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Fig.3

TLE1

Volcano plot of the top four NKTL cell lines vs. the remaining seven cell lines
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Fig. 6A

Upregulated Hallmark gene sets in top 4 sensitive NKTL cell lines
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Fig. 6B
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Fig.8
Upregulated Hallmark gene sets in TLE1-low NKTL samples (local cohort)
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Fig. 12A
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Hallmark pathways on GSEA
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Fig.12C
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Significance (-Log1o)
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Fig. 17A
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