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<213> Artificial Sequence

<220>
<223> synthetic

<400> 4
act cat ggag cctcaacagg a

<210> 5

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> synthetic

<400> 5
atcctgagta tactatgaca aga
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<212> DNA
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<220>
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<220>
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<220>
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gt ccat gggt aagt agaaac attcgctacc ttaggaccgt ta

<210> 10

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
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<400> 10
cgggt gcgga gaaagaggta atgcattctt gcccaatact ta
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<211> 22

<212> DNA
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<400> 11
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<223> synthetic

<400> 15
cccaggt aag tcgtgatgaa acag
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<211> 21

<212> DNA
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<213> Artificial Sequence
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<210> 20

<211> 42

<212> DNA

<213> Artificial Sequence
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<213> Artificial Sequence

<220>
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<400> 25
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<212> DNA
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Thr
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85

du
Leu
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Lys
40
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Val
Leu
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Leu Leu
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Ser Tyr
90

Adn Thr
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Lys Val
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G n Mt
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Ile
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Asp

Ser
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45

Thr
Hi s
Lys
Thr
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Pro
Ile
285
Lys

Asn

Arg
Ser

30
Au

Asn
Al a
Ser
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Val

Leu
Val

Arg
270
Ay

Asn

Asn
15

Al a
Pro
dn
Ay
Asn
95

Leu

Adn

Asn
Pro
175
Ile
Val

Val

Lys
255
Lys

Ay

Leu
Asp
Pro
Gy
Asn
80

Asn
Ser
Thr
Hi s
160
dn
Gy
Pro
Ile
Tyr
240
Al a
Arg
Tyr

Tyr

Leu Ala Thr A u Ser Asp Trp



Al a Asp
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Pro d@n
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Arg Ay
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Hi s
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Al a
Ile
245
Leu

Val
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230
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Trp
125
Ile
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Leu
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130
du
Lys
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Asp

Asn

<210> 35
<211> 29

<212>
<213>

<220>

<223>

<400> 35
Mt Ay Ay Qy

1
Ay

dn
Leu
Phe
65

Leu
Phe
Asp
Leu
Leu

145
Hi s

Leu

Cys
Val
50

Leu
Lys
Hi s
Al a
Ser
130

Leu

Leu

Thr
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35
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Asn
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100
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Leu
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Cys
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Leu
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Phe
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Phe
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Val

Ile
245
Lys
Lys

Ay

Thr
Val
Leu
150
Phe
Ser
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Val
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230
Tyr
Al a
Arg
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Tyr
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Ser
Leu
135
Arg
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Asn
Adn

215
Ay

Al a
dn
Met
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Leu
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Gy
85

Ser
Val
Ser
Al a

Hi s

Gy
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Trp
Met
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Al a
Leu
Asp
Asp
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Leu
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Arg
55
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135
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Trp

Leu
120
Adn

Pro
280
Thr

Thr

Arg
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Thr
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Ser
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Val

Lys

105
Ser

Thr
Hi s
Ay
dn
185
Gy
Pro
Al a
Lys
Phe
265
du

Leu

Leu

Leu
I'le
25
Leu
du
Val
Pro
Ser
105
Gy
dn
Val

Asn

Asp
Pro
Ser
Lys
170
Al a
Tyr
Ser
Val
Lys
250
du
du
Asn

Pro

Phe
10

Ser
Leu
Asp
Leu
du
90

Adn
du
Leu

Phe

Thr

Pro
Hi s
Trp
155
Ser
Asn
Thr
Ser
Al a
235
Arg
Pro
Thr

Pro

Pro
315

Thr
Leu
Pro
Leu
Gu
75
Asp
Al a
Tyr
du
Lys

155
Al a

Val
Leu
140
Lys
Lys
Hi s
Leu
Ser

220
Al a

Pro
Asn
Arg

300
Asn

Ser
Val

Thr
Pro
60

Lys
Asn
Ser
Arg
Val

140
Au

Leu

Hi s
125
Au
Asp
Lys
Ser
Tyr
205
Pro
Ile
Ser
Gy
Asn
285
Al a

Asp

Ser
Thr
Al a
45
Lys
Asp
Ser

Ser

Cys
125
Hi s
Au

Hi s

110
Leu

Phe
Lys
Phe
Hi s
190
Ser
Met
Val
Al a
Arg
270
Asp

Pro

Hi s

Cys
30
Leu
Al a
Ser
Thr
Tyr
110
dn
Ile

Asp

Lys

Thr
Adn
Pro
Ser
175
Ser
Ser
Ay
Al a
Asn
255
dn
Tyr
Thr

Val

Leu
15
Pro
Leu
Val
Val
dn
95
Phe
Thr
Ay
Pro

Val

Val

du
Leu
160
Arg
Ay

Lys

Al a
240
Ser
Met
du
Asp

Asn
320

Val

Leu
Leu
Val

Thr
80

Trp
Ile
Asn
Trp
Ile

160
Thr



Tyr
Phe
Arg
Thr
225
Pro
Val

Thr
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<212>
<213>

Ay
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Arg

Lys
290

<220>

<223>

<400>
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Artificia
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dn
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195
Leu
Thr
Tyr

Thr
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Met Trp G n

1
Ay

Adn
Ay
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Val
Ser
Al a
Hi s
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145
Lys
Gy
Ay
Val

Leu
225

<210> 37

Met
Trp
Al a
50

Leu
Asn
Asp
Pro
Ser
130
Lys
Al a
Ser
Leu
Ser

210
Tyr

Arg
Tyr
35

Tyr
Ile
Asp
Pro
Arg
115
Trp
Asp
Thr
Lys
Al a
195
Phe

Phe

Asn
180
Pro
Phe
Adn
dn
Gy

260
Trp

synthetic

Leu
Thr
20
Ser
Ser
Ser
Ser
Val
100
Trp
Lys
Arg
Leu
Asn

180
Val

Cys
Ser

165
Ay

Lys
Gy
Ay
Val

245
Leu

Lys
Al a
Ser
Leu
230
Ser
Tyr

Asp
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Thr
Lys
215
Al a
Phe
Phe

Hi s
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Leu
du
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Pro
Ser
Ay
85
dn
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Asn
Lys
Lys
165
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Leu

Val

Leu
Asp
Leu
du
dn
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Au
Leu
Phe
Thr
Tyr
150
Asp
Ser
Thr
Val

Lys
230

Pro
Leu
Au
Asp
55

Al a
Tyr
du
Lys
Al a
135
Phe
Ser

Ser

Met
215
Thr

Arg
Leu
200
Asn

Val

Ser

Lys
280

Thr
Pro
Lys
40
Asn
Ser
Arg
Val
Au
120
Leu
Hi s
Ay
du
Ser
200
Val

Asn

Lys
185
Lys
Val

Ser
Leu
Val

265
Phe

Al a
Lys
25

Asp
Ser

Ser

Hi s
105
Au
Hi s
Hi s
Ser
Thr
185
Ser

Leu

170
Tyr

Asp
Ser
Thr
Val
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Lys

Lys

Leu
10

Al a
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Thr

Lys
Asn
Tyr
170
Val

Phe

Leu

10

Phe
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Ser
Ile
235
Met
Thr

Trp

Leu
Val
Val
dn
Phe
75
Thr
Ay
Pro
Val
Ser
155
Phe
Asn
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Phe

Hi s
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du
220
Ser
Val
Asn

Arg

Leu
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Thr
Trp
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Ile

Asn

Trp

Thr
140

Pro
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Hi s
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205
Thr
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Leu
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Leu
Phe
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45
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Hi s
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Tyr
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Asn
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Arg

270
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Asn
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Pro
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Ser

Adn
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Val
dn
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Ay



<211> 40
<212> DNA
<213> Artificial Sequence

<220>
<223> synthetic

<400> 37
at cggggata gagatgtttg ccgcgatcgc ggtaccgggce

<210> 38

<211> 40

<212> DNA

<213> Artificial Sequence

<220>
<223> synthetic

<400> 38
ttatacgaag ttataccggt gcattcttgc ccaatactta
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