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-2
1-2-(G4S)4-IL-2Ra
L-2-{G4S)5-IL-2Rex

IL-2-{G35)4-1L-2Ra.

1L-2-(G35)3-L-2Ra
IL-2Ra

-2
IL-24G45)4-IL-2Rx
1L-24{G45)5-iL-2Ra.
JL-2-{G3S)4-iL-2Ra
1L-2-(G3S)3-IL-2Ra
IL-2Rax

w-2
1L-2-{G4S)4-L-2Ra
1L-2-{G4$)5-1L-2Rex
1L-2-(G3§)4-IL-2Ra.
1L-2-(G35)3-IL-2Rex
iL-2Ra

-2
1L-2-(GAS)4-1L-2Rc
1L-2-{GAS)5-IL-2Ra
1L-2-{G35)4-L-2Rex
1L-2-{G35)3-IL-2Ra
iL-2Ra

-2

{L-2-{G4S})4-L-2Ra
IL-2-(GAS)5-1-2R e
1L-2-{G3S)8-IL-2Rat
IL-2-{G3S)3-1L-2Rat
IL-2Ra :

-2
IL-2-{(G4SH-IL- 2R
1L-2-{G4S}5-1L-2Ra
IL-2-{G35)4-IL-2Ra
IL-2-{G3S)3-IL-2Ra
IL-2Ra

-2
1L-2-{64S)4-iL-2Ra
1L-2-(G4S)5-IL-2Ra
1L-24G3S)4-1L-2Ra
1L-2-{G35)3-IL-2Ra.
iL-2Ra

MY SMGLASCVTLTLVLLWNSASTSS 8763 S TREAQLQQQRQAQCOQH.EQLLMELQELLS
MDSMOLASCVILTLYLLVNSAPTSSSTSS S TREAICCQ-000ACCOHLEQLIMIIQELLS
MOSMQLASCYTLTLVLLVNSAPTSSSTSS STAEAQQQC-QEQORCQHLEQLLMIIQELLS
MDSMOLASCVTLTLVLLWNSAPTS SSTSSSTREAQQQQ-QQQQQQQH.EQLLYDIQELLS
MDSHMOLASCVTLTLVLLWNSAPTSSSTSS S TREACCQD-QQQOQQQHLEQLLMDIQEL LS

RMEHYRNLKLPRMLTFKFYLE'KQ}\TZZ.KDLOCLBDZlGPLRHVLDLTQSKSFQLEDAENF
mNYRNlKLPRHLTFKFYLPKOATELXDmEDELGPLRHVLDLTQSKSE‘QLEDABN?
m‘.EN’.’RNLKLPﬂMLTE'K!'YLPKDATELKDLQCLEDEI.EPLRHVLDLTQSKSPQLEDAENF
RMEN\’RNLKLPRMLTFK';'YLE’WTE.LKDLQCLEDE‘.LGPLRHVLDLNSKS?QLEDAZNF
RHENYR.NH(LPR.MLTFKFYLP’KQATELKDLQCLEDEIBPLRHVLDL‘L‘QSKSFQ!.F.’DAENF

ISNIRVTVVKLKGSDNTFECQFDDESATVVDEFLRRATAFCQSI ISTSPQ-=r—===~==" :
ISNIRVTVYKLKGSONTFECQFOOESATVVDFLRRWIAFCOST 1STSPQGGEGESGGGES
ISNIRVTVVKLKGSONTEECQFDDESATVVDELRRAWIAFCQSE 1STSPQGGGGSGGGGESG
I1SNIRVTVVKLKGSONTFECQEDOESATVVDE LRRWIAFCQSI ISTSPQGGGSGGGS--—
ISNIRVTVVKLKGSDNTFECQF DDESATVVDF LRRWIAFCQSIT ST8PQGGGSGG =~~~

= ~-GGGGSGGGGSELCLYDPPEV PNATFXALSYXNGTILNCECKRGFRRLKELVYMRCL
GGGSGGGGSGGGGS.CLYD??EVPNATFKA[.SY‘KNGTILNCECKRGE’RRLKELVMCL
----- -GGGSGGGSELCLYDP PRVPNATFKALS YRNG TILNCECKRGFRRLKELVYMRCL
«eemwee-G3GGGSELCLY DPPRVENATFKALSYINGTT LNCECKRGFRRLKELVYMRCL
— -~ ELCLYOPPEVPRAT FKALSYKNGTT LNCECKRGFRRLKELVYMRCL

GNSWS SNCQCTSNSHDKSRKQVTAQLEHQKEQQTTTOMOKPTQSMHOENLTGHCREPPEW
CNSHEINCOCT SNS HORSRKQVTAQLEHOXEQQTTTOMOKPTQSMHQENLTGHCREPPPH
GNSWSSNCQCTSNSHDOKSRKQVTAQLEHOKEQQTTTOMQX PTQSMBQENLTGHCREPPPY
GNS'NSSNCOCTSNSmxsi\mﬂmwﬂckmoﬂmxpmwoxmmnmppm
GNSWS SNCOCTSNSHIKSRXQUTAQLEHQKEQQTT TOMQKPTQSMHQENLTGRCREPPEW

KHEDSKRIYHFVEGQSVEYECT BAYKALORGEALS I CKMKCGKTGWTQPQLTCVDERERH
KHEDSKRIYHFVEGQSVHYECI PGYKAWRGPAiS ICKMKCGKTGHWTQPQLTCVOERERN
KHE DSKRIYHEVEGQSVHYEC 1 PGYKALQRGPALS ICKMKC GHTGWTQPQLTCVDEREHH
KHEDSKRIY HFVEGQSVHYECIPGYKALQRGPA ISTCKMRCGKTGWTOPQLTCVDEREHH
KHEDBKRIYHFVEGQSVHYECIPGYKALQRGPAISI CKRMRCGKTGWTQPQLTCVDEREHR

RFLASERSQGSRNSSPESETSCP ITTTDFPQPTETTAMTETFVLTMEYKGGHHHHHA
RFLASEESQGSRNSSPESETICP ITTTDFPQPTETTAMIETFVLTMEY KGGEHHHHE
RFLASZESQGSRNSSPESETSCP ITTTOFPQPTETTAMIETFVLTMEYKGGHHHHHR
RFLASEESQGSRNSSPESETECPITTTIDF POPTETTAMIETEVLTHME Y KGGHHHHHH
RFLASZESQGS'RNSSPESETSCPZTTTDFR)P‘EMTMETWLMYK’ ------
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-2
IL~2-(63S) Z-IL-2Ra
. IL-2-(51S) 2~1L-2Ra
IL-2- (G3S) 4-1L-2Ra
1L-2-(G4S}4-1L-2Re
iL-2Ra

iL-2
1L-2-(G38)Z-1L-2Ha
1L-2-(G38)3-1L-2Ra
1L=2-(G35)9~1L-2Ra
IL-2-{G4S)9~-1L-2Ra
IL-2Ra

1L-2
[L-2-(G3S)2-IL-2Ra
IL-2-(G3S}) 3-1L-2Ra
IL-2-(G3S)4~IL-2Ra
IL-2~(G4S)4~-1L=2Ru
IL-2Ra

1L-2
IL-2-(G3S)2-IL~2Ra
IL~2-(G3S)3~IL-2Ra
IL-2-(G3S)4~-IL-2Rn
IL=-2-(G4S)4-IL-2Ra
IL-2Ra

IL-2
LL-2-{G3S)2-1L~ZRa
IL-2-(G3S)3~IL-2Ra
1L-2-({G3S)4-1L-2Ra
IL-2-1G4S14~IL-2Ra
IL-2Ra

IL-2
IL-2-(63S)2-1L-2Ra
1L-2~-(G3S)3-IL-2ZRa
IL-2-(G35)4-IL-2Ra
IL-2-(G4S)4-1IL-2Ru
1L-2Ra

IL-2
iL=2-(G3S}2~IL-2Ra
IL~-2~(G35)3-IL-2Ru
IL~2-{G38)4-1L-2Ra
IL-2-{G4S)4-IL-2Rn
1L~2Ra
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MYRHQLLSClALSLALVTNSA?TSSSTKKTQLQLERLLLGLQHILﬁG!NNYKNPKLTRML
¥DRMQLLSC ITALSLALVTNSAPTSSSTKKTCLQLEELLLOLQMT LNG INNYXNPKLTRML
MDRMQLLSCIALSLALVINSAPTSS STKKTGLQLEHLLLOLOMI LNGINNYKNPKLTRML
MDAMQLLSCIALSLALVTNSAPTSSSTKKTQLQLEHLLLDLOMILNGINNYKNPKLTRML
MDRMQLLSCIALSLALVTNSARTSSSTKKTQLOLEHLLLDOLOQMILNG INNYKNPKLTRML

TFRFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSE
TFKSYMPRKKATELKHLQCLEEELKPLEEVLNLAQEKNFHLRPRDLISN INVIVLELKGSE
TFXFYMPKXKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRFROLISNINVIVLELKGSE
TFRFYMPKKATELKHLQCLESE LKPLEEVLNLAQSKNFHLRPROLISNINVIVLELKGSE
TEKFYMPKKATELKHLQCLEEZLKPLEEVLNLAQSKNEHLRPRDLISNINVIVLELKGSE

1% FMCEYADETATIVEFLNRHLTFCQSI TSTLT = oo~ mmmmmmmm oo oo o mo o omae
TTFMCEYADETAT IVEFLNRWLTFCQSI ISTLTGGGS ~===~=~=~~~~GGGSELCDDOP

TTEMCEYADETAT IVEFLNRWLTFCQSI ISTLTGGGSGGE -~~~ SGGGSGGESELCODDP
TTEMCEYACETATIVEFLNRRITFCQS[1STLTGGGSGGE - - -~ SGGGSGGGSELCOLCP
PTEMCEYADETATIVEFLNRWITFCQSIISTLTGEGGSGGGGSGGGGSGGGGSELCDDDR
—————————————————————— cememmvmeeemmmacs—em oo eeae-ewe ELCODDP

PBIPHATFKAMA!KSBTMLNCECKRGFRRIKSGSL!MLCTCNSSHSSWDHQCQCTSSATR
PE1PHATFKAMAYKEGTMLNCECKRGFRAIKSGSLYMLCTGNSSHSSWONQCACTSSATR
PRLPHATFKAMAYKEGTMLNCECKRGFRRIKSG3LYMLCTGNSSHSSWENQCQCTSSATR
PEIPHATFKAMAYKEGTHLNCECKREFRR:KSGSLYMLCTGNSSHSSNDNOCOCTSSATR
PEIEKATFKAHAYKEGTMLNCECKRGFRRIKSGSLYHICTGNSSHSSNDNQCQCTSSATR

N?TKQVT?QPEEQKBRKTTEMQSPMQPVDQASLPGHCREPPPWENEATERIYHFVVGQMV
NTTKQVTPOPEEQKBRKTTEMQSPHQPVDQASLPGHCRE?PPWENEATEAIYHFVVGQMV
NTTKOVTPOPEEQKERKTTZMOSPMQPVDQASLPGHCREP?PHENEATERI!HFVVGQMV
NTTKQVTPOPEEQKERKTTEMQSPMQPVDQASL?GHCRE?PPNENEATEﬁIYHFVVGQMV
NTTKOVTPQPEEQKERKTTEHQS?MO?VDQRSL?GHCREPPPHENEATERIYHFVVGQMV

YYQCVQGYRALHRGFRESJCKMTHGKTRNTQPQLICTGEMETSQFPGEEKPQAS?EGRPE
YYQCVQGYEALHRGEAESVCXHTHGKT?WTQ?QLICTGEMETSQFPGEEKEQRSPEGRPE
YYOCVQGYRALHRGPAESVCXMTHGKTRWTOPQLICTGEMETSQFPGEEKPQASPKGR?E
YYQCVQGYRALHRGPAESVCKMTHGKTRNTQPQLICTGEMZTSOF?GEEKPQASPEGRPE
YYQCVQGYRALHRSFAESVCKMTHGKTRHTOFQLICTGEHETSOFPGEEKPOASPEGRPE

SETSCLVTTTDFQIQTEMAATMETSIETTEYQGGHHRHHH
SETSCLVTTTDFGIQTEMAATHETSIFTTEVOGGHHHHAR
SETSCLVTTTDFQIQTEMAARTMETS [ FTTEYQGGRHHHHH
SETSCLYTTTDFQIQTEMAATMETS IFTTEYQGGRHRHHH
SETSCLVTTTDFQIQTEMAATMETSIFTTRYQ - -~~~ ~~
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SUBSTITUTE SHEET (RULE 26)
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