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FIGURE 2C

Identity: Poly (ADP-ribose) polymerase 1 (PARP-1})
Sequence coverage: 13%

p<0.05 (Mass score 205; peptide score 172)
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FIGURE 2D
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FIGURE 4A
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FIGURE 4B
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FIGURE SA  Base
change

1.7

1ED

>

€€
Y o €

RS
n

(o)
[4h)

€1 €Y €3 £ ma s i e
~4
n

O

€V €3 €0 €0 —a s wd e
4

Relative PARP-1 dependent transcriptional activation

178

1EC

128

150

G o

0B

0.25

ooty

ke
N Fe ) T o l:) L -~ q :\" £
Mucleotideposition & & £ & & 2 2 - o & Z &£
- [ - P - [ F--- t - e - [

HB' PARP-1 sequence A CTTTCA

A A
Base frequency in PARP-1 AA
binding promoters A
. C
-

FIGURE 5B



14/30

ALINLOV JILVINAZNT |-duvd % _
0Ll GOl 00L G6 06 68 08 G/ 0/ G9 09 GG

1

1

}

XX

UM L-d¥vd

/M dS-NON

3 LNVLOW ILOW
g INVLOW JILON
¥ INVLOW 4ILOW
g LNVLNI ‘dS-NON
¥ INVLOWN dS-NON
H110W L-d¥vd
YOLIGIHNI YNQ ON

VOO LLOVVIDOVIVLILOOY
VOO LLOVVIDLVIVLOLOOY
VOO LLOVVIDLYIOVLOLODV
VOO LLOVIVOIVOVLOLVLD
VOO LLOVWWILVOVLOLO9D
VOO LLOVVYVILVOVLOLOOVY

JONIND3IS VNG

FIG. 6A



15/30

09 ‘Ol

i - + + + + + + + + + + - - - - | NOILIMOSNYYL
= m €68 | Z98H | 29N | 2291 | 909S [ ¥9GM | 0wl | 8L¥M [ 0S8 | L1ED | 6824 | ZGIM | GZLD | €SH | ¥20 | InaISY QILvIni
- w_ DILATVLYD YoM 1044 € YI9NI4 ONIZ |2 43IONI4 ONIZ|} YIONI ONIZ SNIVINOQ
: - :
(r101)01] 19 oM [108d [€47] [edz][14z] IN d
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FIGURE 10B
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