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(54) Title: METHOD FOR ANALYZING ANTIBODY
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AA Ipilimumab (N=71)

BB Quantitative value based on calibration curve using Ipilimumab
CCQuantitative value based on calibration curve using Trastuzumab
DDDotted lines: 95% confidence interval
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(57) Abstract: The present invention provides a method that enables quantification of an antibody by mass spectrometry
without constructing a calibration curve using the target antibody. Provided is a method for analyzing an antibody, said
method comprising digesting a biological protein and the target antibody with a protease, mass spectrometrically analyzing
peptide fragments of the thus digested biological protein and target antibody, and quantifying the target antibody on the
basis of the ratio of the detection intensity of the biological protein and the detection intensity of the target antibody
obtained by the mass spectrometry, wherein: the digestion with the protease comprises immobilizing the biological protein
and the target antibody in pores of a carrier and placing the carrier closer to fine particles which have a diameter greater
than the diameter of the pores and on the surface of which the protease is immobilized; and the biological protein has a

domain which can be immobilized in the pores.
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