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FIGURE 2
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FIGURE 4
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FIGURE 5a-¢e
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FIGURE 5f-g
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FIGURE 6
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HTPC-A
glem_sum_ent_mean:Actin:cell_region
cv_intensity:DNA:dna_region
glem_ent_mean:Actin:cell_region

glem_asm_mean:DNA:dna_region

glem_ent_mean:DNA:dna_region ]

mean_intensity:Actin:nondna_outer ]
roundness:mask:cell_region| 1]
cv_intensity:RelA:cell region| ]
glcm_sum_ave_mean:Actinicell_region| ]
glem_sum_ent_std:Actin:cell region[ ]

T T T T 1
0.0 0.1 0.2 0.3 0.4 0.5
Average normalized feature importance

HTPC-B
glem_info_corr2_std:gH2AX:cell_region
glem_asm_mean:DNA:dna_region
total_intensity:Actin:nondna_inner

number of cells

glem_diff_var_mean:gH2AX:cell_region ]

glem_asm_std:gH2AX:cell_region ]

total_intensity_ratio:gH2AX-DNA:cell_region—cell_region ]

glem_contrast_std:gH2AX:cell_region |

total_intensity_ratio.gH2AX-gH2AX:dna_region—cell_region ]

glem_diff_var_std:gH2AX:cell_region ]

T T T T T
0.0 0.1 0.2 0.3 0.4 0.5 0.6
Average normalized feature importance

HK-2

ccorr_normed:DNA-gH2AX:cell_region

ccorr_normed:DNA-Actin:cell_region

glem_sum_var_std:DNA:dna_region

glem_sum_ave_mean:gH2AX:cell_region

total_intensity_ratio:gH2AX-DNA:cell_region—cell_region
glem_var_std:DNA:dna_region ]
total_intensity_ratio;gH2AX-gH2AX:dna_region—cell region[ ]

total_intensity_ratio:Actin—Actin:nondna_outer—cell_region ]
glem_asm_mean:Actin:cell_region
glem_corr_mean:DNA:dna_region

L} T T
0.0 0.2 0.4 0.6 0.8
Average normalized feature importance

SUBSTITUTE SHEETS (RULE 26)



WO 2017/091147 10/19

FIGURE 8a-c
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FIGURE 9
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FIGURE 10a-c
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FIGURE 12a-b
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FIGURE 13a
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FIGURE 13b
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