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400\

Barcode targets in cells using barcodes to create barcoded targets,

404—"Y  wherein each of the barcodes comprises a cell label and a molecular
label
408 — Obtain sequencing data of the barcoded targets

Y

Determine the number of molecular labels with distinct sequences

412 ’ :

associated with each of cell labels of the barcodes
416 — Determine a rank of each of the cell labels of the barcodes
420— Determine a cell label threshold

v

Identify the cell label as a signal cell label or a noise cell label based on
the number of molecular labels with distinct sequences associated with
the cell label and the cell label threshold

424
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Barcode targets in cells using barcodes to create stochastically
barcoded targets, wherein each of the stochastic barcodes comprises a
cell label and a molecular label

!

508 — Obtain sequencing data of the stochastically barcoded targets

504 —

Determine a feature vector of each cell label of the stochastically
barcoded targets, wherein the feature vector comprise numbers of
molecular labels with distinct sequences associated with the cell label

l

Determine a cluster for the each cell label of the stochastically barcoded
targets based on the feature vector

L

Identify the each cell label of the stochastically barcoded target as a
signal cell label or a noise cell label based on the number of cell lables
in the cluster and a cluster size threshold
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Another exemplary method
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One exemplary method
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FIG. 15A

One exemplary method
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