Ser Asn Gly Leu Ala Cys Leu Asp

275 280

Ile Ala Asp val Lys Glu Glu Asp Leu Leu Leu Gln
290 295 300
Ala Leu Asn Leu His Gly Leu Arg Arg His Thr val

305

310 315

Lys Asn Pro Ser Lys Glu Cys Phe
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Met
Asn
Thr
45

Glu
Ala
Thr
Ser
Ser
125
Trp
Ser
Thr
Gly
Glu
205
Glu
Ala
Leu
Glu
Met
285
Tyr

Arg

Tyr
Glu
val
Arg
Ala
Phe
Asp
110
Glu
Thr
Arg
Glu
Ala
190
Gln
Ile
Cys
Asnh
Glu
270
val
Asp

Leu

Ser
15

Ala
Asp
Asn
val
Asn
95

Cys
Lys
Ala
Tyr
Asp
175
Asn
Gly
Lys
Phe
Gly
255
Gly
Leu
Cys

Ser

Thr
Leu
Trp
Arg
Ala
80

Arg
Asn
Asn
Pro
Arg
160
Ala
Tyr

Phe

Gly
240
Thr

Arg

Leu

Arg
320



<210> 2

<211> 2542
<212> DNA
<213> Homo

<400> 2

gaggagggac
cccctctgtc
gtatcaccaa
agtaatctca
ggatcttagc
catggggcct
acaccgtgga
gtgtgtttgc
tttatacctg
tatataaaaa
gatcagaaaa
ctcttgagtg
catttttggt
tacacaatga
atgagcaagg
aagtggaaat
agttcttggc
caagaattca
acatggtttt
tggccctgaa
gtaaggagtg
ggagtgtggt
ttctcttctt
agcttctctg
agaacactca
tcactgtatg
ttttataact
atgaacactc
actgccattt
ttcttgcatt
ttggctcaca
tcaggagctt
aggagcgaga
tgcaaggaca
ccaatcacct
tgggcaggaa
tatttaaggt
ctgttattca
tttgcagtat
tcacattgcc
gggcagggac
gtgctcagct
aaaaaaaaaa

<210> 3

<211> 556
<212> PRT
<213> Homo

<400> 3

Met Gly Phe
1
Ala Ala Lys

ITe val Arg

35

Tyr Tyr Ser

50

325

sapiens

ctacaaagac
tttcagtttg
ctgcctcatg
acaacgagtt
aattctcaca
dggaaaatgag
ttggtattac
ctcaggccaa
tattgtcaga
acaatcagat
aaattccaaa
gtttaagaat
cattgataat
aaatggagcc
cttttctctg
tggaaaaaac
tgccgtectg
acaagaggaa
aagaatagct
tttgcatggc
tttctgagac
tccaagagat
cgggatgttg
ctgcttaaat
gctgcttctt
tgaaaggaaa
tgcattacat
attttgttag
cagtgagaaa
gatataaaga
gttctgcagg
tactcatggc
gagaggtgcc
gcatcaaaga
cccaccaggc
cacagaccca
acatggaaca
ccatgtaatt
acacactttc
ttacctaaat
atcatctctt
aaatatttgt
aaaaaaaaaa

sapiens

Trp Ile Leu

5

Phe Ser Lys
20
Cys Pro Arg

Gln Thr Asn

tggaaactat
gttgagatat
tgtggtgacc
accaatactt
attctcatgt
gctttaattg
tcacaaacaa
cttctgaagt
agtcccacat
tgcaatgttc
atttattgtc
tgtcaggctc
gtgatgactg
aattatagtg
tttccagtaa
gcaaacctaa
tggcagctta
gggcaaaatc
gacgtgaagg
ttgagaaggc
tttgatcacc
ccatcaagac
tttgctgtct
tgttcgtcct
tggtcatcct
tgcaccaaca
gttgtaagca
cgagggtggt
atcctaggtg
aatacctgag
ctgtatggga
agaaggcaaa
acactgaaac
gatggtgcta
tccacctcga
aaccatacca
cacgggaagt
caggtaccac
caagtactct
ctgtttgaca
ccatctttgg
tgactgaata
aa

Gln
Gln

Lys
55

60698220.

tcttagctcc
aggctactct
ttcactgtcg
gctcttgatt
attccacagc
taagatgtcc
acaaaagtat
ttctaccagc
tcaataggac
cagattattt
ctaccattga
ttcaaggatc
aggacgcagg
tgacggcgac
tcggagcccc
cttgctctgce
atggaacaaa
aaagtttcag
aagaggattt
acaccgtaag
tgaactttct
aatgggaatg
gatctttgta
cccccactcc
tgttttctaa
accgtaaact
tggtccgttc
aaagtgaaca
ctactttata
actgggtgat
agcatggcgg
gcaaaggcag
agccagatct
aaccattcat
atactgggga
cacacattat
ctggtagctc
gtattccagg
tgtagcatcc
gtctgctcaa
gtccttagtg
aatgaatgca

Ile Leu Thr Ile

Ser Trp Gly Leu
25

Gly Lys Pro Ser

40

Ser Ile Pro Thr
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gtcactgact
tcccaactca
tatgccagtg
gataaacaga
agcaaagttt
tagacaagga
tcccactcag
tgcagttgct
tggatatgcg
gatgtattca
cctctacaac
aaggtacagg
tgattacacc
caggtccttc
tgcacaaaat
ttgttttgga
aattacagac
caatgggctg
attgctgcag
actaagtagg
ctagcaagtg
gcctgtgcca
gactgttcct
ctcctatcgt
ctttatgaac
gaacgtgttc
tatacctttt
aaaaggggaa
ataagacatt
ttatatgaaa
catctgcttc
gcacttcaca
catgagaagt
gatgaactca
ttaccattca
cattgttaaa
agcccatttc
gagcctttct
tgtttgtatc
cacgactgca
caatacctgg
caaccaaaaa

Leu Met Tyr

Glu Asn Glu

30

Tyr Thr val

45

Gln Glu Arg
60

ccaagttcat
gtcttgaaga
actcatctgg
atggggtttt
agtaaacaat
aaacctagtt
gaaagaaatc
gattctggta
aatgtcacca
acagtatctg
tggacagcac
gcgcacaagt
tgtaaattta
acggtcaagg
gaaataaagg
aaaggcactc
tttggtgaac
gcttgtctag
tacgactgtc
aaaaatccaa
taagcagaat
taaaatgtgc
gtttgctggg
tggtttgtct
tccctctgtg
ttttgtgctc
tctggtcata
gtatcaaact
tgttaggcca
agaggtttaa
tggggacacc
cagtaaaagc
cactcactat
cccccatgat
gcatgagatt
ctttgtaaag
tttattgcat
tggccctcag
atagcactgg
agctccatga
cagctagcca
aaaaaaaaaa

Ser Thr
15

Ala Leu
Asp Trp

Asn Arg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2542



val
65

Asp
Thr
val
Ser
Leu
145
Ala
Gly
Ser
Ser
val
225
Lys
Lys

Asn

Ala
305
Lys
Ser
Phe
Lys
Arg
385
val
Leu
Ala
Thr
Ala
465
Glu
Gln
Arg
Lys

Ala
545

Phe
Ser
Gly
Pro
Lys
130
Glu
His
Asp
val
Leu
210
Glu

Gly

Gln
Ala
290
Leu
Asn
val
Trp
Thr
370
Asn
His
Cys
val
Pro
450
Leu
Met
Asp
Glu
His
530
Ser

<210> 4
<211> 2058
<212> DNA

Ala
Gly
Tyr
Asp
115
Ile
Trp
Lys
Tyr
Thr
195
Phe
Ile
Thr
Thr
Ser
275
Asp
Asn
Pro
Phe
Ile
355
Arg
Tyr
Gln
Ile
Glu
435
Gln
His
Glu
Ser
Asp
515
val

Ser

Ser
Ile
Ala
100
Tyr
Tyr
Phe
Ser
Thr
180
Ala
Pro
Gly
Gln
Asp
260
Phe
val
Leu
Ile
Leu
340
Glu
Asn
Lys
Ile
Tyr
420
Thr
Ile
Cys
Ala
Leu
500
His
Arg

Leu

Gly
Tyr
85

Asn
Leu
Cys
Lys
Phe
165
Cys
Thr
val
Lys
Phe
245
Phe
Ser
Lys
His
Asp
325
Met
Ala
Asp
Ser
Leu
405
Gly
Asn
Thr
Ala
Leu
485
Gln
Ile
Tyr

Thr

Gln
70

Thr
val
Met
Pro
Asn
150
Leu
Lys
Arg
Ile
Asn
230
Leu
Gly
Asn
Glu
Gly
310
His
Leu
Thr
Gly
Ser
390
Pro
Arg

Ile

Leu
470
Ser

Ala
Gln

Pro
550

Leu
Cys
Thr
Tyr
Thr
135
Cys
val
Phe
Ser
Gly
215
Ala
Ala
Glu
Gly
Glu
295
Leu

His

Leu
Lys
375
Thr
Asp
Asp
Arg
Asnh
455
Ile
Glu
Leu
Asnh
Met

535
Leu

Leu

Ile

Ser
120
Ile

Gln

Ile
Phe
200
Ala
Asn
Ala
Pro
Leu
280
Asp
Arg
Ser
Asn
Leu
360
Leu
Asp
val
Met
Lys
440
Lys
Gln
Leu
Met
Lys
520
Pro

Ala

60698220

Lys
val
Tyr
105
Thr
Asp
Ala
Asp
His
185
Thr
Pro
Leu
val
Arg
265
Ala
Leu
Arg
Ile
val
345
Trp
Tyr
Gly
Leu
Leu
425
Ser
Glu
Asn
Asp
Lys
505
Arg
val

Ala

Phe
Arg
90

Lys
val
Leu
Leu
Asn
170
Asn
val
Ala
Thr
Leu
250
Ile
Cys
Leu
His
Tyr
330
Leu
Arg
Asp
Ala
Glu
410
Pro
Arg
Phe
Asp
Met
490
val
Ser
Pro

Gln

Leu
75

Ser
Lys
Ser
Tyr
Gln
155
val
Glu
Lys
Gln
Cys
235
Trp
Gln
Leu
Leu
Thr
315
Cys
val
Asp
Ala
Ser
395
Asn
Gly
Arg
Ala
Ala
475
Leu
Gln
Leu
Ser

Lys
555

.TXT
Pro

Pro
Gln
Gly
Asn
140
Gly
Met
Asn
Asp
Asn
220
Ser
Gln
Gln
Asp
Gln
300
val

Ile

Ile
Tyr
380
Arg
Lys
Glu
His
Tyr
460
Lys
Gln
Gly
Asnh
Lys

540
Gln
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Ala
Thr
Ser
Ser
125
Trp
Ser
Thr
Gly
Glu
205
Glu
Ala
Leu
Glu
Met
285
Tyr
Arg

Ile

Ala
365
val
val
Cys
Asp
Ile
445
Glu
val
Ala
Thr
Ser

525
Ile

Ala
Phe
Asp
110
Glu
Thr
Arg
Glu
Ala
190
Gln
Ile
Cys
Asnh
Glu
270
val
Asp
Leu
Ala
Leu
350
Lys
val
Glu
Gly
val
430
Phe
Gln
Ile
Glu
Ile
510
Lys

Pro

val
Asn
95

Cys
Lys
Ala
Tyr
Asp
175
Asn
Gly
Lys
Phe
Gly
255
Gly
Leu
Cys
Ser
val
335
Lys
Pro
Tyr
His
Tyr
415
val
Ile
Glu
Leu
Ala
495
Lys
Phe

Arg

Ala
80

Arg
Asn
Asn
Pro
Arg
160
Ala
Tyr
Phe
Glu
Gly
240
Thr
Gln
Arg
Leu
Arg
320
Cys
Met
Tyr
Pro
Phe
400
Thr
Thr
Leu
val
Ile
480
Leu
Trp
Trp

Lys



<213> Homo

<400> 4

aaagagaggc
tgagttgtga
ggttgagata
gtgtggtgac
taccaatact
aattctcatg
ggctttaatt
ctcacaaaca
acttctgaag
aagtcccaca
ttgcaatgtt
aatttattgt
ttgtcaggct
tgtgatgact
caattatagt
gtttccagta
cgcaaaccta
gtggcagctt
agggcaaaat
tgacgtgaag
cttgagaagg
ctgcataatt
aaaaatgttc
taggaatgat
tacagatggg
aaataaatgt
agtcactgca
tcagatcact
catccagaac
gctgcaggct
Caagtggagg
cgtgaggtac
cttggctgcc
tttcctgact
taaagggatt

sapiens

tggctgttgt
aactgtgggc
taggctactc
cttcactgtc
tgctcttgat
tattccacag
gtaagatgtc
aacaaaagta
tttctaccag
ttcaatagga
ccagattatt
cctaccattg
cttcaaggat
gaggacgcag
gtgacggcga
atcggagccc
acttgctctg
aatggaacaa
caaagtttca
gaagaggatt
cacaccgtaa
gcagtatgta
tggattgagg
ggaaagctct
gccagtcgtg
ggctatacct
gtggaaacca
cacaataagg
gacgccaagg
gaggcgcttc
gaggaccaca
caaatgcctg
cagaagcaat
tctcctaget
caggcctc

atttagtaaa
agaaagttga
ttcccaactc
gtatgccagt
tgataaacag
cagcaaagtt
ctagacaagg
ttcccactca
ctgcagttgc
ctggatatgc
tgatgtattc
acctctacaa
caaggtacag
gtgattacac
ccaggtcctt
ctgcacaaaa
cttgttttgg
aaattacaga
gcaatgggct
tattgctgca
gactaagtag
gtgtattttt
ccactctgct
atgatgctta
tagagcactt
tatgcattta
acatacgaaa
agtttgccta
tgatacttat
aggactccct
ttgccaataa
tgccaagcaa
agtgcctgct
ggcttatgcc

60698220.

gctataaagc
ggaagaaaga
agtcttgaag
gactcatctg
aatggggttt
tagtaaacaa
aaaacctagt
ggaaagaaat
tgattctggt
gaatgtcacc
aacagtatct
ctggacagca
ggcgcacaag
ctgtaaattt
cacggtcaag
tgaaataaag
aaaaggcact
ctttggtgaa
ggcttgtcta
gtacgactgt
gaaaaatcca
aatgctaatc
ctggagagac
tgttgtctac
tgttcaccag
tgggagagat
gagcaggcgyg
cgagcaggag
tgagatggag
ccagcatctt
aaggtccctg
aattcccaga
gtgatgtgca
cctgcactga
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tgtaagagaa
actcaagtac
agtatcacca
gagtaatctc
tggatcttag
tcatggggcc
tacaccgtgg
cgtgtgtttg
atttatacct
atatataaaa
ggatcagaaa
cctcttgagt
tcatttttgg
atacacaatg
gatgagcaag
gaagtggaaa
cagttcttgg
ccaagaattc
gacatggttt
ctggccctga
attgatcatc
aatgtcctgg
atagctaaac
ccacggaact
attctgcctg
atgctacctg
cacattttca
gttgccctgce
gctctgagcg
atgaaagtac
aattctaaat
aaggcctcta
aaggcatctg

agtgtgagga

attggctttc
aacccaatga
actgcctcat
aacaacgagt
caattctcac
tggaaaatga
attggtatta
cctcaggcca
gtattgtcag
aacaatcaga
aaaattccaa
ggtttaagaa
tcattgataa
aaaatggagc
gcttttctct
ttggaaaaaa
ctgccgtect
aacaagagga
taagaatagc
atttgcatgg
atagcatcta
ttatcatcct
cttacaagac
acaaatccag
atgttcttga
gagaagatgt
tcctgacccc
actgtgccct
agctggacat
aggggaccat
tctggaagca
gtttgactcc
agtttgaagc
gcaggaatat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2058



