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Figure 19:

SEQ ID NO:1 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTFRTSGMHWVROQAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVTVSS

SEQ ID NO:2 (polypeptide):
QSVLTOPPSASGTPGORVITISCSGSSSNIGSNTVNWYQQLPGTAPKLLIYDNNKRPSGVPDRESGSKSGTSAS
LAISGLRSEDEADYYCAAWDDSLSGWVEFGGGTKLTVL

SEQ ID NO:3 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTCCGTACCTCTGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGETGGC
AGTTATATCATATGATGGAAGTAATAAATACTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGAC
ARTTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGA
GAGAATCCCCCGGCTACGATTTTGAGTATTGGGGCCAGGGTACCCTGGTCACCGTGAGCTCA

SEQ ID NO:4 (DNA):
CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAR
GCAGCTCCAACATCGGAAGTAATACTGTAAACTGGTATCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTCAT
CTATGACAATAATAAGCGACCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAGTG
GTTGGGTGTTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:5 (polypeptide):
FRTSGMHW

SEQ ID NO:6 (polypeptide):
VAVISYDGSNKYYADSVEKGR

SEQ ID NO:7 (polypeptide):
ARESPGYDFEY

SEQ ID NO:8 (polypeptide):
SGSSSNIGSNTVN

SEQ ID NO:9 (polypeptide):
DNNKRPES

SEQ ID NO:10 (polypeptide):
CAAWDDSLSGWV

SEQ ID NO:11 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGETEFSNYGIHWVROQAPGKGLEWVAVISYDGSNKYYADSVKGRFTISRD
NSENTLYLOMNSLRAEDTAMYYCARDSSSAEDYWGQGTLVTIVSS

SEQ ID NO:12 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNTGSNTVNWYQQLPGTAPKLLIYRNNQRPSGVPDRESGSKSGTSAS
LAISGLRSEDEADYYCETWDSNTRGVVEGGGTKLTVL

SEQ ID NO:13 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTCAGTAACTATGGCATACACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGETGGEC
AGTTATATCATATGATGGAAGCAATAAATACTACGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGAC
AATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCATGTATTACTGTGCGL
GAGACAGCAGTTCGGCGGAGGACTACTGGGGCCAAGGTACCCTGGTCACCGTGAGCTCA

SEQ ID NO:14 (DNA):
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CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAA
GCAGCTCCAACACCGGAAGCAATACTGTAAACTGGTATCAGCAGCTCCCAGGAACGGCCCCCARACTCCTCAT
CTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTGAGACCTGGGACAGTAACACTCGGEG
GGGTGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:15 (polypeptide):
FSNYGIHW

SEQ ID NO:16 (polypeptide):
VAVISYDGSNKYYADSVEKGR

SEQ ID NO:17 (polypeptide):
ARDSSSAEDY

SEQ ID NO:18 (polypeptide):
SGSSSNTGSNTVN

SEQ ID NO:19 (polypeptide):
RNNQRFES

SEQ ID NO:20 (polypeptide):
CETWDSNTRGVV

SEQ ID NO:21 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTFRTSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVEGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVIVSS

SEQ ID NO:22 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGSNTVNWYQOLPGTAPKLLIYGNSNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGWVEGGGTKLTVL

SEQ ID NO:23 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGEGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTCCGTACCTCTGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGC
AGTTATATCATATGATGGAAGTAATAAATACTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGAC
AARTTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGA
GAGAATCCCCCGGCTACGATTTTGAGTATTGGGGCCAGGGTACCCTGGTCACCGTGAGCTCA

SEQ ID NO:24 (DNA):
CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAA
GCAGCTCCAACATCGGAAGTAATACTGTAAACTGGTATCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTCAT
CTATGGTAACAGCAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATG
GTTGGGTGTTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:25 (polypeptide):
FRTSGMHW

SEQ ID NO:26 (polypeptide):
VAVISYDGSNKYYADSVKGR

SEQ ID NO:27 (polypeptide):
ARESPGYDFEY

SEQ ID NO:28 (polypeptide):
SGSSSNIGSNTVN

SEQ ID NO:29 (polypeptide):
GNSNRFES
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SEQ ID NO:30 (polypeptide):
CAAWDDSLNGWV

SEQ ID NO:31 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTESSYAMSWVRQAPGKGLEWVSAISGSGTSTYYADSVEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGQGTLVTVSS

SEQ ID NO:32 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYENYNRPAGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCSSWDDSLNYWVEFGGGTKLTVL

SEQ ID NO:33 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTC
AGCTATTAGTGGTAGTGGTACTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGAC
AATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGA
GAGTCCGTTATAACTGGAACCACGGAGACTGGTTCGACCCCTGGGGCCAAGGTACCCTGGTCACCGTGAGCTC
A

SEQ ID NO:34 (DNA):
CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCTGCTCTGGAA
GCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTCAT
CTATGAGAATTACAACCGACCCGCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTTCATCGTGGGATGACAGCCTGAATT
ATTGGGTGTTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:35 (polypeptide):
FSSYAMSW

SEQ ID NO:36 (polypeptide):
VSAISGSGTSTYYADSVKGR

SEQ ID NO:37 (polypeptide):
ARVRYNWNHGDWEDP

SEQ ID NO:38 (polypeptide):
SGSSSNIGNNYVS

SEQ ID NO:39 (polypeptide):
ENYNRPA

SEQ ID NO:40 (polypeptide):
CSSWDDSLNYWV

SEQ ID NO:41 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSNYGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKETNDVPFDYWGQGTLVTVSS

SEQ ID NO:42 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGSNTVNWYQOLPGTAPKLLIYANNNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWHDSLSGWVEGGGTKLTVL

SEQ ID NO:43 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTCAGTAACTATGGCATGCACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGETGGC
AGTTATATCATATGATGGAAGTAACAAATATTATGCAGACTCCGTGAAGGGTCGATTCACCATCTCCAGAGAC
AATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGA
AAGAGACTAACGACGTTCCCTTTGACTACTGGGGCCAAGGTACCCTGGTCACCGTGAGCTCA
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SEQ ID NO:44 (DNA):
CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAA
GCAGCTCCAACATCGGAAGTAATACTGTAAACTGGTATCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTCAT
CTATGCTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGCATGACAGCCTGAGTG
GTTGGGTGTTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:45 (polypeptide):
FSNYGMHW

SEQ ID NO:46 (polypeptide):
VAVISYDGSNKYYADSVEKGR

SEQ ID NO:47 (polypeptide):
AKETNDVPEDY

SEQ ID NO:48 (polypeptide):
SGSSSNIGSNTVN

SEQ ID NO:49 (polypeptide):
ANNNRPS

SEQ ID NO:50 (polypeptide):
CAAWHDSLSGWV

SEQ ID NO:51 (polypeptide):
EVOLLESGGGLVQOPGGSLRLSCAASGEFTFSNYGMYWVRQAPGKGLEWVAVISYDGTNKYYVDSVKEKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAKDLPEKWGGEDSWGQGTLVTVSS

SEQ ID NO:52 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGGSSNIGSNYVYWYQOQLPGTAPKLLIYGNSNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGVVEGGGTKLTVL

SEQ ID NC:53 (DNA):
GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCT
CTGGATTCACCTTCAGTAACTATGGCATGTACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGETGGEC
AGTTATATCATATGATGGAACTAACAAATATTATGTAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGAC
AATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCAA
AAGATCTCCCGAAGTGGGGAGGCTTTGACTCCTGGGGCCAAGGTACCCTGGTCACCGTGAGCTCA

SEQ ID NO:54 (DNA):
CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAG
GCAGCTCCAACATCGGAAGTAATTATGTATACTGGTATCAGCAGCTCCCAGGAACGGCCCCCAAACTCCTCAT
CTATGGTAACAGCAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCC
CTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATG
GTGTGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTA

SEQ ID NO:55 (polypeptide):
FSNYGMYW

SEQ ID NO:56 (polypeptide):
VAVISYDGTNKYYVDSVKGR

SEQ ID NO:57 (polypeptide):
AKDLPKWGGEDS

SEQ ID NO:58 (polypeptide):
SGGSSNIGSNYVY

SEQ ID NO:59 (polypeptide):
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GNSNRPS

SEQ ID NO:6Q (polypeptide):
CAAWDDSLNGVV

SEQ ID NO:61 (polypeptide):
RPSEFSLVEDTTLEPEEPPTKYQISQPEVYVAAPGESLEVRCLLEDAAVISWTKDGVHLGPNNRTVLIGEYLQT
KGATPRDSGLYACTASRTVDSETWY FMVNVTDAISSGDDEDDTDGAEDEVSENSNNKRAPYWTNTEKMEKRLH
AVPAANTVEKFRCPAGGNPMPTMRWLENGKEFKQEHRIGGYKVRNQHWSLIMESVVPSDEGNYTCVVENEYGS T
NHTYHLDVVERSPHRPILOAGLPANASTVVGGDVEEVCKVY SDAQPHIQWIKHVEKNGSKYGPDGLPYLKVLK
HSGINSSNAEVLALFNVTEADAGEY ICKVSNYIGOANQSAWLTVLPRKOQQAPGREKEITASPDYLEIATIYCIGY
FLIACMVVTVILCRMENTTKEPDESSQPAVHKLTKRIPLRROQVTIVSAESSSSMNSNTPLVRITTRLSSTADTP
MLAGVSEYELPEDPKWEFPRDKLTLGKPLGEGCFGQVVMAEAVGIDKDKPKEAVTVAVKMLKDDATEKDLSDL
VSEMEMMEMIGKHKNIINLLGACTQODGPLYVIVEYASKGNLREYLRARRPPGMEYSYDINRVPEEQMTFKDLV
SCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFGLARDINNIDYYKKTTNGRLPVEWMAPEALED
RVYTHOSDVWSFGVLMWEIFTLGGSPYPGIPVEELFKLLKEGHRMDKEPANCTNELYMMMRDCWHAVPSQRPTE
KOLVEDLDRILTLTTNETL

SEQ ID NO:62 (polypeptide):
RPSEFSLVEDTTLEPEDAISSGDDEDDTDGAEDEFVSENSNNKRAPYWTNTEKMEKRLHAVPAANTVKERCPAGG
NPMPTMRWLKNGKEFKQEHRIGGYKVRNQHWSLIMESVVPSDKGNYTCVVENEYGSINHTYHLDVVERSPHRP
TLOAGLPANASTVVGGDVEEVCEVY SDAQPHIQWIKHVEENGSKYGPDGLPYLKVLKHSGINSSNAEVLALEN
VITEADAGEYICKVSNYIGQANQSAWLTVLPKQOAPGRERKEITASPDYLEIAIYCIGVFLIACMVVTIVILCRMK
NTTKKPDESSQPAVHKLTKRIPLRROVIVSAESSSSMNSNTPLVRITTRLSSTADTPMLAGVSEYELPEDPKW
EFPRDKLTLGKPLGEGCFGOVVMAEAVGIDKDKPKEAVTVAVEKMLKDDATEKDLSDLVSEMEMMKMIGKHKNT
INLLGACTODGPLYVIVEYASKGNLREYLRARRPPGMEYSYDINRVPEEQMTFKDLVSCTYQLARGMEYLASQ
KCIHRDLAARNVLVTENNVMKIADFGLARDINNIDYYKKTTNGRLEPVKWMAPEALFDRVYTHQSDVWSEFGVLM
WEIFTLGGSPYPGIPVEELFKLLKEGHRMDKPANCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN
ET

SEQ ID NO:63 (polypeptide):
RPSFSLVEDTTLEPE

SEQ ID NO:64 (polypeptide):
RPSEFNLVEDATVEPE

SEQ ID NO:65 (polypeptide):
RESFNLVEDTTVEPE

SEQ ID NO:66 (polypeptide):
RESEFNLVEDTTLEPE

SEQ ID NO:67 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVRQAPGKGLEWVSATISGSGTSTYYADSVEGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGOGTLVTVSSASTEKGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPEKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGOPREPOQVYTLPPSRDELTK
NOVSLTCLVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVESCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:68 (polypeptide):
OSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIVYENYNRPAGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCSSWDDSLNYWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATIVCLISDEYPG
AVTVAWKADS SPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

SEQ ID NO:69 (polypeptide):

EVOLLESGGGLVQPGGSLRLSCAASGEFTFRTSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVEGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVIVSSASTKGPSVEPLAPSSKSTSGGTAALGCL
VEKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKEVERPK
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SCDKTHTCPPCPAPELLGGPSVELEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKYP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIERKTISKAKGOPREPQVYTLPPSRDELTKNQVS
LTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFELY SKLTVDKSRWQOGNVESCSVMHEALHENHY T
QKSLSLSPG

SEQ ID NO:70 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGSNTVNWYQOILPGTAPKLLIYGNSNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGWVEFGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYPG
AVTVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

SEQ ID NO:71 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTESSYAMSWVROAPGKGLEWVSAISGSGTSTYYADSVEKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTKVDEK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGOPREPOVYTLPPSRDELTK
NOVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQOGNVEFSCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:72 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQOLPGTAPKLLIYENYNRPAGVPDRESGSKSGTSA
SLATSGLRSEDEADYYCSSWDDSLNYWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYPD
GAVTVAWKADSSPVKAGVETTTPSKQOSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

SEQ ID NO:73 (polypeptide):
EVOLLESGGGLVOPGGSLRLSCAASGEFTFSSYAMSWVROAPGKGLEWVSAISGSGTSTYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGQGTLVTVSS

SEQ ID NO:74 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYENYNRPAGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCSSWDDSLNYWVEFGGGTKLTVL

SEQ ID NO:75 (polypeptide):
FSSYAMSW

SEQ ID NO:76 (polypeptide):
VSATISGSGTSTYYADSVEGR

SEQ ID NO:77 (polypeptide):
ARVRYNWNHGDWEDP

SEQ ID NO:78 (polypeptide):
SGSSSNIGNNYVS

SEQ ID NO:79 (polypeptide):
ENYNRPA

SEQ ID NO:80 (polypeptide):
CSSWDDSLNYWV

SEQ ID NO:81 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVROAPGKGLEWVSAISKSGGSTEYADSVKEKGRETISRD
NSKENTLYLOMNSLRAEDTAVYYCARVRY IWGEGDWEDPWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHEPSNTKVDEK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGOQPREPQVYTLPPSRDELTK
NOVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALH
NHYTOKSLSLSPG

SEQ ID NO:82 (polypeptide):
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AQSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQQLPGTAPKLLIYENYKRSSGVPDRESGEKSGTSA
SLATISGLRSEDEADYYCAAWDDSLNSWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVITVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHREY SCOVTHEGSTVERTVARPTECS

SEQ ID NO:83 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFSSYAMSWVRQAPGKGLEWVSATISKSGGSTEYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYIWGEGDWEDPWGQGTLVTVSS

SEQ ID NO:84 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQOLPGTAPKLLIYENYKRSSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNSWVEGGGTKLTVL

SEQ ID NO:85 (polypeptide):
FSSYAMSW

SEQ ID NO:86 (polypeptide):
VSAISKSGGSTEYADSVKGR

SEQ ID NO:87 (polypeptide):
ARVRYIWGEGDWEDP

SEQ ID NO:88 (polypeptide):
SGSSSNIGENYVS

SEQ ID NO:89 (polypeptide):
ENYKRSS

SEQ ID NO:90 (polypeptide):
CAAWDDSLNSWV

SEQ ID NO:91 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTESSYAMSWVROQAPGKGLEWVSAISRSGGSTYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRY IWNEGDWEDPWGOGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAA
LGCLVKDYFPEPVIVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHEPSNTKVDEK
VEPKSCDKTHTCPPCPAPELLGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPOVYTLPPSRDELTK
NOVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWOQGNVESCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:92 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQQLPGTAPKLLIYENYNRPSGVPDRESGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLNSWVEFGGGTKLTVLGOPKAAPSVTLFPPSSEELOQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:93 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISRSGGSTYYADSVKEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRY IWNEGDWEDPWGQGTLVTVSS

SEQ ID NO:94 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQOQLPGTAPKLLIYENYNREPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNSWVEGGGTKLTVL

SEQ ID NO:95 (polypeptide):
FSSYAMSW

SEQ ID NO:96 (polypeptide):
VSATISRSGGSTYYADSVKGR

SEQ ID NO:97 (polypeptide):
ARVRYIWNEGDWEDP
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SEQ ID NO:98 (polypeptide):
SGSSSNIGENYVS

SEQ ID NO:929 (polypeptide):
ENYNRES

SEQ ID NO:100 (polypeptide):
CAAWDDSLNSWV

SEQ ID NO:101 (polypeptide):
EVOLLESGGGLVOPGGSLRLSCAASGEFTESSYAMSWVROAPGKGLEWVSAISKSGGSTEYADSVEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYKWGEGDWEDPWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHEPSNTKVDEK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPEKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTERTISKAKGOPREPOVYTLPPSRDELTK
NOQVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALH
NHYTQOKSLSLSPG

SEQ ID N0O:102 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSGNSWVEGGGTKLTVLGOPKAAPSVTLEFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:103 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGETEFSSYAMSWVROAPGKGLEWVSAISKSGGSTEYADSVEKGREFTISRD
NSKNTLYLOMNSTLRAEDTAVYYCARVRYKWGEGDWEDPWGQGTLVTVSS

SEQ ID NO:104 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQOQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSGNSWVEFGGGTKLTVL

SEQ ID NO:105 (polypeptide):
FSSYAMSW

SEQ ID NO:106 (polypeptide):
VSAISKSGGSTEFYADSVEGR

SEQ ID NO:107 (polypeptide):
ARVRYKWGEGDWEDP

SEQ ID NO:108 (polypeptide):
SGSSSNIGENYVS

SEQ ID NO:109 (polypeptide):
ENYKRPS

SEQ ID NO:110 (polypeptide):
CAAWDDSGNSWV

SEQ ID NO:111 (polypeptide):
EVOLLESGGGLVQOPGGSLRLSCAASGEFTFSSYAMSWVROAPGKGLEWVSAISRSGGSTYYADSVKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRY IWNEGDWEDPWGOGTLVTVSSASTRGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTEPAVLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHEPSNTKVDKK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPOVYTLPPSRDELTK
NOVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:112 (polypeptide):
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AQSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYENYKRPSGVPDRESGEKSGTSA
SLATISGLRSEDEADYYCAAWDDSLPGWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVIVAWKADSSPVKAGVETTTPSKOQSNNKYAASSYLSLTPEQWKSHREY SCOVTHEGSTVERTVAPTECS

SEQ ID NO:113 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVROAPGKGLEWVSATISRSGGSTYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRY IWNEGDWEDPWGQGTLVTVSS

SEQ ID NO:114 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGNNYVSWYQQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLPGWVEFGGGTKLTVL

SEQ ID NO:115 (polypeptide):
FSSYAMSW

SEQ ID NO:116 (polypeptide):
VSAISRSGGSTYYADSVEGR

SEQ ID NO:117 (polypeptide):
ARVRYIWNEGDWEDP

SEQ ID NO:118 (polypeptide):
SGSSSNIGNNYVS

SEQ ID NO:119 (polypeptide):
ENYKRES

SEQ ID NO:120 (polypeptide):
CAAWDDSLPGWV

SEQ ID NO:121 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVROAPGKGLEWVSATISKSGGSTEFYADSVKGRETISRD
NSKENTLYLOMNSILRAEDTAVYYCARVRY IWNEGDWEDPWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAA
LGCLVKDYFPEPVIVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNVNHEPSNTKVDEKK
VEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPEKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGOQPREPOQVYTLPPSRDELTK
NOVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWOQGNVESCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:122 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQOQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLNGWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:123 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVROAPGKGLEWVSAISKSGGSTEYADSVEKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYIWNEGDWEDPWGQGTLVTVSS

SEQ ID NO:124 (polypeptide):
OSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQOILPGTAPKLLIYENYKRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGWVEGGGTKLTVL

SEQ ID NO:125 (polypeptide):
FSSYAMSW

SEQ ID NO:126 (polypeptide):
VSAISKSGGSTFYADSVEGR

SEQ ID NO:127 (polypeptide):
ARVRYIWNEGDWEDP
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SEQ ID NO:128 (polypeptide):
SGSSSNIGENYVS

SEQ ID NO:129 (polypeptide):
ENYKRPS

SEQ ID NO:130 (polypeptide):
CAAWDDSLNGWV

SEQ ID NO:131 (polypeptide):
EVQLLESGGGLVQPGGSILRLSCAASGEFTEFSSYAMSWVROQAPGKGLEWVSAISKSGGSTEYADSVEGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYIWNHGDWEDPWGOGTLVTIVSSASTKGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLY SLSSVVTVRPSSSLGTOTYICNVNHKPSNTKVDKK
VEPKSCDKTHTCPPCPAPELLGGPSVELEFPPKPKDTLMI SRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNEKALPAPTEKTISKAKGOPREPOVYTLPPSRDELTK
NOQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALH
NHYTQKSLSLSPG

SEQ ID NO:132 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYOQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLNSWVEGGGTKLTVLGOPKAAPSVTLEFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:133 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVRQAPGKGLEWVSAISKSGGSTEYADSVEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYIWNHGDWEDPWGQGTLVTVSS

SEQ ID NO:134 (polypeptide):
QOSVLTOPPSASGTPGORVTISCSGSSSNIGENYVSWYQQLPGTAPKLLIYENYKRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNSWVEGGGTKLTVL

SEQ ID NO:135 (polypeptide):
FSSYAMSW

SEQ ID NO:136 (polypeptide):
VSAISKSGGSTEFYADSVEGR

SEQ ID NO:137 (polypeptide):
ARVRYIWNHGDWEDP

SEQ ID NO:138 (polypeptide):
SGSSSNIGENYVS

SEQ ID NO:139 (polypeptide):
ENYKREPS

SEQ ID NO:140 (polypeptide):
CAAWDDSLNSWV

SEQ ID NO:141 (polypeptide):
EVOLLESGGGLVQOPGGSLRLSCAASGETFRTSGMHWVROQAPGKGLEWVAVISYDGSNEKYYADSVEGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGOGTLVTVSSASTRKGPSVEFPLAPSSKSTSGGTAALGCL
VEDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLY SLSSVVTIVPSSSLGTOTYICNVNHKPSNTKVDKKVERPK
SCDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOPREPQVYTLPPSRDELTKNQVS
LTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSEFFLY SKLTVDKSRWOOGNVESCSVMHEALHNHY T
OKSLSLSPG

SEQ ID NO:142 (polypeptide):
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AQSVLTOPPSASGTPGORVTISCSGSSSNIGENTVNWYQQLPGTAPKLLIYGNSNRPSGVPDRESGEKSGTSA
SLATISGLRSEDEADYYCAAWDDSLNGWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVITVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHREY SCOVTHEGSTVERTVAPTECS

SEQ ID NO:143 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFRTSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVTIVSS

SEQ ID NO:144 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGSENTVNWYQQILPGTAPKLLIYGNSNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGWVEGGGTKLTVL

SEQ ID NO:145 (polypeptide):
FRTSGMHW

SEQ ID NO:146 (polypeptide):
VAVISYDGSNKYYADSVEGR

SEQ ID NO:147 (polypeptide):
ARESPGYDFEY

SEQ ID NO:148 (polypeptide):
SGSSSNIGSNTVN

SEQ ID NO:149 (polypeptide):
GNSNRPS

SEQ ID NO:150 (polypeptide):
CAAWDDSLNGWV

SEQ ID NO:151 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSHSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSEKNTLYLOMNSLRAEDTAVYYCAREQPLYDFEYWGQGTLVIVSSASTKGPSVEFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKEVEPK
SCDETHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPTEKTI SKAKGOPREPQVYTLPPSRDELTENQVS
LTCLVKGFYPSDIAVEWESNGOPENNYKTTPEPVLDSDGSFEFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID NO:152 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQOLPGTAPKLLIYGASERPSGVPDREFSGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLDGWTEGGGTKLTVLGOPKAAPSVILEFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:153 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTFSHSGMHWVROQAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPLYDFEYWGQGTLVIVSS

SEQ ID NO:154 (polypeptide):
OSVLTQPPSASGTPGORVTISCSGSSSNIGDNGVNWYQQLPGTAPKLLIYGASERPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLDGWTFGGGTKLTVL

SEQ ID NO:155 (polypeptide):
FSHSGMHW

SEQ ID NO:156 (polypeptide):
VAVISYDGSNKYYADSVEGR

SEQ ID NO:157 (polypeptide):
AREQPLYDFEY
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SEQ ID NO:158 (polypeptide):
SGSSSNIGDNGVN

SEQ ID NO:159 (polypeptide):
GASERPES

SEQ ID NO:160 (polypeptide):
CAAWDDSLDGWT

SEQ ID NO:161 (polypeptide):
EVOLLESGGGILVQPGGSLRLSCAASGEFTFSHSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVEGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPLYDFEYWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCL
VEDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLGTOTYICNVNHKPSNTKVDKKVERPK
SCDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTI SKAKGOQPREPQVYTLPPSRDELTKENQVS
LTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWOOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID NO:162 (polypeptide):
AQSVLTQPPSASGTPGORVTISCSGSSSNIGDNTVNWYQOLPGTAPKLLIYEASERPSGVPDRFSGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKQOSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:163 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFSHSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPLYDFEYWGQGTLVTIVSS

SEQ ID NO:164 (polypeptide):
QSVLTQPPSASGTPGORVTISCSGSSSNIGDNTVNWYQQLPGTAPKLLIYEASERPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVL

SEQ ID NO:165 (polypeptide):
FSHSGMHW

SEQ ID NO:166 (polypeptide):
VAVISYDGSNKYYADSVEGR

SEQ ID NO:167 (polypeptide):
AREQPLYDFEY

SEQ ID NO:168 (polypeptide):
SGSSSNIGDNTVN

SEQ ID NO:169 (polypeptide):
EASERPS

SEQ ID NO:170 (polypeptide):
CAAWDDSLDGWV

SEQ ID NO:171 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTFSHSGMHWVROAPGKGLEWVAVISYDGSNEKYYADSVKGRETISRD
NSENTLYLOMNSLRAEDTAVYYCAREQPVYDFEYWGOGTLVTVSSASTRKGPSVEFPLAPSSKSTSGGTAALGCL
VEKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTIVRPSSSLGTOTYICNVNHKPSNTKVDKKVERPK
SCDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGQPREPQVYTLPPSRDELTKNQVS
LTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWOOGNVESCSVMHEALHNHY T
QKSLSLSEG

SEQ ID NO:172 (polypeptide):
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AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNTVNWYQQLPGTAPKLLIYEASNRPSGVPDRESGEKSGTSA
SLATISGLRSEDEADYYCAAWDDSLNGWTEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVIVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHREY SCOVTHEGSTVERTVAPTECS

SEQ ID NO:173 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFSHSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPVYDFEYWGQGTLVIVSS

SEQ ID NO:174 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGDNTVNWYQOQLPGTAPKLLIYEASNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLNGWTFGGGTKLTVL

SEQ ID NO:175 (polypeptide):
FSHSGMHW

SEQ ID NO:176 (polypeptide):
VAVISYDGSNKYYADSVEKGR

SEQ ID NO:177 (polypeptide):
AREQPVYDFEY

SEQ ID NO:178 (polypeptide):
SGSSSNIGDNTVN

SEQ ID NO:179 (polypeptide):
EASNRES

SEQ ID NO:180 (polypeptide):
CAAWDDSLNGWT

SEQ ID NO:181 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSTSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVITVSSASTKGPSVEFPLAPSSKSTSGGTAALGCL
VEKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKEVEPK
SCDKTHTCPPCPAPELLGGPSVELEFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVEKFNWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCEKVSNKALPAPTIEKTISKAKGOPREPQVYTLPPSRDELTENQVS
LTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWQOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID NO:182 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYOQLPGTAPKLLIYGASERPSGVPDRFSGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVLGOPKAAPSVTLEFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCOVTHEGSTVEKTVAPTECS

SEQ ID NO:183 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFSTSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVKEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCARESPGYDFEYWGQGTLVTIVSS

SEQ ID NO:184 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQQLPGTAPKLLIYGASERPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLDGWVEFGGGTKLTVL

SEQ ID NO:185 (polypeptide):
FSTSGMHW

SEQ ID NO:186 (polypeptide):
VAVISYDGSNKYYADSVEGR

SEQ ID NO:187 (polypeptide):
ARESPGYDFEY
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SEQ ID NO:188 (polypeptide):
SGSSSNIGDNGVN

SEQ ID NO:189 (polypeptide):
GASERPES

SEQ ID NO:190 (polypeptide):
CAAWDDSLDGWV

SEQ ID NO:191 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTFSHSGMHWVROQAPGKGLEWVAVISYDGSNKYYADSVEGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREAPGYDFEYWGOGTLVTVSSASTKGPSVEPLAPSSKSTSGGTAALGCL
VEDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTIVPSSSLGTOTYICNVNHKPSNTKVDKKVERPK
SCDKTHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTI SKAKGOQPREPQVYTLPPSRDELTKNQVS
LTCLVKGEFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSEFFLY SKLTVDKSRWOOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID NO:192 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNTVNWYQOLPGTAPKLLIYGASERPSGVPDREFSGSKSGTSA
SLATSGLRSEDEADYYCAAWDDSLNGWTFGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVTVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:193 (polypeptide):
EVOLLESGGGLVOPGGSLRLSCAASGETFSHSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVEKGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAREAPGYDFEYWGQGTLVTIVSS

SEQ ID NO:194 (polypeptide):
OSVLTOPPSASGTPGORVTISCSGSSSNIGDNTVNWYQOILPGTAPKLLIYGASERPSGVPDRESGSKSGTSAS
LAISGLRSEDEADYYCAAWDDSLNGWTFGGGTKLTVL

SEQ ID NO:195 (polypeptide):
FSHSGMHW

SEQ ID NO:196 (polypeptide):
VAVISYDGSNKYYADSVEGR

SEQ ID NO:197 (polypeptide):
AREAPGYDFEY

SEQ ID NO:198 (polypeptide):
SGSSSNIGDNTVN

SEQ ID NO0:199 (polypeptide):
GASERPS

SEQ ID NO:200 (polypeptide):
CAAWDDSLNGWT

SEQ ID NO:201 (polypeptide):
EVOLLESGGGLVQPGGSMRLSCAASGFTEFSSSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGRFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPGYDFEYWGQGTLVITVSSASTKGPSVEFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKEVEPK
SCDETHTCPPCPAPELLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTEKP
REEQYNSTYRVVSVLTVLHODWLNGEKEYKCKVSNKALPAPTEKTI SKAKGOPREPQVYTLPPSRDELTENQVS
LTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID N0O:202 (polypeptide):
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AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQQLPGTAPKLLIYEASERPSGVPDRESGESKSGTSA
SLATISGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVLGOPKAAPSVTLFPPSSEELQANKATLVCLISDEYP
GAVIVAWKADSSPVKAGVETTTPSKOSNNKYAASSYLSLTPEQWKSHREY SCOVTHEGSTVERTVAPTECS

SEQ ID N0O:203 (polypeptide):
EVOLLESGGGLVQPGGSMRLSCAASGEFTFSSSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREQPGYDFEYWGQGTLVIVSS

SEQ ID NO:204 (polypeptide):
QSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQQILPGTAPKLLIVYEASERPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVL

SEQ ID NO:205 (polypeptide):
FSSSGMHEW

SEQ ID NO:206 (polypeptide):
VAVISYDGSNKYYADSVKGR

SEQ ID NO:207 (polypeptide):
AREQPGYDFEY

SEQ ID NO0O:208 (polypeptide):
SGSSSNIGDNGVN

SEQ ID NO:209 (polypeptide):
EASERPS

SEQ ID NO:210 (polypeptide):
CAAWDDSLDGWV

SEQ ID NO:211 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGEFTEFSHSGMHWVRQAPGKGLEWVAVISYDGSNKYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCAREAPLYDFEYWGOGTLVIVSSASTKGPSVEPLAPSSKSTSGGTAALGCL
VEDYFPEPVIVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTIVPSSSLGTQTYICNVNHKPSNTKVDKEVEPK
SCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTEKP
REEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEKTISKAKGQPREPQVYTLPPSRDELTKENQVS
LTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALHNHY T
QKSLSLSPG

SEQ ID N0O:212 (polypeptide):
AQSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQQLPGTAPKLLIYGASNREPSGVPDREFSGSKSGTSA
SLATISGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVLGOPKAAPSVILFPPSSEELQANKATLVCLISDECP
GAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCOQVTHEGSTVEKTVAPTECS

SEQ ID NO:213 (polypeptide):
EVOLLESGGGLVQPGGSLRLSCAASGFTEFSHSGMHWVROAPGKGLEWVAVISYDGSNKYYADSVEGREFTISRD
NSKNTLYLOMNSLRAEDTAVYYCAREAPLYDFEYWGQGTLVIVSS

SEQ ID NO:214 (polypeptide):
QOSVLTOPPSASGTPGORVTISCSGSSSNIGDNGVNWYQOQLPGTAPKLLIYGASNRPSGVPDRESGSKSGTSAS
LATISGLRSEDEADYYCAAWDDSLDGWVEGGGTKLTVL

SEQ ID NO:215 (polypeptide):
FSHSGMHW

SEQ ID NO:216 (polypeptide):
VAVISYDGSNKYYADSVKGR

SEQ ID NO:217 (polypeptide):
AREAPLYDFEY
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SEQ ID NO0O:218 (polypeptide):
SGSSSNIGDNGVN

SEQ ID NO:219 (polypeptide):
GASNRPES

SEQ ID NO:220 (polypeptide):
CAAWDDSLDGWV

SEQ ID NO:221 (polypeptide):
EVOQLLESGGGLVOPGGSLRLSCAASGETEFSSYAMSWVROAPGKGLEWVSAISGSGTSTYYADSVKGRETISRD
NSKENTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGOGTLVTVSSAKTTAPSVYPLAPVCGDTTGSSVT
LGCLVKGYFPEPVILTWNSGSLSSGVHTEPAVLOSDLYTLSSSVIVTSSTWPSOSITCNVAHPASSTKVDKKT
EPRGPTIKPCPPCKCPAPNLLGGPSVEFIFPPKIKDVIMISLSPIVTCVVVDVSEDDPDVQISWEVNNVEVHTA
OTOTHREDYNSTLRVVSALPTIQHODWMSGKEFKCKVNNEDLPAPTIERTISKPKGSVRAPQVYVLPPPEEEMTK
KOVTLTCMVTDEFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMY SKLRVEKKNWVERNSYSCSVVHEGLH
NHHTTKSFSRTPGK

SEQ ID NO0O:222 (polypeptide)
OVELLESGGGLVOPGGSLRLSCAASGEFTFSSYAMSWVROAPGKGLEWVSATISGSGTSTYYADSVKGRETISRD
NSKNTLYLOMNSLRAEDTAVYYCARVRYNWNHGDWEDPWGOGTLVIVSSASTRKGPSVEPLAPSSKSTSGGTAA
LGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTOTYICNVNHKPSNTRKVDKK
VEPKSCDKTHTCPPCPAPELLGGPSVEFLEFPPKPKDTLMISRTPEVTICVVVDVSHEDPEVKENWYVDGVEVHNA
KTKPREEQYNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKALPAPTEKTISKAKGOPREPQVYTLPPSRDELTK
NOVSLTCLVEGEYPSDIAVEWESNGOPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWOOGNVESCSVMHEALH
NHYTQKSLSLSPGK



