10

15

20

25

30

35

<110>

<120>
<130>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<223>

<400>

58

SEQUENCE LISTING

ABU BAKAR, Ag. Muhammad Sagaf

UNG, Eng Huan

ANTIMICROBIAL FUSION COMPOUNDS AND USES THEREOF
FP5730

PI 2011000092

2011-01-07

3

4

PatentIn version 3.5

1
3

79

PRT |
Artificial Sequence

Fusion Peptide

misc_feature

Amino acid sequence of fusion protein
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Thr
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Polynucleotide sequence encoding fusion protein of SEQ ID No:1l
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Leu
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Forward primer for HSV-2
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gtacagacct tcggagg
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<223>
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<223>

<220>
<221>
<223>
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<223>

<400>
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DNA

Artificial Sequence

Primer sequence
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Reverse primer of HSv-2
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Reverse primer of HsSv-1
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Reverse primer for HSV-2
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acccttagtc agactctgtt acttaccc
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<213>
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<223>

<220>
<221>
<223>

<400>
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Primer Sequence
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Reverse primer for HSV-2
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cgcttcatca tgggc
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<223>
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<400>
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Artificial Sequence

Primer Sequence

misc_feature
Forward primer for DENv1, DENV2, DENV3 and DENV4
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ggaaggagaa ggactgcaca
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<220>

<223> Primer Sequence

<220>

<221> misc_feature ,
<223> Reverse primer for DENV1, DENV2Z, DENV3 and DENV4
<400> 8

attcttgtgt cccatcctgc t 21
<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Primer Sequence

<220>

<221> misc_feature

<223> Forward primer for HPV

<400> 9

acactcagcc tctaccttgt 20
<210> 10

<211> 20

<212> DNA

<213> Artificial Sequence

<220> .

<223> Primer Sequence

<220>

<221> misc_feature

<223> Reverse primer for HPV

<400> 10

gcattacaag agccaagcag 20
<210> 11

<211> 5

<212> PRT

<213> Artificial sequence

<220>

<223> Linker peptide

<220>

<221> misc_feature

<223> N is 0,1, 2, 3, 4o0r5

<220>

<221> misc_feature

<223> Linker Peptide

<220>

<221> misc_feature

<222> (3)..(3) ) .
<223> Xaa can be any naturally occurring amino acid
<400> 11

val Pro Xaa val Gly
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Artificial Sequence

Polypeptide A
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Amino acid sequence of Polypeptide A
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Cys Gly
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Artificial Sequence

rpolypeptide B
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Amino acid Sequence of Polypeptide B
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Thr

100

Thr

Glu

Pro

Asp
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Leu
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Leu
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Pro
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Ser

Ala
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Ala

Asn
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Ala Leu Trp Lys ghr Met Leu Lys Glu igu Gly Thr Met Ala Leu His
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Ala
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Arg

Phe

Leu
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Asn

ASn

ser

Leu
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Leu
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Phe

Pro

val

Arg

Gly

Ser

Ser

Lys
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Lys

val
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Ala

245

Glu

Ser

Ala
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Tyr
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ser
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Ala
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Leu

Ile

Leu

Ile

Leu
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Thr
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Artificial Ssequence

Polypeptide C
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Amino acid Ssequence of Polypeptide C
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Gly
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Glu
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Met
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15
18
PRT

artificial sequence
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Gly Phe éys Arg gys Leu Cys Arg Arg ggy val Cys Arg Cys {}e Cys
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theta Defensin
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Rhesus minidefensin (RTD-1)
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Thr Arg
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<400>
Arg Cys
1

val Cys
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<400>
Arg Cys
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Phe Cys
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PRT

artificial sequence

theta Defensin

misc_feature
RTD-2
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Leu Cys érg Arg Gly val Cys ggg Cys Leu Cys Arg égg Gly
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PRT ]

artificial sequence

theta Defensin
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RTD-3
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Ile Cys ;hr Arg Gly Phe Cys ?59 Cys Ile Cys Thr égg Gly

18
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PRT

artificial sequence

theta Defensin
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misc_feature
Retrocyclin-1
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Cys Arg gys Ile Cys Gly Arg ggy Ile Cys Arg Cys {}e Cys
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artificial sequence

theta Defensin
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Retrocyclin-2
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Cys Arg gys Ile Cys Gly Arg ggy Ile Cys Arg Cys {}e Cys
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PRT

artificial sequence

theta Defensin
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Retrocyclin-3
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Cys Arg gys Ile Cys Gly Arg égg Ile Cys Arg Cys i;e Cys
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PRT

artificial sequence

synthetic theta Defensin
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Gly Ile Cys Arg gys Ile Cys Gly Arg géy Ile Cys Arg Cys {ge Cys
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RC100
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RC101
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synthetic theta Defensin
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RC102
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synthetic theta Defensin

misc_feature
RC103
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1

Gly Arg
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<400>
Gly Ile
1

Gly Arg
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24

Cys Arg Cys Ile Cys Gly Arg ggy Ile Cys Arg Cys Igr Cys
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artificial sequence

synthetic theta Defensin

misc_feature
RC104
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Cys Arg Cys Ile Cys Gly Arg ggy Ile Cys Arg Cys {}e Cys
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artificial sequence

synthetic theta Defensin

misc_feature
RC105
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Cys Arg gys ITe Cys Gly Arg gAy Tyr Cys Arg Cys {}e Cys

27

18

PRT

artificial sequence

synthetic theta Defensin

misc_feature
RC106
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Gly Ile Cys Tyr gys Ile Cys Gly Arg ggy Ile Cys Arg Cys i}e Cys
1

69

Gly Arg
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§1y Ile Cys Ile gys Ile Cys Gly Tyr ggy ITe Cys Arg Cys i}e Ccys
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synthetic theta Defensin

misc_feature
RC107
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Gly Ile
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Gly Arg
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Gly Ile

29
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artificial sequence

synthetic theta Defensin

misc_feature
RC108
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Cys Ile gys ITe Cys Gly Arg ggy Ile Cys Tyr Cys {;e Cys

30

18

PRT .

artificial sequence

synthetic theta Defensin

misc_feature
RC110
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Cys Ile Cys Ile Cys Gly Arg Gly Ile Cys Tyr Cys Ile Cys
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Gly Arg

<210> 31

<211> 18

<212> PRT

<213> artificial sequence

<220> . .
<223> synthetic theta Defensin
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<221> misc_feature
<223> RC111

<400> 31
?rg Gly Cys Ile gys Arg Cys Ile Gly ﬁgg Gly Cys Ile Cys ﬁgg Cys

Ile Gly

<210> 32

<211> 18

<212> PRT

<213> artificial sequence

<220>
<223> synthetic theta Defensin
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<221> misc_feature
<223> RC1l12

<400> 32

Arg Gly Cys Ile Cys Arg Cys Ile Gly Arg Gly Cys Ile Cys Arg Cys
1 5 10 15
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<212> PRT

<213> artificial sequence
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<223> synthetic theta Defensin
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<221> misc_feature
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Gly Ile Cys Arg Cys Ile Cys Gly Arg Gly Ile Cys Arg Cys Ile Cys
1 5 10 15
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Gly Arg

<210> 34

<211> 18

<212> PRT

<213> artificial sequence

<220> .
<223> synthetic theta Defensin
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<221> misc_feature
<223> RC1l14
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Gly Ile Cys Arg gys Ile Cys Gly Lys ggy Ile Cys Arg Cys Igr Ccys
1

Gly Arg



