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                         SEQUENCE LISTING

<110>  Ganymed Pharmaceuticals AG

<120>  ANTIBODIES FOR TREATMENT OF CANCER EXPRESSING CLAUDIN 6

<130>  SG4105A

<150>  EP 11 004 004.5
<151>  2011-05-13

<150>  US 61/486,071
<151>  2011-05-13

<160>  57

<170>  PatentIn version 3.5

<210>  1
<211>  1369
<212>  DNA
<213>  Homo sapiens

<400>  1
cgacactcgg cctaggaatt tcccttatct ccttcgcagt gcagctcctt caacctcgcc       60

atggcctctg ccggaatgca gatcctggga gtcgtcctga cactgctggg ctgggtgaat      120

ggcctggtct cctgtgccct gcccatgtgg aaggtgaccg ctttcatcgg caacagcatc      180

gtggtggccc aggtggtgtg ggagggcctg tggatgtcct gcgtggtgca gagcaccggc      240

cagatgcagt gcaaggtgta cgactcactg ctggcgctgc cacaggacct gcaggctgca      300

cgtgccctct gtgtcatcgc cctccttgtg gccctgttcg gcttgctggt ctaccttgct      360

ggggccaagt gtaccacctg tgtggaggag aaggattcca aggcccgcct ggtgctcacc      420

tctgggattg tctttgtcat ctcaggggtc ctgacgctaa tccccgtgtg ctggacggcg      480

catgccatca tccgggactt ctataacccc ctggtggctg aggcccaaaa gcgggagctg      540

ggggcctccc tctacttggg ctgggcggcc tcaggccttt tgttgctggg tggggggttg      600

ctgtgctgca cttgcccctc gggggggtcc cagggcccca gccattacat ggcccgctac      660

tcaacatctg cccctgccat ctctcggggg ccctctgagt accctaccaa gaattacgtc      720

tgacgtggag gggaatgggg gctccgctgg cgctagagcc atccagaagt ggcagtgccc      780

aacagctttg ggatgggttc gtaccttttg tttctgcctc ctgctatttt tcttttgact      840

gaggatattt aaaattcatt tgaaaactga gccaaggtgt tgactcagac tctcacttag      900

gctctgctgt ttctcaccct tggatgatgg agccaaagag gggatgcttt gagattctgg      960

atcttgacat gcccatctta gaagccagtc aagctatgga actaatgcgg aggctgcttg     1020

ctgtgctggc tttgcaacaa gacagactgt ccccaagagt tcctgctgct gctgggggct     1080

gggcttccct agatgtcact ggacagctgc cccccatcct actcaggtct ctggagctcc     1140

tctcttcacc cctggaaaaa caaatgatct gttaacaaag gactgcccac ctccggaact     1200

tctgacctct gtttcctccg tcctgataag acgtccaccc cccagggcca ggtcccagct     1260

atgtagaccc ccgcccccac ctccaacact gcacccttct gccctgcccc cctcgtctca     1320

ccccctttac actcacattt ttatcaaata aagcatgttt tgttagtgc                 1369

Page 1

<110>  Ganymed Pharmaceuticals AG 
       Johannes Gutenberg-Universität Mainz


















































