SEQUENCE LISTING
<110> Abbott Biotechnology Ltd., et al.
<120> ANTIBODY PURIFICATION
<130> BBI-240CPPEC

<140> Concurrently herewith
<141> Concurrently herewith

<150> 60/789725
<151> 2006-4-5

<150> 60/790414
<151> 2006-4-6

<160> 37
<170> FastSEQ for Windows Version 4.0

<210> 1

<211> 107

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab light chain variable region

<400> 1
Asp Ile Gln Met Thr Gln Ser Pro Sexr Ser Leu Ser Ala
1 5 10
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile
20 25
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys
35 40 45
Tyr Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg
50 55 ' 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Serx
65 70 75
Glu Asp Val Ala Thr Tyr Tyr Cys Gln Arg Tyr Asn Arg
85 90
Thr Phe G6ly Gln Gly Thr Lys Val Glu Ile Lys
100 105

<210> 2

<211> 121

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region

<400> 2
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln
1 5 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe
20 25

Ser
Arg
30

Leu
Phe

Leu

Ala

Pro

30

val Gly
15
Asn Tyr

Leu Ile

Ser Gly

Gln Pro
80

Pro Tyr
95

Gly Arg
15

Asp Asp Tyr

Ala Met His Trp Val Arxg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

1



35 40 45

Ser Ala Ile Thr Trp Asn Ser Gly His Ile Asp Tyr Ala Asp

50 55 60

Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser

65 70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr

85 90

Ala Lys Val Ser Tyr Leu Sexr Thr Ala Ser Ser Leu Asp Tyrx

100 105
Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 3

<211> 9

<212> PRT '
<213> Artificial Sequence

<220>
<223> adalimumab light chain variable region CDR3

<221> VARIANT
<222> 9
<223> Xaa = Thr or Ala

<400> 3
Gln Arg Tyr Asn Arg Ala Pro Tyr Xaa
1 ‘ 5

<210> 4

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region CDR3

<221> VARIANT
<222> 12
<223> Xaa = Tyr or Asn

<400> 4

Val Ser Tyr Leu Ser.Thr Ala Ser Ser Leu Asp Xaa
1 5 10

<210> 5

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> adalimumab light chain variable region CDR2

<400> 5

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 6

110

Ser Val

Leu Tyxr
80

Tyr Cys

95

Trp Gly



<211> 17

<212>
<213>

<220>

<223>

<400> 6
Ala Ile Thr Trp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser Val Glu

1
Gly

<210> 7

<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> adalimumab light chain variable region CDR1

<400> 7
Arg Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala

1l

<210> 8
<211l> 5
<212> PRT
<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region CDR1

<400> 8
Asp Tyr Ala Met His

1

<210> 9
<211> 107
<212> PRT
<213> Artificial Sequence

<220>
<223> 28D4 light chain variable

<400> S

Asp
1
Asp
Leu
Tyr

Ser
65

Glu

Ala

Ile
Arg
Ala
Ala
50

Gly
Asp
Phe

FRT
Artificial Sequence

Gln

Val

Trp
35
Ala

Ser

Val

Gly

Met
Thr
20

Tyr

Serx

Gly

Ala

Gln

5

5

5

Thr
5
Ile
Gln
Thr
Thr
Thr

85
Gly

Gln
Thr
Gln
Leu

Asp
70

Tyx

Thr

Ser
Cys
Lys
Gln
55

Phe
Tyx

Lys

Pro
Arg
Pro
40

Ser

Thx

Cys

Val

10

10

region

Ser
Ala
25

Gly
Gly

Leu

Gln

Glu

Ser
10

Ser
Lys
Val
Thr
Lys

90
Ile

Leu
Gln
Ala
Pro

Ile
75

Tyr

Lys

Sex
Gly
Pro
Ser

60
Ser

Asn

adalimumad heavy chain variable region CDR2

Ala
Ile
Lys
45

Arg

Ser

Sex

Sex
Arg
30

Leu

Phe

Leu

Ala

15

Ile
15

Asn
Leu
Ser
Gln

Pro
95

Gly
Tyr
Ile
Gly

Pro
80

Tyr



100 105

<210> 10
<211> 121
<212> PRT
<213> Artificial Sequence
<220>
<223> 25D4 heavy chain variable region
<400> 10 .
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyrx
20 25 30
Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Asp Trp Val
35 40 45
Ser Ala Ile Thr Trp Asn Ser Gly His Ile Asp Tyr Ala Asp Ser Val
50 55 60
Glu Gly Arg Phe Ala Val Ser Arg Asp Asn Ala Lys Asn Ala Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95
Thr Lys Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn Trp Gly
100 105 110
Gln Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 11
<211> 9
<212> PRT
<213> Artificial Sequence
<220>
<223> 28D4 light chain variable region CDR3
<400> 11
Gln Lys Tyr Asn Ser Ala Pro Tyr Ala
1 5
<210> 12
<211> 9
<212> PRT
<213> Artificial Sequence
<220>
<223> EP B1l2 1light chain variable region CDR3
<400> 12
Gln Lys Tyr Asn Arg Ala Pro Tyr Ala
1 5
<210> 13
<211> 9
<212> PRT

<213> Artificial Sequence

<220>



<223> VL10E4 light chain variable region CDR3

<400> 13
Gln Lys Tyr Gln Arg Ala Pro Tyr Thr
1 5

<210> 14

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VL100OAS9 light chain variable region CDR3

<400> 14
Gln Lys Tyr Ser Ser Ala Pro Tyr Thr
1 5

<210> 15

<211> 9

<212> PRT

<213> Artificial Sedquence

<220>
<223> VLL100D2 light chain variable region CDR3

<400> 15
Gln Lys Tyr Asn Ser Ala Pro Tyr Thr
1 5

<210> 16

<211> 9

<212> PRT

<213> Artificial Sequence

<220> A
<223> VLLOF4 light chain variable region CDR3

<400> 16
Gln Lys Tyr Asn Arxrg Ala Pro Tyr Thr
1 5

<210> 17

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> LOES5 light chain wvariable region CDR3

<400> 17
Gln Lys Tyr Asn Ser Ala Pro Tyr Tyr
1 5



<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

9

PRT

Artificial Sequence

VLLOG7 light chain variable region CDR3

18

Gln Lys Tyr Asn Ser Ala Pro Tyr Asn

1

<210>
<211>
<212>
<213>

<220>
<223>

<460>

5

19

9

BRT

Artificial Sequence

VLLOGY9 light chain variable region CDR3

19

Gln Lys Tyr Thr Ser Ala Pro Tyr Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

20

9

PRT

Artificial Sequence

VLLOHl1 light chain variable region CDR3

20

Gln Lys Tyr Asn Arg Ala Pro Tyr Asn

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

21

9

PRT

Artificial Sequence

VLLOH10 light chain variable region CDR3

21

Gln Lys Tyr Asn Ser Ala Ala Tyr Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

5

22

]

PRT

Artificial Sequence

VL1B7 light chain variable region CDR3



<400> 22
Gln Gln Tyr Asn Serxr Ala Pro Asp Thr
1 5

<210> 23

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .
<223> VL1Cl light chain variable region CDR3

<400> 23
Gln Lys Tyr Asn Ser Asp Pro Tyr Thr
1 5 '

<210> 24

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VLO0.1lF4 light chain variable region CDR3

<400> 24

Gln Lys Tyr Ile Ser Ala Proc Tyxr Thr
1 5

<210> 25

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VL0.1H8 light chain variable region CDR3

<400> 25
Gln Lys Tyr Asn Arg Pro Pro Tyr Thr
1 5

<210> 26

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> LOE7.A light chain variable region CDR3

<400> 26

Gln Arg Tyr Asn Arg Ala Pro Tyr Ala
1 5 i

<210> 27

<211> 12

<212> PRT

<213> Artificial Sequence



<220>
<223> 2s8D4 heavy chain variable region CDR3

<400> 27
Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn
1l 5 10

<210> 28

<211> 12

<212> PRT

<213> Artificial Sequence

<220> :
<223> VH1Bll heavy chain varxiable region CDR3

<400> 28
Ala Ser Tyr Leu Sexr Thr Ser Ser Ser Leu Asp Lys
1 5 10

<210> 29

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> VH1D8 heavy chain variable region CDR3

<400> 29
Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Tyr
1 5 10

<210> 30

<211i> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> VH1All heavy chain variable region CDR3

<400> 30
Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asp
1 5 10

<210> 31

<211> 12

<21z2> PRT

<213> Artificial Sequence

<220>

<223> VH1Bl2 heavy chain variable region CDR3

<400> 31

Ala Ser Tyr Leu Ser Thr Ser Phe Ser Leu Asp Tyr
1 5 10



<210> 32

<211> 12

<212> PRT

<213> Artificial Secquence

<220>
<223> VH1E4 heavy chain variable region CDR3

<400> 32
Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu His Tyx
1 5 10

<210> 33

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> VH1F6 heavy chain variable region CDR3

<400> 33
Ala Ser Phe Leu Ser Thr Ser Ser Ser Leu Glu Tyr
1 . 5 10

<210> 34

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> 3C-H2 heavy chain variable region CDR3

<400> 34
Ala Ser Tyr Leu Ser Thr Ala Ser Ser Leu Glu Tyr
1 5 10

<210> 35

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> VH1-D2.N heavy chain variable region CDR3

<400> 35
Val Ser Tyr Leu Ser Thr Ala Ser Ser Leu Asp Asn
1 5 10

<210> 36

<211> 321

<212> DNA

<213> Artificial Sequence

<220> .
<223> adalimumab light chain variable region



<400> 36

gacatccaga
atcacttgtc
gggaaagccc
cggttcagtyg
gaagatgttyg
gggaccaadgg

<210> 37
<211> 363
<212> DNA

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggatc
caacttatta
tggaaatcaa

tccatcctee
gggcatcaga
gatctatget
tgggacagat
ctgtcaaagg
a

<213> Artificial Sequence

<220>

ctgtectgeat
aattacttag
gcatccactt
ttcactcteca
tataaccgtg

ctgtagggaga
cctggtatca

tgcaatcagg
ccatcagcag
caccgtatac

<223> adalimumab heavy chain variable region

<400> 37
gaggtgcage
tcctgtgcagg
ccagggaagy
gcggactctg
ctgcaaatga
taccttageca
agt

tggtggagte
cctctggatt
gcctggaatg
tggagggecg
acagtctgag
ccgegtecte

tgggggagge
cacctttgat

ggtctcagct
attcaccate
agctgaggat
ccttgactat

ttggtacagce
gattatgcca
atcacttgga
tccagagaca
acggececgtat
tggggccaag

10

ccggcaggte
tgecactgggt
atagtggtca
acgccaagaa
attactgtgce
gtacecctggt

cagagtcacc
gcaaaaacca
ggtcccatct
cctacagect
ttttggcecag

cctgagactc
ccggcaaget
catagactat
cteccctgtat
gaaagtctcg
caccgtctceg

60

120
180
240
300
321

60

120
180
240
300
360
363





