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SR 2 Fibro1 | Fibro2 {MSC~1|MSC-2] Fibro1 | Fibro2 |MSC-1|MSGC-2
I'D_A-ZL Deleted in azoospermia-like
JDPPA2  Ipevelopmental pluripotency associated 2 (PESCRG1)

JoPPA4  [Developmental pluripotency associated 4
JERAS  |ES cell expressed Ras

|IGRB7 Growth factor receptor-bound protein 7
JHOXB1 }Homeobox B1

JKLF4 Kruppel-like factor 4 (gut) /A
jMYC c-Myc

PRDM1 _]PR domain containing 1, with ZNF domain
SOX2. SRY (sex determining region Y)-box 2
SPAGS _|Sperm associated antigen 9

SPRY2 |Sprouty homolog 2, antagonist of FGF signaling
TDGF1 [Teratocarcinoma-derived growth factor 1
ZFP42 |Zinc finger protein 42 homolog (Rex1)
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| /Naive /iPS
Symbol Description Cluster iPS Cluster

ABLL1 C-abl oncogene 1, receptor tyrosine kinase 1.2E+00
ANAPC2 | Anaphase promoting complex subunit 2 8.5E-01
ANAPC4 Anaphase promoting complex subunit 4 — 5.0E-01
ATM Ataxia telangiectasia mutated 1.7E+00
ATR Ataxia telangiectasia and Rad3 related 9.5E01
BRCAI Breast cancer 1, early onset 1.3E-01*
CCNBI1 Cyclin Bl 5.9E-02*
CCNB2 Cyclin B2 6.6E-02*
CCNC Cyclin C 2.2E-01*
CCNDI Cyclin D1 3.7E+00**
CCND2 Cyclin D2 v/ 3.7E-02*
CCNEI1 Cyclin E1 1.0E-01*
CCNF Cyclin F . 1.1E-01*
CCNG1 Cyclin G1 4.1E-01
CCNG2 Cyclin G2 1L1E+01**
CCNH Cyclin H 6.6E-01
CCNT1 Cyclin Tl 5.8E-01
CCNT2 Cyclin T2 4.0E-01
CDCl16 Cell division cycle 16 homolog (S. cerevisiae) 3.3E-01*
CDC2 Cell division cycle 2, G1 to S and G2 to M 6.4E-02*
CDC20 Cell division cycle 20 homolog (S. cerevisiae) 7//// 3.3E-02*
CDC34 Cell division cycle 34 homolog (S. cerevisiae) 4.7E-01
CDK2 Cyclin-dependent kinase 2 3.0E01*
CDK4 Cyclin-dependent kinase 4 6.4E-01
CDKS5R1 Cyclin-dependent kinase 5, regulatory subunit 1 (p35) 2.2E01*
CDK5RAPl |CDKS5 regulatory subunit associated protein 1 3.2E-01*
CDK6 Cyclin-dependent kinase 6 v 5.7E-01
CDK7 Cyclin-dependent kinase 7 _ 3.5E-01
CDKS8 Cyclin-dependent kinase 8 4,7E-01
CDKNIA Cyclin-dependent kinase inhibitor 1A (p21, Cipl) /A  83EH01**
CDKN1B Cyclin-dependent kinase inhibitor 1B (p27, Kipl) 8.2E-01
CDKN2A Cyclin-dependent kinase inhibitor 2A (melanoma, p16, inhibits CDK4) ////A 3.7TE+02**
CDKN2B Cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4) 7.8E+Q1**
CDKN3 Cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase) 1.3E-01*
CHEK 1 CHK1 checkpoint homolog (S. pombe) 1.7E-01*
CHEK2 CHK2 checkpoint homolog (S. pombe) 7.7E-02*
CULI Cullin 1 ) 4.2E-01
E2F4 E2F transcription factor 4, p107/p130-binding 4.8E-01
GADD45A | Growth arrest and DNA-damage-inducible, alpha 5.1E+00**
MAD2L1 MAD?2 mitotic arrest deficient-like 1 (yeast) 44E-02*
MAD2L2 MAD?2 mitotic arrest deficient-like 2 (yeast) 8.2E-02*
MCM2 Minichromosome maintenance complex component 2 5.6E-02*
MCM3 Minichromosome maintenance complex component 3 S.7TE-02*
MCM4 Minichromosome maintenance complex component 4 2.2E01*
'MCMS5 Minichromosome maintenance complex component 5 3.3E-02*
MNATI1 Menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis) 6.8E-01
MREI1A MREI11] meiotic recombination 11 homolog A (S. cerevisiae) 3.7E-01
PCNA Proliferating cell nuclear antigen 2.0E-01*
RADS1 RAD351 homolog (RecA homolog, E. coli) (S. cerevisiae) 7.0E-02*
RBI1 Retinoblastoma 1 (including osteosarcoma) 4,0E+00**

‘{RBBP8 Retinoblastoma binding protein 8 1.8E-01*
RBL1 Retinoblastoma-like 1 (p107) 2.3E-01*
RBL2 Retinoblastoma-like 2 (p130) 5.5E+00**
RPA3 Replication protein A3, 14kDa 1.3E-01*
SKP2 S-phase kinase-associated protein 2 (p45) V.7 1.2E-01*

| TERT Telomerase reverse transcriptase 0.0E+00*

“|TFDP1 Transcription factor Dp-1 -84E-01
TFDP2 Transcription factor Dp-2 (E2F dimerization partner 2) 6.6E-01
TP53 Tumor protein p53 3.3E-01*
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ABCA13 ATP-binding cassette, sub-family A (ABC1I), member 13 4.1E-01
ALPL Alkaline phosphatase, liver/bone/kidney 2.9E-03*
ATRX Alpha thalassemia/mental retardation syndrome X-linked (RAD54 homolog, S. cerevisiae) 9.9E-01
BMP4 Bone morphogenetic protein4 14E-01*
BMPRIA Bone morphogenetic protein receptor, type A 6.6E-01
CBX7 Chromobox homolog 7 ) 5.5E+00**
CTR9 Ctr9, Pafl/RNA polymerase 11 complex component, homolog (S. cerevisiae) 6.2E-01
DAZL Deleted in azoospermia-like 5.8E-02*
DDX4 DEAD (Asp-Glu-Ala-Asp) box polypeptide 4 5.0E-01
DNMT1 DNA (cytosine-5-)-methyltransferase 1 2.1E-01*
DNMT3B DNA (cytosine-5-)-methyltransferase 3 beta 6.2E-04*
-{DPPA2 Developmental pluripotency associated 2 1.6E-03*
DPPA3 Developmental pluripotency associated 3 1.1E-02*
DPPA4 Developmental pluripotency associated 4 1.1E-04*
EPC1 Enhancer of polycomb homolog 1 (Drosophila) 8.2E-01
ERAS ES cell expressed Ras 1.1E-01*
F11R F11 receptor 2.0E-03*
FGFR1 Fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, Pfeiffer syndrome) 5.8E-01
FOXD3 Forkhead box D3 4.2E-04*
GDF3 Growth differentiation factor 3 0.0E+00*
GRB7 Growth factor receptor-bound protein 7 1.8E-03*
HANDI Heart and neural crest derivatives expressed 1 1.9E-02*
HES1 Hairy and enhancer of split 1, (Drosophila) 1.4E+00
HEXIM1 Hexamethylene bis-acetamide inducible 1 2.8E+00
HOXBI Homeobox B1 4.7E-02*
ID1 Inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 33E+H00**
ID3 Inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 3.0E+00**
IFITM1 Interferon induced transmembrane protein 1 (9-27) 1.7E-01*
KCNK3 Potassium channel, subfamily K, member 3 34E+00**
KITLG KIT ligand 1.2E+01**
KLF4 Kruppel-like factor 4 (gut) 1.0E+00
LIN28 Lin-28 homolog (C. elegans)
MSX2 Msh homeobox 2
MYC V-myc myelocytomatosis viral oncogene homolog (avian)
NANOG Nanog homeobox
NATI1 N-acetyltransferase 1 (arylamine N-acetyltransferase)
NKX1-2 NK1 homeobox 2
NROB1 Nuclear receptor subfamily 0, group B, member 1 24E+H01**
OCT3/4 POU class 5 homeobox 1 '
oTX2 Orthodenticle homeobox 2 0.0E+00*
PAN3 PAN3 polyA specific ribonuclease subunit homolog (S. cerevisiae)
PODXL Podocalyxin-like
PRDM1 PR domain containing 1, with ZNF domain 1.0E+01**
RAGI1AP1 Recombination activating gene 1 activating protein 1 8.6E-01
SALL4 - Sal-like 4 (Drosophila)
SIX4 SIX homeobox 4
SOX2 SRY (sex determining region Y)-box 2 7.4E-04*
SPAG9 Sperm associated antigen 9
SPRY1 Sprouty homolog 1, antagonist of FGF signaling (Drosophila)
SPRY2 Sprouty homolog 2 (Drosophila) 1.9E+00
SSBP2 Single-stranded DNA binding protein 2 1.7E+00
STAT3 Signal transducer and activator of transcription 3 (acute-phase response factor) 1.6E+00
TDGF1 Teratocarcinoma-derived growth factor 1 3.8E-05*
TFE3 Transcription factor binding to IGHM enhancer 3 1.1E+00
TRDMT1 TRNA aspartic acid methyltransferase 1 73E-01
UTF1 Undifferentiated embryonic cell transcription factor 1 0.0E+00*
VIM Vimentin 14E+02**
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