X18827sequencelistingsT25
SEQUENCE LISTING

<110> E1i Lil1ly and Company
<120> CGRP ANTIBODIES
<130> Xx-18827

<150> 61/353323
<151> 2010-06-10

<160> 43

<170> PatentIn version 3.5

<210> 1

<211> 37

<212> PRT

<213> Artificial seguence
<220>

<223> Synthetic Construct
<400> 1

Ala Cys Asp Thr Ala Thr Cys val Thr His Arg Leu Ala Gly Leu Leu
1 5 10 15

ser Arg Ser Gly Gly val val Lys Asn Asn Phe val pPro Thr aAsn val
20 25

Gly ser %gs Ala Phe

<210> 2

<211> 37

<212> PRT

<213> Artificial Sequence
<220>

<223> Synthetic Construct
<400> 2

Ala cys Asn Thr Ala Thr Cys val Thr His Arg Leu Ala Gly Leu Leu
1 5 10 15

Ser Arg Ser ggy Gly Met val Lys Ser Asn Phe val Pro Thr Asn val
25

Gly Ser Lys Ala Phe
35

<210> 3

<211> 11

<212> PRT

<213> Artificial sequence
<220>

<223> synthetic Construct
<400> 3
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X188275equencelistingsT25

Arg Ala Ser GIn Asp Ile Asp Ash Tyr Leu Asn

1 5 10
<210> 4

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 4

Tyr Thr Ser Glu Tyr His Ser
1 5

<210> 5

<211> 9

<212> PRT

<213> Artificial Sequence
<220> _

<223> sSynthetic Construct
<400> 5

GIn GIn Gly Asp Ala Leu Pro Pro Thr
1 5

<210> 6

<211> 11

<212> PRT

<213> Artificial Sequence
<220> )

<223> Synthetic Construct
<400> ©

Arg Ala Ser Lys Asp Ile Ser Lys Tyr Leu Asn
1 5 10

<210> 7

<211> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> Synthetic Construct
<400> 7

Tyr Thr Ser Gly Tyr His Ser
1 5

<210> 8

<211> 11

<212> PRT

<213> Artificial sequence
<220>

<223> synthetic Construct
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X18827s5equencelistingsT25
<400> 8

Arg Ala Ser Arg Pro Ile Asp Lys Tyr Egu Asn
1 5

<210> 9

<211> 11

<212> PRT

<213> Artificial sequence
<220

<223> Synthetic Construct
<40(> ¢

Arg Ala Ser GIn Asp Ile Asp Lys Tyr Leu Asn
1 3 10

<210> 10

<211> 11

<21Z2> PRT

<213> Artificial Sequence
<220>

<223> Synthetic Construct

<2 20>

<221> MISC_FEATURE

<222> (4)..(48)

<223> Xaa at poesition 4 is Gln, Arg or Lys

<220>

<221> MISC_FEATURE

<222> (5)..(%)

<223> Xaa at position 5 is Asp or Pro

<220>

<221> MISC_FEATURE

222> (7).. (D

<2Z23> Xaa at position 7 is.Asp or Ser

<220>

<221> MISC_FEATURE

<222 (8)..(8)

<223> Xaa at position 8 is Asn or Lys

<400> 10

Arg Ala Ser Xaa Xaa Ile Xaa Xaa Tyr Leu Asn
1 5 10

<210> 11

<211> 7

<212> PRT

<213> artificial Sequence
<220>

<223> Synthetic Construct

<220>
<221> MISC_FEATURE
<222> (4)..(4)
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_ ~ Xx18827sequenceListingST25
<223> Xaa at position 4 is Gly or Glu

<400> 11

Tyr Thr Ser Xaa Tyr His ser

1 5

<210> 12

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 12

Gly Tyr Thr Phe Gly Asn Tyr Trp Met Gln
1 5 10
<210> 13

<211> 17

<212> PRT

<213> Artificial Sequence

<220>

<223> Synthetic Construct

<400> 13

Ala Ile Tyr Glu Gly Thr Gly Asp Thr Arg Tyr Ile Gln Lys phe Ala
1 5 10 15

Gly

<210> 14

<211> 10

<212> PRT

<213> Artificial sequence

<220>

<223> synthetic Construct

<400> 14

Leu Ser Asp Tyr val Ser Gly Phe Ser Tyr
1 5 10
<210> 15

<Z21i> 17

<212> PRT

<213> artificial sequence

<220>

<223> Synthetic Construct

<400> 15

Ala Ile Tyr Glu Gly Thr Gly Lys Thr val Tyr Ile GIn Lys Phe Ala
1 5 10 15
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Gly

«<210>
<211>
<212>
<Z213>

<220>
<223>

<400>

X18827sequencelistingsT25

15

17

PRT

Artificial Sequence

synthetic Construct
16

Ala ITe Tyr Glu g1y Thr Gly Lys Thr {31 Tyr Itle GIn Lys Phe Ala
1

Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

17

107

PRT

Artificial Sequence

Synthetic Construct
17

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5

ASp Arg

Leu Asn

Tyr Tyr
50

10 15

val Thr 1Te Thr Cys Arg Ala Ser GlIn Asp Ile Asp Asn Tyr
20 25 30

Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Thr Ser Glu Tyr His Ser Gly val Pro Ser Arg pPhe Ser Gly
55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr ITe Ser Ser Leu Gin Pro

65

Thr phe

<210>
<211>

70 75 80
Glu Asp Ile Ala Thr Tyr Tyr Cys GIn GlIn Gly Asp Ala Leu Pro Pro
85 a0 95
Gly GIn Gly Thr Lys Leu Glu Ile Lys
100 105

18

107

PRT

<212>
<213>

<220>
<223>

Artificial Sseguence

Synthetic Construct
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<400>

18

Asp I'le Gln
1

ASD

Ley

Tyr

ser

65

Glu

Thr

Arg

Asn

Tyr

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<220>
<223>

<400>

val

Trp

35

Thr

Ser

Ile

Gly

19
107
PRT

Met

Thr

20

Tyr

Ser

Gly

Ala

Gin
100

Thr

Ile

G1n

Glu

Thr

Thr

83

Gly

G1n

Thr

Gln

Tyr

ASD

70

TYr

Thr

x18827SequencelistingST2s

Ser Pro Ser Ser Leu Ser Ala Ser

Cys Arg

Lys Pro
40

His ser

55

rhe Thr

Tyr Cys

Lys Leu

Artificial Sequence

synthetic Construct

19

Asp Ile Gln
1

Asp

Leu

Tyr

ser

65

Glu

Thr

Arg

ASh

Tyr

50

Gly

AsSp

Phe

val

Trp

35

Thr

Ser

Phe

Gly

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

5

I'le

Gln

Gly

Thr

Thr

85

Gly

GIn

Thr

Glin

Tyr

ASp

70

TYr

Thr

Ser Pro

Cys Arg

Lys Pro

40

His Ser
55
Phe Thr

Tyr Cys

Lys val

Ala

25

Gly

Gly

Phe

Gin

Glu
105

ser

Ala

25

Gly

Gly

Leu

Glin

Glu
105

Ser GIn

Lys Ala

val Pro

Thr Ile
75

Glin Gly
90

Ile Lys

Ser Leu
10

Ser Lys

Lys Ala

val Pro

Thr Ile

75

GIn Gly
90

Ile Lys

Page 6

ASD

Pro

ser

60

Ser

Asp

Ser

Asp

Pro

Ser

60

ser

AsSp

Ile

Arg

ser

Ala

Ala

Ile

Lys

45

Arg

ser

Ala

ASD

30

Leu

Phe

Letu

Leu

Ser

Ser

30

Leu

rhe

l.eu

teu

val

15

ASN

Leu

ser

Gin

Pro
95

val

15

Lys

Leu

Ser

Gin

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro

Gly

Tyr

Gly

Pro
80

Pro



<210>
<211>
<212>
<213>

<220>
<223>

<400>
Asp Ile
1

ASp Arg

Leu Asn

Tyr Tyr
50

20
107
PRT

Artificial Seguence

synthetic Construct

20

Gin Met

val Thr
20

Trp Tyr
35

Thr Ser

ser Gly ser Gly

65

Glu Asp

Thr pPhe

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

ITe Ala

Gly Gln
100

21
107
PRT

Thr

5

Ite

Gln

Glu

Thr

Thr

85

Gly

Gin

Thr

GIn

Tyr

ASD

70

Tyr

Thr

ser

Cys

Lys

His

55

Phe

Tyr

LysS

artificial sequence

Synthetic Construct

21

isp ile Gln Met Thr Gln Ser

5

Asp Arg val Thr Ile Thr
20

Leu Asn Trp Tyr Gin Gin
35

Tyr E%r Thr ser Gly Tyr

ser Gly Ser Gly Thr Asp
65 70

Cys

LYS

His

55

Phe

X18827SequenceListingST25

Pro

Arg

Pro

40

Ser

Thr

Cys

l.eu

Pro

Arg

Pro

40

ser

Thr

Ser

Ala

25

Gly

Gly

Phe

Gin

Glu
105

Ser
Ala
25

Gly

Gly

Leu

Ser

10

Ser

Lys

val

Thr

Gin

90

Ile

Ser

10

Ser

LYS

val

Leu

Arg

Ala

Pro

Ile

75

Gly

Lys

l.eu

GlIn

Ala

Pro

Ser

Pro

Pro

Ser

60

Ser

Asp

Ser

Asp

Pro

ser
60

Thr Ile Ser

Page 7

75

Ala

Ile

Arg

Ser

ala

Ala

Ile

LYsS

Arg

sar

Ser

Asp

30

Leu

Phe

Leu

Leu

Ser

Asp

30

Leu

Phe

l.ey

val

15

LYS

Leu

Ser

Gin

Pro
95

val

15

Lys

Leu

Ser

Gin

Gly

TYyr

Ile

Gly

Pro

80

Pro

Gly

Tyr

Ile

Gly

Pro
80



Thr phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln val
1

Ser val
Trp Met

Gly Ala
50

Ala Gly
65

Met Glu
Ala Arg
Thr Leu

<210>
<211>
<212>
<213

<220>
<223>

<400>

22
119
PRT

X18827sequencelListingST25
Glu Asp pPhe Ala Thr Tyr Tyr Cys GlIn ggn Gly Asp Ala Leu Pro
85

Artificial sequence

synthetic Construct

22
Gln

Lys

Gln

35

Ile

Arg

Leu

Leu

val

115

23
119
PRT

Leu

val

20

Trp

Tyr

val

sSer

ser

100

Thr

val

5

Ser

val

Glu

Thr

Ser

85

Asp

val

Gn

Cys

Arg

Gly

Met

70

Leu

Tyr

sSer

Ser Gly
Lys Ala
GIn Ala
40

Thr Gly
55

Thr Arg
Arg ser

val ser

Ser

Artificial Seqguence

synthetic Construct

23

Glu

10

Gly

Gly

Thr

Thr

Asp

20

Phe

Lys

Phe

Leu

45

Tle

ser

val

Trp

95

Gly
15

Asn
Trp
Lys
val
Tyr
95

Gin

Pro

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

cln val Gln Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

ser val Lys val Ser Cys Lys Ala %gr Gly Tyr Thr pPhe ggy Asn Tyr
20
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Trp

Gly

Ala

65

Met

Ala

The

Met

Ala

50

Gly

Glu

Arg

Leu

<210>
<211>
<212>
<213>

<Z220>
<223>

<400>

GIn

35

Ie

Arg

Leu

Leu

val
115

24

119
PRT
Artificial Sequence

Gin val GIn
1

ser

Trp

Gly

Ala

65

Met

Ala

Thr

val

Met

Ala

>0

ASp

Glu

Arg

Thr

<210>
<211>

LyS

Gin

35

Ile

Arg

Leu

L.eu

val
115

25
119

Trp

Tyr

val

Ser

Ser

100

Thr

Lau

val

20

Trp

TYyr

vali

Ser

Ser

100

Thr

val

Glu

Thr

Ser

85

Asp

val

val

5

Ser

va'l

Glu

Thr

Ser

85

ASD

val

Arg

Gly

Met

70

Lau

Tyr

ser

Gln

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

GIn

Thr

55

Thr

Arg

val

ser

synthetic Construct
24

ser

Lys

Gln

Thr

35

Thr

Arg

val

Ser

X188275equencelListingsT25

40

Gly

Arg

Ser

ser

Gly

Ala

Ala

40

Gly

Ala

Ser

ser

LyS

ASp

Glu

Gly

Ala

Ser

25

Pro

Lys

ASp

Glu

Thr

Thr

Asp

90

Phe

Glu

10

Gly

Gly

Thr

LYs

Asp

90

Phe

Page 9

val
Ser
75

Thr

Ser

val

Tyr

Gin

val

ser

73

Thr

Gly

Tyr
60
Thr

Ala

Tyr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Ile

Ser

val

Trp

Lys

Phe

Ley

45

Ile

Ser

val

Trp

Ala pPro Gly Gln Gly Leu Glu
45

Glin

Thr

Tyr

Gly

Pro

Gly

30

Glu

Gln

Thr

Tyr

Gly
110

Trp

Lys

val

Tyr

95

Gin

Gly

15

Asn

Trp

Lys

Ala

TYF

95

Gin

Met

Phe

Tyr

80

cys

Gly

ser

TYFP

Met

Phe

Tyr

80

Cys

Gly



<212> PRT

<213> Artificial Seguence

<220>

<223> Synthetic Construct

<400> 25

Gln val GIn Leu val Gln ser

1 5

Ser val tys val Ser Cys Lys

20

Trp Met Gln Trp val Arg Gln
35

Gly Ala Ile Tyr Glu Gly Thr

50 55

Ala Gly Arg val Thr Met Thr

63 70

Met Glu Leu Ser Ser Leu Arg

85
Ala Arg Leu Ser Asp Tyr val
100

Thr Leu val Thr val Ser Ser
115

<210> 26

<211> 119

<212> PRT

<213> Artificial sequence

<220>

<223> Synthetic Construct

<400> 26

Gin val GIn Leu val Gln Ser
5

1

ser val Lys gg? ser Cys Lys

Trp Met ggn Trp val arg GlIn

Thr

Gly aAla 1le Tyr Glu Gly
50 55

Ala Gly Arg val Thr 1le Thr

65 70

X188275equencelistingsT25

Glu val

10

Gly Ala Lys Lys Pro

Ala ser Thr Phe

25

Gly Gly

30

Tyr

Ala GIn Glu

40

Pro Gly Gly Leu

45

Gly Lys Thr val Tyr Ile Gln

Thr Ser Thr Ser Thr

75

Arg Asp

Ser Glu Asp Thr Ala val

90

Tyr

Sser Phe Gly Gly

110

Tyr Trp

Glu val

10

Gly Ala Lys Lys Pro

Ala ser Thr Phe

25

Gly Gly

30

Tyr

Ala Glin Glu

40

Pro Gly Gly Leu

45

Gly Lys Thr val Tyr Ile GlIn

60

Ala Asp Lys Ser Thr Ser Thr

75
Page 10

Gly

15

Asn

Trp

Lys

val

Tyr

Gln

Gly

15

AsSn

Trp

LYS

Ala

Ala

Tyr

Met

Phe

Tyr

Cys

Gly

Ser

Tyr

Met

Phe

Tyr
80



X18827SequencelistingsT25s

Met Glu Leu Ser Ser Leu Arg ser Glu Asp Thr Ala val Tyr Tyr Cys
85 95

90

Ala Arg Leu Ser Asp Tyr val Ser Gly pPhe Gly Tyr Trp Gly Gln Gly
100 105 110

Ther Thr val Thr val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

27
214
PRT

artificial Sequence

synthetic Construct

27

Asp Ile Gln Met
1

Asp

Leu

Tyr

ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Arg

AsSn

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

val

Ser

val

Trp

35

Thr

Ser

Ile

Gly

val

115

Ser

Gln

val

Thr

20

TYTM

Ser

Gly

Ala

Gln

100

Phe

val

Trp

Thr

Thr Gin
5

Ile Thr
Gin GlIn
Glu Tyr
Thr Asp

70

Thr Tyr
85

Gly Thr
ITe Phe
val Cys
ivs val

150

Glu Gin
165

Ser

Cys

Lys

His

55

pPhe

TYIl

Lys

Pro

Leu

135

ASD

Asp

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

Pro

120

Leu

AsSh

Ser

Ser

Ala

25

Gly

Gly

pPhe

Gin

Glu

105

Ser

Asn

Ala

Lys

Ser
10

Ser
Lys
val
Thr
Glin
90

Iie
ASp
Asn

Leu

Asp
1

Leu

Gln

Ala

Pro

ITe

75

Gly

Lys

Glu

Phe

Gln

155

Ser

sSer

Asp

Pro

sSer

60

Ser

ASp

Arg

Gln

Tyr

140

Ser

The

Page 11

Ala

Tle

Lys

45

Arg

Ser

Ala

Thr

Leu

125

Pro

Gly

TV

ser

ASp

30

Leu

Phe

Leu

Leu

val

110

Lys

Arg

Asn

Ser

val

15

Asn

L.ey

ser

GIn

Pro

95

Ala

Ser

Glu

ser

Ley
175

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gin

160

Ser



Ser Thr Leu Thr

180

Ala Cys Glu val

195

Leu Ser Lys

Thr His Gl1n

Phe Asn Arg Gly Glu Cys
210

<210>
<211>
<212>

<213>

<220>
<223>

<400>

28

214
PRT
Aartificial Seguence

Asp Ile Gln

1

Asp

Leu

TVYFP

ser

65

Glu

Thr

Pro

Thr

LVS

145

Glu

Ser

Arg

Asn

TYr

50

Gly

ASD

Phe

Ser

Ala

130

va'l

ser

Thr

val

Trp

35

Thr

Ser

Ile

Gly

val

115

Ser

Gin

val

Leu

Met

Thr

20

Tyr

Ser

Gly

Ala

Gin

100

Phe

val

Trp

Thr

Thr
180

Thr
5
Ile
Glin
Glu
Thr
Thr
85
Gly
Ile
val
Lys
Glu

165

Leu

Glin

Thr

Gln

Tyr

ASp

70

Tyr

Thr

Phe

cys

val

150

Ggin

Ser

synthetic Construct
28

Ser

cys

Lys

His

55

Phe

Tyr

Lys

Pro

Leu

135

ASp

ASp

Lys

X18827SequencelistingST25
Ala Asp Tyr Glu Lys His Lys val Tyr

185

190

Gly Leu Ser Ser Pro val Thr Lys Ser

200

Pro

Arg

Pro

40

ser

Thr

Cys

Leu

Pro

120

Leu

Ash

Ser

Ala

ser

Ala

25

Gly

Gly

Phe

Gin

Glu

105

ser

AsSn

Ala

Lys

Asp

Ser

10

Ser

Lys

val

Thr

Glin

90

Ile

ASp

Asn

Leu

ASD
170

Leu

Gln

Ala

Pro

Ile

75

Gly

Lys

Glu

Phe

ser

Ser

Asp

Pro

Ser

60

Ser

ASpP

Arg

Gln

Tyr

140

Ser

Thr

Tvr Glu Lys

Page 12

205

Ala

Ile

Arg

Ser

Ala

Thr

Leu

125

Pro

Gly

Tyr

His

ser

Asp

30

Leu

Phe

Leu

l.eu

val

110

Lys

Arg

Asn

ser

Lys

val

15

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Ley

175

val

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gin

160

Ser

Tyr



X18827sequenceListingST25

Ala Cys Giu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
200

195

phe asn Arg Gly Glu Cys

210

<210>
<21i>
<212>
<213>

<220>
<223>

<400>

29
214
PRT

artificial Sequence

Synthetic Construct

29

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

LYS

145

Glu

ser

Arg

Asn

Tyr

50

Gily

ASp

Phe

ser

Ala

130

val

Ser

Thr

val

Trp

35

Thr

Ser

Phe

Gly

val

115

Ser

Glin

val

Leu

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly

phe

val

Trp

Thr

Thr
180

Thr
5
Ile
Glin
Gly
Thr
Thr
85
Gly
Ile
val
Lys
Glu

165

Leu

Gln

Thr

Gln

Tyr

Asp

70

Tyr

Thr

Phe

Cys

val

150

Gln

Ser

Ser

Cys

LysS

His

55

Phe

Tyr

LYS

Pro

Ley

135

Asp

ASP

Lys

Pro

Arg

Pro

4Q

Ser

Thr

cys

val

Pro

120

L.eu

Asn

Ser

Ala

sSer

Ala

25

Gly

Gly

Leu

Gln

Glu

105

ser

Asn

Ala

Lys

Asp

ser

10

Ser

LysS

val

Thr

GIn

90

Ile

AsSp

Asnh

Leu

Asp

TYyr

Leu

Lys

Ala

Pro

Ile

75

Gly

Lys

Glu

Phe

Gin

155

Ser

Glu

ser

ASD

Pro

ser

60

Ser

AsSp

Arg

Gin

Tyr

140G

ser

Thr

LYS

Page 13

205

Ala

ITe

APrg

Ser

Ala

Thr

l.eu

125

Pro

Gly

Tyr

His

ser

ser

30

Leu

Phe

Leu

Leu

val

110

LYS

Arg

Asnh

ser

Lys

val

15

Lys

Leu

Ser

Gin

Pro

95

Ala

Ser

Glu

Ser

Leu

175

val

Gly

Tyr

Gly

Pro

30

Pro

Ala

Gly

Ala

Gln

160

Ser

Tyr



195

Phe Asn Arg Gly Glu Cys

210

<210>
<21i>
<212>
<213>

<220>
<223>

<400>

30
214
PRT

Artificial Sequence

synthetic Construct

30

Asp Ite GIn Met
1

Asp

Leu

Tyr

ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

ser

Ala

Arg

Asn

Asp

Phe

sSer

Ala

130

val

sSer

Thr

Cys

val

Trp

35

Thr

Ser

Ile

Gly

val

115

ser

Gln

val

Leu

Glu
195

Thr

20

Tyr

ser

Gly

Ala

Glin

100

Phe

val

Trp

Thr

Thr

180

val

Thr
5

Ite
Gin
Glu
Thr
Thr

85

Gly

val
Lys
Glu
165

Leu

Thr

Glin

Thr

Gln

Tyr

Asp

70

Tyr

Thr

Phe

Cys

val

150

GlIn

Ser

His

Ser

Cys

Lys

His

55

Phe

Tyr

Lys

bro

Leu

135

Asp

Asp

LYyS

GIn

) X18827%equencel.istingsT25
Ala cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
200

Pro

Arg

Pro

40

Ser

Thr

Cys

Ley

Pro

120

L.eu

Asnh

ser

Ala

Ser

Ala

23

Gly

Gly

Phe

Gin

Glu

105

Ser

Asn

Ala

LYS

Asp

Leu

Ser

10

Ser

Lys

val

Thr

Gin

90

Ile

Asp

Asn

Leu

TYr

Leu

Arg

Ala

Pro

Ite

75

Gly

LysS

Glu

Phe

Gin

155

ser

Glu

ser

Pro

Pro

Ser

60

Ser

AsSp

Arg

GIn

Tyr

140

Ser

Thr

LYS

Ser Ser Pro

Page 14

205

Ala

Ile

Arg
ser
Ala
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Ser

ASD

30

Leu

Phe

Leu

Leu

vai

110

Lys

Arg

Asn

ser

Lys

Thr

val

15

LYS

Leu

Ser

Gin

Pro

95

Ala

Ser

Glu

Ser

Leu

175

val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Glin

160

ser

Tyr

ser



phe Asn Arg Gly Glu Cys
210

<210>
<211>
<212>
<Z213>

<220>
<223>

<400

31
214
PRT
Artificial sequence

synthetic Construct
31

Asp Ite Gln Met ghr Gin ser
1

AsSp Arg
Leu Asn

Tyr Tyr
5

val Thr Ile Thr Cys
20

Trp Tyr GIn Gln Lys
35

Thr ser Gly Tyr Hgs
5

ser Gly Ser Gly Thr Asp Phe

65

70

Glu Asp Phe Ala Thr Tyr Tyr

85

The Phe Gly Gly Gly Thr Lys

Pro ser

val phe I'le Phe Pro
115

Thr aAla Ser val val Cys Leu
130 135

Lys val

145

Glu ser

Gln Trp Lys val Asp
150

val Thr Glu Gln Asp
165

Ser Thr teu Thr Leu Ser Lys

Ala Cys

180

Glu val Thr His GIn
195

X18827SequencelistingsT25

Pro

Arg

Pro

40

Ser

Thr

Cys

val

Pro

120

Leu

Ash

Ser

Ala

Gly
200

Ser

Ala

25

Gly

Gly

Leu

Gin

Glu

105

Ser

Asn

Ala

Lys

Ser

10

ser

Lys

val

Thr

Gin

90

Ile

Asp

Asn

Leu

Ser

page 15

Leu

Gin

Ala

Pro

Ile

75

Gly

Lys

Glu

Phe

Glin

155

Ser

Glu

Ser

Ser

ASp

Pro

ser

60

ser

ASp

Arg

Gin

Tyr

140

Ser

Thr

Lys

Pro

Ala

Ile

Lys

Arg

Ser

Ala

Thr

Leu

125

Pro

Gly

Tyr

His

val
205

Ser

AsSp

30

Ley

Phe

Leu

Leu

val

110

Lys

Arg

Asn

Ser

LYS

190

Thr

val

15

Lys

Leu

Ser

GIin

Pro

95

Ala

ser

Glu

ser

Leu

175

val

Lys

Gly

Tyr

Ile

Gly

Pro

80

Pro

Ala

Gly

Ala

Gin

160

ser

Tyr

5er



Phe Asn Arg Gly Glu Cys
210

<210>
<211>
<212>

32
445
PRT

<213>

<Z220>
<223

<400>

GIn val Gin Leu

1

Ser

Trp

Gly

Ala

65

MeT

Ala

Thr

Pro

Gln

Ser

Ser

val

Met

Ala

50

Gly

Ghu

Arg

Ley

Let

130

Cys

ser

Ser

ser

Asn
210

Lys

Gin

35

Ile

Arg

Leu

Leu

val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

val

20

Trp

Tyr

val

Ser

Ser

100

Thr

Pro

vai

Ala

Gly

Gly

Lys

val

5

Ser

val

Glu

Thr

Ser

85

AsSp

val

Cys

Lys

Leu

165

Leu

Thr

val

Gln

Cys

Arg

Gly

Met

70

Leu

Tyr

Ser

Ser

TYr

Lys

Asp

Artificial Seguence

Synthetic Construct
32

Ser

Lys

Gin

Thr

35

Thr

Arg

val

Ser

Arg

Tyr

Ser

Ser

Thr

X18B27SequencelistingsT25

Gly

Ala

Ala

40

Gly

Arg

Ser

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

Arg

Ala

ser

25

Pro

ASp

ASp

Glu

Gly

ser

Thr

Pro

val

ser

185

Thr

val

Glu

10

Gly

Gly

Thr

Thr

ASD

90

Phe

Thr

ser

Glu

His

170

Ser

Cys

val

Tyr

G1n

Arg

Ser

75

Thr

Ser

Lys

Glu

Pro

155

Thr

val

Asn

Lys

Thr

Gly

TYFP

60

Thr

Ala

Tyr

Gly

Ser

140

val

Phe

va'l

val

Glu ser Lys

220

page 16

LYS

Phe

Leu

45

Ite

Ser

val

Trp

Pro

125

Thr

Thr

Pro

Thr

Pro

Gly

30

Glu

Glin

Thr

TYr

Gly

110

Ser

Ala

val

Ala

val

190

His

Gly

Gly

15

Asn

Trp

Lys

val

Tyr

Gin

val

Ala

ser

val

175

Pro

Lys

PTo

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gly

Phe

Leu

Trp

160

ieu

ser

Pro

Pro



Cys

225

Leu

Glu

GIn

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

GIn

Asn

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Gin

Gly

Pro

Ser

Glu

His

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

Pro

Pro

Thr

Asn

275

Arg

val

Ser

Lys

Glu

Phe

Gly

Tyr
435

33
4435
PRT

cys

Pro

cys

260

Trp

Glu

Leu

Asn

Gly

340

Glu

Tyr

AsSn

Phe

Asn

420

Thr

Pro

Tyr

Glu

His

Met

Pro

Asn

Leu

405

val

GTn

Ala

230

Pro

val

val

Gln

Gin

310

Gly

Pro

Thr

Ser

Tyr

390

Tyr

Phe

Lys

Pro

Lys

val

ASD

Phe

295

ASp

Leu

Arg

Lys

Asp

375

Lys

Ser

Ser

Ser

Artificial sequence

synthetic Construct

33

X18827sequencelistingST25

Glu Ala Ala Gly Gly Pro Ser

Asp

Asp

Gly

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

Thr

val

265

val

Ser

Leu

Ser

Pro

345

Gln

Ala

Thr

Lew

Ser

425

Ser

Leu

250

Ser

Glu

Thr

Asn

Ser

330

Gin

va’l

val

Pro

Thr

410

val

Leu

235

Met

Gln

val

Tyr

val

Ser

Glu

Pro

395

va'l

Met

Ser

Ile

Glu

His

300

Lys

Giu

Tyr

Leu

Trp

val

Asp

His

Leu

Page 17

Ser

Asp

Asn

285

val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Arg

Pro

270

Ala

val

TV

Thr

Leu

350

Cys

ser

ASp

Ser

Ala
430

val

Thr

255

Glu

Lys

ser

Lys

Ile

335

Pro

Leu

Asn

ser

Arg

Leu

Phe

240

Pro

val

Thr

val

320

Ser

Pro

va'l

Gly

Trp

His



Glin

ser

Trp

Gly

Ala

65

Met

Ala

Thr

Pro

Asn

Gin

Ser

Ser

Cys

225

Leu

Glu

val

val

Met

Ala

50

Gly

Glu

Arg

Leu

Leu

130

Cys

Ser

Ser

Ser

Asn

210

Pro

Phe

va'l

GlIn

Lys

Arg

Leu

Leu

va'l

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Pro

Pro

Thr

Leu

val

20

Trp

TYr

val

Ser

Ser

100

Thr

Pro

val

Ala

Gly

Gly

Lys

cys

Pro

Cys
260

val

ser

val

Glu

Thr

Ser

85

ASD

va'l

Cys

LYyS

Leu

165

Leu

Thr

val

Pro

Gin

Cys

Arg

Gly

Met

70

Leu

Tvyr

Ser

ser

Tvr

Lys

ASp

Ala

230

Pro

val

sSer

Lys

GlIn

Thr

55

Thr

Arg

val

Ser

Arg

Tyr

Ser

ser

Thr

Lys

val

X18827sequencelistingST2h
Gly Ala Ggu val Lys Lys Pro
1

Ala

Ala

40

Gly

Arg

Ser

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Arg

Glu

ASp

Asp

Ser

25

Pro

Lys

Asp

Glu

Thr

Pro

va'l

ser

185

Thr

val

Ala

Thr

val
265

Gly

Gly

Thr

Thr

Asp

80

Phe

Thr

ser

Glu

His

170

Ser

cys

Glu

Ala

Leuy

250

ser

Tyr

Gln

val

Ser

75

Thr

ser

Lys

Glu

Pro

155

Thr

val

Asn

ser

Gly

Met

Gln

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Gly

Ser

140

val

Phe

val

val

Lys

Gly

Ile

Glu

Page 18

Phe

Leu

45

Ile

Ser

val

Trp

Pro

125

Thr

Thr

Pro

Thr

205

Tyr

Pro

ser

Asp

Gly

30

Glu

Gn

Thr

Tyr

Gly

Ser

Ala

val

Ala

val

190

His

Gly

ser

Arg

Pro
270

Gly

15

Asn

Tro

Lys

val

Tyr

95

GIn

val

Ala

Ser

val

175

Pro

Lys

Pro

val

Thr

255

Glu

Ala

Tyr

Met

Pha

Tyr

80

Cys

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Pro

Phe

240

Pro

val



Glin

Lys

Leu

305

Lys

Lys

ser

Lys

GIn

385

Gly

Gln

AsSn

Phe

Pro

290

Thr

val

Ala

Gin

Gly

Pro

sSer

Glu

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

Asn

275

Arg

val

ser

LYS

Glu

Phe

Glu

Phe

Gly

Tyr

435

34
445
PRT

Trp

Glu

Leu

ASh

Tyr

Asn

Phe

Asn

420

Thr

Tyr

Glu

Met

Pro

Asnh

Leu

405

val

Gln

val

Gin

GIn

310

Gly

Pro

Tht

Ser

TYr

350

Tyr

Phe

LyS

ASp

Phe

295

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser

Artificial sequence

synthetic Construct

34

Gin val Gln Leu gaT Gln ser

ser val Lys gg? ser Cys Lys

Trp Met Gin Trp val Arg Gin
35

Gly Ala Ile Tyr Glu Gly Thr
50

55

X188275equencelistingST2s
Gly val Glu val His Asn Ala

280

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

Ala

Ala
40

Gly

ser

Leu

Ser

Pro

345

Gln

Ala

Thr

Leu

Ser

425

ser

Ala

Ser

25

Pro

LYys

Thr Tyr

Asn Gly

Ser Ile

330

Gln val

val ser

val Glu

Pro Pro

395

Thr val
410

val Met

Leu Ser

Glu val
10
Gly Tyr

Gly Gln

Thr val

Arg

300

Lys

Glu

Tyr

Leu

380

val

ASp

Leu

Lys

Thr

Gly

Tyr
60

page 19

285

val

Glu

LysS

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly

Lys
phe
Leu
45

Ile

val

Tyr

Thr

Leu

350

Cys

Ser

ASp

Ser

Ala
430

Pro
Gly
30

Glu

Glin

Lys

Ser

Lys

ITe

335

Pro

L.eu

Ash

Ser

Gly
15
Asn

Trp

LysS

Thr

val

Cys

320

ser

Pro

val

Gly

ser

TY"r

Met

Phe



Ala

63

Met

Ala

Thr

Pro

Gly

Asn

GIn

Ser

ser

225

Leu

Ghu

Gin

Lys

Leu

305

Lys

AsSp

Glu

Arg

Tht

Leu

130

Cys

Ser

Ser

Ser

Asn

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Arg

Leu

l.eu

val

115

Ala

Leu

Gly

ser

Leu

195

Thr

Pro

Pro

Thr

Asn

275

Arg

val

Ser

val

Ser

ser

1060

Thr

Pro

val

Ala

Gly

Gly

LYS

Cys

Pro

Cys

260

Trp

Glu

ey

Asn

Thr

Ser

85

ASD

val

Cys

Lys

Leu

165

Leu

Thr

val

Pro

Tyr

Glu

His

Ile

70

Leu

Tyr

Ser

Ser

Tyr

Lys

ASp

Ala

230

Pro

val

val

GIn

Gln

310

Gly

Thr

Arg

val

Ser

Tyr

Ser

ser

Thr

Lys

215

Pro

Lys

val

ASp

Phe

295

Asp

Leu

X188275equencelistingST25

Ala Asp Lys Ser Thr Ser Thr
75

Ser

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

Arg

Glu

ASp

Asp

Gly

Asn

Trp

Pro

Glu

Thr

Pro

val

Ser

185

Thr

val

Ala

Thr

va'l

265

val

Ser

L.eu

sSer

Asp Thr
50

Phe Gly

Thr Lys

Ser Glu

Glu Pro

155
His Thr

170

Ser val

Cys Asn

Glu Ser

Ala Gly

Ley Met

250

ser Gln

Glu val

Thr Tyr

Asn Gly

315

ser Ile
330

Ala

Tyr

Gly

Ser

140

va’l

Phe

va’l

val

Ile

Glu

His

Arg

300

LYS

Glu

Page 20

val

Trp

Pro

125

Thr

Thr

Pro

Thr

205

Tyr

Pro

Ser

AsSp

ASn

285

val

Glu

Lys

Tyr

Gly

110

ser

Ala

val

Ala

va'l

190

His

Gly

Ser

Arg

Pro

270

Ala

val

Tyr

Thr

Ala

Tyr

95

Glin

val

Ala

ser

val

175

Pro

LyS

Pro

val

Thr

255

Glu

Lys

Ser

Lys

Ile
335

Tyr

80

cys

Gly

Phe

Leu

Ser

Pro

Pro

Phe

240G

Pro

val

Thr

val



Lys

ser

Lys

Gly

Gin

Asn

Ala

Gln

Gly

Pro

Ser

Glu

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

435

35
445
PRT

Gly

Glu

Tyr

AsSn

Phe

Asn

420

Thr

Gln

Met

Pro

AsSn

Leu

405

val

Glin

Pro

Thr

Ser

Tyr

390

Tyr

Phe

Lys

Arg

Lys

Asp

375

Lys

Ser

sSer

ser

Artificial Sequence

synthetic Construct

35

Gln val Glin Leu
1

ser

Trp

Gly

Ala

65

Met

Ala

val

Met

Ala

50

Gly

Glu

Arg

Lys

Gln

35

Ile

Arg

Leu

Leu

val

20

Trp

Tyr

val

Ser

ser
100

val
5

Ser
val
Glu
Thr
Ser

85

ASp

Gin

Cys

Arg

Gly

Met

70

Leu

Tyr

Ser

Lys

Gin

Thr

55

Thr

Arg

val

X18827SequencelistingST25

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

Gly

Ala

Ala

40

Gly

Arg

Ser

ser

Pro GIn val Tyr Thr

345

Gin

Ala

Thr

Leu

Ser

425

Ser

Ala

Ser

25

Pro

Lys

Asp

Glu

val

val

Pro

Thr

410

val

Leu

Glu

10

Gly

Gly

Thr

Thr

ASD
90

Ser

Glu

Pro

395

val

Met

5er

val

Tyr

Gln

val

Ser

75

Thr

Leu

ASp

His

Leu

LYS

Thr

Gly

TyT

60

Thr

Ala

Phe Gly Tyr

Page 21

Thr

365

Glu

Leu

Lys

Glu

LYS

Phe

Leu

45

Ile

Ser

val

Trp

Leu

350

cys

Ser

ASp

Ser

Ala
430

Pro

Gly

30

Glu

Gin

Thr

Tyr

Gly
110

Pro

Leu

ASn

Ser

Gly
15

Asn
Trp
Lys
val'l
Tyr
95

Gln

Pro

val

Gly

AsSp

400

Trp

His

Ala

Tyr

Met

Phe

Tyr

Cys

Gly



Thr

Pro

Gln

Ser

ser

Cys

225

Leu

Glu

Gln

LYS

Leu

305

Lys

Lys

Ser

Lys

Leu

Leu

130

Cys

Ser

Ser

Ser

Asn

210

Pro

Phe

val

rhe

Pro

2590

Thr

val

Ala

Gln

val

115

Ala

Leu

Gly

Ser

Leu

195

The

Pro

Pro

Thr

Asn

275

Arg

val

ser

Lys

Glu

355

Phe

Thr

Pro

val

Ala

Gly

Gly

LysS

Cys

Pro

Cys

260

Trp

Glu

Leu

Asn

Tyr

val

Cys

Lys

Leu

165

Leu

Thr

val

Pro

LYS

245

val

Y

Glu

His

Lys

Gln

Met

Pro

ser

Ser

Asp

150

Thr

Tyr

Lys

ASp

Ala

230

Pro

val

val

Gin

Gln

310

Gly

Pro

Thr

Ser

ser

Tyr

Ser

ser

Thr

LYS

val

ASp

Phe

295

ASp

Leu

Arg

LyS

Asp
375

X18827SequencelistingsT25
Ala Ser Thr Lys Gly Pro Ser

120

ser

Phe

Gly

L.eu

TYr

Arg

Glu

Asp

Asp

Gly

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Pro

val

ser

185

Thr

val

Ala

Thr

val

265

val

Ser

Leu

ser

Pro

345

Gin

Ala

Ser

Glu

His

170

Ser

Cys

Giu

Ala

Leu

250

Ser

Glu

Thr

Asn

Ser

330

GlIn

val

val

Glu

Pro

155

Thr

val

Asn

Ser

Gly

Met

Glin

val

Tyr

vai

Ser

Glu

Ser

140

val

Phe

val

val

Lys

220

Gly

Ile

Glu

LyS

Glu

Tyr

Leu

Trp
380

Page 22

125

Thr

Thr

Pro

Thr

Tyt

Pro

ser

Asp

Asn

285

val

Glu

Lys

Thr

Thr

365

Glu

Ala

val

ala

val

190

His

Gly

ser

Arg

Pro

270

Ala

val

Tyr

Thr

L.eu

350

Cys

ser

val

Ala

Ser

val

175

Pro

Lys

Pro

val

Thr

255

Glu

Lys

Ser

Lys

ITe

335

Pro

Leu

Asn

Phe

Leu

Trp

160

Leyu

Ser

Pro

Pro

Phe

240

Pro

val

Thr

val

320

Ser

Pro

val

Gly



GIn Pro Glu Asn

385

Gly ser Phe Phe

Gin Glu Gly Asn

420

Asn His Tyr Thr

<210>
<211>
<212>

<213>

<220>
<223>

<400>

435

36
445
PRT
Artificial Sequence

GTn val Gln
1

Ser

Trp

Gly

Ala

65

Met

Ala

Thr

Pro

Gly

Asn

val

Met

Ala

50

Gly

GHu

Arg

Thr

Leu

130

Cys

Ser

Lys

GlIn

35

Ile

Arg

Leu

Leu

val

115

Ala

Leu

Gty

Leu

val

20

Trp

Tyr

val

Ser

Ser

100

Thr

Pro

val

Ala

Asn Tyr Lys
390

Leu Tyr Ser

405

val Phe Sser

GIn Lys Ser

Synthetic Construct
36

val GIn Ser
5

ser

val

Glu

Thr

Ser

85

ASD

val

Cys

LyS

Leu
165

Cys

Arg

Gly

Ile

70

Leu

Tyr

Ser

Ser

LyS

Gln

Thr

55

Thr

Arg

val

Ser

Arg

Tvr

Ser

x18827sequencelListingsST25
Thr thr Pro Pro val Leu Asp

Arg

cys

Leu
440

Gly

Ala

Ala

40

Gly

Ala

ser

ser

Ala

120

Ser

Phe

Gly

Leu
ser

425

Ser

Ala

Ser

25

Pro

Lys

ASp

Glu

Thr

Pro

vali

395

Thr val Asp Lys Ser

410

val

Leu

Glu

10

Gly

Gly

Thr

Lys

ASpP

90

Phe

Thr

Ser

Glu

Met His Glu Ala

Ser Leu Gly

val

Tyr

Gin

val

ser

75

Thr

Gly

Lys

Glu

Pro
155

Lys

Thr

Gly

Ala

Tyr

Gly

Ser

140

val

His Thr Phe

170

Page 23

443

Lys

Phe

Leu

45

Ile

ser

val

Trp

Pro

125

Thr

Thr

Pro

430

Pro

Gly

30

Giu

Gin

Thr

Tyr

Gly

Ser

val

Ala

Ser

Arg

Leu

Gly

15

Asn

Trp

Lys

Ala

Tyr

Glin

val

Ala

ser

val
175

Trp

His

Ser

Tyr

Met

Phe

Tyr

80

Cys

Gly

Phe

Leu

Trp

160

L.ey



GlIn

Ser

Ser

cys

225

Leu

Glu

Gin

LYS

Leu

305

Lys

LysS

Ser

Lys

Gin

385

Gly

Gln

Asn

Ser

Ser

Asn

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Gln

ser

Glu

His

ser

Ley

195

Thr

Pro

Pro

Thr

Ash

275

Arg

val

ser

LYS

Phe

Glu

Phe

Gly

TY"
435

Gly

Gly

LysS

Cys

Pro

Cys

260

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

420

Thr

Leu

Thr

val

Pro

Lys

245

val

Tyr

Glu

His

Met

Pro

AsSh

Leu

405

val

GIn

Tyr

Lys

Asp

Ala

230

Pro

val

val

Gln

Gln

310

Gly

Pro

Thr

Ser

Tyr

390

Tyr

Phe

Lys

Ser

Thr

Lys

Pro

Lys

val

Asp

rPhe

295

Asp

Leu

Arg

Lys

ASp

Lys

Ser

Ser

Ser

X18827sequencelistingsT25s

Leu

Tyr

Arg

Glu

Asp

ASp

Gly

Asn

Trp

Fro

Glu

Asn

360

Ile

Thr

Arg

Cys

Leu
440

Ser Ser val val Thr

185

Thr

val

Ala

Thr

val

265

val

ser

Leu

Ser

Pro

345

Gin

Ala

Thy

Leu

sSer

425

ser

Cys

Glu

Ala

Leu

250

ser

Glu

Thr

Asn

Ser

330

Gin

val

val

Pro

Thr

410

val

Asn

Ser

Gly

Met

GIn

val

Tyr

Gly

Ile

val

Ser

Glu

Pro

395

val

Met

val

Lys

220

Gly

Ile

Glu

His

Lys

Glu

Tyr

Leu

Asp

His

Leu Ser Leu

Page 24

ASp

Tyr

Pro

Ser

ASp

Asn

285

val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

val

1580

His

Gly

ser

Arg

Pro

270

Ala

val

TYr

Thr

Leu

350

Cys

Ser

ASp

Ser

Ala
430

Pro

Lys

Pro

val

Thr

255

Glu

Lys

Ser

Lys

Pro

Leu

Asn

Ser

Ser

Pro

Pro

Phe

240

Pro

val

Thr

val

cys

320

ser

Pro

val

Gly

ASp

400

Trp

His



X18827SequencelistingST25

<210> 37

<211> 17

<212> PRT

<213> Artificial Sequence
<220>

<223> sSsynthetic Construct

<220>

<221> MISC_FEATURE

<222> (8)..(8)

<223> Xaa at position 8 is Lys or Asp

<220>

<221> MISC_FEATURE

<222> (10)..{10)

<223> Xaa at position 10 is val or Arg

<220>

<221> MISC_FEATURE

<222> (17)..(17)

<223> Xaa at position 17 is Asp or Gly

<400> 37

Ala ITe Tyr Glu Gly Thr Gly Xaa Thr Xaa Tyr Ile Gln Lys Phe Ala
1 5 10 15

Xaa

<210> 38

<21i> 10

<212> PRT

<213> Artificial seguence

<220> ]
<223> Synthetic Construct

<220>

<221> MISC_FEATURE

<222> (9)..(9)

<223> Xaa at position 9 is Gly or Ser

<400> 38

Ley Ser aAsp Tyr val Ser Gly Phe Xaa Tyr
1 5 10
<210> 39

<21%> 10

<212> PRT

<213> Artificial sequence

<220>

<223> synthetic Construct

<400> 39

Leu Ser Asp Tyr val Ser Gly Phe Gly Tyr
1 5 10
Page 25



Cys

LYS

Tyr

55

Phe

Tyr

LYS

Ser

ala

Gln

Ser

55

Thr

<210> 40
<211> 107
<212> PRT
<213> Artificial Sequence
<220>
<223> Synthetic Construct
<400> 40
Glu Ile val Leu Thr GIn Ser
1 5
Glu Aarg Ala Thr Leu Ser
20
val ser Trp Tyr Gln GlIn
35
Tyr Gly Ala Ser Asnh Arg
50
ser Gly Ser Gly Thr Asp
65 70
Glu Asp Phe Ala val Tyr
85
Thr Phe Gly Gin Gly Thr
100
<210> 41
<211> 122
<212> PRT
<213> Artificial Sequence
<220>
<223> sSynthetic Construct
<400> 41
Glu val G1n Leu val Glu
1 5
Ser Leu Arg Leu Ser Qys
20
Trp Ile Ser Trp val Arg
Ala Glu Ile Arg Ser Glu
50
Ala val Lys Gly Arg Phe
65 70

X188275eguencelistingsT25

Pro

Lys

Pro

40

l.eu

Thr

Cys

Leu

Gly
Ala
Ala
40

Asp

Ile

Ala

Ala

25

Gly

Gly

Leu

Ser

Gluy
105

Gly
ser
25

Pro

Ala

Ser

Thr
10

ser
Glin
Ile
Thr
Gln
30

Ile

Gly
10

Gly
Gly

Ser

Arg

Leu

Lys

Ala

Pro

ile

75

Ser

LYS

Leu

Phe

Lys

Ala

Asp
75

Ser

Arg

Pro

Ala

60

Ser

Tyr

val

Thr

Gly

Thr

60

Asn

Page 26

Leu

val

Arg

45

Arg

Ser

Asn

Gin

Phe

Leu

45

His

Ala

ser

Thr

30

Leu

Phe

Leuy

Tyr

Pro

Ser

30

Glu

TVYr

Lys

Pro

15

Thr

Leu

Ser

Glu

Pro
95

Gly
15

ASn
Trp

Ala

ASn

Tyr

Ile

Gly

Pro

&0

Tyr

Gly

Tyr

val

Glu

ser
80



X18827seguencelistingsT25

Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr
80 95

Tyr Cys Leu Ala Tyr Phe Asp Tyr Gly Leu Ala Ile GIn Ash Tyr Trp
100 105 110

Gly GIn Gly Thr Leu val Thr val Ser ser
115 120

<210> 42

<211> 107

<212> PRT

<213> Artificial seguence

<220>
<223> sSynthetic Construct

<220>

<221> MISC_FEATURE

<222> (27)..027)

<223> Xaa at position 27 is GlIn, Lys, or Arg

<220>

<221> MISC_FEATURE

<222> (28)..(028)

<223> Xaa at position 28 is Asp or Pro

<220>

<221> MISC_FEATURE

<222> (30)..(30)

<223> Xaa at position 30 is Asp or Ser

<220>

<221> MISC_FEATURE

<222> (31)..(3L)

<223> Xaa at position 31 is Lys or Asn

<220>

<221> MISC_FEATURE

<222> (53)..(53)

<223> Xaa at position 33 is Glu or Gly

<220>

<221> MISC_FEATURE

<222> (73..(73

<223> Xaa at position 73 is Phe or Leu

<220>

<221> MISC_FEATURE

<222> (83)..(83)

<223> Xaa at position 83 is Ile or Phe

<220>

<221> MISC_FEATURE

<222> (100)..(100)

<223> Xaa at position 100 is GIn or Gly

<220

<221> MISC_FEATURE

<222> (104)..(104)

<223> Xaa at position 104 1is Leu or val

Page 27



<400>

Asp Ile
1

AsSp Arg

l.eu Asn

Tyr Tyr

ser Gly
65

Glu Asp

Thr prhe

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

42
Gin Met Thr GIn

val Thr Ile Thr
20

Trp Tyr GIn Gln
35

Thr Ser Xaa Tyr

ser Gly Thr Asp
70

Xaa Ala Thr Tyr
85

Gly Xaa Gly Thr
100

43

119

PRT

Artificial Seque

Synthetic Constr

MISC_FEATURE
(16)..(16>
Xaa at position

MISC_FEATURE
(57)..(57)
Xaa at position

MISC_FEATURE
(59)..(59)
Xaa at position

MISC_FEATURE
(66)..(66)
Xaa at position

MISC_FEATURE
70)..(70)
Xaa at position

MISC_FEATURE
an7. 72
Xaa at position

Ser

Cy

Ly

Hi

55

ph

5

5

5

e

Tyr

Lys

nce

uct

16

57

59

66

70

72

is

is

is

is

is

is

X18827seguencelistingsT25

Pro Ser

Arg

Pro

40

Ser

Thr

ala
25
Gly

Gly

Xad

Cys Gin

Xaa

Ala

Lys

val

Gly

Met

Arg

Glu
105

or

or

or

or

or

or

Ser Leu Ser Ala Ser

10

Ser Xaa

Lys Ala

val Pro

Thr Ile

75

Gin Gly
90

Ile Lys

Ser

ASp

Arg

ASp

Ile

Ala
Page 28

Xaa

Pro

ser

60

Ser

ASD

Ile

Lys

45

Arg

Ser

Ala

Xaa

30

Leu

phe

Leu

Leu

val

15

Xaa

Leu

ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro



X18827sequencelistingsT25

<220>
<221> MISC_FEATURE
<222> (74)..(74) A
<223> Xaa at position 74 is Thr or Lys
<220>
<221> MISC_FEATURE
222> (79)..(79) .
<223> Xaa at position 79 is val or Ala
<220>
<221> MISC_FEATHURE
<222> (107)..(107)
<223> Xaa at position 107 is Gly or Ser
<220>
<221> MISC_FEATURE
<222> (114)..(114)
<223> Xaa at position 114 is Leu or Thr
<400> 43
Gln val GIn Leu val GlIn Ser Gly Ala Glu val Lys Lys Pro
1 5 10
Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Gly
20 25 30
Trp Met Gln Trp val Arg GlIn Ala Pro Gly Gln Gly Leu Glu
35 40 45
Gly Ala ITe Tyr Glu Gly Thr Gly Xaa Thr Xaa Tyr Ile Gin
50 55 60
Ala Xaa Arg val Thr Xaa Thr Xaa Asp Xaa Ser Thr Ser Thr
65 70 75
Met Glu Leuy Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr
&5 90
Ala Arg Leu Ser Asp Tyr val Ser Gly Phe Xaa Tyr Trp Gly
100 105 110
Thr Xaa val Thr val ser Sser
115
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Gly

15

ASn

Tre

Lys

Xaa

TVYIFr

95

Gln

Xaa

TYr

Met

Phe

Tyr

cys

Gly



