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(57) Abstract: Provided are a broad-spectrum anti-SARS-CoV-2 lipopeptide, a preparation method therefor, a virus membrane fusion
inhibitor comprising the lipopeptide, and use of the lipopeptide in the preparation of a pharmaceutical composition for preventing and
treating diseases caused by the coronavirus. The structure of the lipopeptide is shown as formula (I) or formula (II), wherein X1 is an
amino protection group; X2 is a polypeptide, whose amino acid sequence is (EAAAK)n or A[(EAAAK)n|A, wherein n is a natural
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number less than 5 and indicates the number of repetitions of the EAAAK sequence; X3 is lysine or cysteine or 2,3-diaminopropionic
acid or ornithine or 2,4-diaminobutanoic acid or 2,7-diaminoheptanoic acid; X4 is a lipophilic compound group; X5 is a carboxy-ter-
minal protecting group.
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