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IMMZ20059 bound to H460 cells by IF
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Anti-EPN1 bound to H460 cells
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multiple sequence alignment

MSTSSLRROMKNIVHNYSEAEIKVREATSNDPWGPSSSLMSEIADLTYNVVAFSEIMSMI 60
MSTSSLRROMKNIVHNYSEAEIKVREATSNDPWGPSSSLMSEIADLTYNVVAFSEIMSMI 60
MSTSSLRROMKNIVHNYSEAEIKVREATSNDPWGPSSSLMSEIADLTYNVVAFSEIMSMI 60

ok ke ok ok ke ke ok ok ko ke ok ok sk ok ok ok ke ok ke ke ok ok ke ke ok ok ke ok ok ke ok ok ke ok ok ok ok ok ke ke ke ke ke ok ke ok ok ke ok ok ok ke ok ok

WKRLNDHGKNWRHVYKAMTLMEYLIKTGSERVSQQCKENMYAVQOTLKDFQYVDRDGKDQG 120
WKRLNDHGKNWRHVYKAMTLMEYLIKTGSERVSQQCKENMYAVQTLKDFQYVDRDGKDQG 120
WKRLNDHGKNWRHVYKAMTLMEYLIKTGSERVSQQCKENMYAVQTLKDFQYVDRDGKDQG 120

LR SRS SRS SRS SRS ESE SRS SRS RS RS EESEEESEEEREEEREEEEEEEEE RS

VNVREKAKQLVALLRDEDRLREERAHALKTKEKLAQTATASSAAVGSGPPPEAEQAWPQS 180
VNVREKAKQLVALLRDEDRLREERAHALKTKEKLAQTATASSAAVGSGPPPEAEQAWPQS 180
VNVREKAKQLVALLRDEDRLREERAHALKTKEKLAQTATASSAAVGSGPPPEAEQAWPQOS 180

dhkkkkkhkhkhkkhkhhkhbhbhhkhkhrhhkhkhkhhhbhbhhkhbhbrbbkhkhhbhkhhhbhbhbhdhbhbhhkkkhhhkkhhkhk

SGEEELQLOLALAMSKEEADQPPSCGPEDDAQLOLALSLSREEHDKEERIRRGDDLRLOM 240
SGEEELQLQLALAMSKEEADQPPSCGPEDDVQLOLALSLSREEHDKEERIRRGDDLRLOM 240
SGEEELQLQLALAMSKEEADQPPSCGPEDDVQLOLALSLSREEHDKEERIRRGDDLRLOM 240

LR R R EEREEREREEEEREEEEEE L EEREEEREEEEREEREEE TR

AIEESKRETGGKEESSLMDLADVFTAPAPAPTTDPWGGPAPMAAAVPTAAPTSDPWGGEP 300
AIEESKRETGGKEESSLMDLADVETTPAPPQASDPWGGPASVPTAVPVAAAASDPWGGPA 300
AIEESKRETGGKEESSLMDLADVETTPAPPQASDPWGGPASVPTAVPVAAAASDPWGAPA 300

*hkkkkkkhkhkkhkhhkhkhkrkhkhrhkkkkk o kkk e ko ok ko ok Kk ek kk kk .k Kk kA Kk K

VPPAADPWGGPAPTPASGDPWRPAAPAGPSVDPWGGTPAPAAGEGPTPDPWGSSDGGVPV 360
VPPAADPWGGAAPTPASGDPWRPAAPTGPSVDPWGGTPAPAAGEGPTPDPWGSSDGGAPV 360
VPPAADPWGGAAPTPASGDPWRPAAPTGPSVDPWGGTPAPAAGEGPTSDPWGSADGGAPV 360

* ok ok Kok ok k ok ok ok ***********k***:*************k**k*** *****:***_**

SGPSASDPWTPAPAFSDPWGGSPAKPSTNGTTAAGGFDTEPDEFSDEFDRLRTALPTSGSS 420
SGPPSSDPWAPAPAFSDPWGGSPAKPSSNGT-AVGGFDTEPDEFSDEDRLRTALPTSGSS 419
SGPPSSDPWAPAPAFSDPWGGSPAKPSSNGT-AVGGFDTEPDEFSDEDRLRTALPTSGSS 419

dhkk ek kkkekhk kb hkhk bk hkrkhk bk bk hkhkhhhkoehkhkd K Khhkdhkhkhkdrrrrhkhrrrhhkkkhhdkkhhk

AGELELLAGEVPARSPGAFDMSGVRGSLAEAVGSPPPAATPTPTPPTRKTPESFLGPNAA 480
TGELELLAGEVPARSPGAFDMSGVGGSLAESVGSPPPAATPTPTPPTRKTPESFLGPNAA 479
TGELELLAGEVPARSPGAFDMSGVGGSLAESVGSPPPAATPTPTPPTRKTPESFLGPNAA 479

ek hkkhk bk k kb bk khkhhhhhhhhhk hhkkdh o hkkokhkkhohkhkkkkhhhhhhhhhhkkkkhhkkkh

LVDLDSLVSRPGPTPPGAKASNPFLPGGGPATGPSVINPFQPAPPATLTLNQLRLSPVPP 540
LVDLDSLVSRPGPTPPGSKASNPFLPSGAPPTGPSVINPFQPAPPATLTLNQLRLSPVPP 539
LVDLDSLVSRPGPTPPGAKASNPFLPSGAPATGPSVINPFQPAPPATLTLNQLRLSPVPP 539

hokkkkhkhkhkhhhkkhhhk phkkhhhkk Kk ok hkkkkkkkkkokkkkkhhkkkkkkkkkkkk
VPGAPPTYISPLGGGPGLPPMMPPGPPAPNTNPFLL 576

VPGAPPTYISPLGGGPGLPPMMPPGPPAPNTNPFLL 575
VPGAPPTYISPLGGGPGLPPMMPPGPPAPNTNPFLL 575

*ok ko ok ok ke ke ke ke ke ke ko ke ke ko ok ke ke ke ke ok ke ok ke ok ok ok ok ok ok ok ok

FIG. 13

SUBSTITUTE SHEET (RULE 26)



WO 2020/072618 PCT/US2019/054259
12/14

CLUSTAL 0{(1.2.4) multiple sequence alignment

EPN1 HUMAN MSTSSLRROMKNIVHNYSEAEIKVREATSNDPWGPSSSLMSEIADLTYNVVAFSEIMSMI 60
EPN2_ HUMAN MTTSSIRROMKNIVNNYSEAEIKVREATSNDPWGPSSSLMTEIADLTYNVVAFSEIMSMV 60
EPN3_ HUMAN MTTSALRRQVKNIVHNYSEAEIKVREATSNDPWGPPSSLMSEIADLTENTVAFTEVMGML 60

gk g g ko kg ek kg ok ok ok ok ok ok ok Sk ok Rk sk ek ok ok sk g ek ko gk Rk ok gk gk kg

EPN1 HUMAN WKRLNDHGKNWRHVYKAMT LMEYLIKTGSERVSQQCKENMYAVQT LKDFQYVDRDGKDQG 120
EPN2_HUMAN WKRLNDHGKNWRHVYKALTLLDYLIKTGSERVAQQCRENIFATQTLKDEQYIDRDGKDQG 120
EPN3 HUMAN WRRLNDSGKNWRHVYKALTLLDYLLKTGS ERVAHQCRENLYTIQTLKDFQYIDRDGKDQG 120
*:**** **********:**: :** : *******: :**:**: T :********:********
EPN1 HUMAN VNVREKAKQLVALLRDEDRLREERAHALKTKEKLAQTATAS SAA---VGSGP——~PP———— 171
EPN2_HUMAN INVREKSKQLVALLKDEERLKAERAQALKTKERMAQVATGMGSNQITFGRGS SQPNLSTS 180
EPN3_HUMAN VNVREKVKQUMALLKDEERLROERTHALKTKERMALEGTGI GS GQLGFSRRY ——————— 172
st kkk kg AR kg ARy Kk gkAE ARk
EPN1_HUMAN EAEQAWPQSSG-———————————————————————— EEELQ-———————— LQLAL-———- 192
EPN2_HUMAN HSEQEYGKAGGS PASYHGS PEASLCEQHRTGAPLGQSEELQPLSQRHPFLEHLGLASREN 240
EPN3_HUMAN ~-GEDYSRSRGSPSSYNSSS ---190
. e K
EPN1 HUMAN =~ ————————————— AMSKEEADQPPSCGPEDDAQLOLALSLSREEHDKEER--IR 231
EPN2_HUMAN GDWSQPCLTCDRAARAT SPRVS SELEQARPQT SGEEELQLQLALAMSREVAEQEER--LR 298
EPN3 HUMAN =~ —————————— o SSPRYTSDLEQARPQTSGEEELOLOLALAMSREEAEKPVPRASH 234
*:: ****** **\k
EPN1 HUMAN RGDDLRLOMATEESKRET ————————————————————————— - —— GGKE-——————- 253
EPN2_HUMAN RGDDLRLOMALEESRRDT VKIPKKKEHGSL 328
EPN3_HUMAN RDEDLOLOLALRLSROEHEKEVRSHQGDGSPNANGAGAVVHHORDREPEREERKEEEKLK 294

S ek s kok ek .

EPN1_HUMAN ——-ESSLMDLADVEFTAPAPAP--—-TTDPWGGPAPMAAAVPTAAPTSDPWGGPPVPPAADP 307
EPN2_ HUMAN POQTTLLDLMDALPSSG-——————————————————————— PAAQKAEPWGPSASTNQTNP 365
EPN3_ HUMAN TSQSSILDLADIFVPALAPPSTHCSADPWDIPGF-———RPNTEASGSSWGPSA————— DP 345
..... *k ks o I
EPN1 HUMAN WGGPA--PTPASGDPWRPAAP-AGPSVDPWGGTPAPAAGEGPTPDPWGSSDGGVPVSGPS 364
EPN2_HUMAN WGGPA--APASTSDPWPSFGTKPAASIDP————————————————— WGVPTGATVQSVPK 406
EPN3 HUMAN WSPIPSGTVLSRSQPWDLT--PMLSSSEPWGRTPVLP——————————— AGPP 384
B *. HEE S o i
EPN1_ HUMAN ASDPWTPAP———————— AFSDPWGGSPAKPSTNGTTAAGGEF——————— DTEPDEFSDFDR 409
EPN2_ HUMAN NSDPWAASQQPAS SAGKRASDAWGAVSTTKP-——VSVSGSFELFSNLNGTIKDDEFSEFDN 463
EPN3_ HUMAN TTDPWALNS-PHHKLPSTGADPWGASLETSDTPGG—-ASTFDPFAKPPEST-——--ETKEG 437
cxkk T P
EPN1 HUMAN LRTALPT-—————— SGSSAGELELLAGEVPARSPGAFDMSGVRGSLAEAVGSPPPAATPT 462
EPN2_ HUMAN LRTSKKT-———————. AESVTSLP———SONNGTTSPDPFE-————————————— SQPLTVASS 500
EPN3_ HUMAN LEQALPSGKPSSPVELDLFGDPSPSSKONGTKEPDALDLGILGEAL—————————— TQPS 487
* s . . kL s .
EPN1 HUMAN PTPPTRKTPESFLGPNA-ALVDLDSLVSRPGPTPPGAKASNPFLPGGGPATGPSVTINPFQ 521
EPN2_ HUMAN KPSSARKTPESFLGPNA-ALVNLDSLVTRPAPP-—-AQSLNPFLAPGAPATSA-PVNPFQ 555
EPN3 HUMAN KEARACRTPESFLGPSASSLVNLDSLVKAPQV———-—AKTRNPFLTGL-——SAPSPTNPFG 540
- Sk ok kR ok kg kkkkk |k Hpy kkkx .. EEas
EPN1 HUMAN PAPPATLTLNQLRL-SPVPPVPGAPPTYISPLGGGP————— GLP-PMMPPG————————— 565
EPN2_ HUMAN VNQPQPLTLNQLRG-SPVLGTS——————— TSFGPGP————— GVE-SMAVASMTSAAPQPA 601
EPN3 HUMAN AGEPGRPTLNQMRTGSPALGLAGGPVGA——PLGSMTYSASLPLPLSSVPAGLTLPASVSV 598
- * dekkok sk kok o
EPN1 HUMAN @ —————— - - PPAPNTNPFLL 576
EPN2_ HUMAN LGATGSSLTPLGPA-MMNMVGSVGIPPSAAQATGTTNPFLL 641
EPN3_HUMAN FPQAGA-———-FAPQPLLPT--PSSAGPRPPPPQTGTNPFL— 632
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