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FIG. 1B

IgGs binding to av[38
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FIG. 2B
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FIG. 3A

Selected combo mutants ranking
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FIG. 4
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FIG. 5
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FIG. 7B
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FIG. 8A

Relative B integrin expression
in human CKD kidneys
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FIG. 8C
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FIG. 8E
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FIG. 9A FIG. 9B
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FIG. 9E
Obstructed Collagen 1a1 mRNA
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FIG. 9G

Obstructed Fibronectin-1 mRNA
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FIG. 91
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FIG. 10A

P-SMAD2/3 in kidney lysates
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FIG. 11
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