PLURI POTENT CELLS FI ELD OF THE | NVENTI ON [ 0001] The present invention is
directed to pluripotent stemcells that can be readily exeanded in culture on
ti ssue cul t W2W813%¢yrene and do not require a feeder E&EHUSPI'NE134Bhe present
invention al so provides nmethods to derive the phtripotent stemcell line from
human enbryonic stemcells. BACKGROUND [ 0002] Advances in cell-repl acenent
therapy for Type |I diabetes nellitus and a shortage of transplantable islets
of Langerhans have focused intere i sources of insulin-producing
cells, or «cells, appropriate for%ﬂ%ﬁa&%@%ﬂg approach is the generation
of functional cells frompluripotent stemcells, such as, for exanple,
enbryonic stemcells. [0003]In g’élﬁltléb)ﬂ’élf}é‘ﬂ EWOEYBWIN devel opnent, a pluri potent
cell gives rise to a group of cells conprising three germlayers (ectoderm
mesoder mjocand emnegER e InvedlioR isRire@&ISS pkiAfMht &6m A tHatdad bé REdily Bkssd@ls such as,
for exanple, thyroid, thynmus, pancreas, t, and liver, wll _develop fromthe
endoderm via a C}llﬁuc‘ée?"nté%ieﬁ‘lém‘Es)?ogﬁgle“?ﬁléog#ﬁ]t%ﬁe%ﬁiaé?egelsf?lﬁélée' iTﬁe this process is
the formati on ofredafinvehidnaio endddendhodbefderive thagurgndodemnect éh¢ Borexpr ess a
nunber of marke HN.F-3 beta, GATA-4, M x11, CXCR4 and SOX-17.

[ 0004] For mat i onﬁug?ant%ﬁggﬁlgig?%g%lsari ses fromthe differentiation of definitive
endoderminto pancreatic endoderm Cells of the pancreatic endoderm express

t he pancreatic-duodenal honmeobox geACKEROVND ' the absence of PDX-1, thc
pancreas fails to devel op beyond the formation of ventral and dorsal buds.
Thus, PDxe02]ex pAéssiedin criirdpmcancaf thérhgatbr Bipe pdibbetep ariineabd cshongandgenesi s. The
matur e pancr eas, Gopt al NSy o QRN LA € Blsed HPESe SR QETIAS 33 He and
endocrine tissue. ocrine and endocrine t1ssues arisefrom the

di ff erenti ati onineflinpaniesiestells oehdddepprrf@@0&]Gahitgene@rd approtdhes theat ur es of

islet cells havg,Lepard ks ? 18I MBSOl QMBS LIRE X QLS Gekdmuof the nouse.
For exanple, Lu nFrs 0y et aFt.On %(E:‘ci@esnce %8%:01389, 206¥@rae’port ngjl(gf erentiation of
nmouse enbryoni cemreamceEn esllt.o i nsul i n-secreting structures similar to
pancreatic islets. Soria et al. (D abetes 49:157, 2000) report that

i nsul i n- s603]et | MG ct@dkdtSeniheydnicaidyddpam Dyl SiEpoteY @R bwCiss et Rre®l df Selkor mal i ze

glycem a in streptazotocini nduced di abetic m ce. 006].1.n one exanple, Hon et
91 (Pras So: TERBRTTSBGs P L dto PR Rt PP LS BORSBh ¢ st em
cell s with inhibigongtiaf. Phospiniandsickimide, ykiid dgenuf, pMRB40@R) andliectuced cel | s
that resenbled } I 7 ano r. e | . (PNAS
100: 998, 2003) ‘Fvglpa%%@sqoh%tgggnﬁééeg?i Vé%gng?teﬁmﬁéﬁﬁg}géﬁgepr oaﬁn(%:%%éd%%%ﬁgse %i rom nouse
enmbryoni ¢ st em balprasess ikt fotutipv efl dpfiekypreedaicmy Réxiive frdoB8T Mibakiief et al .
reports that refhagicfordGhidnCath LCANE AL BRTLAMILL MBRER b LIRE YPNi ¢ stem cel | s

to form PDX-1 positive pancreatic en?oderm Retinoic acid Is nost effective at

i nduci ng X-1 expression when added t Ul tures at day 4 of enbryonic stem
cel | di fﬁ@? nt i B4 Btﬁ’nd’ﬁﬁhf Hﬁlcﬁaspaé’ts‘?séﬂ’mctg‘? \Ylg%rﬁﬁlﬁﬂ‘?nn‘g dftg" Vﬁén‘g’ﬁﬂmd?wgast rul ation
in the enbryo ({Rnabaicesdoddin3@tils FARPhncrdaBOERADMrY azadsh thepandteati- eports a nouse

enbryonic stemcell |ine over-expressi PDX- 1. i.r results show that
exogbnous PDX 1SGP OB ErisciPS TR Braeats R h el REH: s R 1 1
somatostatin, glacokbayasihe foguatiogefiendyl afddBrsalRax6, ThandDKNFGpgenes in the
eports that acri) haRE SRRk Ba OBk ERed, Byl Ll e he
expressi on of exwwgiother gl hEeeatortnedene and Pd&riantrseamfixessey amrdasntkocr i ne genes

(PDX-1, i nsul i Ny @00 QliNGARCMrblb iRUT B RARE VORI EmSt €7 cells. The maxi nal
effect was observed using | nMactivin-A They al so observed that the

expr essi eve], of insulin and_ PDX-1 nRNA was not affected retinoic acid,
however , ?@Hk}l FC:}lie-“7fb’[’3f'§fé#1ﬁé‘?‘ﬁ”rﬁisé’§ﬁ€'t‘§ﬁS faxe ?ﬁoqeﬁléﬂaé%gﬂvﬂﬁgﬂ?gﬂe“g’%/yofnﬁe transcri pt
for PDX-1 (Bi octedinoftbe m3idQ: Fof &@mpROD¢h)elski 01 1S 20kt 1384, 2601) repbrudi ed t he
effects of gr O\A%.pf factors that eci fically enhance differentiation of
enbryoni ¢ stem CefTE 1"t S "BEX-TOpSer t V&S del 'S ThES " &V ea T Rat TGrP2
reproduci bly yielded a higher proportion of PDX-1 positive cells (Genes Cells.
2005 km 10(6): 503-16.).



WO 2009/ 132063PCT/ US20091041348 100121Cordon et al. denonstrated the induction
of brachyury-/HNF-3 beta-{- endodermcells from muse enbryonl c stemcells in
t he absence WP 2¥¢M#M#3%and in the presence of activ in al S&GURRPH'E*3i nhi bitor

of Wnt signaling (1: 82006/ 0003446Al). 100131CGordon et al. (PNAS. Vol 103,
page 1Mi06, 2006) states "Wit and TGF-betainodali activin signaling

simul taneously were required for the generation of theanterior primtive
streak”. 100141MGGESASICty MaTide g6 EDRRAGEIY:617: &99r SrBoit Batdhsubi-rerctingfslel opment nmay
not exact| y m rraidawédmmiﬁv@lee@ﬂ@mlcadtenpéanlﬁ@ﬁmmz@ ghic@hien seignemlosin- such as. for

exanpl e, humans,. gﬂ.SIThomson et al. isolated enbryonic stemcells from human
bl ast ocysts (ScidHELIBKICNIE " 1998). Concurrently, Gearhart and coworkers
derived human enbryonic germ (hail) cell lines fromfetal gonadal tissue

( Shanbl oti@00elt aln onc Praele, it 4 al. A 99564105, 9R) 95claR TiR6treaty@8Yt. maypd | ke nouse
enbryoni ¢ stem &ﬁdr%(o?nc W &hs @ﬁnnfa@u&wﬁﬁ&ﬁ)ﬁ&nofsmm ik qLeM4asi Ng sinply by
culturing with Leukem a Tnhi bitory Factor TF), human enbryonic stemcells
nmust be mai nt ai Wé@ciﬂﬂﬂsrtll%‘é?sﬁm@%%f%lﬁ condltl ons (U.S. Pat. No. 6,200,806; WO
99/ 20741; WD 01/51616). 100161D Amour et al. describes the production of

enri ched |aott urﬁ&naﬁerlammnb By G, (?NemmeD% o3 ) ne@dtsdlefg'eﬁﬂrattioﬂef endodermin
the presence of 1nsa 11n ?0% cqrcl)n%ﬁqnttrratl Osg er% g]%é tmc la onsélt t1ve§ X ressgnDl Amour | CA et
al . 2005). Trans Hg " es e e et s “Undere t'He ‘k aney™ ﬁ's UP'E€™3f mice resulted
in differenti athtm i nto inure mature cells with characterl stics of sone
endoder mal organs. Human enbryonic stemcell-derived definitive endodermcells
can be fuygoofier Shidafi@LaNtEREE thal BERicRE wdn AT thY SontiRitthit Gch®Fyomddi tion of

BCH 10 (US 2005/ 0266554A1). 1001710 Anour. et al. JiQ\Nature Bi ot echnol ogy - 24,
1392 - 1401 (ZOﬁﬁﬁfelléfoafP@kPDW PRYYY pa%c\rﬁéfl‘bﬁ’éﬂde&nd ftngic acid isé‘qub‘?ﬁfeﬁfvécess t hat

converts human @niduyenPoX S tepfedidiESherCaliddo t e@m&@daﬁyuaﬂenﬂﬁdn& seapab! e of

synthesi zing the_pancreati.c hornones insulj uca tatin
pancreatic pol ypEFET @S ‘Hn%hPGEWﬁ‘?mﬁ‘l’fl 5P eeegg ﬁﬁ’ %[”J:"élo?ﬂl ‘??%’r)fﬁ’ancr eatic

or ganogcnesi s bgpidheeestim@oosl | s t hrough stages resenbling definitive

endoder m gut tube endoderm pancreatic endoder m and endocri ne precursor en
route t 06 IJ N@bakCX BN ?e%&t eaf}ﬁ]&lgé' én%?y&ﬂﬁ:rs{gm @ﬁ 11ne ov\é\l%xpressmo PDX-1.

2009/ 132063PCT/ US2 0091041 48 [0018] I n another exanple, Fisk a al. reports a
system for pr odbiimgfulsaey gut esmalsdDXc bppssTiengiopth enbarced B PYBMTIEN st ern cel | s

(US2006/ 0040387&11)5111111 @orﬁms&u@ AR RekikRE n@lnégfe@ir@ Pk Phid MdRRatERNCsWade di vi ded i nto
t hree stages. Human ic stemcells were first differentiated to endoderm

usi ng a conbi na‘tcf"étﬁlg&fﬁcﬁnﬂ?}fwg%@wé?ﬁtﬂs At i A The cell's were then cul tured
wi th ' TGF ant agoni sts such as Noggin in conbination with EGF or betacellulin

t 0 gener #0&0]PDXSKbughos int. iepertsgldt hativinTh & rhamrbat afalie TﬁFfosmea‘nmlibdtub@glulwt@ss i nduced by
ni coti nat ni dc. & St I "W concl ude

t hat over-expr eslg%%l? (g%){’ C%'%m gartllcczggﬁée/ g% gidsal g%Eég]@ . %E%Elgi 5'C enri ched
genes, inducti oD 1 imsslin. prd g@)@@&ﬂ@s@un@ﬁsmw@q@ﬁm@el&d& ¢ mpadl cfkqgnal s that are
only present i nwé’%'o‘ﬁ%neﬁ%ﬁﬁ@/ﬁm VK-8 Bley a1 R tha the WBessidtie 8- 1930) .

[0020] Current methods to cul ture human embryonic stein cells requires the use
of either extra@8iliparbrDXdENA Brsgretifested by Kitggncuphorstert ¥dHEFFayer, or the
addi tion of eXO@@ﬂﬁBﬂﬁregﬂt&Y\ﬁlhnflﬁféﬁs‘éﬂﬁ:wel%ﬂﬂ&@trﬁfsenﬂtﬂfrPBXalr(Bﬁ&henbE@% 100211In one
exanpl e, Chcon _g ﬂ) (B| oReprod DA : 10. 1095/ bi ol rcprod. 105. 046870, Cctober

19, 2005) di scl 9e” ¥ eeder - free, serumfree culture systemin which enbryonic
stemcells are maintained in unconditioned scrumrepl acenent (SR) medi umm
suppl enem@0@tl wi Btirakicf flestatnd thyr adiatthoff et th Fastordipa kilecficdlly enliaggger i ng enbr yoni ¢
stem cel |_sel f - ganetalion [ QBeLinyanellsk, %ﬁn@tﬁme%@@erfrﬁ%ﬁ;b@er&hm (Stem Cell's

24: 568-574, 2006) disclose net termculture of human
enbryoni ¢ st em Eeri2geredueinly Y&B@éﬁb@h%ﬁ)mﬁ)@b‘%ﬁ Pé?é‘i § pesitive erld  9neriedls-medi um

using medi a supgloeiENi®E): Yatiy PFG-.



100231l n anot her exanple, U S20050148070 discloses a method of cul turing human
enbryonic stein cells in defined nedia wthout serumand w thout fibrobl ast
feeder cell sYOPH&Hthod conprising: culturing the stemP&{YS3 Y 1d8cul ture
medi um cont ai ni ng al bum n, am no acids, vitamns, mnerals, at |east one
transferrin or transfcrrin substitute, at least one insulin or insulin
substitute, the culture nediumessentially free of manmalian fetal serum and
cont ai ni W12k | Gerden 6&%G‘Emolléf@t%évcrfﬂd“ﬁtfoné’fg‘iaﬁ’ryB‘HW%@tF QPSRRI GHS capabl e of
activating a flb@r@bﬂoa@temgfy@m Eterflaélls(ﬂfth&ltgé}@é bMNGrumGe PLiR presé@loei N t he gowt h

factor is supplied f er .than i £ | ast feeder |ayer,
t he medi um supp%?tltlgd{o%glt ?’nolf1 1&0{8{% 1%({@%?0208(??034%{@ n undifferentiated
state without feeder cells or conditioned medium [0024]1n another exanple,
US2005023843l6 disiddrog ek (IdlAdeViohldd. need] 6400 dedoybtaten WniedirGinbetsnadal cel | s,

i ncl udi ng undi fic%(lﬁ@%hﬁhggmﬁﬁdn%%l? vRFeHQd?ﬁer fk thg%&maﬁ&l tSheadtBicp Ol ution, the
media i s substantially isotonic as conpared he stemcells being cuI tured.
In a given cul tRfF@tivasekparticul ar medi um conpri ses a base medi um and an
anount of each of bFGF, insulin, and ascorbic acid necessary to support
subst ant ij@iLi]y qu\tefvfeleﬂlentoh@trﬁde@lfantbrh01ﬁxf stdrﬁlﬁ:ll;ﬂé@etﬂpﬁﬂﬁtaﬂayslbm(xﬂgl |s. [0025]1n

anot her -exarrpI e IC §6§9V%140-806n ! a; eI'Sa "1n lgg rmammars suc as fOI' cX el CU| ture rTEdI um
for grow ng prl erlvglfﬂl n5rdi'a emcel'ls’in asu%lg anfnaarly
undi fferenti at ed state is pr OVI ded whi ch includes a | ow osnotic pressure, |ow

endot oxi MP3lsi cThesypiehet kalted smipynacignyes!ly fog hb‘p@‘rttlabtoﬁﬁefbdﬁ%%% of

prinate-deri Vedzﬂ@ﬁ'tﬁlm)@h)abo&hﬁéﬂtl?&he‘aﬁlart Iﬁ%o@@&bﬁd&ﬁr@d MRhSmbQphE ned with a
nutrient serumeffective to support the growth of primate-derived prinordial

stemcells and $¥"8{H<Ycsl ]éne§@P%éett%é‘“fafi‘ﬂH?%ﬁ@h@tlw&‘bet@br%‘?cst\lﬁth@C?ﬂ‘ Stleeder cells
and an extracel UsAas: IMBFII9%)CUHm@ﬁ@ﬂEe ddioviR dtehnrcom, weiellen ve elel&tedThe medi um

thriller includgs nonessenti.al 0 .aci oxi dant a first

growt h factor sg?%rt]‘?@’t‘jmfa%tfﬁ@ﬂlé%éf HUBI‘%‘S&%}%‘??W&?%Lfbltﬁrlﬁgldgﬁrsq“ﬁgg’”?ﬁlb a pyruvate
salt." [0026] | nerstimpiniverenexBimphse be ohiiZRO602448G 2pstabtaasitions(0.Sore Naspect t he

i nvention provi 9?07)8?) 'Wb@%oﬂu Y%Jlotl”s !31’?3 pri mate enbryonic stemcells. One
cultures the stémCe 1s7i'n"a cul'ture es entially free of mammalian fetal serum
(preferabloy al so essentially free of any animal seru and in the presence of
fi br obl as®01¢jr owWPH\NpAE ecof- desales ths pEadpgsion é%Pnfliﬂtsﬁflsltus%ef B EHRYORGHHN | ust a

fibroblast feedgii-deay@iefinityedndu@han fh%glefaé?&en&f athlfgﬁ chadehrhbastacheedar | ayer,
previously required to _sustain a stemcell cul , 1S rendered unnecessary by

the addition of C¥§FPRPEHROY Kprohp 29 J&prﬁml%‘ﬁlfﬁc collsupéss L fney £ yr t her
exanpl e, WDZOOS&@W@@&&ME@&& digfedetiatiteilo mc&@mante@emuhﬁlwhﬁadmﬁmgmt hat is

t [ 1 f eed f f di b.
PR Al SR Rl v B e S et

undi f f er ent i at ectllsreambsa lfiréier diffeeemiated in®;PDX-1 amttaawmafmfaddltntmwlfFGFsuf ficient to
support grow h ly undifferentiated manmal i an stemcells; and d.
an anmount of as osrzg)?géé(gl C?Aqtffi cient to support growh of substantially

undi fferenti ated manmali an stemcells. WO 2009/ 132063PCT/ Lg‘820091041348
[0028] | n [¥43t heP AnaffiIoe Napgo GetRabedus - di-d89%0sd8! @00fatstigd ™ovhadai nt enance of

an undi ff erenti @i a0patantetalidtion pREA: matcbﬁx%pmmtlIeﬁlb@gm@gt&@@mgceab gtemcell to
a nmenber of the transf rnln@&g; h. fact or - bet.a Q of proteins, a
member of the fTYPOBFESE CYPIGLHYF! %*tzatg thepapeyeafi h‘it“9“66f““ﬂtl %‘é ¥ or

ni coti nam de (NMhmmmmanpammunnmgmﬁﬁmcmﬂ@mmhm'nﬁuﬂ&ﬂmnmmhemmﬂd in an

undi fferenti at ed state N aount to& nglcwig pleve a desired
resul t. 100291A%F6‘°rfa‘8r?aﬁat° e“eF‘B %%{ec g °8]f1S PancHEAt rﬁsem criie cel I s,
pancreatic hornuﬂakaxpwewbengmbehh@mmmncpﬂn@m&amhmdhmnﬂmnmn@EQWQMeng cells
from human enbr Jgenetic manipul ation of the human
enbryoni c stent%gpFQM§$$é%§ é?*gﬁHtP&%unan enbryonic stemcells using
traditional techniques such as, for exanple, |ipofectami ne or el ectroporation
is inefficient. [0030] W2007027157 di scl oses a nethod conprising: (a)

provi ding an enbryonic stemI|ES) cell; and (b) establishing a progenitor cel
line fromthe enbryonic stemcell; in which the progenitor cell line is

sel ected based on its ability to self-rengw. Preferably, the nethod selects
agai nst somatic cells based on their inability to self renew. Preferably, the
progenitor cell line is derived or established in the absence of co-culture,
preferably in the absence of feeder cells, which preferably selects agai nst
enbryonic stemcells. Optionally, the nethod conprlses (d) der|V|ng a

A PN oA ]



100331l n one enbodi ment, the present invention provides a method for deriving
a population of cells conprising cells expressing pluri poten mar ker s,
conprisi ng t*H82¥PéH8%30f a. btaining cells, and b. cCul t 5§ ‘E‘/’W%‘”E‘@I | s under
hypoxi c conditions, on a tissue culture substrate that is not pre-treated with
a protein or an extracellul ar matrix prior to culturing the cells. 100341The
cells may be human enbryonic stemcells, or they may be cells expressing

mar ker s ¢4PdPlact Bepghsrexdaprle kigk ¢¢f FRPEHS WSt%rﬁé%(Hé’rdHﬁ“I‘% RedgEC vehee! ﬁgﬂ‘ﬁn enbr yoni ¢
st Ielm cells may Maﬁuilnbnybﬁ@lswﬂgcéll@rwmwwom@lui IR thSs dadel ME d1k13reﬁtlh]t1%ﬂlrl ng the

cells on a tissu ul ture substrat is not pre-treated with a protein or
an extracel | ul af* erl”?éﬁ'lwd“ dlﬂld?“gfltr‘félfr?eilz i ﬁ‘ﬂ%ﬁrp gl PEedPim cel I's may be
cul tured in hypdfeenteeid diaksn ﬁﬂ@&&bﬂihﬁathumsﬁmbﬂynhfeyi@m:ucnvm/seﬁﬁheeélks may be

cul lured in nortno rior. ul furin e a tissue

cul ture substra Crc@ﬁ fuqtursc nob%%%ﬁg tagé)mtStsg o Stlﬁogfm lgc?mhjllhaggl}wghngcg& 'raccl | ul ar
matri x, and t r eletagelwin tdgeaerRhBDKflrmsevq agh. Hht @rminAIdtféremmtlovmag/l,ndltcma human
enbryoni c stem %ﬁdiéo%nzﬂ?ﬁ%e be cultured in bypoxic conditions, and treated with a
Rho ki nasc inhibitor 0361The cells expressing markers characteristic of the
definitive endodermlineage may be cultured in nornmoxic conditjions prior to
cul turi nd%e I CAPYS: BnEFEY (i St SUBEIFHfEh et TSR ReHgE oD%t reat ed with
a prk ot ei nhor ani amaﬂoa@edpkdddlﬁfofgakfeamenﬁémeggﬁ% hﬂd&&tb{)n ohh@hﬁeiﬂr@s@xprlesm ng _
mar kers characteristi.c t he iinitive endoderm,| neaemay e cultured in
hypoxi ¢ condi ti’B?‘P’sr.eq%a%Wﬁlf]l%’? g‘ﬁ%ﬁ Td’h‘fﬁ‘)% BB6 lt]“iéﬁ H?S Tenmbodi nent,

t he present i nveéeki2or; pt:eB-d®30)a net hod for derivi ng a popul ation of cells
conprising cells expressing pluripotency markers, conprising the steps of: a.

Cul turin OEMWHHCQFQH{ Mgﬁ’ddgtoscru%rg hﬁﬁ‘?lnleﬁybr}iamc Qerfnfc@l[s?&fulr@stthélge Bhﬁhé}uman enbryoni c
stem cel I s into cells expressing markers characteristic of definitive endoderm

cell's, and c. R8s Mg n@%@( RreeIns o i biibsgURNeE 10y the e tion iChgostem under

hypOXI c condi ti @bwih fmrﬁbﬁch$§lﬂﬁe§dﬁ{lﬂd}5ﬁ}ﬁubst rate that is not pre-treated with
a protein or an cxtraccllular matrix prior to culturing the cells. 100381The

cells m cul tured u r a b | ture substrate
that is % 0?ﬁpr e- ntofl%giamafgd&lcﬂnym?éo?%c rr?ggﬂrotlalﬁqg% ?lglf:gfold ﬁ?b’z%s‘?d;“ X, 1In medium
cont ai ni ng ser u@gtolze 19, ¥0Gs) mﬁclandfﬁde\rvlﬁtee Isergarfe cliuteaysiath inmgligh, t he cel ls may be
cul tured under Q%{bfﬁ%ﬁc“ste?x%ﬁé Ik ARSain@dind fdnﬁlﬁb&{%d%}ﬁ&l wpﬁlcéﬁ&§(§kﬁhlgdlﬁlgat I's not
pretreated with a protein or an ext tracel matrix, 1n ne m cont ai ni ng
serum acti vi n- pplamepd Wlillglﬁfﬁﬁellt%!m‘jthlf@lmlﬂcapﬂ'mgglggh'élg@élblY§lllﬁat9m@él cul tured
under hypoxi c cQididcty@inS, on a tissue culture substrate that is not
pre-treated with a protein or an extracellular matrix, in nmedi um contai ni ng

serum a ki nasc, i nhi bi t i at i v the cells
oo U 2 08 LRk B Pl e R e gAY, Lhe cel)
is not pretreat ﬁdthwidn@-tﬂmpnloll@@fﬂnumﬁn anrblmntcrsaordellajhare ahmbaeioX fibroblaswedi um
contai ning scrum, - 1 nas IV a Wit |igand, and 1G~-1.
[0040] I n one en%%%]ﬁ%%ﬁgle the QFnrgesglrﬁl{3 plp%\l}fgrﬁt |V51rt1h E;))P;hoPa des a nethod for deriving
a population of cells conprisi %g cel |l s expressin Q}pl uri potcncy markers,
conpri si fY2¢lhe Wrapesher srample, USHI0PRIARNY dﬁﬁlﬁﬁﬁaé’ﬁ'@ﬁ erbureE Bpnde] | s, and b.
Renovi ng thec celdisyon@nensdésiaquminl hﬁédlguhﬁm {cRn SSITMUATBFobRYARYerC condi tions,
on a tissue cult re sub]strate t hat | #gt gre treatgd with a protein or an
extracel | ul ar Pitse MYtyg AATHE Ec £ T“E“" ¥R CLH M AU DHEP CAYHBRE
conditions, on abdnnlﬁsluﬁlo&uﬂdi urtzenlﬁybﬁtcra@tﬁlctaha)hc irgsfafi optrénsicirdat ed with a
protein or an ex r matri ai ni ng ser ct|V|nA and
a Wit |igand. A %)Set?“ﬁ%tau s F"ne “{‘th & “F’F‘m Sﬁg%ﬂ‘bmhé Cﬁﬂt“ﬁer%e " @eng‘l%'po Xi ¢

of mammalian fetdl serum and containing at ledbt about 100 ng/ml of a fibroblast

growth factor capable of activating a fibroblast growth factor signaling receptor,

wherein the growth factor is supplicd from a source other than just a fibroblast fecder



conditions, on a tissue culture substrate that is not pretreated with a
protein or an extraeellular matrix, in mediumcontaining scrum aetivin-A a
Wit |igand, WRA"PEEYS. [ 0042] The cells may be cul tured BSEEP2HYPHBMSC
conditions, on a tissue culture substrate that is not pre-treated with a
protein or an extraccllular matrix, in mediumcontaining scrum a Rho kinase
inhibitor, activin-A and a Wit |igand. Alternatlvely, the cells may be

cul tured under Vﬁd?ﬁ%“@BﬁﬂPP@Bﬂgwpﬁﬁﬂﬁ“?P%@U@“&U?PGP@”%%%@F@%?%M?hat i s not
pretreated w t hwihdaf RéRE R1106r camdi@atd @ekrh.ul af matri x, in medi um contai ni ng
serum a Rho kinase inhibitor. activin-A a Wt Iigand and 1GF-1. [0043] The
cells ex 0%15' ng aR%F& e9a§%¥p?e”6¥2d6%%§14% SOV § MY %Q(ﬁ &P%ﬁ]mﬁ’ﬁ the present
|nvent|o are ca expansi on I n culture under poXxI C condi ti ons, on
tissue culture S:t@bsqﬂs am@dndgamdlifgcmt@tcdpn@atﬁ plelaméldl pdnt Wlla Ipratteinnthor an
extracel ul ar mREf X sutk@AAA) BroRP S SHBRYE T8 stent Rl RERSEMred, Y £k Lpn provi des
a nmethod to expand cells expressing nmarkers characteristic of e definitive
endoder m | i neag@UEdhppIiiuitgmedien strapisesahagadiym g 2t Heovgkeiicachgihder hypoxi c
condi tions, on grdH, 8SYR, SHlaicdiR SRSEERER0 Llppdit {uSstBkiP@iffefeh@@dsed Wi th a
protein or an extracellular matrix. In one enbodiment, the cells expressing
mar kers char act &PV the gimprdial st el t i ve endodern1llneage are derived from
pluripotent cells formed by the nmethods of the present invention. 100451Thc
cell s may0lB8 culntapotka cxamgpdy, URGEHOKIOctape th doe embqdiroamt, a ctll @dtue nediutadpre substrat e
that is not pre;| in medium
cont ai ni ng seru%%&ﬁgkggdyh%pm@pﬁﬁga]fgéngub gé£&%%ﬁ§g@l %{%ﬁe BRI EF
DESCRI PTI ON OF FPEVRPQURESH{IOEA 6]oR ¢jmeec resshiolsy crhiewélxmmftdmm BftICXCR4 (CD

184, Y-axis) angsfhR «f Qﬁpﬁaﬂ 9 gIJO\chQ)?FIIHﬁaté G4 ﬁﬁn&?&l&!‘%fém‘%@m MRb&icstem cel I line
HO at passage 54 that have been differentiated into definitive endoderm

fol | owi ng treat ResHEm {icpmbipedy ithey nytrenisapy sffesilvato sppnarthessaowth pf nringpiey s

[0047] Figure 2 wﬂowprﬁﬁmm@@lln -cbilsiRd PGBstanak sk Serdth th@eloh§ang19tmubhe human
enbryoni c Stenléﬁ#ig%lne ssage 54 at day g gﬂof the definitive

endoder m di f f er s & aBFHtaﬁ%'@ ar B i TRRY Y waﬁk{w‘a Fellel ") depi cts

expr essi on of AlﬁRilurff Ruythcr@XGRA4ds non@ﬁﬁtlalaﬁﬂlos% in arﬁadkﬁiantbanddeﬁlt glositt he
expressi on of SfO)g It% £ HNF- 3 ? ft L % rl?gure 3. shows t he

i sol ation protoédf GsE g 8#“W%“E%ﬁﬁ§§ LEIPLIF AR EBFYSHI ¢ stem cel I's
according to the nmethods of the present invention. [0049]Figure 4 shows the
nnrpholongﬁf e%ﬁaﬁﬁéGﬂEmhRESﬂ@@&MéWﬁﬁmP@ “Impnegragectithe inydnien meyideseul tured in 2%

PBS - F DVEM FlZmathO&chuugih%mmm chn% sketr I Rﬁ{a%lut@as R steaec 89t DVEM F12 +
100 ngim of Activin-A + VWT- 3A ( Panel ? Panel ¢ shows the

nor phol ogy of tfEVERBRERIEq nﬁ@“ﬁ%\%‘sfalglée@m (profssbp e SQG%S%I‘“S“%%W% t he
real -time PCR an@lamsdasseﬁlﬁn)emaﬂ@@éeq&waﬁfbr&&kﬂ okl A 1oF ek id ﬁp@reda%lPBS +
DVEM-FI 2 -F 100 n

im of Activ 2 of ree passages.
Panel a) deplct%bg?ﬁngg%ﬁﬁhbTﬁ%ﬁ*%tﬁpg n%igédp“ﬁ%%ﬂkﬁﬂd:% o%s panel  b)
depi cts the expfeersiagn, @&vicaMKrddired®@Juiath.a sefitbeHNRuZ:, Beéndered %Eéb}sEiygur e 6 shows

the effect of the, ad gene expression in EXPRES cells.
Panel a) depi cttéytP%% ltltonopsuﬁ%ﬁvyﬁbmb%&} ontgg %éox- 17, GATA-4, and HNF- 3 beta.

Panel b) depicts real-time PCR expression of AFP, Bry, CXCR4, GSC, and SOX-7
[0052] Fi dWRd 7 Wridumher tremales WEROASPOSE Erlisclosqatde B giponiequitye mediugnhagene

expression in i essentially feeder-free and serum-free, comprising: a. a basal medium; b. an amount
of bFGF sufficicnt to support growth of substantially undiffcrentiatcd mammalian stem
cells; ¢. an amount of insulin sufficient to support growth of substantially
undifferentiated mammalian stem cells; and d. an amount of ascorbic acid sufficient to

support growth of substantially undifferentiated mammalian stem cells.



EXPRES cells. Panel a) depicts real-tinme PCR expression of SOX-17, GATA-4
HNF- 3 beta, Br CXCR4, and GSC. Panel b) depicts real-ti ne PCR expressi on of
and SOX- 7 aﬁﬁ‘)%\'ﬁﬁl”ﬁ‘é’nel c) depicts real-tine PCR expred&Tofy2 B/ 0aEs- 4.
100531Fi gure 8 shows the norphol ogy of expanded EXPRES cells derived fromthe
human enbryonic stem cel | Iine HO9 at passage 54, cultured in a) 2% FBS

+DVEMH F12 + 100 ng/ m of + 20 rig/nl of WNT-3A, b) 2% FBS + DMVENI F12 + 100
rig/ml of0R¥ clp a?%@B@mPl‘DWC@Wﬁﬂﬁ 3 diselpigs princtged fP@‘—’al_“Ltcnaf‘%%&‘} Figure 9 shows
thle expansi on gﬁidﬁmdnadtemen@ém&ﬁ nﬁbihoala@ln&amae&ﬂosmg:mtéﬂldwldo @fheinbeg?@e gul ture
pol ystyrene un OXi C CO ns s cult yred in % FBS +

DM F12° + 100 ngﬁ?ntf PIARE 9o5g ﬁ%?rﬁ’iftdé?g@rﬁfﬁnby/s%w\g% brf‘d?"er?f “6Y %6F-1 and EXPRES
02 cells were cfibrthlasegrowth fR6 IBF) fanbIVILE Broteink Q0 nivgnaidef (NAA) itrai2Ondugl nll  of
WNT3A. WO 2009/ 132063PCT/ US 10413 Fi ows the norphol ogy
of EXPRES cells’ écrlc“ge&la%mal %" °°? %n%é%fcrcngag"deshaéﬁqurna So%“““‘ el et ed Es
cells on TCPS (@laslswyead@ﬂlmdjmwlqool ystyrene) in OMF12 + 2% FBS + 100 ng/ nl AA +
20 ng/m WNT3A + 50 ng/m of 1G-1. 100561Fi gure 11 shows the protein

expr essi qimes dﬁ@(ﬁﬂid’ﬁhl@e%1Ilﬁé’tlol:'agﬁnblQatggﬁ)d%gﬁle(béllscﬁillklxs,at@tllolﬁiﬁ)ﬁ@@9@%5@1& cells. Panel
a) shows the expre55| on | evel s of E-cadhcrin, panel . shows t he expression

| evel s of CXCRace i)é?h@ncréf)m%‘ﬁr&%/%‘e feﬁ@“‘é%ﬁ]r‘%fé‘g’il E‘Wlalné(?@‘i@nlﬁfe lemey @4rfel d) shows
t he expression édﬁ&‘t@rﬁan@hlaﬁlﬁ'oflhz: humalﬂﬁhbryb)mcssmlli malﬁféafoﬁ%Shlﬁﬁhnl evel s of CD30,
panel 0 shows theb Presmﬂ 2 g Lt W recept or lﬁ)f \

expressi on | evef & BFTRR %ﬁm ;5%?1} T R SIS @&%%18 i r?efé\l?glles of TRA
1-81, panel 0 shewstrdpoatiexipiedsicon | evel s of SSEA-1, panel j) shows the
expression |l evels of SSEA-3, panel k) shows the expression |evels of SSEA-4,
and Panelggdd; sh@wob/e; ¥ BEaSS! :Pxﬂeth&‘iVﬁhl né?lfo %‘éwdﬁag%&ﬁﬂ:r&&%rs%‘enﬂ{%sﬁhom the
protein expre55| on as determ ned RES 02 at passage 21 cells.
Panel a) shows %eHeanéitﬁreégtélﬁlawmwpgor@fﬂ @eé@wé??mbwoam@m 3 B HBIER t he

expressi on |eVeﬂh@pﬂéen%@@‘ﬂhn&@-fb@c‘[eﬁbds&h&m dbmeytsxemmﬁesu Q’%f&r%lﬁ"tﬁ?e of CD9, panel
d) shows the exlgFth& on | evel s of Fj‘g{;gnel sho t he ssion |levels

e
of CD30, panel PFIeHSRES %%Wla?t&cg ey g lmt‘fc*%l BBt Bieleny “HRhel g) shows
t he expr eslsi o;m ﬂheme]g&ntﬁffccﬂ_ Rfs idd@ded @anaihsﬂit)i nsﬂnewscﬂchet (ﬂ%ﬂﬁl?&@kdﬁd’ﬂ;ﬁl}eVdﬁ of TRA
1-81, panel 1) sho t he n nel | ows the
expr esaron | evel s gpeasARs it SR e ety B Sept nBPOR vhlehior seea-a
and panel 1) shop®ntllyethexpthedsinprisds éd)@brsvigfa m%ﬁma@d)&ﬁaoﬁi tyepregehBorshows 1 nmuno
fluorescent im ﬁ}ngf EXPRES 01 at passage 10 cultured in 2% FESS + DVBM 1712
-F 100 ngim of 1-20 neim of WNT-3A -1-50 nen] of TGF1. Panel a) DAPI
i mge for panel b, panel b) Nanog. panel c¢) DAPI (blue) and Cct-4 (geen)
co- st ai m‘H’g I paerefers. trspitillireppains apsigpifigans paed & depelopgondigionsisg essablishipg nanel  f)
DAPT (bl ue) andpifpV¥eenBtdaeded ling e tan &@xlﬁh@um mresﬂtﬂ@&l%ﬁlcgmaenek& shows i muno
fluorescent inm %of EXPRES 02 at f% %‘ge 9 cultured in é% FBS + DVEM F12 -F
100 ng/ml of AAYRIErIFMHG PO SHIRTLISKN PR I PRy AR 07 G GE1t 8P FiRel b, panel
b) HNf 3B, panel h@hoddAkpredsiiggelsf @ parpeeatd hotmonpasedtingldellOCT- 4, panel e) DAFT i mage
for panel | panel |) SOX-2, panel 2) DAN i mage for panel 11, panel h) NANOG
WO 2009/ 132063PCT/ US20091041348 [ 0061] Fi gure 15 shows gene expression as
determ ned by real-tinme PCR for EXPRES 01 cells, EXPRES 02 cells, EB derived
fromFT9 cells, SA002 cultured on MATRIGEL in MEF-CM and undifferentiated H9
cells cultured on MATRIGEL in MEECM All the expression |evels are nornalized
to undifferentiated F19 cells. Panel a) shows SOX-1 expression, panel b) shows
FOXD3, MYOD1, ROUSE , and Z11342 expression, panel c) shows ABC&X, Connexin
43, Conriexin 45, and cytokeratin 15 expression, panel 4) shows nestin, SOX-2,
UTFl, and vinentin, panel c) shows GATA-2, Brachyury, TERT, and tubulin-beta
I 1l expression, panel 1) shows CFCl, and GATA-4 expression, Panel g) shows AFP
and FONA2 expression, and Panel h) shows |PF1A and MSX1 expression.

[ 0061] Figure 16 shows the expression, as determ ned by FAGS of CXCR4 (Y-axis)
and CD9 (x-axis) in a) EXPRES 01 cells passage 5 cells cultured on tissue
culture polystyrene in growh nedia and then switched to DNl EM F12 + 0. 5% PBS
+ 100 ng/ mL of activin-A and 20 ng/m of WNT3A for 2 days foll owed by
additional 2 days in DMEMF12 | 2% FBS | 400 nwrl of activin-A b) EXPRES 02
cells passage 4 cells cultured on tissue culture polystyrene in growh nedi a
and then switched to DMEMF12 + 0.5% FBS 100 nglini of activin-A and 20 ng/ m
of WNT3A for 2 days followed by additional 2 days in DMEMF12 | 2% FBS 1 100
ng/ mM of activin-A 100621Fi gure 17 shows gene expr essi on as det erm ned by

p— T @ p—r~ o~ A — 7 P~ N P~



[0064] Figure 19 shows imuno fluorescent images of EXPRES 02 cells at passage
4 cultured in 2% FBS + DVEM F12 + 100 nglml of AA + 20 ng/mL of VWNT-3A and

t hen swit che¥O2Y* BN F12 1 0.5% FBS + 100 n2/ 1111 of adtiFHSHYX'YPE 20 ng/ ml
of WNI 3A for 2 days followed by additional 2 days in D VIEM F12 + 2%: 13S -
100 ng/ml of activin-A Panel a) DAP1l image for panel b, panel b) GATA-4
panel c) DAPl inmage for panel d, panel %) SOX-17, panel e) DAPT i mge for
panel f, panel O IINF-3 beta, panel g§U Ymage for panel h, and panel h)
OCT-4. [0065] Figure 20 shows protein expression as determ ned by FACS of CXCR4
(Y-axi s) [ea2] CDBhe(pxesentirg¥ntivo proaileskXPRESubiorceit uattepassdgendd cel | s and b)
EXPRES 02 cells ) ) t I SS: pol ystyrene in
growt h nedi a an%%t%o%?c qﬁe\jﬂ\ﬁ%&%ﬁg&%ﬁL%K%ﬁ%‘%ﬁ%dg]p%% 'l%l?:g%‘&%b%yﬁgtm of activin-A
+ 100 nM GSK- 3Brciiyiteh by feerfer ao) lingprch @@ing gf epinpésk mayiNT@Acifisoeandd agssaged @066] Fi gur e
21 shows 'mmnosﬁ%:@&ﬁ‘%ésﬁé}@&m cQiﬁ@eetr"anQécthﬁ%%egr%l&%kﬁc%n%mﬁﬁQ@ 19 cultured
in 2% FBS + 50 ng/ nmlL of

| GF-1 and EXPRESdgrveeiq Csm%ttlonﬁa&l&@énbmﬂ@mfﬂlﬂlﬂ@fc@ﬂiﬂhutzo%?msﬂleBFNﬂ EM F12 | 100

ng/ Ml of AA I 2Qseed inltheQfresWNTivafNof RImtdRgiossM. t ched to DMVENT-F 12 | 0.5% FBS +
100 ngim of activin-A + 100 nM GSK-3B inhibitor IX and 20 ng/ m of | VWNT3A

{ﬁ;ggd?gi()%? ﬁgﬂn é)n %@Aglr-neé eﬁef’i\e% 1n9ent10ne]i)r0\hsieo ane 09 }or der1Vf1n§ apogqat1oga,nelpaﬁ)el Dépl
SOX- 17, panel g)foARIcompmgre kibyexpasial phlrlpqnamwhlatk):rsHNInBHBnQJbet asps Panel i ) DAM
i mage for panel j, panel j) GATA-4, panel k)DAPl image for panel 1, panel 1)

SOX-17. [0067] Fi gur @ paénisheMSa@ene expression as detern ned by real -time PCR
data. for a.) EXPRES 01 and EXPR ES 02 ceIIs treated with | ow scrum plus AA |

WNT3a | GSK-3B | X, i expr on of AFP,
Brachyury, CDX2, R/br&{]!tu / 1,?8 u§%>r<-%§ﬂ?/ox (%fofﬁ Onagg)sﬁ%cnueflreﬁ ﬁ‘(l)t?/v:baté%pr essi on

| evel s of CXCR4, GAﬁA—Mq—trmdsxétb@ipd),teilFbrNhBBracahur BaXx prior 1 QOBBYFhgur e 23 shows
gene expression asngggserm' ned by real-tinme PCR for EXPRES 01 cells seeded at
5000- 40000 cells/c on tissue culture polystyrene in growth nedia and then
switched to DMEMF12 + 0.5% FBS + 100 ng/m AA + 20 nq/m’ VWNT3A + 100 nM
GSK- 3B i P t oFhejexilsragy bﬁéamarbegib&%ﬁ@@m o ey e Pl GrEessipgmakers depict s
expression | eve&}ﬁraatnsﬁt:&fthe laﬁlhywdydenﬁ%ge ﬁetﬂumbq%al@edembemepi cts
expression | evel s of 1CX HNF- 3 bet a, GATA-4 g # and GSC.
100691Fi gure 24™&HBATY mr“%‘é‘l?f‘%“lf‘f“oﬁs iy el disge Oé@é’a%‘)e FHYw t cl oner ¢
control cells (sluanﬁtejﬂ)a,t is DXRIRESed:l vdalalpsotéi omgmalulhﬂn(airlanm@)lathXPRES 02
cell s at passag i ff d cells.f.romthe human enbryonic
stemcell line ﬁf ntlaglem% Omcgtﬁracgf]ﬁ %ﬁflﬂure ekﬁ'ing?OHfhd(r)rrhsre I ength control
cells (lane_5). [0070] Fi gure 25 shows gene expression as determ ned by

real -ti mOBER dRicdumai crEXPRES @Icelenpsbestliekia ag@osis comiionhaivs obeen
differentiated {@ufiripokhs NAQARIEElubsralcIR) is nRaReealdGhanpdadesm cel I s (S4),
and pancreatic endocrjne cells (S5) lEt0071 ] Figure 26 shows i muno fl uorescent

i mages EXPRES $oxBpcelua mai. an vepfd %HR%E%S%IPHB“%Y ARCNF% 8. Panel a)
DAPI i mage for m&elembryorﬁanah cdi mANbé cultutell RS hdkic fdadLIns Ghd HdedIvifdat a 1 n green

Al bum n in Red, ‘F nel - Al bumin in red and DAP1 (blue), panel e) DAPI inmage
for panel k pan% “}W 1ﬁf“’rpanel g) DAPI image for panel h, panel h) SOX-17,
panel i) DAPT image for panel j, panel j) CDX-2. 100721Fi gure 27 shows scatter

pl ot s of 14#Belr oaFcayllsdaprassmeg maekeisrbrragiainid of e dEPRESN@Ucrelineaecay &Ki s) to

undi fferenti at edygel hﬁloﬁﬁ&ﬁv cfoh@mt}lu PR &8 t@mw@lh&ceﬁg &M &&le! cuﬁdr@abh%te( X-axis),
panel b) EXPRES 02 cel y-axls) undifferentiated cells fromthe human
enbryoni ¢ st er nthatdy Irotplieﬁ@dtnwaﬁxd RREE )T arpiedellgyr '@@R@temﬁm@& thgeqlli-axis) to
EXPRES 02 cel | sexfp¥essigd réarkerdtiedietlic EXRREE N G8bdesn (ika@ihs)bel@neélihs from the
human enbryonic stemcell line HY that have been differentiated into
definitive endod®PHS ¢30IERMSs)  panel e) EXPRES 02 cells (y-axis) to cells from
t he human enbryonic stemcell line HO that have been differentiated into
definitive endoderm (x-axis), panel f) undifferentiated cells fromthe human
ctnbryonic stemcell line 1-19 (y-axis) to cells fromthe hunman enbryonic stem
cell line HO that have been differentiated into definitive endoderm (x-axis).

[ 0073] Fi gure 28 shows the norphol ogy of EB bodies forned by EXPRES 01 cells.
100741Fi gure 29 shows gene expression as determned by real-time PCR for cells
of the EXPRES 01 cell line, cells of the EXPRES 02 cell line, and cells from
t he human enbryonic stern cell line HO at passage 43, follow ng five weeks of
transpl antati on beneath the ki dney capsul e of NOD- SCD m ce. Panels a-c, show



determ ned by BRDU i ncorporation. EXPR ES 03 cells were cultured in 2%

FBS/ DMEM F12, suppl enented with, panel a) activin-A (100 nen13 and wnt 3a
(20nwrt) , pa‘ﬁ%lz""g/gi)”ﬂ‘b‘tl vin-A (100 ngim) and vsnt3a (208§ HSNYIH3BGE
(50n1vnl). Gt her cells shown include, panel c) hES cells (H9p43), panel (1)
Amiotic Fluid Cells (AFDX002) and panel e) mtonycin treated MET cells. Panel
D shows the frequency of cells in S-phase, Gl and 62/ Nl- phases of cell cycle
for difféMafk clianc FaRAdImen B Ercattidy BEON PTOGISPEICHAR & darvERRSPHHN t r ansf ect i on

efficiency and expisesmp@ineabilfimbssing plXpPhEdy hrkeg] dosipadit thai@e oenbr yoni ¢ st em
cells plated either as single cell dispersions or cell clusters. Cells were
anal yzed 24 hrs | at hoscopy and flow cytometry. Panel A)
shows data obtai ngd }%ﬁg&kﬁ%&%&@%ﬁ%i C%nﬁf’anel B) shows data obtained from
single cell dispersions of human enbryonic stemcells and Panel C) shows data
obt ai ned from cel P- SieErEnedhe hymrm e b Cls O lerPEssing PR gure 32

shows average OD r eaplirt@sisticep i&mant knpddahyidr agenase enzynme activity versus
cell nunber as nmeasured by MIS assay for a) EXPRES 01 cells cultured in

at rospheric oxygep r. I %z lt.ured in 3% 02,
c) EXPRES 02 cells @%ﬁ?ﬁ%@gf&ﬁ}?a d%%ﬁ%%n?%cu%ggﬁﬁ gI%dSP@Q!”EC OHFI];E}HI%l%, d)
EXPRES 02 cel | s cul tapé&gué enli88suBtrgothdiit o pe:trepod 78l Fhigymer 38 shows gene
expression as deter@t&gglugymgﬁglpnggtgrﬁ]ﬁ%tilé)ge]lEXPRES 01 P27 cells seeded at
10000 cells/cm on tissue culture polystyrene in DN EMFI 2 + 0.5% FBS + 100
naim AA + VWNT3A + 100 . ith/ GSK-3B inhihitor Pan a depicts
expr essi cl)q{"”ﬁev ei']%e Cg?ll S IAgYEhe Cé?“é‘?f‘ﬁ&?ﬂ?rr%yp(%’@ko“fi“loah an R C“ﬁérﬁé?bgﬁatﬂg‘bt ts
expression | eveh® pﬁftrem a pideindr breéx&aceWIAndmx BMedludy conimling safth, GSC.

[0079] Figure 34 i pr.essi. o Y- ax (x-axis),

as deternined bY e g ?Ja%&ﬁﬁﬁé tfrnﬁ;é‘?g’c esq,ixénﬁ?’f’%cruét %Hgﬁelahsygﬁxelc culture

pol ystyrene in mmm@ attisQue S UEBSbstratQipht nglbmwmdted R0h pprbwin MNT3A + 100 nM
USK-3B inhibito 0 r ef fects of
si RNA transf ect%xghggglfﬁlg{%&e%% 1?%2@1?%}%%%? g[élﬁﬁ %Fggd% gfh ghga? \gﬁfl EI(EEIEXPRES cells
wer e anal %zed b fI uorescence m croscopy and quantitative RT-PCR nethods. A)
FIl uor escéHed ni thegslapy bsrul Eléqdl@dﬁtfih}éﬁ?éllcéeltdétimw{l ptifsye quirgre s ulsEdtedatdi RNA and i)

Fl uorescein | albﬁlt 8d-tehtBiNAth Bbroa?aroga{ e@@@ﬁ%ﬂ@ﬁb ﬂiﬂamedwéxp&oaﬁa&ﬂ@ s&@mYa rR mal ln! ng
activity in ce trans eted i atenjn si oligo
sequences. [008 qﬂf“baﬁ‘?'&”g’éolsal‘ig\/%‘\tﬁ}g akvg'l'ﬂt @?‘Vp t8‘flat{‘)\?\}6 g%? lsfnf%cées derived by
nmet hods of the qitesenidet Mpett coditioRasred tisaue cEXRRESstAE tiee ksInol pra@ate®Panel b
EXPRES 02 cel | I| ne. 1(%(%&;2 extrgceﬁqar37atrshoms tlhe ) ?hoqlrg fO Eg(PeRES 15 cells
at passage O af Y&} g i ECC it Ayt AR pRd U G aming 8 WO HE® of acti vin- A+
20 tigim of \/\P\rﬁhlsworﬁc‘&ﬁnﬂghﬁvlmn'@d end §§F-R% PBS - F DMF12 + 100 ngi m of
Activin-A+ 20 ng/m of WNT-3A I 50 ng/ ml1GE + 10 1j N1 of the Rho kinase

i nhi bi t 0feYe]127682ne EAQRRICH, %@%se%&nsmmprt)meslﬁ{ema Yd@qerging%eﬁﬁﬁow cells
cultured in 2% FBS - DMFl 2 + 100 ng/m of Activin-A+ 20 | inl of WNT-3A +
50 ng/m I1GF + &fGGI&I\S’PE‘P“Stl%eﬁf‘éPWS}?ﬁ?BHIP?{FH%Pla{S(FfS\60?%53‘*2 tl“% °pf o passages.

[ 0084] Figure 39 shows the proliferation as determ ned by A490 of EXPRES ||
cells cultured i nab&shlringddinen eubppherenteelds, widt h 1G-, activin-A, Wit 3A, and GSK
inhibitor LX at the concentrations indicated at 24 h (panel a), 48 h (panel

b), and 96 h (pang! rehovilRERANHERNPESCRIEN) MNuAQ0BRL FRfer 16paid Sdi@bnsdi sCl Osure,

and not by way of limtation, the detail ed description of the invention is
divided into the foloPdHiHyCHssHstatehatis ppapredisaied WB]éaHPte}nIOF Bistrate certain
features, enbodi mentsraciulzappkikcati ons of the present invention.

[0041] The cells may be culturcd under hypoxic conditions, on a tissuc culturc substratc that 1s
not pre-treated with a protein or an extracellular matrix, in medium containing serum,

activin-A, and a Wnt ligand. Alternatively, the cells may be cultured under hypoxic



Definitions [0086] Stem cells are undifferentiated cells defined by their
ability at the sin e cell level to both self-renew and differentiate to
produce progkfy"dd i ncl udi ng sel f renew ng progenit SC3/USHEY Y éfewni ng
progeni tors, and term nally differentiated cells. Stemcells are al so
characteri zed by their ability to differentiate in vitro into functional cells
of various cell lineages fromnultiple germl|ayers (endoderm nesoderm and
ectodernm), as wenfitigs. eng t{:}i"\?éulf‘ir"s%‘bﬁttrétctﬂi‘aé ‘s*&é‘@’r‘iﬁ‘fcatﬁimtﬂi‘ PR # | ayer s

fol I owi ng t r ans@drasdiatd @8 Rt éddune ataiilpubRmS Aash a0 b ival liyanti @naasit-1. #f not al I,
tissues following injection into blastocysts. [0087] Stemcells are classified

by their el d I ) I 0 give rise
to all erlr@(3 g}on?@%gcﬁﬂﬁle ?%@Pﬁ‘{Sj?m%e?{?%pogélc?gd%&]p% g?%‘ &I%]]r61 ott”ﬂp{hgt lsmeanl ng abl e
to give rise tondbie- teﬂtbfw@lnmm@ellor arg W@@llule@atmIlrtmm{nemnammammga able to
give rise to a giageke Rhivf&! deulih- @eﬁﬁ%swmqandawlteﬁﬁﬁvmynth@cemgﬁﬁﬁGel'” ar tissue,
organ, or physiol ogl cal system (for exa hemat opoOi eti ¢ stem cells (HSC)
can produce progehid BiEt PRES e tlﬂscon(%tewe culﬁl@%e\ma)e thay fsgePretsped r est ri ct ed

ol i gopot ent pr ogemd bk oRRfex@hdel@R! thatly RESciAMtc Rl AMBALSH( £RID kindd at el et s) t hat
arc normal conponents of the bl ood%1 aﬁéﬁ ol i gopotent, neaning able to give

rise to a nore PBSYG iR s BBy |'i neages than nultipotent stern
cells; and (5) unipotent, nmeaning able to give rise to a single cell |ineage
(e.g. , $Wddlmat B@en]lxﬁxsltemgcpellrib@ncy EI@thB]dEﬁivkdi by éntictbvdsofithe prebdne process by

whi ch an unspec ?f@gﬂ C acquires the
features of a sfpl)lgéél:uéﬁ %éa ﬁrglg)aﬂ %Lrngéilgﬁ%? éog&éhﬁlg?)\l}g&é% Il or a mnuscle
cell. A differemitigsentrge thelw m@P@ﬁteiﬂtad Vithe praginceen exéhdelliler ratéx.t hat has t aken
on a nore specialized ("commtted") position within the |ineage of a cell. The
t erm " comomadt edin, onmﬁwbdmﬂi the Prebdnt ﬁlh@u&r@ee&es aefetﬂdhfd‘eef)aeaumtek@&mg efers to a
cell that has prog in th;et dlffﬁl’entdl ? Eat h\/\@{ ?}P? B fnt wher e, under
nor mal circunst AHc¢ESY dfdftewulcf’ Boft AR 18I P SO TP BN EP s peci fi ¢ cel |
type or subset mﬂtum@the defipesier lamiucaaﬁdlﬁ)dsm danndiedue nmmmhlbcmmedumshammaes

d|fferent|ate|nt |ff rent ce Pe.&@ evert, t.o a sldlfferentlated
cdw1 ro CInor an ¢ racclluté m{ltHX n ong cmbodgncnt hcc l
cell type. De- di FFereRf PRl on 2P & process a cell reverts to

a | ess speci al |%ttSSQI@rma;kﬁmnhmtaed)stlmfshetdeﬁmtlw dnligdarn h@agq amfedﬁgeedd’forra cell. As

used herein, Lineags 143; il e Sdgu Eﬁ%ﬁlhty of the cell, i.e.,
whi ch cells |th@gr#e) ron%an emeqﬁ)s |tptr:an tlg}llevve rise to. Thellneage of a
cell places_the ce within a hereditary schene of devel opnment and

di f f er end {048 onTh%c'IlSi R DG SUIBERIAN AT AYRpgiC L?%‘Pd“}"é% &P & tigsye ‘&‘“E‘}‘ié‘r‘t%%tﬁ‘eﬁhf“é% ic
specifically as&ﬁﬁieaieetdd Wtﬁ :hpl’bﬂ@ﬁi orr)ﬁlemtu}épﬂalﬁﬁatﬁze i Beddfm @ntaini@ag@mof i nt er est
and can be used t.o. %gk% t.i a% ion of an uncommtted cell to the

| i neage of intetest ?Mlﬁfﬂ BHYFet oprotcin protein” as used
herein, refers to an antlgen produced at the onset of |iver devel opnent. An'
may al so be expressed i n exBRHENDESORIPTION|QKTHEFDGOREA| bumi n” is a sol uble
nmononeric protein that nmakes up about half of al | serumproteins in adults.

[ 0091] " pyameé]l :ch@e@gell%xxseﬁ@dfxpie%ldﬁeh‘ bxcm t¢D m@e;ytdxmealg@w (BXpiseiastiRn for the
transcription and at one o omnn transcription
fhetor o PRGN SO gt erigr s ek s i G A uiRR“bara. Cang
Pax6. Cells expmeesﬁmgwnmd«bmmmumah@e&mﬂmmWnMMkamme4ﬁﬁWmmﬂ#Wmﬂheage i ncl ude
13 cells. [0092&r§ achyury as used herein, is a T-box gene fanlly menber. It
is the marker for Finltlve streak and nesoderm cells. [ 0093] "Cel I s expressing
mar ker s characterlstlc of the definitive endoderm|ineage” as used herein
refer tolafl s BigpiedstprigheaealitimedCReY ST oflgallsipm tohungn ARPREHSSISOX- 17, GATAM,
| I NF-3 beta, GSGji&erb at ﬂﬁﬂd@' 5,4 aF(ﬁEa an(BdS @ﬁhé/(wf'lylﬂchMO(Jelﬂf@11’"1@1@%@@10)( pr ot ein,
FGF4 CD48, eonesodermn CXCR4, C-Kit, CD99, or
OTX2. Cells expPa¥sq! H’&h‘%F&HIkE%“H!%%rPé‘ETIé? ?cgtcfsc,cxlﬁ?s“f)ﬁ%f%i%[% PRi FXGB%endoder m

| i neage include primtive streak precursor cells, primtive streak cells,
mesendoderm cell s and definitive endodermcells. [0094]"c-Kit" and "CD117"
both refer to a cell surface receptor tyrosine kinase having a sequence

di scl osed in Genbank Accession No. X06182, or a naturally occurring variant
sequence thereof (e.g., allelic variant).9[0095]"CD99" as used herein refers
to the protein encoded by the gene wit the accessi on nunber NM 002414.

[ 0096] "Cel | s expressing nmarkers characteristic of the pancreatic endoderm

| i neage” as used herein refer to cells expressing at | east one of the
foll owi ng markers: PDX-1, FINFlbeta, PTF-1 al pha, HNF-6, or HB9. Cells



100971" Cel I s expressi ng markers characteristic of the pancreatic endocrine

| i neage" as used herein refer to cells expressing at | east one of the
fol | owi ng maVREMEBAEN- 3, NeuroD, Tslet-1, PDX-1, NKX6. PCTERIWN4IREN-3, or
PTF-1 al pha. Cells expressing markers characteristic of the pancreatic
endocrine |ineage include pancreatic endocrine cells, pancreatic hornone
expressing cells, and pancreatic hornone secreting cells, and cells of the
13-cel | | i neageSS§-a008PXcekanel by depictehepiprasionsd SQEald. HaTAi*naddNE -3 menber of t he
cysteine knot spyperfam |y of proteins. WO 2009/ 132063PCT/ US20091041348

[ 0099] "CXCR4" as used herein refers to the stromal cell-derived factor 1

SDF- 1 t of.... Al ; : . Br . Ul ati
( ) TREEP Ofigud 8%90&%%"@0&&?)’% 8!’05)2%]!356&5 der IvgﬁggﬁES Ldhs hgﬁ ﬁgg%éﬁlé‘ ating npuse

enbryo, 4 i s~ expresse initrve en erm an ermbut not in
ext raenbryoni ¢ dendedle pagprdng 1003 mBbdsf the prsscanidedbemt’ as used herein refers to
cells which bear the characteristics of cells arising fromthe epiblast during
gastrul ajooasy anpigikidGhov:ahdébRIGRSF E@hiife@BXPREY cellf /0D, A4, 11! GatGhefd vat i ves.

Definitive endoderm cel X e follow.ng. markers: HNE- eta, GATA-4,
SO 17, Cor ber darut s S A BMERET & el 88 (i b1 ad®

[ 0101] " Ext menbr pREMTF Eridmdepmi] ofsctivied +126 hegh of WRNera (Pmebb)pofdl @t i on of cells
expressing at |east one of the f LN rkers;, SOX-7, AFP, and SPARC.
101021" FGE- 2", ﬁﬁﬁﬁ@ﬁnmgﬁegggﬁﬂ?&é&%@%ﬁ%QEQMﬁﬁggi17" as used herein, are
menbers of the fibroblast growh factor famly. 101031" GATA-4" and " GATA-6"
are menbéM80lof FigereGahgysttharinddimetRanaly acaf grrandndiEyRETKe1S cpld iy 2of

transcription fagrgss oMevrdvcady p@/mﬂﬁ%c&%nﬂgmngme&@mméebut? to the
mai nt enance of early endoderm markers. 101041"0Q1ET-2", as used herein, refers

to the gl ucose RFRESPOPEIE daRistseRirssion REMT, Sre B <@St - itpl $Rrirdr € W et al  and

adul t tissues, {dprlsuh RBrePRNGFS@S,17]|GAVEA-4, dndti®$tiee, brain, and kidney.
101051" Goosecoi d" or "GSC' as uscd herein, refers to a honeodonni n

transcri ptign fa r r i : i f . e.
[ 0300) ~ ARG BEAR' SOR G o MR W1 P ol LG ARAGRIST
al pha", "TINF- lccietlncl ay ¢dNfctsIcahtima PCR grgessitn NRSOBE-1h&1AdMgt aed HNE-3hepat i ¢

nucl ear factor fmbly @fiedic@RIGMSNIROR AT QF Arp WMH (X (S, 65@ra¢568%i zed by a
hi ghly conserved DNA bi nding domain and two short carboxy-term nal domains.

[0108] " Tslet-1"7-or "Ts1l-1" as used herein is a nember of the LTM honeodonait
famly of transcription factors, and is expressed in thc devel opi ng pancreas.
[0052] Figure 7 shows the effect of IGF-1, Wnt-3A and activin-A on gene expression in

EXPRES cells. Panel a) depicts real-time PCR expression of SOX-17, GATA-4,
HNF-3 beta, Bry, CXCR4, and GSC. Panel b) depicts real-time PCR expression of and
SOX-7 and AFP. Panel ¢) depicts real-time PCR expression of OCT-4.

[0053] Figure 8 shows the morphology of expanded EXPRES cells derived from the human
embryonic stem cell line HY at passage 54, cultured in a) 2% FBS +DMEM-F12 + 100
ng/ml of AA + 20 ng/ml of WNT-3A, b) 2% FBS + DMEMF12 + 100 ng/ml of AA, ¢)
2% FBS + DMEM-F12 + 50 ng/ml of IGF-1.

[0054] Figure 9 shows the expansion potential of EXPRES 01 and 02 cells cultured on tissue
culture polystyrene under hypoxic conditions. EXPRES 01 was cultured in 2% FBS +
DM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-3A + 50 ng/ml of IGF-I and EXPRES
02 cclls were cultured in 2% FBS + DM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-
3A.
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WO 2009/ 132063PCT/ US20091041348 [ 0109] "Maf A" as used herein is a transcription
factor expressed in the pancreas, and controls the expression of enes

i nvol ved i n WRA3WIH'Si osynt hesi s and secretion. [0110]" MarEPENHE8sed
herein, are nucleic acid or polypeptide nolecules that are differentially
expressed in acell of interest. In this context, differential expression
means an increased | evel for a positive marker and a decreased | evel for a

negative 1Marlker ¥ lgwéﬂalérweéftcamr@wrogr/ &f B2 ESyrally g ried fropyineksicgll sispasipn

pol yi Eeptl dleI [ Soﬁﬂalﬁﬂﬁ:ﬁiﬁﬁfbﬂm cBis@REICPOtishuRWelkurd ﬁblﬁs@&g@ﬂ_}lgm efzf{r maeeezt conpar ed
to other cells ch that ter e identified an

di sti ngui shed fr S & é&%mﬁ@}[ﬂgA +r153 g 8}1\?&6‘?& y of nethods known in the
art. [0111] "Mesendodermcell" as used herein refers to a cell expressing al

| east ond0USHI thléigﬁmllﬂ@wwndlcmt@er@rm@m% dcteremedéﬁﬁ%ﬁnl%mgl ccl8@K- 17, DKK4,
HNF- 3 bet a, qu»a\zi g%:2h4I cells. W(ﬁ‘a)eshoisotﬂié-g&) Mldﬁ leve% of E%§dh’e‘§rﬁgarﬁ%)%h&vsr efers to a

hor neobox gene, I's mark for the cells in the primtive streak,
mesoderm and eﬁee@é‘rﬁw{le\ffaﬁjfﬁwdenelagsh%e@e PeFEiion P ISWASPE. med! fk- | oop- hel i x

(bHLH) transcri fihivoie £asdabn eva dredt ed phddl &) erWRIRNESkSion [QAL 4] CIDIEN- 3" as used
herein, is a nenber_ of the neurogenin Faml of basrc Ioophelrx | oop

transcri ption fRAEEIS}HDows the pprosfipilerlspt Léprrace@m%ala grehoyes SEHeHMei n are
menbers of the RNis dfITRASICEV, Pinel H) Bhdwd Ete@kprEsRith leyels HOIRILE]-% Npaal 1) smqused her ei n,

is a nenber of the TG: bet fam | f ot ei ns 4" is a menber
of the. PO dor nit RAE IHUEIT S0 e r b)) B S iea B AAT 2h bt mar K
of pluripotent btskowsald dxpressichéevelsbb3IE$ hn@Patl IGEbwAht expplstion Ipatserit st em cel | s
is indicated by-hts tightly restricted expression to undifferentiated

pl uri pot ent stem cells. Upon differentiation to somatic |ineages, the
expression of Cct-4 disappears rapidly. [0118]"Pancreati c endocrine cell", or

"pancr eat997Ihor Fighe 18 Kb dheipigjei gfpressignsas detegnined PE FACH 8t BYRRESP 2@t cel | capabl e
of expressing agasdagasitcclNPadi aM@thﬁé EPWAG 1BRTPARSdhelin) welw),bh&bucagon

somatostatin and pancr eatr C tide. 2009/, 1320 [ US20091041348
[0119] " pancreatrreewaﬁ%heveé@éﬁéﬁﬁgg A ﬁ%“i\j{ﬁ)%‘d‘f’ﬁ’éﬁ“& 'Avepef §T P g cel |
capabl e of secr@abivihge atprdsaasrbvdme Cofi 11, bﬁlcf©|slhd90thHtg:xﬂ5t@s’sfdiﬁlfb®Sls of @30l i N,

gl ucagon, sonat ost

, ancr.ea . 4" and 'Pax- 6"
O e her o Sty B PR RS R LB P RE b ST iy o &t et e
inplicated in ikiatofd@nel-gppanlh) slmjtﬂ_ible&;ﬁa)ﬁomevelsoﬂs@dl BErparehl) slefvers to a
hormeodonai n tra‘tlﬂ§g)[plre%i&ﬂrelveﬁsaoqggéA—ll%‘él('f\)askc?\gs the]expression levels of SSEA-3, panel

k) shows the ecxpression Ievels of SSEA-4, and pancl 1) shows the cxpression Ievels of
CD356.

[0058] Figure 13 shows immuno fluorescent images of EXPRES 01 at passage 10 cultured in
2% FBS + DMEM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-3A + 50 ng/ml of IGF-
1. Panel a) DAPI image for panel b, panel b) Nanog, panel ¢) DAPI (blue) and Oct-4
(green) co-staining, panel d) DAPI image for panel e, panel ¢) SOX-2, and panel f)
DAPI (blue) and HNF-3 beta (green) co-staining.

[0059] Figure 14 shows immuno fluorcscent images of EXPRES 02 at passage 9 culturcd in
2% FBS + DMEM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-3A. Panel a) DAPI
image for panel b, panel b) HNf3B, panel ¢) DAPI image for panel d, panel d) OCT-4,
panel e) DAPI image for panel f, panel f) SOX-2, panel g) DAPI image for panel h,
pancl h) NANOG.
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pancreas devel opnent. 101221"Pre-primtive streak cell"” as used herein refers
to a cell expressing at |east one of the foll ow ng markers:. Nodal, or FG-8
[0123] " Prim ?G‘é'wéfzgﬁak cell" as used herein refers to &8P ¥Essi ng at

| east one of the follow ng markers: Brachyury, M x-like honmeobox protein, or
FCGE4. 101241"PTF-1 al pha" as used herein refers to a basic helix-Ioop-helix
protein of 48 kf) that is a sequence-specific DNA-bi ndi ng subunit of the

trimericl998Plcr eBiguierl SeansisHici SERICTIRR fofclcimippsiihyyryal-timg Po & forggbRES 01 5ok o |
;SOX' 7"]; anld " SEMs, EXPRSS Uzil@élils,hycﬁiiﬂed fﬁhmE)H@cdﬂﬁfme()ﬁmﬂlf]reﬂ beM3OKIGERAmSCr i pt i}l on
actor famly, re i jcated i Thr yogenesi 01261" SPARC" as use
herein is al so Ig[%g -4ad ‘T‘@éttqe@fl‘gﬁj %?%eﬁéf‘ﬂ%’gg%ﬁ@@ﬂér ?nﬁ\&%‘l’-cﬁ/"cggflﬁ’i ne".
[0127] " SSEA- 1" Pt 1SpB @icfioamdbrdalrty oniifferétitttgBNeclly. Pacla) gloye8OKpi d surface
antigen present cxPs tior%e asnlc'llrbf) 5% gg)xﬁilrl\l/l é e[fofﬁ aarng.kploﬁeéxsrtcseslrgnc?nllclls (EC),
nurine and humaf e ry%nl c’'germ celTs ? 8;] and marine en%ryon’ipc stemcells
(ES). [0128] " SSHARG's ABSHEgEoBpet iti.iConiErnrdy omil cytdetatigéhePyesiion, pangl dcol i pi d
surface antigen ) : f C i stemcells
sHBLSREMT, SOR 1 'E'J%F glal%JE %&?ntglh%ﬁﬂ@ﬁlo&% %Rcﬁé&lsmg?n

(EC), human enbryonic germ cel . uman enbryoni c St cells (ES).
[ 0129] " SSEA- 4" ['Sthaged @pdaibeiadll Ersesyionipenchinthoys AFE). ang GATHHpieispind sur f ace

antigen presentpom d e ws Wb agEr @A DUFRRIneERAPACAL HhiRr 84 ekl s (EC), human
enbryonic germcells (EG. and human enbryonic stemcells (ES). WO

2009/ 132063PCT/ ¥820191041348 [0130] "TRAL1-60- is a keratin sulfate rel ated
antigen that is expressed on the surface of human teratocarcinotna stemcells
(EC), hunidllenbFigarilé sigewsmeeeprbsiofBS)steraniad hyAROS et gohiYeaxdd e @2 | s (ES) .
[0131] "TRA1-81" i s. & i | fat ed gen that | ressed on the
surface of human té 13? g%%%@n@% ﬁ%saps?i% & eegc%fli %ﬂt?nﬁ%rg&ﬁﬁ%ﬁur%m%# )éér%llegn germcells
(EG, and hunangrenwthmpedniagd dereswickdd/ta DMES)-F17 00.32FBSRAR0 4@l pfsictann-al kal i ne

phosphat ase i SozybhGEXPFRRGEL 1@ dhiGoRWeh %%dgionﬁg il BLRARBAY Chpoma. stem
cells (EC) and human enbryonic stemcells (ES). [0133]"UTF-1" as used herein,
refers a transcFppt I Ghurmiodacivin Al BXPREDIeserpsiage pictly subsicd at iskor yoni ¢ st em
cell's and extras@RHYQQEnGR bloSth hQABAN t1éh Gwitched BDMWIEE 1 hep8Y rHsS a nmenber  of
the Zic transcrloptl on factor famly. Zic | reqgul ates N

100 ng/ml of activin-A and 20 ng/ml of WNT3A for 2 days followcd by additional 2

days in DMEM-F12 + 2% FBS + 100 ng/ml of activin-A.

[0062] Figure 17 shows gene expression as determined by real-time PCR in a) EXPRES 01
cclls and by EXPRES 02 cclls trcated with low scrum plus AA + WNT3a.

[0063] Figure 18 shows immuno fluorescent images of EXPRES 01 cells at passage 5 cultured
in 2% FBS + DMEM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-3A + 50 ng/ml of
IGF-I and then switched to DMEM-F12 + 0.5% FBS + 100 ng/ml of activin-A and 20
ng/ml of WNT3A for 2 days, followed by additional 2 days in DMEM-F12 + 2% FBS
+ 100 ng/ml of activin-A. Panel a) DAPI image for panel b, panel b) GATA-4, panel ¢)
DAPI image for panel d, panel d) SOX-17, panel e) DAPI image for panel f, panel f)
HNF-3 beta, panel g) DAPI image for panel h, and panel h) OCT-4.

[0064] Figure 19 shows immuno fluorescent images of EXPRES 02 cells at passage 4 cultured
in 2% FBS + DMEM-F12 + 100 ng/ml of AA + 20 ng/ml of WNT-3A and then
switched to DMEM-F12 + 0.5% FBS + 100 ng/ml of activin-A and 20 ng/ml of
WNT3A for 2 days followcd by additional 2 days in DMEM-F12 + 2% FBS + 100
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t he expression of neural and neural crest-specific genes and is expressed in
the cells of the dorsal neural tube and the premi gratory neural crest Method
to derive ceVP&\#¥ssing pluripotency markers [0135] TRETHPEYEMI34¥nvent i on
provi des a cell population with characteristics of human enbryonic stemcells,
that can be readily expanded in culture, in |low serum that requires no feeder
cell line or a coatlng of conplex matrix _proteins, can be passaqed in single

cel | suspensi onng%%ﬂfaﬁé’mt‘?aﬁ‘gtﬂeaépé@l {Rreehfon papehby Patn CéYTA-4 Ptk PATAG cul t ur ed
under hypoxi c ciagi fot puasl.d, fdakisd) SONDI7NRLEIRNDAPT ithagfdEpaall tifjai@sNisepar at es t he

cells descri bed in the ent ven on fr prior art. [0136] Tn one
enbodi nent, t he®$ +B%H)%A% ﬁp‘ﬂlret)ltli“&fié?nej%eﬁ'éd for deriving a popul ation
of cells conprising cells expreSS|ng pl uripotency markers, conprising the
steps of |W65ICnt Bigwierdy slewisipwtcimergrelrion@y Hetermingd by ReCs ef ¢ XCRiderxihypoxi ¢

condi tions, on apb [:SaUStdr W fXIRESIH RSS! a@ﬁa%?sag@@tcet@anﬂgiEﬁt@zstdzec@tﬁs%@' wth a
protein or an extracellular matrix prior to culturing the cells. WO

2009/ 132063PCT/ Ispg0Ehakse] o iEverhiure plyssyrepgyn Sevh medl 2&hPBeyoni ¢ st em

cells, or they mmindago getEimF%poe%smsee RhKeI Sf fhas-ACt RinSt GSK-0B t he
def|n|t|ve endoder m | i neage uman enbryonlc stemcells may be cultured in

nor noxi ¢ condltWHﬁ%“ﬁ?ﬁﬁ?g?Hy@Uﬂ9M¥T%bktﬁ@y%elIs on a tissue culture substrate
that is not pre-treated with a protein or an extracellular matrix.
Al t er nat i|00ébly, Figerel2d sterws embnyoohiossehtamgee bl BXEREBS Beclatk passaedl9 n hypoxi ¢

condi tions. [ OI3gL, TG Bebhe - SXRESH DindIERE A \CNATAGHEE WGy Ofy L he

definitive endoderm |neage may e cu I n nor XIC conditions prior to
cul turing the cedmkofd@l-hand BFRESOYcellypepasapstircattacd hato HBS NBMEM-BLt reated with

a protein or an+@mh@ﬁthA%hem 1%t&nﬂﬁb§Qﬂﬂ@%hxﬁ&%duﬁﬂﬁEMﬁhbS{ﬁ%@reSS'ng
mar ker s characterlstlc of finiti ve endoderm | |nea2 éﬁbe cultured in

hypoxi ¢ condi t i 0% ?Q}%@]OFFF“{‘SW(&A SARORN ekt 3B iphibitgs Peahel tion provides a

met hod for derlwmgAaorgqaul adne0d) DAfPT SRl for FARNY, bsleng Ho@ld serLyPERSSI NG
pl uri potency markers, steps of : a. Cult rln% pa?ﬂr}berrbryonlc
|fsP4

risi th
stemcells, b. Eﬁ?t%?%ﬂ?t ?Hd”gﬂ )ﬁﬁ ewﬁﬁyBﬁttneﬁe o) cells
expr essi ng nark@@x1¢hﬁmﬁgnﬂﬂﬂsmgeh@bmdﬂtpmmtmvﬁﬁemdmdemmleeh@smm@ad C.

Renoving the cells, and u urln the Xi ¢ conditions,
on a tissue cuI{ ?%FQU%S$QR?§H? an%%ﬁ%% BtE %F %5 qq (Eéqgrotein or an
extracel lular matrix prior to culturing the ceIIs 101401In one enbodi nent,

t he presdl67li nvBiguiedA sipmvoertesprassivaehéehiord tyeedlvimeg CRlp deral FEPRIBY cel | s

conprising cel |l § SYRKERES Oﬁccﬁlgﬂéakog%lﬁn&ysc%ﬁﬁlgff&é\+ngaﬂt5@§lg-3hmﬁ steps of a.
Cul turing human, enbryonic stemcells, and b. Renoving the cells, and

subsequent Iy culPliFqrie) Stdawnt acleriny SERssEon ofrfHiPt PBAYINORPX2N&due cul ture
substrate that oeTmtsopt 2-ahd 2R QAd Minkllb sBovA Rpr@dsion WveldBf €XCRACGRAITIAUL ar mat ri x.

Cell culture unger ﬁp§§ % Qﬁ»% pns on a tissue culture substrate that is
not pre- treated” W BP0t} an extracel lular matrix [0141] Tn one
enbodi ment, the cells are cultured under hypoxic conditions, on a tissue
cul ture [0068] Figure 23 shows gene expression as determined by real-time PCR for EXPRES 01

cells seeded at 5000-40000 cells/cm” on tissue culture polystyrene in growth media and

then switched to DMEM-F12 + 0.5% FBS + 100 ng/ml AA + 20 ng/ml WNT3A + 100

nM GSK-3B inhibitor IX for four days under hypoxic conditions. Panel a depicts

cxpression levels of AFP, Brachyury, SOX-7, and OTX2. Pancl b depicts cxpression

levels of CXCR4, HNF-3 beta, GATA-4, SOX-17, Cerb, and GSC.

[0069] Figure 24 shows the results of a telomere length assay in low telomere control cells

(lanc 1), EXPRES 01 cclls at passage 24 (lanc 2), EXPRES 02 cclls at passage 17 (lanc
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substrate that is not coated with an extracellular matrix for about 1 to about
20 days. In an alternate enbodinent, the cells are cultured under hypoxic
condi tions, WA24%M324Sue culture substrate that is not cESTAG2NPPH3SR

extracel | uI ar matrix for about 5 to about 20 days. In an alternate enbodi nent,
the cells are cultured under hypoxic conditions, on a tissue culture substrate
that is not coated with an extracellular matrix for about 15 days. [0142]In
one enbodi nent , 3t HEifyRaEstTdec kol e BHmenSmRESTE Steoe @Qll%céllé‘b%§3°9%bm In an
alternate errbod(lmiem and & tBIyRes icagtd QaHdiof dc0(1dns sAboOUt 2% 0210 aboul 10% 02. In
an alternate enbodi nent, the hypoxic condition is about 3% 02. [0143] The cells
may be c red i i 1. C I rate that

i s not p:fde0E7 rea!t:lgglmig mw%gﬁ(?%%?ﬁagﬁ%%ﬁ%?&ﬁg%]Itlﬁ]%%%R dé{ar#ﬁ( P?ﬁgmdl um

cont ai ni ng ser uenlls atopisaded! Alat femelbcan Viffergetiatddgafocguimhdaiematdlvely, the nmedi um may
al so contain Klﬁnéreadc@&&ﬂlr&%ﬂscﬂsh)t Md%aﬁ’&?éihé%ﬂd@@ﬁﬁe Bayvessd scrum concentration in

t he range of about 2/oto about 5% In an alternate enbodi ment, the serum

concentr out 2% [0145] Acti vi y..be used at oncentration
£ om abodlo i, Hbur s SasaimTors e oo BT 8 e srehieC  he
concentrati on nayorbigg &tlDMtnpleFl@l Bineta)mmmalgafoapmeheparﬁl ﬁ)@rmatt@pﬁmbodi nment, the

concentrati on mm b P /m,.to ab no I? alternate
embodi nent, the’ a>(€loln rattlaéngrﬁeélAl umm out ?A bulflm K e%a 4 ‘8%19/ nml. In

anot her al t er na(tbblelanb@bh)mw 1matgh®r p@nbfewﬁnclai ?mln@yelbbDAmaaoemOwg/ m .

[ 0146] The Wit | I t4 ng of Wht-1,

Wt -8, w52 g X R BB PR o wit- 1. 1 an
al ternat e enbodi mant,7 t hc Wt Ilgand is Wit-3a. [0147] The Wit |igand may be
used at 0% dncehiErEtd’ shovErcaspRits ‘Pfﬁ‘@?rﬂeira’é’datéb%‘ﬂﬂamig@%]gﬁ) FPRRS 8heellf t er nat e
enbodi ment, t heyWls) tolug@ficteiBid bals isRdhettuman aﬁm@mg’c@uemm@ﬁwbmsb Onglml to
about 100ngl m . | di m thc cancentrati t Ilgand i's
about 20nonl . Q/@gé’ggg?%%@lwtﬁb@ﬁg i f%]i%gljnlt@”i” B Used at a
concentration ofterabddiuine HAgt-nad), {tacel abﬁ(RREBGDI‘cblg/(?thm)ltdﬂEXhREﬂ arhatke enbodi nent
the TGF-1 maybe, used at i0 | Onganl, tao. about ,100nganl. In
one enbodi ment , % é)arécgﬁ)c%b[ﬁga%ﬁlﬁgﬁdsg F’&lgtolcc“ RO t([)hlft . cmbr%olnlc Fﬁlféi ]The cells
expressing pl urlnpdi%hﬂtjaampéoehﬁerdmtﬁdﬁ@@ dbglmtl‘heenweiblhro(d@xmf paneke) pr esent
nvention are caRARlcoak: Y RANRD i bGP HOGSH: PO, GO L1 ons, on

tissue culture substrate IS not pre-treate a protein or an

extracel | ul ar neve bsen d{fﬁlfsﬂﬁ]‘@'ﬁhbtoé@fiﬂl'tg’eé')d??'@@élﬁﬂ?gs)pmaﬂ?llfbbﬁéﬁ@yﬂwr kers derived

by the nethods Qfys fr&ﬁtﬁ%%ﬁéﬁf@mﬂr%\{ﬂ%@{ch&@u XN LS xRS tolc@RHonAREN R ant he fol | owi ng
pl uri potency markers selected fromthe group consisting of: ABC&, cripto,

FoxD3, Connexi ndmryinifageh Az H?jélﬁtztlavaébs‘@ differrpdiateg mt%@h@ém’r“ e grtpdem (7 Fpa2,
SSEA- 3, SSEA-4,axInal -60, and Tral -81. 101511l n one enbodi ment, the cel I's
expressi ng pIuripotency mar kers deri ved by the nmethods of the present

i nventi 0@0?%16 ng%gr iZF ql?owq?ﬁ(plr:ﬁ%@(%o%gn{@é d1e§ focf ?Jt?‘cé)&rﬂ]i%tdl Cel Pf pre-primtive

streak c n one e S expre55|ng pIurlpotcncy
mar kers derived by thc nethods of the present i nventi on are capabl e of
expr essi hY7far kBigdre2f shoye weieicsRpeionps ¢sirmingd Rygedtime Rk Reden el ofti5153] I n one

enbodi nent, t heexetisso1RXPIiRS &0 Gf (A BXPIOOS @NCY linBEKRESs fR ihvedndy the nethods
embryonic stem cell line H9 at passage 43, following five weeks of transplantation
bencath the kidney capsulc of NOD-SCID mice. Pancls a-¢, show mesoderm markers.
Panels f & g show ectoderm markers. Panels h & i show endoderm markers. Panel j

shows extra embryonic endoderm markers. Panels k-m show pluripotency markers.

[0075] Figure 30 shows the prolifcration and ccll cycle status of EXPRES 03 cclls, as
determined by BRDU incorporation. EXPRES 03 cells were cultured in 2%
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of the present invention are capable of expressing markers characteristic of
nmesendoder m cel | s. 25'0154] In one enbodi nent, the cells expressin | uri pot ency
mar kers der iW83"8Y3¥He net hods of the present invention P&F@Sé%lﬁg‘ﬁg‘@ of
expressing markers characteristic of definitive endodermcells. Further
differentiation of cells expressing pluripotency markers derived by the

nmet hods of the present invention [0155]Cells expressing pluri gaﬁt ency markers

derived by the RHetRYESVEE. turplensislarith. Parcientstisit-/he{) pemb PRt Bhtéht i at ed into
cells e>r<]p(rj essi NQoRmn sl shmiaﬁl;£(1bshg/'ﬁll)Q§ld #hea dofdmi) kidiereswaday m | i ne?ge by
any nmethod in t art. WO 2009/ 132 US20091041348 [ 0156] For exanpl e,
cel | s expressin t%Eﬂ Cﬁb*i 538‘{’%?}%{)‘9%&111%'@83%5%%{% @ngypdflﬁé) ﬁ@?’hg‘é@u‘hf%@%e present

i nvention may b@ RDXOhBraehpanated chitbmycin etel $1FFXgpl e Pandh () sharskier fieqadnay act eri stic
of the definitive endedermlin according to.t net hpds di.scl osed in

D Anour et al, e lﬁsruég' ?%Sf’ec%:lhaﬁlgﬁg@'p%?s 0?%%1 Y dig’ﬂg%ﬁﬁt(fg?pifpﬂ)‘% NFor exanpl e,
cel | s expressinguddduri pot ency markers derived by the nethods of the present

invention may be differentiated into cells expressing markers characteristic

of the deforay t i ¥iguRnderlRskmMd jaRgaeen S66aIHhixpossioner AethRadspitics ol osed in
Shi nozaki (4 al, Developnment 131, 1651 - 1662 (2004). [0158] For exanple, cells

: . [
expressi ng pl ur FHo P ERahyphegnie siayqeliarfatel citheies Hpsinaddisesioher pilesent
invention may b&usdhrd fRuentt atagded Nt 6@ ByST@XRIRESNiOGscOBS e fiswCchar acteri stic
of the definitive endodermlineage accordin e tho i scl.osed in
VoLean ot ol oG PaeDh ha5HE BERSH A b Bei Bl R R Mol s
expressi ng pl uroypoied oy simgteleelt disgghesicany efthubign ¢rhigy ot sradellodndtPaeel Oy esent
invention may bg djfferentiated into cells expressi. kers characteristic
L The Sar oY et e Pﬁgs%,@“ﬁ%%%rha?l%@‘ ksl ds di solosed in
D Anour et ca, Nature Biotechnol ogy 24, 1392 - 1401 (2006). [0160] For exanpl e,
cel I's expedlsi nispred? shrots @ryse (it iRehings rarerspEne )y orsnyp NS 4GV he present
i ]pveﬂt i gnf may bergll Eéél&gﬁeéria?hgﬂuﬂembpms |a%s§y f@mr@@ﬁ@egﬂ ok k@fuSedGar act er : Ist ic
of the definitive endoderm |ineage by ¢ urin e ripotent stemcells in
nedi um cont ai ni ?‘?6‘0%&3?‘icﬁﬁeﬂ(ﬁpﬂ‘of‘ﬁ@teg’ﬁéé”ﬁr@&:%? Rg%ﬁgh‘iﬂlp‘f“llﬂ‘lé‘ﬁgﬁhql/fé?’icﬁg the cells
wi th activin- A BXERER02Ls Algkcd Matn@pHctitiGtyaeh bppeoxtedtdls 2 Wh Y i BAtRPSI N- A and

serumof a. different caonceptratiqgn. An exanple of this nethod is disclosed in
D Amour et al , ‘;ké“teﬁsr%‘ltbﬁe%{né%ﬁgf%lgi}l?mz3, 1534- 1541, 2005. Furt her

differentiation of cells expressing markers characteristic of the definitive
endoder ml%7#eagkizag P8 thaoe ekie cavpyon 85 deiprnmeddarigal ¢ing Pa&tferBXIRES 02T he

definitive endod@t (eddiReRBE) EBYciPendishub BlIRRL JoRLGRNE AlDMERE] S+ @XRressing
mar kers characteristic of ancreatic endoderm|i neaqe by any nethod in the
1

t he Ne;
art. WD 2009/ 1%%%63@@9/@@2%0@&9%‘?&%%61*6@? e O Apphiditord &t | Fendd @ pr essi ng
mar ker s char act @picktekgre@fon 1h@s sefHPNBiatArEHORACIHNATNIE RGRI b depicts

expression levels of CXCR4, HNF-3 beta, GATA-4, SOX-17, Cerl, and GSC.

[0079] Figure 34 shows protein expression of CXCR4 (Y-axis) and CD9 (x-axis), as
determined by FACS for EXPRES 01 P27 cells cultured on tissue culture polystyrene
in DMEM-F12 + 0.5% FBS + 100 ng/ml AA + 20 ng/ml WNT3A + 100 nM GSK-3B

inhibitor TX for three passages.

[0080] Figure 35 shows the effects of siRNA transfection on the expression of GSK-3B and
beta-catenin. EXPRES cells were analyzed by fluorescence microscopy and
quantitative RT-PCR methods. A) Fluorescence microscopy of cells transfected with 1)

CY3 labcled siRNA and ii) Fluorcsccin labeled siRNA. B) Target gene knockdown
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may be differentiated into cells expressing markers characteristic of the
pancreatic endodernrlrneage according to the nethods disclosed in D Anmour et
al, Nature BYB¥eH#HS8t%ogy 24, 1392- 1401 (2006). [0163] FECTARANYIEM8cel | s
expressing markers characteristic of the definitive endodermlineage are
further differentiated into cells expressing markers characteristic of the
pancreatic endodernrlrneage by treating the cells _expressing markers
characteristic SPERadarimtnaAst Wd%ﬂ@?H@FFW@H@@1QF§E3%mﬁH%EH%1ast gowt h
factor and KAAD:a@yGlsRRa0HIRS sedub®Bs. r enovi ng t he nmedi um cont ai ni ng t he
fibroblast growth factor and KAADcycl opami ne and subsequently culturing the
cells in iu i r I [ ctor and
KAD: cyc T mEEaR QLTI ENROR o REbetind R RELFRBAT 0T ST,
Nat ur e Brotechnmre@y}I?ndaﬂ@©@&ﬁ402d1@20©®¥lbEﬁfﬂﬁ§ﬁ2dﬂmmerentratron of cells
expressing markers characteristic of the pancreatic endoderm |ineage
101641Cel|d082|EX PFig&i3n ghdmrtﬂeeﬁcspm)lb@p ach arREst liSQeleat bR eP@iNeF eatduuremdoder m

Lhe. pancr oat i o BRIUGE RBVET Realgh "By Sy VEtRad AT CSRAr o~ IRGRFor cxanpl o,

cells expressinanabkE%EBshana@uzrueangmﬂwﬁAuhelAaacngﬁﬂbmwsmdedeﬂm1I|neage may

be differentiate S e haracteristic of the
pancreatic endo?f—zgri“tr'g"tF lﬁéﬁég¢§€@5ﬁﬁ?ﬁbg?E%Fﬁriﬁefhods di scl osed in D Anour
eta?, Nature Biotechnol ogy 24, 1392 - 1401 (2006). [0166] Wt hout being subject
to |imt&R083n, FiﬁereBéISHlth}rvg(alsrerypfi GFXPREAt aralls edarpdlied’ GBS mdaINtdd3 -1 0 obt ai n
cells that are t.abl I f f } essi ng

pl uri pot ency naﬁ%e?gﬁgn ﬁg{iﬁ?@nﬂﬁgﬁg@ﬁﬁ§ﬁ§??€'%?ﬂ?ﬂglﬁgyhﬁﬂﬁﬁ@é endoder m

| i neage accor di kigese @hibher Yr@étidths 1dpastdges. present invention. |solation
expansion and cul ture of human enbryonic stemcells [0167] Characterization of

human entpyog@ni CFlgﬁnerzp@wssrle;erarhoeabdrey@lmn@d 5t £9) seXPRESBY cBXAN@RRE ONe or nore

of the stage- Speg! onrc an S a ,._and rkers

det ect abl e usrnﬂ LP%@H? Iﬂﬁﬁﬁdﬁéﬁgga?Pél%5@%3§nﬂﬂﬁﬁgﬁﬁygfﬂ?&Héﬁ%on et al.

Sci ence 282: 114&GncchB28hs inBcdiddet ent (pabd en4oh (phnehBnaredvb hyentle).stem cel s in
vitro results in the loss of SSEA-4, Tra- 1-60, and Tra-1-8 | expression (if
present) and increased expressi ogpPAnsFPrderigtgONT €erenti ated human embryoni c
stemcells typically have al kal i ne phosphatase activity, which can be detected
by fixing the cel w th 4% f ormal dchydc,. and t hen devel opi w th Vector
Red as a?@ablst r%‘irégr"é(é)f@lé‘g%sﬂp ‘"’é‘gnw‘)yt“ﬁé Oﬁéﬁfﬁl%f}l?rdé‘f“ ?d\%??fl%tr‘onlf’%‘gr atories,

Bur | i ngane CB|Iﬁw&uwiMGhﬂ&@m&ﬂhéﬁﬂ@dn@hﬂ&k@ﬂ&EthsiﬁﬂmﬁEhhﬂeahﬁm.typically
express Cot -4 ap res, em cﬁm ngq I h atl n¥ tFﬁr I ntll;v t1 %] Anot her desirabl e

phenot ype of prép 5§afe30 f OeH%F ont & STEM LTS s a potential to
differentiate into cells of all three germ nal |ayers: endoderm nesoderm and
ectodermtissues. Pluripotency of hunditfisiionsyoni ¢ stem cells can be confirned,
for exanple, by injecting cells into SCID mce, fixing the teratonmas that form
usi ng 49qmmmafomeakdehﬁdﬂmﬁaedmkheahaxenﬁB&ﬂ@nhhmyhhhetmﬂggh&aehy for evidence

f cell t f he th Al ternat | t b
et orm ned by R EAgE AR SPOshBryera bsaeeS s wete R kB ernr yora”

bodi es for the presanceonfentEnkevsenassaod @ingchlwidifferdniiecd delleStagecetis nal | ayers.
101691Pr opagat e & d using a
standard O- ban%rng %a g%&%gygﬁa ng%éﬁg%mnﬁ£?§wp?%ﬁﬁﬁ1ﬁg%Y%%%%ﬁs of the
corresponding pW¥mmﬂeUQpeebé@nnﬁﬂmﬂsgmeéwmabméXbmlebﬁdmmuwebﬁgknmat have a
'normal kai yot YRGell aml g?\}% rH@%Q§<uEJ‘&Hnuﬁtl}>?e g(éﬁh la er@‘fo(ﬁoxglﬂ rQﬁ?ant%ﬁﬁﬁf @ all human
chronosones arc present and not noticeab er ed Sour ces of human
ent | uyonk stern“@€¢P§SmW?ﬁ@§Y6Fn%HH%Ht%hﬁ%veﬁﬂ@wﬁgéH%@@lmgﬁﬁﬁﬁﬁﬁﬁay be used
i ncl ude established |ines of hunman enbryonic cells derived fromtissue fornmed
after 96$MﬁﬂiOnSwmIﬂku&khgmmﬁewﬂmbﬁy&ﬂbﬁwMM$Sﬂﬁmﬂ&UQhKﬁﬁmmﬁommex@ﬂp|e a
bl ast oeyst)" e ryonic tiss r.fe sue ta durrng
gestati on, typrB”%P§W5n%” femb %%?g‘et”w%é mcai F%Eﬂﬁbf%@y '10- 12 weeks
gestation. Non-limting exanples are establlshed Irnes of human enbryonic stem
cells or human enbryonic germcells, such as, for exanple the human enbryonic
stemcell lines H1, H7, and HO (WCell)16 Al so contenplated is use of the
conpositions of this disclosure during the initial establishnment or
stabilization of such cells, in which ease the source cells would be primry
pluripotent cells taken directly fromthe source tissues. Also suitable are
cells taken froma pluripotent stemcell population already cultured in the



101731l n an al ternate enbodi nent, human enbryonic stemcells arc initially
cultured |l ayer of feeder cells that support the human enbryonic stemcells in
vari ous waysYO#&#ittan enmbryonic are then transferred FETASEWHIPE system
that is essentially free of feeder cells, but nonethel ess supports
proliferation of human enbryonic stem cel I's without under goi ng substanti al
differentiation. 101741Exanpl es of conditioned nedia suitable for use in the
present inventi @F?nélﬁéblﬁf%%‘fcd%ﬂ) all smbryoyp oDyt (4 7mulistrah 252mne aANs3905014799,
and X1 eta! (Sglems@ediﬁlbs%eofcelmn&&@ buP0dihin AdkCahAmsexag@, 6r of a chemically
PRI G A A M U
((:3| 0 lr)rpo n 2 ntL i 96; ugﬂn 0SBy thfa’()l;clﬁte&fﬁm (&f- Rubvad)c BlOO(cheﬁ'gﬂllElfciedédh @aghlg pB)Odfﬁ(ﬁﬂig u B]I\/(E I[\)/)NEM

co - ckout co ified Eagle' s nedi :
G bco # 10829-0 nt‘V%cs ?J /e%f%\/éﬁﬁtggg at?rrﬁ P un COE]BBHCM Ethcl ut am ne, G bco
#15039- 027; non@s@é,r(ﬂ) (ﬂtlgommlhmeamodlbbm givd mm to Gnbre oe<tr_1tt:edl®w%©f CEB-
mcr capt oct hanoll one, & RUBRN, 11869, ANheRAS LSie fJ AfQRL ast growt h
factor (bEGF), il i hbaag s RN eS %%%GBP%T B820051641348 [177] I n one
embodi ment , thebﬂtﬁlm%tﬂlléttlﬁt@mnn@efg@@ﬁtn@e’ltelﬁsceﬁt)e plated onto a suitable culture
substrate that is treated prior to treatnent according to the nethods of the
present i[ovg8Nt i DifferchfutionR tl&:rﬁii@ésisrwﬁvth;chhlhﬂlspdcaaieﬂemhcdnﬁnﬂéti"mftd’ml | ul ar mat ri x
conmponent, such as enent nmenbrane or that
rmy form part - oP el RRE gt sk B gL TR e
enbodi nent, t hecedwr § abick cellil AwfﬁweudnesitmatfkremsauMAIBRhﬁbell(lBetettmmh& ckenson).
MATRIGEL is a sgj yh 'nean%’r'eei%é‘cﬁa? L1 &%52%@{ \m W Ol (B, 2181, HL%Qr cel s that
gel s at roomterrperature a reco ]t asenent  nenbrane.
[0178] Ot her ext teae tdomgiiteed”. n@aterrmphezddnﬁmmemssomfﬂer@mmpmn@ms torp gtlithats ar e
suitable as an ﬂb&)ﬁ%&:@éd i fhre d@ﬂteﬁtlm}f pétﬁ'\%nggp&ﬁt@h@fenundg nlgfn%neCt' n,
prot eogl ycan, entactin, heparan sulfate, "and the |ike, alone or in various
conbi nat i ons. [@mvmtwg»Hwﬁhwn@%rt%ﬁwem@tem g #lcrisic eglldynsioatubert obed t he

substrate in a gpistARL&EL Sdbd Ruhd eRcudREnded diREnBRESRNCRQEnt elmBdicm t hat
promotes cell survival, propagation, and retention of the desirable

characteristics™@ P atl%%‘élgcrérﬁ‘étc%‘t”éwcstqccfjéﬁ%‘élﬂétfoi“tmt‘fr? t?ﬁtlccpé?cétsthy attention to
t he S[eedl n]g ﬂl st;lfmbtbutdu@&eam a@e@@sp@@adbdl ?a &ﬁnﬂeéd%mtmeebuhm tlQ:Pﬁez%E oﬁckl 'l in tj he
art. [0180] The n c.Sstem.ce ar v romthe treate

ti ssue cul ture %eﬂngf Hhd epllmﬁtgé’c?f?)ﬁetudfgneﬁgﬁi?rf@gt Sg‘gtciﬁgéﬁew@fh ture
substrate, priocell§ mcgtmﬂatmmﬂtwhatmemldctangwbmettheTlmstnlaztgﬁsfMellmheeaptteesﬂznt

invention to form.ce pr.essi Iur| rkeps and mackers
characteristic OF % llCrcadlt rlynlltcfn\clé)p‘gcﬁ Jaet mnidl%ﬁgc}écnéa b f?mca f pCCl%I on of human
enbryoni ¢ st em oekérgefemtan cnhet1a¢tgise'c<meeﬁ®illmgssmddewél tbdmllelamtpelot" 1l efaof t he
definitive endo r e

i 1 or ent 1 at od e o B R B PR e i 1 ve
endoder m | i neag€ tW1na¢gyOﬁfeterv@d in the art. the cells expressing markers
characteristic of the definitive endodermlineage are suitable for treating
accor di ngoosg thmmbh&qﬁla@a‘toptda@n ptroeslerat u<t:dnueem ir€Fets to]dﬂlt&i’g:bi;pﬁod@%@.ﬁm| e, human
enbryoni c stem % qﬁ{ B E e %Eﬁl at into eJ 8‘% essi nﬁ mar ker s
characteristic ?Oltsﬁ FimctPVE e oH@F t?eﬁé%{&gée HREEFET YT M he et hods
disclosed in D Anrour el al, Nature Biotechnol ogy 23, 1534- 1541 (2005). WD
2009/ 1320W8HCT/ USPo09T G41slBle o183 Eprotaxhptprases urahew handiel omire stem cel | s may

be di fferentiatgginbtQqggl | s expressing

[0091] "B-cell lineage" refer to cells with positive gene expression for the transcription factor

PDX-1 and at least one of the following transcription factors: NGN-3, Nkx2.2,
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mar kers characteristic of the definitive endodermlineage according to the

nmet hods di scl osed i n Shinozaki et al, Devel opnent 131, 1651 - 1662 (2004).
[0184] For eX¥Pp1%¢13¢an enmbryonic stemcells may be di PSS i nto cells
expressing markers characteristic of the definitive endoderm|ineage according
to the nethods disclosed in MLean etal, StemCells 25,29 - 38 (2007).
Differentiati on of human enbryonic stein cells cultured on an extracell ul ar
matrix into cel N%"%‘xﬁ?‘é%%ilﬁd’ﬁﬁF vere Mabpdereensiae bfllserucsyas makesve endoder m
| i neage [ 0185] | ghapberi@obodd pesitlinedcbercpaesennt. i nventi on provides a nethod for
differentiating human enbryonic stemcells expressing nmarkers characteristic
of the defdoki tinve d I heage, [ 8l S i@ Plating the
human e roggglni c@%@%@é?{%&%}#@%& sgg%{ﬁ ?h?gmtglﬂ eé'tttgsﬁ ]Ze 1@%]&? ed with an
extracel | ul ar nerirpifiye strggkdingh mes@dérmgellsng t he human enbryonic stemcells with
activin-A and a Wit ligand. [0186] The cells expressing markers characteristic
of L hg dq}{ubs]iht i *@llﬁﬂ@fb@@_ﬁdgmla{r]}qmgﬁct&gsﬁc Bhﬁéllieliiuilﬂﬁ@ﬁlld&ﬂhb Mnetagefai @ddby the )
met hods of the present invention to form expressin r ency markers
And mar ker's. chalSit BT AGoLS BRTepHE SHaR fer 08 "IRYBAEPRT Heagd: CREABT] Gl tur  ng
t he human enbr yamiNF-Sbeincse] €& 1, Wotldl, GEHS| BiathyhryaMik-lge Whnedbbgpndinay be
performed in a si culture nmedi i i .1 he human
enbryoni c stem %%%gééﬁ%’f FREETY ﬁé%sﬂgg%ﬁw%ﬂ%}#@%gf‘%% g'é%rltf ormed in nore
t han one cul t ur €D#kdi QT XX Cedin expevhiaminarieas chaettristic pi1ye defieitiheerdpdeenbr yoni ¢ st em
cells with actiyi.n- kel ] erf. I I medi a.

[ 0188] Extracel | 1u ea%%{h? Pﬁmml';l%f%hlg& gcglf)bgigten?jp L@hg@%%lg%eﬂ‘%’ﬁ?e%éég%#%n, t he human
enbryoni ¢ st em ¢ed$ pngd dafimtieghdagerseeiind di fferentiated on a tissue culture
substrate coated with an extracellular matrix. The extracellular matrix my be
a sol ubi [ooegd baseeAd "CRITHT BAereRf RPathturAt: rexploagtede kihaahamigse sarcoma cel | s

which is sold by BD Bi psci.ences .under. t he name TRl CLEL) ..
N ernatvely. PR BR R AR A A8 DR e b Eaib g waTRTGEL,

Al ternatively, tehenexheraded.d wlidicvaaint X may tibroneetin. In an alternate
enbodi ment, the human enbryonic stemcells arc cultured and differentiated on
tissue cyjgosy e SRSt halE) IRRA REWb B pRWIBR Rl BiMhe EQE 8RR EX&T acel | ul ar
matrix may be diluted prior to coating the tissue culture substrate. Exanples
of suitable nethHEws ¥Yr0@t4ting the extracellular matrix and for coating the
tissue culture substrate may be found in Kleinman, H K, et al., Biochemstry
25: 312 (1886 , aretls Hpetkenp, mdvkes chatteritit of thelpabgtbdtic Bhdolerm1@dagd5dk 1fe985) .

[0190] 16 one enbpodi ment, the extracel | ul a rix is NATRICGEL. Tti one
embodt mont .t ho bt iy P B wkaae Pt o e RURM b R KRrrr & ac %A 1: 10

di l ution. |n anltgiat BFfabtlphacHBdI o8, Celreexpiesoganackshstobarectagistisdfittat e i s coat ed
w th MATRI GEL at,.a.l1: Ll ution. [ odi nenl, the [issue

cul ture subst raéagafélcégdgtqghqbﬁk%ﬁml\c/k%%@égﬁétggﬁ%ﬁ%gscgﬁ%i lution. In an alternate
enbodi ment. the tissue culture substrate js coated with MATRICEL at a 1:60
diluti on.[m’f’algl]cf@s GRS EHRIRIF HEghpracteryac %QP?%B@F*}“&F%“W&W?%"iaéuiﬁdovw h

fact O(r]I -r edﬁced M%E%e&bceil%x@n@@h%@bﬁﬂi dS’fEWfthefdmewinh&&ﬂ@r§CFﬂtﬂ\UJ,@e6MD$t rate is
coated with grow - uge |,RI at a 1:10 dilution. In an
alternate enbod%ﬁhtp,%\é'ﬁ[em{fsSE@'ACM%PGHE%EEBS"%@& éel‘%gxpé%gg%@a f'th growth
fact or-reduced MARREGEL ofite gandredio etldoktirtel lmpage Inaluddpaatt@ic radoerienblddi nent, t he
tissue culture Salfllpr%&t{c%t r%loincS c CPczg‘stme dcc | Enr& Irlc?\lgﬁp h frr%glgcos%c-rgtledlécq?sdan% lfs RIGEL at a
1:30 dilution. PR ah alternate emoodr nent ., e tissue curture substrate is
coatcd wit h gr ovitthe F-etliosage.educed MATRI GEL at a 1:60 dilution.

[0192] Differentiati on of human enbryonic stemcells into cells expressing

mar Kers [0098]  “Cerl” or “Cerebrus” as used herein is a member of the cysteine knot superfamily of

protcins.
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characteristic of the definitive endodermlineage on an extracellular matrix,
using a single culture nmedium In one enbodi nent, the present invention

provi des a nEPRYA1$88 differentiating human enbryonic st CEP8HERpr essi ng

mar kers characteristic of the definitive endoderm|ineage, conprising the
steps of: a. Plating the human enbryonic stern cells on a tissue culture
substrate coated with an extracellular matri X, Culturing the human

enbr yoni d0%8%lem CefGRY i v3ad Begip (s ta thersomel ogt dquvgdafﬁﬁor 1189531 195! ¥ul t ure nedi um

shoul d cont ai n gfifnbeh SMLEFTR OW ﬁl@lﬂCeIIﬂttHeégfaétﬁ[h‘ﬁn(Oﬁlo&eE&@lydﬂ dxaruars to allow the
differentiation of h nic stem cel g definitive endoderm such

as, for exanplem?ﬁ§ﬁFFﬁﬁaﬁgg %ﬁa gadermy pddnesy HHF W B HOREIHBYE) . This may be
achi eved by | owtndgdetthe scrunrconcentratlon, or alternatively, by using

chemi cally defined nedia that |acks insulin and 10F. Exanples of chemcally
defined r['ﬁqb]a a‘r[%f %ﬁ&én@@(ﬂ%ﬂn’ﬂqulh%I%merl:fel%Ito R RNiEb dar tﬁaegiraragtggs%c (ﬁ"b 25; 247(1):
241-8.). [0194] The culture nmedium may have a scrum concentration in the range
of about 0% to #Howuisinedom theepdipsduriag epatrdatioRpeby hehiorm thaeasteineeel ati on may be

in the range of tra%bﬁfdtltb Q%hvh ey e@h@éﬁnt§g@ndbﬂhﬁ@el@lefqﬁéﬂg eolRNRNRGhamERAL , the
concentration n_ the range_of about 0% to about 2% In an alternate

enbodi ment , themggﬁé’étﬁtq’%?ﬁ‘éns iy /- 6P HT*Z0500p59955 FiHeC PO aWdMBH: cul | uri ng
with acti in-A and a Mnt |igand nay range fromabout 1 day to about 7 days.

I n an al {®@Phat e Tewrimdiryvaittendddbren”tes meed bdreit teifdrutoiapgputediyn plamdreexpregmeabout 1 day
to about 3 days, ggﬁeao@th@lmrv JRbEueRbRGKIEALy hAGoARIe Of Cul furing My be
about 3 days. 83 Act 1 vi n- e used at’ any concentration suitable to
cause drfferentlatlon of u embryonic stern cells. The concentration
maybe fr&W1@bouﬁwﬁbﬁlﬁ%ﬁr% 5@5§t1%8b5?n¥m TAFLR 8 uped PSRBT TNt | t he
concentrati on nayfibebladdgtstvttl fR@érFmilyo about | jig/m . In another alternate
enbodi nent, the concentration may be about | pg/nl to about 10011g/ult. In
anot her rnat ol to about
100ng /nl%hbﬁ ané?ﬁ@?ya PgﬁggAétgﬁﬁﬁgﬂﬁﬁﬁg%gh gﬂé%ﬁﬁgﬁﬁwa?%gﬁmﬁghgtgﬂabout
100ng/ m . [ 197] ey ehigineseipiarn fades ininducodby Ad-Presepaling. g contriltmesdo th@ i nprove the

efficiency of tggngh£&gﬁggkhag&@ﬁlB&@&gss The Wit |igand may be sel ected from

t he group consrstlng of 3a, Wit-5a and Wit-7a. I n one enbodi nent.

t he Wt (ha@n £ an a%terqr enbodi nent eIVWt lraagd is Wit - 3a.
[ 0198] Thé "t %&ﬁ nﬁy"b 165’[‘” Keohde rﬁare%rrparelgw&al PR FE"TS about
1000miml. In ammahbﬁﬁﬂﬂMmdamho@magnkmdmgpmmmmpEniﬁﬁﬁnmﬂbmnymhe about | Ong/ il

to about 100ng/m . [0199] The single culture nmedium may al so contain a GSK-3B
i nhibitor. The %gﬁ 3B inhibitor may be selected fromthe group consisting of
GSK-3B inhibitor LX and GSK3B inhibitor Xl. |In onc enbodi ment, the GSK-3B

i nhi bi t ol0108] GSKi®BCcPighebCP6r 2y ued hpip oboy ©3208sHEaTrYS2EOYTI0A RS98| 0200] When
cul turing hunmanegrey dNhCdoshelh F@lelbhsithdrl @ GSK-3B inhibitor, the
concentration of the GSK-3B |nh|b|tor nay be from about 1nNl to about 1000nM

In an al at e, ryonr stemcells are cultured with
e Coca iR o ERR SR e TR SERBRS ShnTM Lo abaut 300nM
[0201] The single culture medium may also contain at |east one other additional

factor tHH07Inay TEWhanlck"t HENTF batrat 1TBH-bbete ednd SR Br B erierigy thedienies s

characteristic gfichhgergdelhil drtiRcfde delom LhifeaeRrdclcarmdbyaangTdr yoni ¢ stern
cells Alternatively, the at |east one other additional factor may enhance the

proliferation o?mﬁﬁ@déﬁygm%¥%ﬂg§§mﬁﬁdWﬁﬁk@?%mﬁﬁéF%%W@ﬂPQPp% of the definitive
endoderm | i neage formed by the nmethods of the present invention. Further, the
at | east [@A8 ot Heet-1AddiTtl IGRabsed Botiois ampynbeniidrd éMthoacaloimhintiymibfoft he cells
expressi ng mark r i t. doderm | i neage forned by
t he net hods of ?%laﬁﬁggéﬁlgﬁgégn%¥%%mf% gg&k EE¥S%§? types, or inprove the
efficiency of any other additional differentiation steps. 102021The at | east
one additional factor may be, for exanple, nicotinam de, nmenbers of TG~ p
famly, including TG--131, 2, and 3, serum al bum n, nenbers of the fibrobl ast
grow h factor famly, platelet-derived gromh factor-AA, and -BB, platelet
rich plasma, insulin gromh factor (1G-1, 11), growth differentiation factor
(GDF-5, -6, -8, -10, 11), glucagon like peptide-1 and Il (G&P-1 and Il), GP-I
and GLP-2 m net obody" Exendin-4, retinoic acid, parathyroid hornone, insulin,
progesterone, aprotinin, hydrocortisone, ethanolam ne, beta nercaptoet hanol,
epi dermal grow h factor (EGF), gastrin T and if, copper chclators such as, for
exanpl e, tricthylene pentam ne, forskolin, Na-Butyrate, activin, betacellulin,



[ 0203] The at | east one other additional factor may be supplied by conditioned
medi a obtained frompancreatic cells |lines such as, for exarr% PANC- 1 ( ATCC
p}gﬂé 104

No: CRL- 1469Y0 2¥ABRR31 (ATCC: No: HTB-79), BxPC-3 ( ATCCPUSUS &87), HPAF-11
(ATCC No: CRL-1997), hepatic cell lines such as, for exanple, 1-icpG 2 (ATCC
No: BI B-8065), and intestinal cell |ines such as, for exanple, FHs 74 (ATCC

No: CCL- 241%11‘il [0204] Differentjati on of human enbr onic stemcells into cells
expr essi Y O%ar ke¥yAc paseticesin is  fTROSGHPLER BCQBRPTiet WéhCeH?H‘ES%Péfal‘Hi Finelige on an

extracel | ul ar mab EdprossibiBdgnek W01 ih Uk@inmRA)@hcsiPhld R&&i at i on of human
enbryoni c stem cel I s into cells of a definitive endodermlineage nay be

acconpl i by" wr oni ] h activin-A and a
Wht Iigai‘ﬂ? si ng Wo gtwﬂﬁgglﬁg%qgaeﬁﬁﬁﬁs% I{Bﬁ@e@{d? 8]%@#% ﬁlg}t(\%%n of the human
ermbryoni ¢ stem @étmmlaﬂnwpm@@@mbﬁm@d dsthis gpritomslitfcaenti@lcgaresiign t he human
embryoni c stem gell g, 19&655%& 1%@&?6%8&&&9 h@rk@%ﬁtaﬁ@ctré%seg@@%ﬁgl Mekhivan
exiracellular matrix, b. Cul urlng human enbryonic stemcells wth
activin-A and amyher Fh@%ﬁﬁratablﬁle&elfo ﬂ@fna&a‘{ ugleis 2@ 9F RpfyPeRiide iseufficgtttur i ng t he

human enbryoni chightce B 1608l hWedR 0B leieMicBmparédo i SQREMNELCE Whi i &nvedi um
[ 0205] The first culture medium may contain serumat a | ow concentration, and

the second cul t WFESYRYPUHFIES 8 HtHneysBedinm %ﬁ‘eréelﬁluﬁﬁ%?ny%?l&aé‘ﬁ‘tyroét| on than the
first culture nmeheRknd@206kThe second cul ture nmedi um may contain a Wit

ligand. [0207] First Culture Medium The first culture nmedium should contain
suffici ew iy ! 0%%9:&%@4?&%9‘*a?ﬂb%dﬁ&elﬁ%féré‘{o’l Tfﬁ‘?}p%&ngta‘?} ?4t Leveldae

differen atlon 0 uman enbryonic stemcells nto tells expressing markers
charact eri sti c flowihemaérnhnEC P, eoredettstiein (RO R@adeX- 13 UK AN byeteex anpl e
insulin and 1Gg{asdiiseLeed in W2006020919). This may be achi eved by | ow ng
the serum concentration, or alternatively, by usi ng chem cally defined nedia

that |ac nsuliin and 10F. .Ex of chem c i.,a arc disclosed
W o By Rl S b B B n 0 S s B hetEhuBSe he f i et
cul ture nmedi um prigre (srvak, hesodermpardenddereent rat i on of ser um relative to the
second cul ture nmedium Increasing the scrumconcentration in the second

cul ture nRELUM HOGFPRIESed NEeif HrbXéléfl?e’hx Yophbex GBLLPranXripuidH h&&nat i vely, may
enhance the proliferation of the cells. The scrumconccntrat on of the first
medi um may bc i WPliFRCdIBPYEOSEISIRbout 0% t 0 about 10% Alternatively, the scrum
concentration of the first nmediummy be in the range of about 0%to about 2%
Al t er nat ijmedly, tNEN-SessuRtddeRe itamadhiberbf@fe ntlregehinrtahilynE dbdiiosphylixieod N t he range
of about 0%to ,ng%t O(V tAlternatlvely, the scrum concentration of the first
medi um may be a out Pge “5% 0209] When cul turing the human enbryonic stemcells
W th activin-A and Wit |igand using at least two culture nedia, the tinme of
cul turi nd1tpl thé‘”?xrzr?staﬁ%lﬁl‘%xtﬁ]e AFragf DerPirasy f#e&ﬁgeoftFl%MQa%éﬁllPEOfdfa%ﬁOlt o about 3
days. [0210] Act faMiip- A may be used at any concentration suitable to cause
differentiation of the human errbryonl c stemcells. The concentrati on nmaybe
from abo pgi | Lo a 100R altern odi ment, the
concentrﬁliléln mtaﬁyojd Bﬁerﬁnbgﬁ ik ebogé%eojac%} tfetasu%elfmqy O{F%tgnot her alternate

enbodi ment, the concentratl on may be about |pg/nml to about 100npfm . In
anot her &1 8r natQetdibaeicmbritof the R Udomeritnstiption faptey ayles wiselytresB@adist n1 t o about

100ng/ nal . Tn applibef /blasaak acrﬁe@@drmaauongﬂ?@omqwlﬁﬁgotc%tcmeupe about
100ng/ m . [0211] The choice of the Wit |igand may be optim zed to inprove the
efficiency of t‘ﬁéndéf?‘leil%Y’éﬁt@'é’f‘ieﬁﬂ“?ﬁjr%eré%sg’n tel'ﬁéh tigted Py poirRys oBECele| ect ed from
the group consi gpdn@f@dntiMbhtdsonMd hindaues, \Witexprasswn df W4-d@ppehd rpRIy. enbodi nent
the Wn Iigand is Wwit-1. In an alternate enbodi nent, the Wit ligand is Wit - 3a.

[0212] Th ! lr%]f} 1%08910% 1r %rﬁ‘@%@%ﬁt rh%}nlm?lg csﬁlti) O(!‘éh &srh% crcE o about

1000ngi m n an alternate e he concentra € ‘about | Ong/ mlL
t o about 100ng/ wfers th @Al of ﬁxpsetssi@gﬁtthw@nmfdlnetfnﬂmwglevhs@eﬁomuann a GSK- 3B

i nhibitor. The %@é@sdnﬁﬁ)is@iiﬁ, QAd pancreatic polypeptide.
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may be added to the first culture nmedium to the second culture nedium or to
both the first and second cul ture media. [0214] The GSK-3B inhibitor nmay be

sel ected froMPeHW& ' H¥PBup consisting of GSK-3B inhibitor IPXTARYUEER3IMB i nhibitor
Xi. In one enbodinment, the GSK-38 inhibitor is GSK-3B inhibitor I X 102151Wen
cul turing human enbryoni c stemcells with a GSK-38 inhibitor, the
concentration of the GSK-3B inhibitor may be from about 1nM to about 1000nM
In an al 191Hat e TARBGEF REAPDC CHEMBGRAFS é%Pif&ﬁF‘écr%foé‘rfF'é%ﬁpF@" eIt ured with

t he GSK3B i nhi bﬁtﬂ@ﬁtoﬁéof&h&i@ﬂtﬁﬁﬁgﬂo@hbr@@ iadulia ROudh goh oMt oft@inddna PhncLQENNT.

[0216] The first ture medi um may al so contain at |east one other additional
factor that maypoiﬂ*ﬁ Hi&e thc formation of cells expressing markers
characteristic of the definitive endodermlineage from human enbryonic stem
cel I's. Alf1@PInat TRaetyandt Rex-@tas bed dercione pardwatic Bodi spicgivdtanscapticoodfactray  enhance t he

proliferation Otfhattarquﬁﬁéa{eﬁ BB Re3dpa@ndmar kers characteristic of the definitive
endoderm | i neage fornmed y the net hods of the present invention. Further, the

at | east [ t| ct or enhance the a . the cells

xor cosi H 2 Har ke Bl DRRn b RS GRS BP T Heage. for med by
t he met hods of Ibdnaeqsrdeeeﬁmmemnventl on to formother cell types, or inprove the

efficiency of any other i.tdditional differentiation steps. [0217] The at | east
one addi fj,95al ff@&ﬁrﬂﬂmwleﬁ&eu s&%@%'rgfersffq&&h'eﬂﬁ&kﬂ@m 1&%@?5%@“ the TG--13
famly, includin : nd , serum al bum n nbers of the fibrobl ast

growth factor f@ﬂ?\VImerﬂ%eNe%al gef¢Rfed growth factor-AA and -BB, platelet

rich plasma, insulin gromh factor (1G--1, Il), growh di fferentl ation factor
(GDF-5, 4@23]- 8, Pri]xﬂt,wefkﬂ:éa,kc@ll us 8goRerkih keerp@ptckitexplesaiicht lebst 0fs dfel and | | ), G
LP-1 and G P-2 poi ¢ aci d rathyroid hornone,
insulin, progesis %ln%ma%%%o “Ilzc)ﬁ?'ury’ 1\Elxgﬂ(%coreto e Y EQE%I am ne, beta

mer capt oet hanol , epi dermal growh fact or (EGF), gastrin T and TT, copper

chel at or $M13dich ‘FIT-Fadphaeganst herein refow i/ pasiy éelﬁelﬁ@mquhr REsteint o§#8 kBIthahis

Na- Butyratc, acficMhdec-PELACENAWiddthg shbliit oNRIGiRric Piabidstanfiivh Ruclogct or,  nodal ,
val poric acid, trichostatin A, sodium butyrate, hepatocyte growh factor
(HOF), sphi ngoleEFi, VEGF, NI G132 (EMD, CA), N2 and B27 suppl enents (G bco,
CA), steroid al kaloid such as, for exanple, cyclopanm nc (ENTD, CA),

kerati no¢yR# gr GURIT, a30X0L”, (‘BEK)7). 2bil E30XC0Phs prdbaedin afeamdnypershbbthizne pituitary
extract, islet I di an hedgehog, sonic
hedgehog pr ot eg@%gﬁg‘ﬁﬁ?ﬁfﬁ& ?@?%hlﬂ %dﬁe%&%ﬁe&l q@?é%efléosgs soni ¢ hedgehog

i nhibitors, or conbinations thereof. [0218] The at | east one other additional
factor mi28le sTBPRCeds byl barivisele ke degesbbrgicieddreaditdhcr eati c cel | s

|l ines such as, §&@kinexanple, PANC-1 (ATCC No: CR L-1469 ), CAPAN-1 (ATCC No:
HTB- 79) , BxPC- 3 (ATCC No: CRL-1687), HPAF-11 (ATCC No: CRL-1997), hepatic cell

i nes su s, § HT. nal cell

| i nes suf[,[ﬂzzls, fsg;%“ Aglif e%peﬁﬁ%%@l%&%lm(%ﬁ ﬁﬁl S‘%&% émlge% résel%

2009/ 132063PCT/ W@@#&MIBMBMU@E@@F@@@@W@H&?U& (139} nlmd? hhuibre second cul ture

medi um shoul d ¢ | L a nple, insulin and | GF

(as disclosed in nﬂ:%%%%%%g%d) ﬁlh%lﬁne %?%ngﬁ%emccg%c@ﬁ?r ation to pronote the

survival of the cultured cell Th rra be_achi eved by i ncreasing the serum
concent r &18n, oPEAR (APFFaPES ‘i%/mbrb‘i}“i&‘%/ﬁﬂl rehslsoripy S‘H@F? ﬂ@écané‘éfglﬁ when: the
concentrations @fthé fusfadel off h@th ter&ﬁca&ﬁ@mamemeﬁﬂsadcr @hadn s rtodic ighen deily St cul ture
medi um Exanpl e(%Ggf gpem cal | detnl e ia are disclosed in Wles et al (Exp
Cel | Res. 1999 nﬁ‘ﬁ"f mﬁﬂmﬁe 0220]1n a second cul ture medi um

havi ng hi gher concentrations of ser um the serum concentration of the second
cul ture MHAPlum TRRFALE (PtazetSrecificilpigary airodittison-906 @ gyebpid surfagosntiggntnseseitit i vel y, t he
serum concent r ag @ Phocl o BurkBIGANEcafdil ohid R mBRa (HE MRYanShbkydniREmI @Nge of about
0.5%to about 5% Alternatively, the serum concentration of the second culture
medi um may be i D Had PUFGETBIOBBHER cOE88k 0 about 2% Alternatively, the serum
concentration of the second culture nmedium nmay be about 2% When culturing
human enbryonic stemcells with the second culture nedium the tinme of
culturing may range fromabout 1 day to about 4 days. [0221]Simlar to the
tirst culture ncdium Activin-A may be used at any concentration suitable to
cause differentiation of the human enbryonic stemcells. The concentration
maybe from about Ipti/nl to about 100ng/m . In an alternate enbodi nent, the
concentration nmay be about 1 pg/nl to about 1 tigim. In another alternate
enbodi ment, the concentration may be about |pg/nl to about 100ng/m . In



102251The GSK-3B i nhi bitor may be selected fromthe group consisting of GSK-3B
i nhibitor TX and GSK-3B inhibitor XT. Tn one enbodi nent, the GSK-3B i nhibitor

i s GSK- 3B i nthPB1"P3#29¢3X. 102261When cul turing human enbr YSRIUE24EH el Is with a
GSK-3B inhibitor, the concentration of the GSK-3B inhibitor nay be from about
1E091 to about 1000nM Tn an alternate enbodi ment, the human enbryonic stem
cells are cultured with the GSK3B inhibitor at a concentrati on of about | OnM
to about W8¥nM “THFILPT &aricrasp sligter e anpigan thagsepress shedti i riacR &f ME@Bnd cul ture
medi um may al sotef@RirdihdindAdient &ASIECNRMAE Oftry@etdictrh gl Edasliaumihat may enhance
the formation of cells expressing markers charaderistie of the definitive
endoder m | i neag®™4¥9#* G}T‘}éh @%r yonic stemcells. Alternatively, the at |east
one other additional factor may enhance the proliferation of the cells

expr essi ty3htar ke leHa tsadicetin slfats rgdfted nagaaliat pickiresecdemdierdartsecof memge f or med by
the nethods of &:ﬁ%oﬁ&ﬁ&%erﬁ M?ﬁd)qmmafaﬁﬁrwo oemgeu@@é)eﬁfathmgm ot her

addi tional factor may enhance the ty of the cells ‘expressing markers
characteristic ®yYHE sgafsehi Eve endoderm | i neage forned by the nethods of the
present invention to formother cell types, or inprove the efticiency of any
ot her addliltsj‘c]ona‘fTId&izﬁzf%ﬁsamtalkamﬂe@hossheﬁasslsozizﬁezﬂitéskha oatthelsa@&ta ofugamddi t i onal
factor may be, exanp TGF-11 famly,

i ncl udi ng TG~ 1§T ocFIA ad%’?,l Celus &d umahengrﬁenn%ﬁem Ceﬂf‘ F]ﬂT%I)lc fibroblast growth
factor famly, platelet- derlved growth factor-AA, and BB, platelet rich

pl asma, ilH33 i n"riola vicd beeip. iefesm “Iaﬂbc{lplf)onalQﬁﬁwvﬁobﬁxpﬁeéﬁ‘éﬁtnhﬁltpptélﬁ fact or

(GDF-5, -6, -8, catkbnicklhn cofl] 40380 rbrkRicReRt i de-1 and 11 (GLP-1 and I1). GLP-1
and GLP-2 mi net obody, Exendl n- 4, retl noic acid, parat hyr0| d hornone, insulin,

progeste nin, hydr Qcort . et hanol a t oet hanol
epi der rml[(Plg?lo Vwa‘ﬁlrlcgl a%%slgdla iame ?r oqrhe ZlC tr 8sclr1Pt10anactor faml@hg %;]ygpe%uch as, fOI’
exanpl e, triethtpt ema:mpemfalmruiend tliemra$M@Iwmmﬁmgelﬁumydnmxege»ad:tnlthﬂ mlls det acel | uI in,
| TS, noggin, ric acid, trichostatin A,

sodi um but yr at eME h%%é?%lg\f\%uhe}e Imrz%lgﬁ/vt rel?l ,gg} “et'%@{%? sphi ngosi ne-1, VEG-, M3132
(EMD, CA), N2 and B27 sw%pl enments (G bco. , Steroid al kal oi d such as, for
exanpl e, cycl opani ne ( ENfstheddy denpyercslly “1’?8@99(“@3 @vréwtww BAFSFS (KGF), Di ckkopf
protein famly, bovine pituitary extract, islet neogenesi s-associated protein
(INGAP) , |01A8li anTlkgogehogenti®o piogidiredgk bhay] ati«p)f‘@itlet&smcmisiicsl’dflbinhm s, notch pat hway
i nhibitors, son reaf [0229] The at

| east one ot herélgbw%gg gengla(%11+ ﬁlq %}rlgglregdﬂg%x%ﬁ%g? l|5 ggihllbeylgi%‘%%%l glned medi a

obt ai ned from pasdrent fe@dec@lllhse biiarpesfing WE¢pmméex nfagix pexeing b, be PANGed in( ATCC No:
CRL1409) . CAPANs (TGN, TR il BB b ATFC e b T HPA 1T
(ATCC No: CRL-19 hepatic cell Tines such for exanpl e, p& (ATCC No:
HTB8065), and |Wtdé'sltyp<f’i%ﬂ coggfipnsy Fwé@%@nomf unﬂb@ra“elklawp@latw@ C?HE ( ATCC No:

CCL- 241). 10230@6I$}Q,e(pfnelseeﬁpgseﬂtmg@lmoh%mlt&Ij‘ligf;;rher illustrated. but not limted
by, the foll ow ng exanples. Exanple 1 Hurran Enbryonic Stem Cell Culture

[ 0231] St ells are undifferenti Ied cel | s define their ahility at the
si ngl e cz(m}gll evlzllonf 8mtbg Fo &Ief)reF BB EREPT AT P & eeﬂjtofqgréerf“ngﬁ DBBIlﬁ"(l:UeO progeny

cel l's, includi ngfcsiy chompeéyirweihgexpresoe pluripstsicy morkers goewiisigg the ogpenf:t or s, and
termnally differentiated cells. Stemcells are also characterized by their
ability to differegntgeaffndQiyhdsro into functional cells of various cell
lineages fromnultiple germl ayers (endoder m mesoder m and ect oder rr) as wel |

as to give rise tp tissues of nu | ayers foll antatlon
and Lo cont 1 but ebsiERRIarI Y S S PSR ey G IR ARG

i njection into bl ashogystsited Wit 32Dtoldueorhu maracdivlar m@mxollmtemtun@ the | i nes H , H7
and H9 were obtained fromWCell Research Institute, Tue., (Madison, W) and
cultured according to *i nstructions provi ded by the source institute. Briefl Y,
cells were cultured on nouse enbryonic fibroblast (MEF) feeder cells in ES
cell medium consisting of DVEM FI 2 (Tnvitrogen/ GTBCO supplenmented with 20%
knockout serumreplacenent, 100 nM MEM nonessential amno acids, 0.5 tri M

bet a- ner capt oet hanol, 2mM L-gl atam ne with 4ng/ nml hurman basi c fi brobl a. st
grow h factor (13EGF) (all fromInvitrogen/ G BC0). MEF cells, derived from El
3 to 13.5 nouse enbryos, were purchased from Charles River. MEF cells were
expanded i n DVEM nedi um suppl enented with 10% FBS (Hycl one), 2nM gl ut am ne,
and 100 mM MEM nonessential am no acids. Sub-confluent MEF cell cultures were
treated with 10rtg/nl mtonycin C (Sigma., St. Louis, M) for 3h to arrest
cell division, then trypsinizcd and plated at 2x104/cnR2 on 0. 1% bovi ne



m nute incubation with TrypLErm Express solution (Invitrogen, (2A). Rel eased
cells were resuspended in human enbryonic stemcell culture nedi um and
recovered byW@&HPHI#¢gati on, foll owed by washi ng and red&dpEHUY3Bhe cells in
a staining buffer consisting of 2% BSA, 0.05% sodi um azide in PBS (Sigma, M.
As appropriate, the cells were Fc-receptor blocked for 15 mnutes using a 0.1%
7-globulin (Sigm) solution. Aliquots (approximately | x105 cells) were

i ncubat ed®#h h Bictorbymayrhy dpmnanryonis sepeEslsorr hey ey Ry 636 yEmesHng BBEYS conj ugat ed
monocl onal ant i ddkesstit of i defiaitivé &acyerp Bhcatx HAG he@dn Sibryods stedbiat ed in Tabl e

A, or with an unconjugated primary,. antibody. Controls included appropriate

| Sotype i ched B BUARLE TodisE AR Ry © R e RS S SPHE By w1 h
secondary conj ugatted teunisinbqayreafldiwithngubéat oionsxtwictihvlaambairBoditesatinelye per f or ned
for 30 mns at t%g:hu aJntc%lb \éﬁiccthmtccr:]ﬁs Ir(lza.elbcl:é 10 S Mﬁgxqggong\fiigg the staining buffer.
Sanmpl es that were St ned "Wt gncon ugalf ed prlyﬁary ant I bodi es wer e i ncubat ed
for an additional 30 nuns at 4C with secondary conjugated PE or - APC | abel ed
ant i bodi ¢438Isc eThegsllseexpressing @rarkgrs|chagpetesipticsd ghs gy csadadpiariinedee g e Washed
cells were pellgfi@fd aNArh&TUSREMIE Pridro &EMErist @ RINeh PukdeRtraatsdaie cel |
surface nolecules were identified using a FACS Array (BD Bi osci ences)

(BD E
i nstrument, col Paidt R Fredicatrdyith a Arpfe e pretulargatitg | dtemayeh Bs & ochermi st ry
[ 0235] Adher ed c&dplessingahidekerd chedctistifio AR eaniafomasietheyde: habe 2Otiddin at room
t enper at ur e. Fi}<ed .cel Idi were bl ocked for 1 h at roomtenperature with
PBS/ 0. 19BSA/ 10% ROt HEI"ERi%ck scrum /0.5% Triton X-100 and then incubat ed
overnight with primary antibodies in PBS/ 0.1, 4BSA/ 10% normal chi ck serum at
4C. The 1191891 of Inpn¢ eratroginent, tho prebaasinggngion preyides warckion fpr deriving aoxguliios shown i n
Table | A After dbicempRshesid o b Rhrkers! URAHE steepndary
ant i bodi es (Tab(l)ftecglsgc)% at a lzélé(%l())@%i Fl:{j?ll %ﬁé}%ﬁ PB%S’\ggrg S?Sngggét)aet%gg with cells for
1 h at room tenper at [e.t al | ow bi ndj ng. 11Cont rol sanples included reactions
where the primary®ait S8y RSB PESE 5 \vher e the primary antibody was
repl aced with correspondi ng mat ched negative control immunoglobulins at the
sanme concentrati oh axffar¢nciatmgitheehupamernbrivond séom cct miorpeld cxpepingsnanksrse ri nsed; a
drop of PROLONG (I Riidch@@Ribr oGhblrive OtoddRicPig, gigam di no- 2- phenyli ndol e,
di hydrochl ori de (DAPT) was added to each sanple to counter-stain the nucl eus
and to function as an anti-fade reagent. | es re acquired using a N kon
Conf ocal Ecl i pee & RomRyes Beeey Sxop NTRoR Doapu) M sondfoBox
obj ective. Exanpl e 4nPGRudadhigsiulstraé thidSs be ptevieaeCalth spp@RAIBhRNA extracti on,
purification, and (Qltv'g‘eﬁ}'arr‘t hel§i S; tRcl sigrrtgéceeﬁ were purified by binding to a
silica-gel menbrane ey "MTRPTRI? UG ERC"EA) i n the presence of an
et hanol - cont ai ni ng, high-salt buffer followed by washing to renove
cont anmi ndHte.  Thengmgpb nf, the Prregt Hugtie REvidesiemythad fTURBOIBNACPHEE ki t  ( Anbi on,
INC), and hi gh- guaiid opfith MRSexbid@hg®lubb&ehcl haM@l &ompridif e apd oPUrity were
assessed by A260 and ABBO readi ngs on a spectrophotoneter. copi es were
made frompurified using an ABl. (ABLl, - CA), hi gh capacity cDNA archive kit.
VO 2009/ 132063PCT?‘U%%&H‘%?&%HWf?%?ﬁeC 1% ¥l%e PER anplification and
quantitative anal ysis: Unless otherwi se stated, all reagents were purchased
from Applied Bi osi]/-stRéweV.nméafd'ﬁ,iamlasw@mlernéa@ﬂmmth%u@eﬁwew%dﬂtla@i ng the AB1
PRISM 1) 7900 Sequenge Rt &fiticQhbsSUS 1M nd: HARNEG WM VERSALr BCR MASTER MIX11)
(ABT, CA) was used with 20 ng of reverse transcribed in a total reaction
vol ume of 20 al. EaCHEDNKT 84X e was run in duplicate to correct for
pi petting errors. Prinmers and PAM | abel ed TAQVANLL: probes were used at
concentrations of 200 nM The | evel of expression for each target gene was
normal i zed using a human gl yeer al dehyde- 3- phosphat e dehydr ogenase ( GAPDH)
endogenous control previously devel oped by Applied Biosystens. Prinmer and
probe sets are listed in Table Il. SOX-17 prinmers were designed using the
PRI MERS program (ABT, CA) and were the follow ng sequences: SOX-17:
TGGCGCAGCAGATACCA, AGCGCCI TCCACGACTI G, and CCAGCATCTTGCTCAACLCCGCC. After an
initial incubation at 50C for 2 min foll owed by 95C for 10 mm sanples were
cycled 40 tines in two stages - a denaturation step at 95C for 15 sec foll owed
by an anneal i ng/ extension step at 60C for23l mn. Data analysis was carried out
usi ng GENEAMPal | 7000 Sequence Detection System software. For each priner
/ probe set, a & value was determ ned as the cycle nunber at which the
fluorescence intensity reached a specific value in the mddle of the
exponential region of anplification. Relative gene expression |evels were



30-54) were cultured under hypoxic conditions (approximtely 3% 02) for at

| east three passages. The cells were cultured in MEF-CM suppl enented with 8
ng/ M of bEOANG3'%t ed on MATRI GEL coated pl ates accorPEiTﬁgml”‘d"%npl e 1. The
cells were exposed to the DE protocol outlined in Exanple 5. At days 3-6, the
cultures were exposed to TrypLETm Express solution (Invitrogen, CA) for 5

m ns. Rel eased cells were resuspended in DVEM F12 + 2% FBS medi um recovered
by centrifugati &6l CHRge BishhErexi§pilitions op a tisRig CYHEE Stbstratgthat i nebpiey cel s were
seeded at 1000-10, 000 cel |tpéadaBvitha priofeilidr sakkirbideRulpOmyGixyr ene (TCPS) treated
flasks and cultured in DM EM F12 + 2% FBS + 100 nganl activin-A + 20 ngani
VWNT- 3A u hy p % t andar d
tissue CW tg L]re }%r?)é% O(an% EI'L]%%&%% P n??%icl mgl%gyoﬁgct&g%%%n@d) 11%¥1<%ek)ﬂul1 EGEL or

ot her extracel Iulbﬁratcn’mt !Sln&t qorted witha cxTivsl e diatriniesabeltd ngeguiddlidays. 1t n sone
cultures, the nﬁmlt@rn%émlgdﬂﬁﬁdﬂ?'Ehe%HRQE%ﬁ}E%dW}proxlé)coﬁ(gn&lg/ cma tfé)gueI G-1
(insulin growth factor-|I from R&D Syst ens, S (Insulin,

transferrin, and@EFEnsbatiopat FREdPTSHgapxtraesd 1ar mﬁrlé éméb%lf 5 PRBOERP t ur e

condi tions the 838 ah aiRiknd (Vb et i LANEBSIuIRS uhdér hpekic sdhapbemend ed with 0.1
m vi mercaptoethanol (lnvitrogen, CA and non-essential am no acids (1X NEAA

from Invitrogc ntle‘@&)‘lhulTﬁ@Stfaiter gt 156’:9%@&‘6@“83?‘? eetragelulprgpatiiy foFahopt Iadays |
parallel, simlar cultures were established under nornoxic conditions

(appr oxi mﬂiﬂljl y R @ffodimkhe the hyfoxiveomfition i aboutd & @it tb amuplOdceduneni s depicted in
Fi gure 3. 8 o} n 1 ays of

cul turing, di st?%%aégépéaﬁg%[o%ﬁég&g%%géﬁé b%bg)r%tf%lhﬁ e)cilggltl@%%argleagnunber of

enl arged cel | s #lismpategppednent.shddwpixic ewadibgcenost PFPgure 4a-b). At approxi mately
50- 60% confl uency, the cultures were passaged by exposure to Ti ypLEI m Express
sol uti on[¢1as] 5 mertsusahayrba@mutr@nmﬁéﬁtyw@ cordiBork 8h € ASedcuigle lssbsingE Batliesuspended
in DVEM F12 + 2% f ul;|3 recovered b centtrlfnelgaatl on, and seeded at 10, 000
cel I s/cn2 on t|%°§8?5 ‘E?&‘F WP et W“éﬁ‘féceﬁ*ﬁéﬁe)“’ﬂ TS P EERE FHTDVEM F12 +
29%-BS + 100 ngi akiviaot, amd WA ligaizD M@mﬁﬂwel&i\me 8Wdith-ma$ @lsognimln 16fF-1L GF- 1. Thi s
media will be further referred to as the "growmh nedia". Figure 4 c depicts
the mor phakegy ofc Gkt ﬁecﬂﬁm% ﬁ?vg% qé‘ulﬁ%@rﬁgﬂraﬁdn &%e%h%e Qiealbbﬁ ob &byt At passage
3 (panel c) follow ng the ini i solation, the cells appeared to have a

uni f or m epi t hel $°al mamﬁéemﬁ%eﬁmmfiwv P PRI CqnEgIGAIoRIRAY B ADMBey t opl asm rat i o.
1024111 n sonme cultures the growth nedia was further supplenented with | X NEAA
pl us O. 1[01%]nerAaMr93hfa@nohscd kalchmahtrgod fisre eboiol plyoil to qmaﬁsag@ﬁnl e attached
cell s appeared t ve, a unlform nor hol o r s to cytoplasm
Fatio. Paral el MR RuRlB B CUTRERIR P bldnPel B HERE W ai Ted”t o show
robust col ony fmﬁlartaltematbymmdtmhddch@Ierlltsmorﬁodl}HEwbmgll%/lﬁltpa@slages t he

cul tures establ to poor
growm h rate. 1025?9,1 lm%({thepaf’emaa%)%n%ﬁg tf\7!\7i%l\l(%nMxﬁ{roﬁ nﬁﬁ?ﬂé‘d%%?} |1rllgllllé§pan3| on and
Mai nt enance of DPREONIWsgHI. ﬁelan@mrﬁ]genmﬂqn’lbpﬂlelelpa@%ﬂge@trﬁmm]y@dflttom es derived
from the parent gy, hll[_ran enbryonic stemcell line HY according to the methods
described in Exanple wer e passaged every 4-7 days. Figure 5 depicts

real -ti P for t he de S cul.tur DVEM F12 +
10 o/ MG et it GER T S g G 3 o 1 s for
i ne isol ated ainddé@y&aom onbiembldinenothe Galt ligantl lid Wee . imaikd@mplce S. There is a

cl ear decrease | kers,. e SOX-17 and TINE-3 beta follow ng each
passage. As shom%ogﬁncgp{m%vn%gan (f(r}'v?tls}(%n of WNT3A to the growth ntdia

cont ai ni n activin-A Ied to a significant boost in the expression of DE

mar ker s. [Bd%evefhe Wefdigendapry B ussd 2iagopgengstiop afabputd pgmpforshent A209ne/'st Iact i vi n- A

and V\WNT- 3A (Fi gwﬁema@e]ﬁaoahﬁdt R VntMEAQInRl b Wed ﬁltranandentlattlbleoﬁlS&fteSS' on of DE
mar kers al ong with OCT-4 an increase | n expression of visceral endoderm

mar kers, such alsongé‘))ktoﬁbaﬁdo%’lgﬂ“‘ H Q6 Fabagliment “Hé?ﬁ‘?cé?t?“%%t “i*FoWb‘Ht%F”&f’g‘§/ of
expanded cel | s geui20egmfrom 1-19p54 at passage 5 cultured in a) 2% FBS -F
DVF12 + 100 ng, mM of activin-A + 20 ng, m of WNT-3A, b) 2% FBS + DMEl 2 +
100 ne/m of actis in-A c¢) 2% FBS -F DMF12 + 50 ng/m of 1G--1. Morphol ogy
of cells cultured in the presence of activin-A or activin-A WT3A were very
simlar and distinct from norphology of cedls cultured in 2% EBS + | G&-1.
Exanpl e 8 Expansi on Potential of Human Enbryonic Stem Cell Derived Cells
Differentiated to the Definitive Endoderm stage 102431Cul tures established
fromthe parental human enbryonic stemcell line HO according to the nethods
described in Exanple 6 were passaged every 4-5 days when the growt h nedia



Exanpl e 10 Expression of Cell Surface Proteins by EXPRES Cells 102451l hc cell

| i nes EXPRES 01 and EXPRES 02 were eval uated for expression of various

cel | - sur f aceVRA1R&$%4%3 ncl udi ng narkers associated w th PIAMSPYYEHEE. Cell's
from EXPRES 01 were eval uated at passages 9 to 24. Cells from EXPRES 02 were
eval uated at passages 7 to 20. Both |lines exhibited strong expression of

pMi potency markers typically assigned to undifferentiated human enbryonic

st em cel 1&38lhowkifel mast traiseapreageeatiqnob abonblngdn! £ RPYHEMEIRly &8t age of

expressi on of difefnefe@mbddhén®Mhd TBIFKQS be GUIEH aasndeatlaRdn oflabdut 1@¢eRtOr, and NAM as

conpared to the EXPRES 01 |ine,. resentative F pl.ot s e depicted in
Figure 11 for é@ﬁéggﬂmbﬂorﬁﬁ&bﬁﬁﬁ‘%ﬁt’d]&ﬁ"’é’n“fﬁtﬁ‘tl&i? 6@5@?@?%%“? ine. Table IV
lists the mean expression levels along with the ranges (in brackets) of the
eval uat ed014®ll | herekbrccapianiing @hugipdtensimmatkers derelicd bethe methedepé thic mspans . Exanpl e 11
Expressi on Of Ptk BPhCOGIIANS0Eh 8L MREKSHS I PBRER ks | TUO.
fluorescent (IF) Staining 102461EX PRES 01 and 02 cells nmaintained in their
respective gr ovfWuissHisEtobptds Bet arerisaed with HPrateingd tesrepecdeladedidt ed mar kers usi ng
met hods outlined in Exanple 3. Figure 13 depicts IF inmages for OCT-4, Nanog,
SOX- 2, amni56iNF- Bhelreliseexprogsing ¥RRESe{d} m2ik6rs dadves betht indthedd of the 2sdnBS + DM F12 +

100 ng/nml aetivin-A + 20 ng,im _V + 50 ng/nml | G--1.. Figure 14 depicts |IF
Fmges Tor et Bokar gt i onel AR R e Bl e Faipe IS LE 1 " el 1
cultured in 2% &B$ conidEIR ABCKE)cnper, FbxREC Connexind®, Cod@xindp, Ott4\MOXEBA. EXPRES 01
cells strongly i RSy} 4. n and - 2and weakly for HNF-3
beta. However, %@%5%8\; %Eﬁ/ﬁsifﬁ%v%%-%éb%%Qg;abl?@’sasnl%?rr%lfgol'r FI NF-3 beta and
weaker expression of OCT-4, NANOG and SOX-2. Exanple 12 Expression of
Definiti Sﬁndo@é)ln?r‘?‘%t??d“@ﬁﬁthF@]rSémr?sélf‘%ﬂlu‘ﬂ?%nﬂﬁb‘ﬁ?%e%?eé‘ﬁ?d(ﬁt © REPYer s by Real

Ti me PCR [ 0247] &a@d présedrenvBiekn aRa@bpssle 91 &preaiily ny@itrCohiastk @S of(pROUSF1, SOX- 2,
UTF1, LFP42, Connexi n43" nnexi n45, FOXD3), extraenibryonic markers (AFP,
KRT15), ect odei PATHIREFE €80x- 1, TUBB3, NESTTN), endoderm nmarkers (FOXA2,

TPF1, KRT15, GATA-4), and nesoderm markers (GATA-4, GATA-2, MyOD, MsX1l, CFCL"
ABCCi 2) ¢8dp2les slmdnpymisXiBRESHQ telly gxpresgiog nltrippaicEXPRESI@R prhbyshgmactfods | nes

cul tured in thejf,d RSRRGHEWRN HeQWfable TBL R i, HFRKChEDctb R b td a-h. Al of
the data is normalized to fold change with respect to undifferentiated cells
from the human ®i#fS$e8ni ¢ stemcell line H9, cultured in MEF-CM on MATRI GEL
coated plates. As a control, EB bodies were formed from 1-19 cells using

st andar d |0188]hods oaé cral@ldinkcag eia adt cebrgeiag ploripoadndy saeds agivehbynbiméth@iat ed surfaces
|n DINEM FL2 + 20, B85 0k ARBLOIRLEL Y10 J8YRs. FEnG.RHpLESSi on of various
germ | ayers was uprpegu at ed by ER*R6dT 88738 gcorrpare?f?o uhdi fferentiated ES
cell's. Anot her mekmldarogeRNA was col | ected fromundifferentiated SA002 |ine
(Cellartis, Sweden) cultured on MATRIGEL in MEE-CM As expected gene

expressi eisHf  VAhOSbddffm, HRYELSxMeSing bAsEnYy Mkagw Rt Ll thym&Rdodi es as
conpar edq{loﬂEXPRES 01, EXPRES 02, %%00%? gﬁ% I—é | i nes. B(gt?fh EXPRES 01 and 02
lines showed exPr¥iseH yFtepRAsnIEle ObHpEFatE ToK T RIFPFEEntYdidd sA002 and HY
lines. Neither @ldodche cHEXPRES |ines exhibited strong expression of extra
enbryoni c, mesoderm or ectoderm markers. Furthernore, expression of enbryonic

mar kers by EXPRE I . Sim : cell Iines.
Exanpl e 13 Vari oﬁgﬁ%rcﬁ%gégﬂﬁg%f%ﬁe%%% @%’%@%ﬁ'ag@rﬁﬁkﬁé@‘%ﬁﬁ S

[ 0248] EXPRES cel | s have been suncthedso{thlepreseftinyertipni n t he fol | owi ng nedi a
conpositions for at |east 2-30 passages: |. DMF12 + 2% FBS + 100 ng/ nl AA +
IS R TS Eieg i i G i e T

ng - : . 2% FBS + n AA + 20 ng/ - 3A + ng

|GF-1 4. DMF 1‘§ay+b%£feri"§§a‘$d8 0} Cﬁ‘gffi RS sty Chﬁ?ﬁ%ﬂfﬁ’\ﬁ(%ﬁ‘gﬁwng/ mlIGF-T 5.
DM F12 + 2% FBScndo&tn fifyapd byAly mcthOd mgihonts. WNT- 3A + 50 ng/ ml1GF-1 6. DM F12 + 2%
FBS + 50 ng/m AA + 20 ng/m. WNT-3A + 10 11011116'F-1 7. DM F12 + 2% FBS + 100
nglml AA + 10 ng/m WNT-3A + 10 ng/ nll1GF-1 K HEScGRO defined nedi a (Chem con,
CA)

25



The basal conponent of the above listed nedia may be replaced with simlar
nmedi a such as, RPM, DVEM CRM., Knockout -99DVEM and F12. Exanple 14

Di fferenti atYBRMSMSERPRES Cel | s Cul tured on Tissue Cul t BCE/USHYPHEBe to
Definitive Endoderm (DE) cells [0249] EXPRES 01 cells at passage 5 and EXPRES
02 cells at passage 4, cultured on TCPS in their respective nedia were exposed
to DMENUF12 nmedi um suppl enmented with 0.5% FBS, 20 ng/nm WNT-3a, and 100 ngl m
acti vi n- 1PfgD %V%%W’PEC; CQUNFPFSTNG RIBTRISYS PBKIoARE U IRy thorracthodefithcyi t h DVEM FI 2
medi a suppl enenpe@niihichticd%dyBS d@REn R into cells 3G rdsVih OmérkérANarb@fistians addi ti onal

3-5 days. Figur depicts the expression of CR4 by F at days 4 for EXP
R ES 01 cel | o (B BUIPHSY ahderty ik R EE e Sp Eoebie L I G0 i ExPRES 02
cell's (Figure 18yre&ppecondlsentel M34001CX0RYD. positive). Figure 17 displays the
real -tinme PCR data. for EXPRES 01 cell (Figure 17a) and EXPRES 02 cell (Figure
17b) cul 1yses tFGRABDHIMIIL ol PO SESHPotenédY nabic ANER A 0By iflayShods Srmd™1 gur €s 18 and
19 depict i nmunofl uoresenee i mages of EXPRES 01 and 02 cells, respectively,
treated with theCSBEPBMINEA HTRIATTYriEa calb SUREcsTing markgagieraceidiral | EXPRES 02
cel |'s appear tomsbawiide Sido@NEShc@X Re6Imk NhOhch¥ds AREKRA & AsoehiPar ed to EXPRES
01 cells. As evident b i muno staining, and PCR data, |owering of scrum

y FACS
concentration anercloBRER Al 59511 &EOdPe4enhance t he expression of DE markers.
However, the overall expression |level of DE markers such as CXCR4 and FI NF-3
bet a was [0168%ier Fdvaxenwiratelwexpasieg plaitenel naridrsdriveidyithe mmidid§ ffahent | at ed hunman
ES cultures differ I.at t. ‘ e hance
expr essi on of Iﬁégsﬁgtpﬁ\!g?io?q?aﬁ{geE@gg%ft%rngg??Hz%tg}ia)g%llpglg%%z)fha\gavgtseg% gﬁged to the
fol | owi ng: EXPRESd@Mitye prdedesm lipepss aagerdme tothgmEkRRESCIORd mdYl¢lgamt: chassage 14
cul tured on TCPLchihBl 59 rRSAMES 1 ve nedia were exposed to DVEM F12 medi um
suppl emented with 0.5% FBS, 20 ng/m WNT-3a, 100 ngim activin-A, and 100 nM

GSK- 3B inhipi tor |X tal og# 361550, Cal bi ochem ), for 4 to 5 days. Figure
20 depi ct"gsglhe lfgg{ﬁ?dé‘é’g‘ia 8%58 3 L‘rﬂvteﬁ‘f@(&“get“ %5?%1%?966?61@%7‘?{%@ 01 (Figure 20
a, approxi mat el yrehiroveXidndy 0s iiffercetiatedamno cEXPRESsi0Zmékirgciraec20dbic oppr oxi mat el y
86% CXCR4 positjve). . Figure 21 depicts.the correspondi ng inuno fl uorescent

i mages at days 8§Qt%&%§0§c m(J:ﬁé“falgEs)aC %rglﬁl fosth%m?tg‘Odgﬁﬁa%%ég%u%% 4’5 (panel s

g- E cel |l s di f f eNemt Battetndleyhe 3DE BOAFO0O)F gure 22 displays the real -tine PCR
data for EXPRES 01 (Figure 22a) and EXPRES 02 (Figure 22b). Exanple 15 Effect
of Seedi N@ebeNSFIr¥xdpid Bels Bipkds@h et Rlch &Mk EXERES YA fe@ldasot@ DE

[ 0251] EXPRES 01 P31 cells were seeded at 5000, 10000, 20000, or 40000

cel I s/cnR on TOPECHIRCBLN By BRsETsntatolgntepads exmiesyingipke? B3pFGRYRGhol - 1 X,
NEAA + 100 ng/ nhe a&initive BndBderh lid€gnigy dunhieNH3Auripoade steityq@Dxin énegi@mdi t i ons

(approximately 3% 02) at .37.C.in standard tissye.culture incubator. Follow ng
two days post s‘é)é%i“r’f%,“‘ﬂvﬁ‘ézﬁ%%gbsﬁ%?go W e hEY© tB“ﬁ?EWéi‘Z“ “GVE% FBS -1 100
nglinl activi n-#Adlser2, angtenbulMNTBAe dDIO with/haBSK-Bihdismlombif b diffeled f or f our days
under hypoxi c conditj.ons roxi-mat el y 3%. 3 C ndard tissue

Ui ture” P noubat apcunhEls abSERGR K TR Mo HARRN gt B SRR S et Fhit ve
endoder m mar ker Biogthndmyy.23.063Hi 4 el08ht i ati on. It appears that a seeding
density of at |east 10000-20000 cells/cn2 is required for the robust formation
of definitive endpglerditedex@itioh 8r dfis &Pk QRS Mah@AGhhra0feriEtRIRER dehilie 102521The
telomere length of two EXPRES lines isolated according to Exanple 5 along with
undifferentiated cells fromthe hum&PI%9RBT YRR stemcell line H was anal yzed
by using the Telt) TAGGG Tel onere Length Assay (Roche, IN) and follow ng the
manuf act iHétl' s Cebrrxueotinomarkfis gharastefsticdéthi defmitivhendoddrodinesgempebgt h f or F. XPRES
01 cells at P24 iffg%gft)ﬁg_@i gce‘flgéé e Iﬁ)é'r]zer‘Jhllldctgrﬁh%]&tﬁttpaﬁégdﬁc I@ﬁ(ﬂﬁ rﬁlnd | ow .

tel omere controls provided by the kglt, al ong wth the scale narker. Both |ines
appear to have %lﬁé%et'manxféﬂb@%ﬁélelaéngt h than undifferentiated ES cells. Exanple
17 Further Differentiation of EXPRES Cells Cultured on Tissue Culture
Substrate to Pancreatic Endoderm [ 0253] EX PRES 01 cells at passage 21
underwent a 5 day differentiation by treatnment with 100ng/ m activin-A |1Onglm
of Wit3a, and 100 nis./1 GSK3beta inhibitor 1 X in 0.5%FBS, D VIEM F12 nedi a.
Cells were anal yzed by FACS and showed 80% of the cells were positive for
CXCR4. The cells were then treated for 3 zZhays in each of the follow ng steps:
29%-BS DM EM F12 contai ning 50ng/ mL FOP-b, and 0. 25it M KAAD- Cycl opam ne

(Cal bi ochem CA); followed by, 19827 DVEM | ow gl ucose containing 50 nglm

FGF- 10, 0. 25pM KAAD- Cycl opam ne and 1pM Retinoic Acid (Sigma, M) ,; followed
by, 19827 DVEM | ow gl ucose contai ning | pM DAPT (Cal bi ochem CA) plus 50 npim

s ——



WO 2009/ 132063PCT/ US20091041348 [ 0254] EXPRESO1 cel | s at passage 35 underwent a
5 day differentiation by treatnment with 100nem activin-A, gllnl of Wt 3a,
and 100 nM CeR3YEESnhi bitor IX in 0.5% FBS, DI MEM E12 PEEG%S%P" TEPBs were

anal yzed by FACS and showed approxi mately 70% of the cells were positive for
CXCR4. The cells were then treated for in each of the follow ng steps: 2%FIS
DVEM F12 contai ning 501) g/ 1- n1EOE- 10, and 0. 25(11M KAAD- Cycl opam ne

(Cal bi oc hE#? CA5°rF6*}mp§ %Xpr%%"é%)‘@ark%@/é@?mmwf*%Wfﬁitﬁ%%éd%ﬁﬁ‘é‘g% ng 50
nglinl FG--I ,mQy B M AAD Y6 ORAIs M ndfi@rs bhddddRetid JTeticpamedatc (Si gma, MO)

for 4 days; and 4, 19827 .DM | ow gl ucose Qnt ai ni DAPT

(Cal bi ochem CA}" ‘Feggll%g%ﬁfwlﬁgﬁ%lﬂ%h%g&@%ﬁ?fw fn8’1‘reﬁalglg§}'ére Thi s protocol
i s based on a pBioethnploby P4 asd2on4biy2@oAnour et al (Nature Biotech, 24, 1392,
2006). Cells were fixed at end of stage 4 and stained for PDX-1, HNF-3 beta
SOX- 17, fdl@ m nFor@ﬂ;n{p'let 5&19§§p%s<1war@&1%racﬁ§stlg@pﬁlgge‘?iqltllv@erﬁb&%l%nége EXPRES
cells can be readi | { differentiated to foregut endoderm as neasured by
expression of PEXIUherHEFaLTrbireIcy!lszonrsne auren cearcteabitad e agictrie) . HNF- 3

beta (approxi medibdtrAReaROSY trtaViRy the @éll@Hfﬁlé@Slﬁ@lﬂﬂk&é(élﬁﬁt:@'ls\ﬁc sfmposi tive),

anti-1- Trypsin (fappr oxi mately 70% positive), [i(‘% Br oximately 70%, and
CDX- 2 (appr oxi nHt8Iye Spdsa fipjageyith ﬁ{%ﬂ%%grwhmceﬁ 6%9 5 ARAPRFEIS. of EXPRES

Cel |'s Versus Undif fembend thaimedhutldsmdiniiing sieob]gst §’b®ﬂilf€7ﬁdr|aﬁd kA2B651Tot al RNA was

i solated fromculiures of the hum b m ce ne H9, at passage 44,
EXPRES 01 Pit oG ERBRES o o R REL Gy T SR TSGR Al | or oups
cont ai ned t hr eefilpblddsogbethlfadte phd CANPsydo@mgac Anbkalphgifdad metkplis cat e was
repeated on two, ene c r ti bridization, and

i mage anal ysi s \Kgcf?og%lgﬁ)?érrre tg}giggt}llgllsﬁ(gg@léﬁ?% Eﬁﬁg;nlé {r1|(2x0Ia Uman Genonme ULl33
Plus 2.0 Array. Followi ng normalization and a |og transformation, data

anal ysis was peFyorerdiffenantisgonceheriiy expressiry migrkers Champeteige eHRERIFETREAC (Vi zXLabs,
WA). Significant differences in gengengpfessdagh between the sanples were

eval uated using analysis of variance and an F test with adjusted P-val ue

\(NiB'?RJ :mp e 212? ﬁf@)?p%gs & o egrg%:llla?arétc)lalc oi!h V\Bancrca 1C clnﬁ)o(ﬁiércrjn lliln%li%ctn%yang;‘sysgl yngrgs
V lists the neadifferontireil imect!lh egrelsmmarrkﬁrmaragergnabf thaptaeersitic yndofrilgenes showi ng
at |east 5-fol dydiffsnencehenween groups (undifferentiated ES, EXPRES 01 and
EXPRES 02 cel | ss %ogg%ﬁth he a justed P-val ue for each gene. Genes
representl ng primtive streak aor definite endodermare highlighted in bold.
Only the 418y 200°r GEampie. £4ia £XPEEEng BT EGUIZREErSF OBOPrFEYGIcatde™ar e shown i n
Tabl e V. Exanpl gne2@ nMytbeaﬁfefeatyatdﬂriﬁbyalssxpaéss@(iﬁaﬁﬁs ﬁﬁkalc&rld})cfofmé entiated to the

DE St age Versus Hume%n E %3 %1051#1 \%h% ntlat otheDEStage

[ 0256] Tot al RNAPRRES™° SOI°aE mF"rgSﬁ‘icP et OWi'A Pi"ﬂﬂ “hed an RNeasy ni ni
lcit (Q agen): WtueBARIBndelyl2d, 1602 t+ WOe@006). MATRTCGEL- coated plates (1:30

di lution) and exposed to DMVEM F12 nedi um suppl enented with 0.5% FBS and 100
ng/ m ACt[dl\ﬁd]nA mQOngGIMUB@CtQJllmttl%tﬁqullo S ss Joﬁtlailng%%kg%f treatment with
DVEM F12 i um sup errented wth 2% FBS and 100 ng/m Activin-A (AA) for an
addi ti onal thre’éeth%£§°°bB’)‘n ERPREgrapitgbies tagig nptesigls ﬁqsufee%ﬁeﬂﬁeeeesaﬁa exposed to
DIYMELY%1EL2 megli eﬁbypfalreapﬂlumrwbtchdrﬁbt@%&&&e d&06NGhMdeAChde¥den- A, 20 ng/ il
of WNT3A, and 100 tl< Jﬁ< ][.ghl bi t ar éCat al og# 361550, Cal bi ochem CA) for
five days C EXPRE %“’Fs /MR 8T RGP EGMEY B TCPS and exposed to DI v1EI M F12
medi um suppl enented with 0.5% FBS, 100 ng/m Activin-A, 20 ng/m of WNT3, and
100 nm GSK- 3B TX i nhi Isplaten, (:Panaérog c8Bds50hur@Gal dmhogoaasterCogllst or five days, D)
FTOP39 cells cultured on MATRLGEL-coated plates (1:30 dilution) and exposed to
DI VI EM Fl#emedi umr&wp@&mm@mn%wo& 59/9 J%HBSmm emgfoﬂiglitblmcelAQﬁalyw n-A and 20
ng/mMm of wnt3A for two days fol by eatnment with DIMEM F12 nedi um

suppl ement ed w ‘EXHICQ&’/%H?B@%{H&F ti}?)ﬁa%‘igﬁ"iﬁhc/&lf‘?fy\?illﬁanE%A§Sﬁ‘Adr3 Bh*484i ti onal two
days RNA sanpl ema&r @eteble@tih@chtibsddndesi@udiad Draalt 6020 Sra- BRI Thomdbnlars, 30 hrs, 48
hrs, 72 hrs, and 96 hrs. EXPRES 01 and 02 cultured in their respective growth
media were al so included as controls. Al groups contained three biol ogical
replicates and each biological replicate was repeated on two separate gene

chi ps. [0257] Sanpl e preparation, hybridization, and i mage anal ysis were
performed according Jo the Affynctrix Human Gcnonme U133 Plus 2.0 Array.

Fol l owi ng nornalization and a | og transformati on, data anal ysis was perforned
using Omiviz(r) software (MA) and GENES1FTER (Vi zXLabs, WA). Significant
differences in gene expression between the sanples were eval uated using



Formation of Teratomas in the Kidney Capsul es of NOD-SCID M ce
[0259] Undi fferentiated cells fromthe human enbryonic stemcell |ine H9 at
passage 42, “EXIPREBIF1 Passage 30, and EXPRES 02 P22 celPCd/(z@Md"H¥8eased from
cul tures using TRWLE, washed in basal nedia, and then suspended in DM EM F12
basal nedia. Approxi mately Il x I 06 undifferentiated 1-19 P42, 1.5 mllion
EXPR ES 01 and 02 cells were injected into the kidney capsule of six week old
NOD- SC1D ni ce. ¥i§eC HBRE # 13- oMiffRgntafighef S mpt cRbriiic seReclii iiflos  wer e
;aﬂu ficed; |k: dﬂﬁﬂt&ﬂ@il@ss&%SS]ﬁ@d aRd-do, XRdrri- lnsi @mmhbmﬁﬁesggmed_ in lysis
uffer to collect or .su anal ysi s ure epicts
expressi on of nAFREFSEITETAC @S?@Sﬁ. i" ‘E%Rﬁ'ﬁ’ﬁ?&éwmn e&?@%&éﬁ% CElﬁdoder m
extraenbryonic uyblsajl@ma% adlatoddbiphatan detiplty mihjb eaney ereaekigr fixifgalie «Bd | ect ed
sanples. Simlar H91|n bot h [EXPRES |.i ne how tro ressmn of all
germ | ayers al onlth B%Piaﬁraton?a dCheaLr)crbarndor?ngcvglr?ﬁlo erﬁtrln% e azsglb%flgl Iferation And
Cell Cycle Anal %crrﬁ)ecbﬂiy t@(ﬁﬁ@@m@ré‘édctosL@t@@@@l]eHBMmg@mvmagdbhl c stemcells have a

har'act or i zed by by R R BB S P A e O e or
truncated Gap pfeesesdby BITa4Rd @2) . The cell cycle control nmechanisnms in hES
cells may be functionally linked to their self-renewal and pluripotency
capaci ty [@bs]t heagotiee ldstrabl@ghndiBy obgrogtightt Eenah chb9oRicasth ek isrpokami smin their
det ermne the. cORTErEyEr BUTaoUn & OF BPEreal | B PREL Tave bakh shown to
express many of ecuddernrmsdeerBimqfotqnéyﬂﬂhpmireamﬂfyyohESte{n&Bl&]c]amdrmﬁxsnedCfeﬂ | s were
and oul tur od o0 4 Esguill A0l SR ERe S b b PR G b
medi um cont ai ni RO EESdE. RBMEN EiRIngmgdheadtijtipgicaly {or @0damed <rfm:l) t,ypwnt 3a (10-20
ng/ml) and 1GF Qe ROk CORRALAN. KrAAkY hSY B (RANAOALYRI S, 1CF vas
sonetines onmitted fromthe growh factor cocktal l pr0|ferat|on was
anal yzed using ¢resompF cmbpRiboricowdRisessie SiscaPRgidbediestier haprakaetolir er ' s

recomrendat i onsy,{BRs BiQscdieNGass thredferiingdRersCA) . Briefly, cells were pul sed
with BRDU for 1-2 hrs at the end of culture period, reI eased usi ng Tryplc E

Express coupnt ed. e .fix t 0S erm

oubat 1P *soiee R s MR cubler By e B PRI RSt o for 10

m nut es on i ce. ba@dihg schwiyue atdvempirediaipeldishvdtkary Dixs ef ﬂle)porfbsﬁmndlag pr87® t 0 expose

i ncor porated BRI f " a ant i body.
For cell cycle CI \ ?t] gwgfquo%?eagp}g}]%%pv{nﬁr ]%%Aé[?%% ]gcgﬁ% 1i/zl%e on FACS
Array. [0262] Refélcjbt’dls arCSllmlii arherea afllpgmpyi ¢ridmos IS agserirdsent a@)@RE@C@Blycel | s
retained a high}yugroliferation rate, as shown by the high percentage of cells
that in S-phase determ ned by their capacity to incorporate BRDU in culture.

The freq y cells in S Phase was _typi cal ter. than 45%(range

40- 609 , e aﬁr""“f‘é“l’ eI Reg rE I EWH Py tyhstREINIRber of EXPRES
03 cells gown |ma}tHsealq@rlﬁﬂﬁia@aamlﬁheﬂiGﬁeq\whﬁnaae&btybme&uk hﬁwﬁmﬁf&em@é cells grown
in absence of | Irrllzedaéfftgrerest%lon 1n€f\%dsﬂ teherbe (y}lkla'cstlss e é{lc irQal ei fferences in
frequency of ce MRS & ?l i FEeft [ eRposel o8 for 1 hour or
nore (Figure 30bla'smcsstherghydmcetquen@yetdftlstmetaken emysmpldm geﬂwliomeﬂmicahycl e
structure is un t A ) here for hunan
ammiotic fluid }!():%F nEJ%?s &%%% ?&thlfné@gg lb%e&gﬁ dﬁg??\]o(?lg%mnﬁ onmycin treated
cell' s Mouse Enb?xymp‘lﬁi 25? @ﬂfﬂbhﬂ@d K”WE mFlag@ﬂ‘ﬂ@rqup M epls Wdtumpll‘f goleEdid nt o S- phase
but show appar e&trm%@lﬁ%kﬂ Al ﬂop&afnﬂlctttﬂ%u%{ MH?M%%tc(n%l%mcsm' 69 ABYy be rel at ed
to the inabilit mtonycin treated cells to separate the DNA strands at
mtosis. Exanpl 1§a”>rﬁéﬁ<?§fné%rﬁnlw iEpeioé the Aergpogifions SF this| disglogrge gXPRIYS cel | s
102631A maj or | infiat @tabIRAmE: oSRMMAIZLEon TRAICR IRt ARicPEasbfESsdusce LORIWouliEl at i ve
resi stance to conventi ?nal met hods of t];gnsfectl on.and viral transduction. In

addi tion to t hePFPTHIZGHIYPRIR) FiSdriat fUstly ApBdhe spiprisgct of Pe U4 Basy to
transfect in vitro. To conpare ftansfection efficiency, in EXPRES and hES
cells were transfected in culture with EGF P and anal yzed by fl uorescence

m croscopy and flow cytonetrie nethods. [0264] Met hods: EXPRES 01 cells were
seeded on human fibronectin coated (bug/nid 6 well tissue culture plates in
grow h medi um conprising 2% FBS in DM F12, Activin-A (100 ng/nl), w n3a (10-20
ng/ mL) and 1CGE (50 ng/nml). For cell clusters hES cell were passaged by routine
met hods usi ng col | agenase into MATRLGEL coated 6 well culture plates, and
grown in MEF condltloned hES nedlun1 For S|ngle ceIIs hES cells were passaged

T — P



reconi bi nant human Activin-A (R& Systens), and 20ngl ml reconbi nant nouse

Wit 3a (R&D Systens). G owth nmediumfor EXPRES 01 cells al so contained 50ngi m
r econbi nant ‘ﬁﬁﬁ‘ﬁ'ﬁ’i 831 (R&D Systens). Both cell |ines wdCEUYSHIWIHEy grown at
37C in all atnosphere of |ow oxygen (3% and 5% CO . EXPRES 01 and EXPRES 02
cells were released fromculture as a single cell suspension using TrypLE
enzymatic digestion (lnvitrogen, CA) then washed and counted to determ ne
accurate cell nifHbBER H)HEPR}W&’BFCM SE°§3“ Tl gapsiayn algpdyerpbiired ndhegPirgesdfom 1, 250 to
8|0 ooo(ggl S \Aefecgieﬂbeﬂﬁ rAlb@Jm]gblé ot Qlufﬁf;mﬁﬁhaff ?rﬁh’rgdgﬁﬁfdnfbelﬂﬂﬁéseﬂcw\%| fos ofco a 96I wel |
pl at e rni ng- Cost inal, vo of 1 nl cul ture medi um ntro

wel I's were al so° XFPB‘.%O%%dé (%e L é&heﬁ%g;rlgjont ai ned an equi val ent vol une of
culture nmediumwi thout cells. Plates were allowed to equilibrate overnight in
a humi di 1018H charmermbodoisbatiedaemderonstsendalichrt peaoxygéncritgddC2 at 37C.

During this ti n?hongaeezgﬁkug @t hached 7. smﬂelzgymcwgg WRGSTW, by, var ying
degrees of confl uegggp ependent upon'the initial seeding density. After

over ni ght cul t ube 1, P8I N%‘hé@‘ﬁ’t SECePIATPY E1498%Rqueous Assay; Pronega)
was added to each well. MS Is reduced to formazan and can be used as a

measur e @i172le hyduiogesfaseqaemdyioric defiicylist %(diel’eﬁbctdnyenmﬂlﬁmﬁlféniltmmlc sten t he nunber
of iV cells, QeRLal R RS sl uLnedsld Lot ayden eiidieqhi e an i dent i ca
paral l el plate Was™T AcUbat €d™ i RoT e okt ( f 5 hours, absorbance
was read at 490mnmptb¢1esas®petstm®1ﬁ¢wrorref lnuncanpinarlyemc eemieeﬂls (Vwbcbueumde@pm@ew ces).
Statistical cal Gl QAR LRl AR, SRS ANMALHLAGHE Abi 0O ARCICPRLCCN!
coefficient of variation wer e” det er m ned replcate sanple sets within
each plate and Qlﬂielﬁ waib o difsrgntiabion jsrimpartedysing g nigditgyserlitpoedbysiulinrmg |

[0267] St andard RE W aﬁ&ﬁ’erl@éf t%‘e”tAh%Hl%\fel}ﬂ{h@QJow@lf of‘ﬁ%ﬁér@éﬂb%nfé@leh&es _
denonstrate tha S cells can be evenly distributed between wells for high
plating effici e‘f?@@lnaf?f‘&erg@f‘éﬂulwéq Vithogt %‘F?mlﬁ@ﬁﬂbﬂﬂl&“ﬁ@ Piitge chaaistly Vi1 a-f). As
seen wWith aver agenQDAfkuint eadi ngs for equival ent nunbers of cells, the EXPRES
01 line has a higher net abol ic activity than the EXPRES 02 |ine. For each

EXPRES ll(j:(ﬂg?;] pefncen@) ccm 1gl%ntbt(1:"ut V\E%Irrllbtg]rg tV\Dcc?lL g‘r ?Sltla?l gl%? %ctdlt here are no
differences™in ne 19 aCIVIt IX ‘f condi tions reg aryafess of

at nospheri c oxyfyedr ¢ee1vé1ht§upmrtttlmImmsmgnhryqnersmnacsﬂaiyi vai@us e Tbelldmanunbers per
wel |- within the i NGar d 346! dtt@aaﬂ SWenfBAGs AELANTIAE e BYALARPNI NG
average OD read?n 5 (F ture nt?r.;e | ess t a??yezo OtOSO ceF(it /f ﬁﬁ %/e “EXPRES 01 and
| ess than 40, 00'@“@@16} 91,emmp01ftwOléxﬁilreesfblznam@@mmcatﬁmeslbrvéﬂw differences in

oxygen | evel s difh.R6he abligth SRtéhBioncel | nunber results in this short-term
assay. These resuI ts suggest t hat EXPRES cells are amenabl e to screeni ng

pr ot ocol t oxi c effects of var .QUS on cell
Do £ Tor . aFamel RavhBuedmed SREEr oGt Rt B s AR e ot 1 5
Derived from EXB’RE)Sz(IOétlIIQ IIMGB)ZLPrVémQOG(sMéQ@amdDGM eSBal Gefih2: B%@t 998XPRES cel | s
can be derivedv\%{1 errbryoni c stemcells and can be readily expanded on TCPS
in various gro media.. Most of these nmedia fornulation contain IGF as a
suppl enent _or insulin/IGF in 2% FBS used in the gromh nedia. These factors
have beei1dPownAt gxamaliohr ehepicafefedinatmyeeyitiy BOYH it hePPErEN¥ridsc pat hway
(Stemcells, 25n2P5:36und2003d0070dM0@NTE er native nedia was fornul ated based on
DMt F12 + O. 5% FBS + 100 ng/m' AA + 20 ng/iTi VWNT3A + 100 nk4 GSK-3B inhibitor
TX (furt r ef d.t ia f DE cel S 01 at passage
27 cel | Sh(glsf)]t urg aglc c1%1 urcm dla%ay be geft/j\oen';thc lelowmlg co%l?oncr)ts 51%%% i he sane rate
as cells cul ture@mph Wm’é modﬁ%iﬁmesmqsm@n AR, ;&Abw#zwaﬁ@%m VWNT3A + 50
ngim |G-l PURLREEABNBeccGehbdinGH LS %dh%&k?%l\%ﬁ)"@‘oe@%@& . DE cells

expressed strong DE markers by real - ure 33) through three
passages. Approﬁ?%f@/%ﬁWl?T%EMbae%mle@wex%Qp@é\éédﬂl@@m(}m@ §L0&9-84) norEx anpl e 27

si RNA Knockdowne@fyidi afnd taciPedl@fon! Gib& RS0 98- |n%r<{39t8§94n€i Gighh @Mi7sknockdown of
target genes in human enbryonic stemcells u s severely linited by

the ability to ]%Pé‘ﬁflé‘i?@m'h‘fl%j]ﬁb"r“@\f’ér@laﬁfgr‘l“fﬂéﬁé‘r‘)é@Fg@nGlbﬁoNr’r?é?l O&hbryoni ¢ stem
cells grown as cluster colonies. EXPRES cells are easily transfected with

si RNA usi ng conventional nethods, and thus offer a valuable systemto screen
si RNA ol i go sequences, as well as evaluat® the role played by targeted genes.
[ 0270] Met hods: EXPRES 03 cells were seeded on fibronectin coated (10pg/nml) 6
wel |l tissue culture plates in growth nedi um conprising 2% FBS in DVEM F12,
Activin-A (100 ng/nml), wnt3a (10-20 ng/nl) and 1G- (50 ng/m ). For 6 well

pl ates, 200,000 cells were seeded 24 Ins prior to transfectlon W|th t he si RNA

A — -—rn NN



Exanpl e 29 Karyotype Anal ysis The karyotype of EXPRES 01 cells at passage 20
and EXPRES 02 cells at passage 15 was determ ned by G band analxsis.

Oyt ogenet i c ¥AAIWE{4%nas perforned on twenty-one G bandd§TeEP1'Y4138m EXPRES 01
and on twenty G banded cells from EXPRES 02. Half of the G bandcd EXPRES 01
cells showed a normal 46XX karyotypc while the rest showed abnormal karyotype
such as trisony 17. The EXPRES 02 |ine al so showed a chronpsone rearrangenent
with a difi7flcat ineRc grbodingts the fpmangmbpyoaic skpsribeiriad Wi piadlRuitEg anpl e 30
Derivation of EXbia® tkhelsltsatd @ & tDusRenséinOd thdingloes duiResbibr yoni ¢ St em
Cells in the Presence of a %h@-Kingse,QEOCK) | nhi iﬁor,.0274 Cells fromthc
human enbr yoni ¢™&P8/ JBPTC SIPRE™ER> B rHuhy an $8rerqIRas MRt @I r ed under
hypoxi ¢ condi t i anisas( fppraoyicndse ldyrivad6r@s paskaent atembeasdr thidnmeefopapsages. The
cells were cultured in F- CM . suppl enent ed, wi t h ng/ of . bEGF, _and pl ated on
VATRIGEL coat ed it mesa e M TRlivdt " S b BleBhor

confl uency, t hesubsitateuy M\ TREGE. @eposBikdngonTr MATRITEL iEx prlddspremtagbn on

(Tnvi trogen, CA}.f @hocRdth ASm-SEL-RARAT ORI daf o M—‘oom&gﬁe?ﬁ&g?odfoﬂnﬂa DM F12 + 2%
FBS medi um recovere§ bg centrifiigation" and counted using a henoeytoneter.
The rel eased celepapstijeieebaseegegenalrant000- 10, 000 cel Is/cm on tissue cul ture
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| sotype Catal og# SSEA-1 Chem con (CA) Muuse 1gM MAB4301 SSEA-3 Chem con (CA)
Mouse | gG3 MAB4303 SSEA-4 Chem con (CA) Rat |1gM MAB1435 | RA 1-60 Chem con (CA)
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[0183] For cxample, human cmbryonic stem cclls may be differentiated into cclls cxpressing
markers characteristic of the definitive endoderm lineage according to the methods
disclosed in Shinozaki er al, Development 131, 1651 - 1662 (2004).

[0184] For cxample, human cmbryonic stem cclls may be differentiated into cells cxpressing
markers characteristic of the definitive endoderm lineage according to the methods
disclosed in McLean er al/, Stem Cells 25, 29 - 38 (2007).

Differentiation of human emmbryonic stem cells cultured on an extracellular matrix

into cells expressing markers characteristic of the definitive endoderm lineage

[0185] In one embodiment, the present invention provides a method for differentiating human
embryonic stem cells expressing markers characteristic of the definitive endoderm

lineage, comprising the steps of:

a. Plating the human embryonic stem cells on a tissue culture substrate coated

with an extracellular matrix, and
b. Culturing the human embryonic stem cells with activin-A and a Wnt ligand.

[0186] The cells expressing markers characteristic of the definitive endoderm lineage are then
subsequently treated by the methods of the present invention to form cells expressing

pluripotency markers and markers characteristic of the definitive endoderm lineage.

[0187] Culturing the human embryonic stem cells with activin-A and a Wnt ligand may be
performed in a single culture medium. Alternatively, culturing the human embryonic
stem cells with activin-A and a Wnt ligand may be performed in more than one culture
media. In one embodiment, culturing the human embryonic stem cells with activin-A

and a Wnt ligand is performed in two culture media.

[0188] Extracellular Matrix: In onc aspcct of the present invention, the human cmbryonic
stem cells are cultured and differentiated on a tissue culture substrate coated with an
extracellular matrix. The extracellular matrix may be a solubilized basement
membrane preparation extracted from mouse sarcoma cells (which is sold by BD
Bioscicnecs undcr the tradec name MATRIGEL). Alternatively, the cxtracellular matrix

may be growth factor-reduced MATRIGEL. Alternatively, the extracellular matrix
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[0189]

[0190]

[0191]

[0192]

[0193]

may fibroncctin. In an altcrnatc cmbodiment, the human cmbryonic stem cclls arc

cultured and differentiated on tissue culture substrate coated with human serum.

The extracellular matrix may be diluted prior to coating the tissue culture substrate.
Examplcs of suitablc mcthods for diluting the cxtraccllular matrix and for coating the
tissue culture substrate may be found in Kleinman, H.K., ef al., Biochemistry 25:312
(1986), and Hadley, M.A., et al., J.Cell.Biol. 101:1511 (1985).

In one embodiment, the extracellular matrix is MATRIGEL. In one embodiment, the
tissue culture substrate is coated with MATRIGEL at a 1:10 dilution. In an alternate
embodiment, the tissue culture substrate is coated with MATRIGEL at a 1:15 dilution.
In an alternate embodiment, the tissue culture substrate is coated with MATRIGEL at a
1:30 dilution. In an alternate embodiment, the tissue culture substrate is coated with

MATRIGEL at a 1:60 dilution.

In one embodiment, the extracellular matrix is growth factor-reduced MATRIGEL. In
one embodiment, the tissue culture substrate is coated with growth factor-reduced
MATRIGEL at a 1:10 dilution. In an altcrnatc cmbodiment, the tissuc culturc substratc
is coated with growth factor-reduced MATRIGEL at a 1:15 dilution. In an alternate
embodiment, the tissue culture substrate is coated with growth factor-reduced
MATRIGEL at a 1:30 dilution. In an alternate embodiment, the tissue culture substrate

1s coatcd with growth factor rcduced MATRIGEL at a 1:60 dilution.

Differentiation of human embryonic stem cells into cells expressing markers
characteristic of the definitive endoderm lineage on an extracellular matrix, using a
single culture medium: In one embodiment, the present invention provides a method
for differentiating human embryonic stem cells expressing markers characteristic of the

definitive endoderm lineage, comprising the steps of:

a. Plating the human embryonic stem cells on a tissue culture substrate coated

with an cxtraccllular matrix, and
b. Culturing the human embryonic stem cells with activin-A and a Wnt ligand.

The culturc medium should contain sufficicntly low concentrations of ccrtain factors to

allow the differentiation of human embryonic stem cells to definitive endoderm, such
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[0194]

[0195]

[0196]

[0197]

[0198]

[0199]

86 AF 1759 Gata6 R&D Systens Goat 1gG AF1700 Ecad R&D Syst ens

WY 1NESm R&D Systens Mouse | gG MAB777 HNF PICH/URRIP/E)8Bens Goat

as, for cxamplc insulin and 1GF (as discloscd in W02006020919). This may be
achieved by lowing the serum concentration, or alternatively, by using chemically
defined media that lacks insulin and IGF. Examples of chemically defined media are
disclosed in Wiles ef al (Exp Cell Res. 1999 Feb 25; 247(1): 241-8.).

The culture medium may have a serum concentration in the range of about 0% to about
10%. In an alternate embodiment, the concentration may be in the range of about 0%
to about 5%. In an alternate embodiment, the concentration may be in the range of
about 0% to about 2%. In an alternate embodiment, the concentration may be about

2%.

The time of culturing with activin-A and a Wnt ligand may range from about 1 day to
about 7 days. In an alternate embodiment, the time of culturing may range from about
1 day to about 3 days. In an alternate embodiment, the time of culturing may be about

3 days.

Activin-A may be used at any concentration suitable to cause differentiation of the
human cmbryonic stcm cclls. The concentration maybe from about 1pg/ml to about
100ug/ml. In an alternate embodiment, the concentration may be about 1pg/ml to
about 1pg/ml. In another alternate embodiment, the concentration may be about
1pg/ml to about 100ng/ml. In another alternate embodiment, the concentration may be
about 50ng/ml to about 100ng/ml. In anothcr altcrnatc cmbodiment, the concentration

may be about 100ng/ml.

The choice of the Wnt ligand may be optimized to improve the efficiency of the
differentiation process. The Wnt ligand may be selected from the group consisting of
Wnt-1, Wnt-3a, Wnt-5a and Wnt-7a. In one embodiment, the Wnt ligand is Wnt-1. In

an alternate embodiment, the Wnt ligand is Wnt-3a.

The Wnt ligand may be at a concentration of about 1Tng/ml to about 1000ng/ml. Tn an

altcrnatc cmbodiment, the concentration may be about 10ng/ml to about 100ng/ml.

The single culture medium may also contain a GSK-3B inhibitor. The GSK-3B
inhibitor may be selected from the group consisting of GSK-3B inhibitor IX and GSK-
3B inhibitor X1. In onc cmbodiment, thc GSK-3B inhibitor 1s GSK-3B inhibitor 1X.
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[0200] Whcn culturing human cmbryonic stem cells with a GSK-3B inhibitor, the
concentration of the GSK-3B inhibitor may be from about 1nM to about 1000nM. In
an alternate embodiment, the human embryonic stem cells are cultured with the GSK-

3B inhibitor at a concentration of about 10nM to about 100nM.

[0201] The single culture medium may also contain at least one other additional factor that
may enhance the formation of cells expressing markers characteristic of the definitive
endoderm lineage from human embryonic stem cells. Alternatively, the at least one
other additional factor may enhance the proliferation of the ells expressing markers
characteristic of the definitive endoderm lineage formed by the methods of the present
invention. Further, the at least one other additional factor may enhance the ability of
the cells expressing markers characteristic of the definitive endoderm lineage formed
by the methods of the present invention to form other cell types, or improve the

efficiency of any other additional differentiation steps.

[0202] The at least one additional factor may be, for example, nicotinamide, members of TGF-
p family, including TGF-B1, 2, and 3, serum albumin, members of the fibroblast growth
factor family, platclct-derived growth factor-AA, and —BB, platclet rich plasma, insulin
growth factor (IGF-1, II), growth differentiation factor (GDF-5, -6, -8, -10, 11),
glucagon like peptide-I and II (GLP-I and II), GLP-1 and GLP-2 mimetobody,
Exendin-4, retinoic acid, parathyroid hormone, insulin, progesterone, aprotinin,
hydrocortisone, cthanolamine, beta mercaptocthanol, cpidermal growth factor (EGF),
gastrin I and II, copper chelators such as, for example, triethylene pentamine, forskolin,
Na-Butyrate, activin, betacellulin, ITS, noggin, neurite growth factor, nodal, valporic
acid, trichostatin A, sodium butyrate, hepatocyte growth factor (HGF), sphingosine 1,
VEGF, MG132 (EMD, CA), N2 and B27 supplements (Gibco, CA), steroid alkaloid
such as, for example, cyclopamine (EMD, CA), keratinocyte growth factor (KGF),
Dickkopf protein family, bovine pituitary extract, islet neogenesis-associated protein
(INGAP), Indian hedgehog, sonic hedgehog, proteasome inhibitors, notch pathway

inhibitors, sonic hedgehog inhibitors, or combinations thereof.

[0203] The at least one other additional factor may be supplied by conditioned media obtained
from pancreatic cells lines such as, for example, PANC-1 (ATCC No: CRL-1469),
CAPAN-1 (ATCC No: HTB-79), BxPC-3 (ATCC No: CRL-1687), HPAF-TT (ATCC
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Antitrypsin DAKO (CA) Rabbit A0012 islet 1 R& Systems CGoat |gG AF1837 Table
TB: List of secondary conjugated antibodi es used for FACS and i mruno st aini ng
anal ysi s. Se‘&%ﬁ‘d’é’ﬂiﬁ"éonj ugat ed Antibody Supplier Diluti &&TESAY"XH#48- Mouse TgG
APC conj ugat ed Jackson | mmunoResearch (PA) 1:200 Goat Anti-Muse |gG PE

conj ugat ed Jackson | munoResearch (PA) 1:200 Donkey anti-rabbit PE or - ARC

conj ugat ed Jackson | munoResearch (PM 1:200 Donkeﬁ/ anti-goat PE or - APC
conj ugat ed Jack@%nCWéﬁé@é&?@HmﬁjAﬁh . fongrampsticrie (A Houde HEPvi PE

8065), and intestinal cell lines such as, for example, FHs 74 (ATCC No: CCL-241).

[0204] Differentiation of human embryonic stem cells into cells expressing markers
charactcristic of thc dcfinitive ecndoderm lincage on an cxtraccllular matrix, using two
culture media: Differentiation of human embryonic stem cells into cells of a definitive
endoderm lineage may be accomplished by culturing the human embryonic stem cells
with activin-A and a Wnt ligand using two culture media. Thus, the differentiation of

the human embryonic stem cells may be accomplished as follows:

a. Plating the human embryonic stem cells on a tissue culture substrate coated

with an extracellular matrix,

b. Culturing the human embryonic stem cells with activin-A and a Wnt ligand in a

first culture medium, and

c. Culturing the human embryonic stem cells with activin-A in a second culture

mcdium.

[0205] The first culture medium may contain serum at a low concentration, and the second
culture medium may contain serum at a higher concentration than the first culture

medium.
[0206] The second culture medium may contain a Wnt ligand.

[0207] First Culture Medium: The first culture medium should contain sufficiently low

concentrations of certain factors to allow the differentiation of human embryonic stem
cells into cells expressing markers characteristic of the definitive endoderm lineage,
such as, for example insulin and IGF (as disclosed in W02006020919). This may be
achieved by lowing the serum concentration, or alternatively, by using chemically
dcfined media that lacks insulin and IGF. Examplcs of chemically defined media arc
disclosed in Wiles ef al (Exp Cell Res. 1999 Feb 25; 247(1):241-8.).

[0208] Tn the first culture medium there may be a lower concentration of serum, relative to the
sccond culturc medium. Incrcasing the scrum concentration in the sccond culture

medium increases the survival of the cells, or, alternatively, may enhance the
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CCKHs00174937 nihngedbx 10da081 RGA5k 108, Alternatively, the serum concentration of the first

medium may be in the range of about 0% to about 2%. Alternatively, the serum
concentration of the first medium may be in the range of about 0% to about 1%.

Altcrnatively, the scrum concentration of the first medium may be about 0.5%.

[0209] When culturing the human embryonic stem cells with activin-A and a Wnt ligand using
at least two culture media, the time of culturing in the first culture medium may range

from about 1 day to about 3 days.

[0210] Activin-A may be used at any concentration suitable to cause differentiation of the
human embryonic stem cells. The concentration maybe from about 1pg/ml to about
100pg/ml. In an alternate embodiment, the concentration may be about Ipg/ml to
about 1pg/ml. In another alternate embodiment, the concentration may be about
Ipg/ml to about 100ng/ml. In another alternate embodiment, the concentration may be
about 50ng/ml to about 100ng/ml. In another altemate embodiment, the concentration

may be about 100ng/ml.

[0211] The choice of the Wnt ligand may be optimized to improve the efficiency of the
differentiation process. The Wnt ligand may be selected from the group consisting of
Wat-1, Wnt-3a, Wnt-5a and Wnt-7a. In one embodiment, the Wnt ligand is Wnt-1. In

an altcrnatc cmbodiment, the Wnt ligand is Wnt-3a.

[0212] The Wnt ligand may be at a concentration of about 1ng/ml to about 1000ng/ml. In an

alternate embodiment, the concentration may be about 10ng/ml to about 100ng/ml.

[0213] The first culture medium may also contain a GSK-3B inhibitor. The GSK-3B inhibitor
may be added to the first culture medium, to the second culture medium, or to both the

first and second culture media.

[0214] The GSK-3B inhibitor may be sclected from the group consisting of GSK-3B inhibitor
IX and GSK-3B inhibitor XI. In one embodiment, the GSK-3B inhibitor is GSK-3B
inhibitor IX.

[0215] When culturing human cmbryonic stcm cells with a GSK-3B inhibitor, the
concentration of the GSK-3B inhibitor may be from about 1nM to about 1000nM. In

36



Cdx2Hs00230919 mil CEBPaHs00269972 s1 CEBPbHs00942496 s1 Cer ber usHs00193796 ni
CFCL (Cripto)Hs00414425 ml CGAHs00174938 ml CK19 (KRT19) Hs00761767 s1 CLDN4
(cl audi n4) HWB3%38%38%s1 C- Myc Bi ndi ng Prot ei nHs00429315 *§T/ a1 N 34§32

(a. 1B- 1) Hs00939759 s1 Connexi n45Hs00271416 s1 CTNNplHs00170025 m
CXCR4Hs00237052 il Cyl ci n- D1Hs00277039 mi Dapper 1 ( DACT- 1)HsOO420410 ml
DKK1Hs00183740_nl DKK4Hs00205290 m 1 Endogl i nHs00164438 Ex01Hs00243513 ml
F3Hs00175225 mi*"RARIRe o eUEIct HE TragiRn e EssescH af%@#&’@%ﬁbélié‘@és n

FGFR1Hs 0024111 13mrhhib@rRBHsR0:L#2D3 9t sibuiGRR4- 820248558 mL Fl k1Hs00911705_g1

[0216] The first culture medium may also contain at least one other additional factor that may
cnhancc the formation of cclls cxpressing markers characteristic of the definitive
endoderm lineage from human embryonic stem cells. Alternatively, the at least one
other additional factor may enhance the proliferation of the cells expressing markers
characteristic of the definitive endoderm lineage formed by the methods of the present
invention. Further, the at least one other additional factor may enhance the ability of the
cells expressing markers characteristic of the definitive endoderm lineage formed by
the methods of the present invention to form other cell types, or improve the efficiency

of any other additional differentiation steps.

[0217] The at least one additional factor may be, for example, nicotinamide, members of the
TGF-B family, including TGF-B1, 2, and 3, serum albumin, members of the fibroblast
growth factor family, platelet-derived growth factor-AA, and —BB, platelet rich plasma,
insulin growth factor (IGF-I, IT), growth differentiation factor (GDF-5, -6, -8, -10, 11),
glucagon likc peptide-1 and 11 (GLP-1 and 1), GLP-1 and GLP-2 mimctobody,
Exendin-4, retinoic acid, parathyroid hormone, insulin, progesterone, aprotinin,
hydrocortisone, ethanolamine, beta mercaptoethanol, epidermal growth factor (EGF),
gastrin [ and T1, copper chelators such as, for example, triethylene pentamine, forskolin,
Na-Butyrate, activin, bctaccllulin, ITS, noggin, ncuritc growth factor, nodal, valporic
acid, trichostatin A, sodium butyrate, hepatocyte growth factor (HGF), sphingosine-1,
VEGF, MG132 (EMD, CA), N2 and B27 supplements (Gibco, CA), steroid alkaloid
such as, for example, cyclopamine (EMD, CA), keratinocyte growth factor (KGF),
Dickkopf protein family, bovine pituitary extract, islet neogenesis-associated protein
(INGAP), Indian hedgehog, sonic hedgehog, proteasome inhibitors, notch pathway

inhibitors, sonic hedgehog inhibitors, or combinations thereof.

[0218] The at least one other additional factor may be supplied by conditioned media obtained
from pancrcatic cclls lincs such as, for cxamplc, PANC-1 (ATCC No: CRL-1469),
CAPAN-1 (ATCC No: HTB-79), BxPC-3 (ATCC No: CRL-1687), HPAF-II (ATCC
No: CRL-1997), hepatic cell lines such as, for example, HepG2 (ATCC No: HTB-
80065), and intestinal cell lines such as, for example, FHs 74 (ATCC No: CCL-241).
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hHI F1aHs0015315gclds, for example, insulin and IGF (as disclosed in WO2006020919), at a sufficient
concentration to promote the survival of the cultured cells. This may be achieved by
increasing the serum concentration, or, alternatively, by using chemically defined
mcdia wherce the concentrations of insulin and IGF arc incrcased rclative to the first
culture medium. Examples of chemically defined media are disclosed in Wiles et al
(Exp Cell Res. 1999 Feb 25; 247(1): 241-8.).

[0220] In a second culture medium having higher concentrations of serum, the serum
concentration of the second culture medium may be in the range about 0.5% to about
10%. Alternatively, the serum concentration of the second culture medium may be in
the range of about 0.5% to about 5%. Alternatively, the serum concentration of the
second culture medium may be in the range of about 0.5% to about 2%. Alternatively,
the serum concentration of the second culture medium may be about 2%. When
culturing human embryonic stem cells with the second culture medium, the time of

culturing may range from about 1 day to about 4 days.

[0221] Similar to the first culturc medium, Activin-A may bc used at any concentration
suitable to cause differentiation of the human embryonic stem cells. The concentration
maybe from about 1pg/ml to about 100ug/ml. In an alternate embodiment, the
concentration may be about 1pg/ml to about 1ug/ml. In another alternate embodiment,
thc concentration may be about 1pg/ml to about 100ng/ml. In another altcrnate
embodiment, the concentration may be about 50ng/ml to about 100ng/ml. In another

alternate embodiment, the concentration may be about 100ng/ml.

[0222] The Wnt ligand may be at a concentration of about Ing/ml to about 1000ng/ml. In an

alternate embodiment, the concentration may be about 10ng/ml to about 100ng/ml.

[0223] The Wnt ligand may be selected from the group consisting of Wnt-1, Wnt-3a, Wnt-5a
and Wnt-7a. Tn one embodiment, the Wnt ligand is Wnt-1. In an alternate

cmbodiment, the Wnt ligand 1s Wnt-3a.

[0224] The second culture medium may also contain a GSK-3B inhibitor. The GSK-3B
inhibitor may be added to the first culture medium, to the second culture medium, or to

both the first and sccond culturc media.
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inhibitor IX.

[0226] When culturing human cmbryonic stem cells with a GSK-3B inhibitor, the
concentration of the GSK-3B inhibitor may be from about 1nM to about 1000nM. In
an alternate embodiment, the human embryonic stem cells are cultured with the GSK-

3B inhibitor at a concentration of about 10nM to about 100nM.

[0227] Similar to the first culture medium, the second culture medium may also contain at
least one other additional factor that may enhance the formation of cells expressing
markers characteristic of the definitive endoderm lineage from human embryonic stem
cells. Alternatively, the at least one other additional factor may enhance the
proliferation of the cells expressing markers characteristic of the definitive endoderm
lineage formed by the methods of the present invention. Further, the at least one other
additional factor may enhance the ability of the cells expressing markers characteristic
of the definitive endoderm lineage formed by the methods of the present invention to
form othcr ccll typcs, or improve the ctficicney of any other additional ditferentiation

steps.

[0228] The at least one additional factor may be, for example, nicotinamide, members of the
TGEF-B family, including TGF-B1, 2, and 3, scrum albumin, mcmbcrs of the fibroblast
growth factor family, platelet-derived growth factor-AA, and —BB, platelet rich plasma,
insulin growth factor (IGF-I, IT), growth differentiation factor (GDF-5, -6, -8, -10, 11),
glucagon like peptide-I and II (GLP-I and IT), GLP-1 and GLP-2 mimetobody,
Exendin-4, retinoic acid, parathyroid hormone, insulin, progesterone, aprotinin,
hydrocortisone, ethanolamine, beta mercaptoethanol, epidermal growth factor (EGF),
gastrin I and II, copper chelators such as, for example, triethylene pentamine, forskolin,
Na-Butyrate, activin, betacellulin, ITS, noggin, neurite growth factor, nodal, valporic
acid, trichostatin A, sodium butyrate, hepatocyte growth factor (HGF), sphingosine-1,
VEGF, MG132 (EMD, CA), N2 and B27 supplcments (Gibco, CA), stcroid alkaloid
such as, for example, cyclopamine (EMD, CA), keratinocyte growth factor (KGF),

Dickkopf protein family, bovine pituitary extract, islet neogenesis-associated protein
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[0229] The at least one other additional factor may be supplied by conditioned media obtained
from pancrcatic cclls lines such as, for cxample, PANC-1 (ATCC No: CRL-1469),
CAPAN-1 (ATCC No: HTB-79), BXxPC-3 (ATCC No: CRL-1687), HPAF-IT (ATCC
No: CRL-1997), hepatic cell lines such as, for example, HepG2 (ATCC No: HTB-
8065), and intestinal cell lines such as, for example, FHs 74 (ATCC No: CCL-241).

[0230] The present invention is further illustrated, but not limited by, the following examples.
Example 1
Human Embryonic Stem Cell Culture

[0231] Stem cells are undifferentiated cells defined by their ability at the single cell level to
both self-renew and differentiate to produce progeny cells, including self renewing
progenitors, non-rencwing progenitors, and terminally differentiated cells. Stem cells
are also characterized by their ability to differentiate in vitro into functional cells of
various cell lineages from multiple germ layers (endoderm, mesoderm and ectoderm),
as well as to give rise to tissues of multiple germ layers following transplantation and to

contribute substantially to most, if not all, tissues following injection into blastocysts.

[0232] The human embryonic stem cell lines H1, H7 and H9 were obtained from WiCell
Research Institute, Inc., (Madison, WI) and cultured according to instructions provided
by the source institute. Briefly, cells were cultured on mouse embryonic fibroblast
(MEF) feeder cells in ES cell medium consisting of DMEM/F12 (Invitrogen/GIBCO)
supplemented with 20% knockout serum replacement, 100 nM MEM nonessential
amino acids, 0.5 mM beta-mercaptoethanol, 2mM L-glutamine with 4ng/ml human
basic fibroblast growth factor (bFGF) (all from Invitrogen/GIBCO). MEF cells,
derived from E13 to 13.5 mousc cmbryos, were purchased from Charles River. MEF
cells were expanded in DMEM medium supplemented with 10% FBS (Hyclone), 2mM
glutamine, and 100 mM MEM nonessential amino acids. Sub-confluent MEF cell
cultures were treated with 10pg/ml mitomycin C (Sigma, St. Louis, MO) for 3h to
arrcst ccll division, then trypsinized and plated at 2x104/cm?2 on 0.1% bovine gelatin-

coated dishes. MEF cells from passage two through four were used as feeder layers.
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Vi mHs 00185584 _mdn atmosphere of 5% CO, within a humidified tissue culture incubator. When
confluent (approximately 5-7 days after plating), human embryonic stem cells were
treated with 1mg/ml collagenase type IV (Invitrogen/GIBCO) for 5-10 min and then
gently scraped off the surtace using a S-ml pipcettc. Cclls were centrifuged at 900 rpm
for 5 min, and the pellet was resuspended and re-plated at a 1:3 to 1:4 ratio of cells in

fresh culture medium.

[0233] In parallel, HI, H7, and H9 human embryonic stem cells were also seeded on plates
coated with a 1:30 dilution of growth factor reduced MATRIGEL (BD Biosciences)
and cultured in MEF-conditioned media supplemented with 8 ng/ml bFGF. The cells
cultured on MATRIGEL were routinely passaged with collagenase IV
(Invitrogen/GIBCO), Dispase (BD Biosciences) or LIBERASE enzyme . Some of the
human embryonic stem cell cultures were incubated under hypoxic conditions

(approximately 3% O,).
Example 2
Fluorescence-Activated Cell Sorting (FACS) Analysis

[0234] Adhered human embryonic stem cells were removed from culture plates by a five-
minutc incubation with TrypLE'™ Exprcss solution (Invitrogen, CA). Rclcascd cclls
were resuspended in human embryonic stem cell culture medium and recovered by
centrifugation, followed by washing and resuspending the cells in a staining buffer
consisting of 2% BSA, 0.05% sodium azide in PBS (Sigma, MO). As appropriate, the
cells were Fc-receptor blocked for 15 minutes using a 0.1% y—globulin (Sigma)
solution. Aliquots (approximately 1x10° cells) were incubated with either
phycoerythirin (PE) or allophycocyanin (APC) conjugated monoclonal antibodies (5 pul
antibody per 1x10° cells), as indicated in Table 1A, or with an unconjugated primary
antibody. Controls included appropriate isotype matched antibodies, unstained cells,
and cclls staincd only with sccondary conjugatcd antibody. All incubations with
antibodies were performed for 30 mins at 4°C, after which the cells were washed with
the staining buffer. Samples that were stained with unconjugated primary antibodies
were incubated for an additional 30 mins at 4°C with secondary conjugated PE or —

APC labcled antibodics. Scc Table 1B for a list of sccondary antibodics uscd. Washed
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at least 10,000 events.
Example 3
Immunocytochemistry

[0235] Adhered cells were fixed with 4% paraformaldheyde for 20 min at room temperature.
Fixed cells were blocked for 1 h at room temperature with PBS/0.[%BSA/10% normal
chick serum /0.5% Triton X-100 and then incubated overnight with primary antibodies
in PBS/0.1%BSA/10% normal chick serum at 4°C. The list of primary antibodies and
their working dilutions are shown in Table IA. After three washes in PBS/0.1% BSA,
fluorescent secondary antibodies (Table 1B) at a 1:100 dilution in PBS were incubated
with cells for 1 h at room temperature to allow binding, Control samples included
reactions where the primary antibody was omitted or where the primary antibody was
replaced with corresponding matched negative control immunoglobulins at the same
concentration as the primary antibodics. Staincd samples werc rinscd; a drop of
PROLONG® (Invitrogen, CA) containing diamidino-2-phenylindole, dihydrochloride
(DAPI) was added to each sample to counter-stain the nucleus and to function as an
anti-fade reagent. Images were acquired using a Nikon Confocal Eclipse C-1 inverted

microscope (Nikon, Japan) and a 10-60X objcctive.
Example 4
PCR Analysis of ES Derived-Cells

[0236] RNA extraction, purification, and cDNA synthesis: RNA samples were purified by
binding to a silica-gel membrane (Rneasy Mini Kit, Qiagen, CA) in the presence of an
ethanol-containing, high-salt buffer followed by washing to remove contaminants. The
RNA was further purificd using a TURBO DNA-free kit (Ambion, INC), and high-
quality RNA was then eluted in water. Yield and purity were assessed by A260 and
A280 readings on a spectrophotometer. CDNA copies were made from purified RNA
using an ABI (ABI, CA) high capacity cDNA archive kit.
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[0237]

[0238]

Real-time PCR amplification and quantitative analysis: Unlcss othcrwisc stated, all
reagents were purchased from Applied Biosystems. Real-time PCR reactions were
performed using the ABI PRISM® 7900 Sequence Detection System. TAQMAN®
UNIVERSAL PCR MASTER MTX® (ABIT, CA) was used with 20 ng of reverse
transcribcd RNA in a total rcaction volume of 20 pl. Each cDNA samplc was run in
duplicate to correct for pipetting errors. Primers and FAM-labeled TAQMAN®probes
were used at concentrations of 200 nM. The level of expression for each target gene
was normalized using a human glyceraldehyde-3-phosphate dehydrogenase (GAPDH)
endogenous control previously developed by Applied Biosystems. Primer and probe
sets are listed in Table II. SOX-17 primers were designed using the PRIMERS
program (ABI, CA) and were the following sequences: SOX-17:
TGGCGCAGCAGATACCA, AGCGCCITCCACGACTTG, and
CCAGCATCTTGCTCAACTCGGCG. After an initial incubation at 50°C for 2 min
followed by 95°C for 10 min, samples were cycled 40 times in two stages - a
denaturation step at 95°C for 15 sec followed by an annealing/extension step at 60°C
for 1 min. Data analysis was carried out using GENEAMP®7000 Sequence Detection
System software. For each primer/probe set, a Ct value was determined as the cycle
numbcr at which the fluorcscence intensity rcached a specific valuc in the middle of the
exponential region of amplification. Relative gene expression levels were calculated
using the comparative Ct method. Briefly, for cach cDNA sample, the endogenous
control Ct value was subtracted from the gene of interest Ct to give the delta Ct value
(ACt). The normalized amount of targct was calculated as 2-ACt, assuming
amplification to be 100% efficiency. Final data were expressed relative to a calibrator

sample.
Example 5

Differentiation of Human Embryonic Stem Cells Cultured on Tissue Culture

Substrate Coated with MATRIGEL to Definitive Endoderm (DE)

Cclls from thc human cmbryonic stem ccll linc H9 at passage 54 werc cultured undcr
hypoxic conditions (approximately 3% O,) and plated on MATRIGEL (1:30 dilution)
coated dishes were exposed to DMEM/F12 medium supplemented with 0.5% FBS, 20
ng/ml WNT-3a (Catalog# 1324-WN-002, R&D Systems, MN), and 100 ng/ml Activin-
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A (R&D Systems, MN) for two days followed by trcatment with DMEM/F12 media

supplemented with 2% FBS and 100 ng/ml Activin-A (AA) for an additional 3-4 days.
Figure 1 depicts the expression of CXCR4 by FACS at day 4. Figure 2 displays the
real-time PCR data for cultures of cells from the human embryonic stem cell line H9
trcatcd with low scrum + AA + WNT3A at days 4 and 6. This protocol resulted in
significant upregulation of definitive endoderm markers. This procedure will be further

referred to as the DE (Definite Endoderm) protocol.
Example 6

Isolation and Expansion of Human Embryonic Stem Cell Derived Cells

Differentiated to the Definitive Endoderm Stage

[0239] Cells from the human embryonic stem cell lines H1 and H9 various passages (Passage
30-54) were cultured under hypoxic conditions (approximately 3% O,) for at least three
passages. The cells were cultured in MEF-CM supplemented with & ng/ml of bFGF
and plated on MATRIGEL coated plates according to Example 1. The cells were
cxposcd to the DE protocol outlined in Example 5. At days 3-6, the culturcs wcere
exposed to TrypLE™ Express solution (Invitrogen, CA) for 5 mins. Released cells
were resuspended in DMEM-F12 + 2% FBS medium, recovered by centrifugation, and
counted using a hemocytometer. The released cells were seeded at 1000-10,000
cells/em? on tissuc culturc polystyrenc (TCPS) treated flasks and cultured in DMEM-
F12 + 2% FBS + 100 ng/ml activin-A + 20 ng/ml WNT-3A under hypoxic conditions
(approximately 3% O,) at 37 °C in standard tissue culture incubator. The TCPS flaks
were not coated with MATRIGEL or other extracellular matrix proteins. The media
was changed daily. In some cultures, the media was further supplemented with 10-50
ng/ml of IGF-I (insulin growth factor-I from R&D Systems, MN) or 1X ITS (Insulin,
transferrin, and selenium from Invitrogen, Ca). In some of the culture conditions the
basal media (DM-F12 + 2% FBS) was further supplemented with 0.1 mM
mercaptoethanol (Invitrogen, CA) and non-essential amino acids (1X, NEAA from
Invitrogen, CA). The first passage cclls arc referred to as P1. In parallel, similar
cultures were established under normoxic conditions (approximately 21% O,). The

outline of this isolation procedure is depicted in Figure 3.
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[0240] Following 5-15 days of culturing, distinct ccll colonics appcarcd surrounded by a large
number of enlarged cells that appear to be in senescence (Figure 4a-b). At
approximately 50-60% confluency, the cultures were passaged by exposure to
TrypLE™ Express solution for 5 mins at room temperature. The released cells were
rcsuspended in DMEM-F12 + 2% FBS mcdium, recovered by centrifugation, and
seeded at 10,000 cells/cm’ on tissue culture polystyrene (TCPS) treated flasks in
DMEM-F12 + 2%FBS + 100 ng/ml activin-A + 20 ng/ml WNT-3A +/- 50 ng/ml of
IGF-1. This media will be further referred to as the “growth media”. Figure 4 ¢
depicts the morphology of cells at passage 3 seeded at 10,000 cells/cm’. At passage 3
(panel ¢) following the initial isolation, the cells appeared to have a uniform epithelial-

like morphology with a large nucleus to cytoplasm ratio.

[0241] In some cultures the growth media was further supplemented with 1X NEAA plus 0.1
mM mercaptoethanol. Following three to four passages, the attached cells appeared to
have a uniform morphology with a large nucleus to cytoplasm ratio. Parallel cultures
established under normoxic conditions failed to show robust colony formation by
attached cells. Following 2-3 passages, the cultures established under normoxic

conditions were abandoned duc to poor growth ratc.
Example 7

Role of activin-A, WNT3A, and 1GF-l in Expansion and Maintenance of DE
Markers Following Multiple Passages

[0242] Cultures derived from the parental human embryonic stem cell line H9 according to the
methods described in Example 6 were passaged every 4-7 days. Figure S depicts real-
time PCR results for the expanded cells cultured in 2% FBS + DMEM-F12 + 100 ng/ml
of activin-A + 20 of WNT3A for three passages. This data is for a line isolated at day6
of the DE protocol outlined in Example 5. There is a clear decrease in DE markers,
such as SOX-17 and HNF-3 beta following each passage. As shown in Figure 6,
addition of WNT3A to the growth mcdia containing activin-A lcd to a significant boost
in the expression of DE markers. However, addition of 50 ng/ml of IGF-I and
withdrawal of Activin-A and WNT-3A (Figure 7 a-c) led to a precipitous drop in the
expression of DE markers along with OCT-4 and an increase in expression of visceral

cndoderm markers, such as SOX-7 and AFP. Figure 8 a-c depicts the morphology of
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cxpanded cclls derived from H9p54 at passage S cultured in a) 2% FBS + DMF12 +

100 ng/ml of activin-A + 20 ng/ml of WNT-3A, b) 2% FBS + DM-F12 + 100 ng/ml of
activin-A, c) 2% FBS + DM-F12 + 50 ng/ml of IGF-1. Morphology of cells cultured in
the presence of activin-A or activin-A + WNT3A were very similar and distinct from

morphology of cells cultured in 2% FBS + IGF-L
Example 8

Expansion Potential of Human Embryenic Stem Cell Derived Cells Differentiated

to the Definitive Endoderm stage

[0243] Cultures established from the parental human embryonic stem cell line H9 according to
the methods described in Example 6 were passaged every 4-5 days when the growth
media contained 50 ng/ml of IGF-I or ITS. However, cultures fed with growth media
lacking the IGF or ITS supplements showed slower growth rate and were passaged
every 5-7 days. The population doubling time of cells fed with growth media + 50
ng/ml of IGF-I was approximately 55 hrs where as the population doubling time of
culturcs fcd only with the growth media was approximatcly 75 hrs. The ccll population
expanded according to Example 6 will be referred to as EXPRES cells (EXpandable
PRE-primitive Streak cells). Table III lists various EXPRES cells established
according to methods outlined in Example 6. The expansion potential of two cell lines

(EXPRES 01 and 02) is depicted in Figure 9.
Example 9

Derivation of EXPRES Cells from Suspensions of Single Human Embryonic Stem
Cells

[0244] Cells from the human embryonic stem cell lines H1 P33 and H9 P45 were cultured
under hypoxic conditions (approximately 3% O,) for at least three passages. The cells
were cultured in MEF-CM supplemented with 8 ng/ml of bFGF and plated on
MATRIGEL coated plates according to Example 1. At approximately 60%
confluency, the cultures were exposed to TrypLE™ Express solution (Invitrogen, CA)
for 5 mins. Released cells were resuspended in DMEM-F12 + 2% FBS medium,
rccovercd by centrifugation, and counted using a hemocytomcter. The released cells

were seeded at 1000 to 10,000 cells/cm? on tissue culture polystyrene (TCPS) treated
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flasks and culturcd in DM-F12 + 2% FBS + 100 ng/ml activin-A + 20 ng/ml WNT-3A
+ 50 ng/ml of IGF-I + 0.1 mM mercaptoethanol (Invitrogen, CA) and non-essential
amino acids (1X, NEAA from Invitrogen, CA) under hypoxic conditions
(approximately 3% O») at 37 °C in a standard tissue culture incubator. The TCPS
flasks were not coated with MATRIGEL or other extarcellular matrix protcins. The
media was changed daily. The first passage cells are referred to as P1. In parallel,
similar cultures were established under normoxic conditions (approximately 21% O,).
Cultures established under atmospheric conditions did not result in colony formation
and there was poor cell proliferation. However, cultures established under hypoxic
conditions resulted in formation of many colonies (Figure 10) resembling embryonic
stem cell colonies cultured on MATRIGEL or on MEF feeders. These cultures closely
resemble the properties of EXPRES cells isolated during ES to DE differentiation.

Example 10
Expression of Cell Surface Proteins by EXPRES Cells

[0245] The cell lincs EXPRES 01 and EXPRES 02 werc cvaluated for cxpression of various
cell-surface markers including markers associated with pluripotency. Cells from
EXPRES 01 were evaluated at passages 9 to 24. Cells from EXPRES 02 were
evaluated at passages 7 to 20. Both lines exhibited strong expression of pluripotency
markers typically assigncd to undifferentiatcd human cmbryonic stem cells. However,
the EXPRES 02 line showed a higher percentage of expression of differentiation
markers, such as CXCR4, LIF receptor, and NCAM as compared to the EXPRES 01
line. Representative FACS plots are depicted in Figure 11 for EXPRES 01 P24 and in
Figure 12 for EXPRES 02 P21 line. Table IV lists the mean expression levels along
with the ranges (in brackets) of the evaluated cell surface markers from three different

experiments.
Example 11

Expression of Pluripotency Associated Markers by EXPRES Cells- Immuno

fluorescent (IF) Staining

[0246] EXPRES 01 and 02 cclls maintaincd in their respective growth media werc stained for

pluripotency-associated markers using methods outlined in Example 3. Figure 13
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| FL=gb: NM 00246&11d cigtoieBGONO O34 + Drgb1dMARDGR M activin-A + 20 ng/ml WNT3A + 50
ng/ml IGF-1I. Figure 14 depicts IF images for OCT-4, Nanog, SOX-2, and HNF-3 beta
for EXPRES 02 passage 9 cells cultured in 2% FBS + DM-F12 + 100 ng/ml activin-A
+ 20 ng/ml WNT3A. EXPRES 01 cclls strongly stain positive for OCT-4, Nanog, and
SOX-2 and weakly for HNF-3 beta. However, EXPRES 02 cells show stronger
expression for HNF-3 beta and weaker expression of OCT-4, NANOG, and SOX-2.

Example 12

Expression of Definitive Endoderm and Undifferentiated Embryonic Stem Cell

Markers by Real Time PCR

[0247] Real-time PCR analysis of embryonic markers (POUSF1, SOX-2, UTF1, ZFP42,
Connexin43, Connexind5, FOXD3), extraembryonic markers (AFP, KRT135), ectoderm
markers (SOX-1, TUBB3, NESTIN), endoderm markers (FOXA2, IPF1, KRT1S,
GATA-4), and mesoderm markers (GATA-4, GATA-2, MYOD, MSX1, CFC1,
ABCG2) expressed by EXPRES 01 passage 11 and EXPRES 02passage 7 lincs
cultured in their respective growth media is depicted in Figure 15 a-h. All of the data
is normalized to fold change with respect to undifferentiated cells from the human
embryonic stem cell line H9, cultured in MEF-CM on MATRIGEL coated plates. Asa
control, EB bodics were formed from H9 cells using standard mcthods of collagenasc
digestion and seeding on non-treated surfaces in DMEM-F12 + 20 % FBS for
approximately 10 days. Gene expression of various germ layers was upregulated by
EB bodies as compared to undifferentiated ES cells. Another reference RNA was
collected from undifferentiated SA002 line (Cellartis, Sweden) cultured on
MATRIGEL in MEF-CM. As expected gene expression of various germ layers was
strongly upregulated by EB bodies as compared to EXPRES 01, EXPRES 02, SA002,
and H9 lines. Both EXPRES 01 and 02 lines showed expression of FOXA?2 as
compared to undifferentiated SA002 and H9 lines. Neither of the EXPRES lines
cxhibited strong cxpression of cxtra cmbryonic, mesoderm or cctoderm markers.
Furthermore, expression of embryonic markers by EXPRES cells was similar to the
SA002 and H9 reference cell lines.

Example 13
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5. DM-F12 + 2% FBS + 50 ng/ml AA + 10 ng/ml WNT-3A + 50 ng/ml IGF-I
6. DM-F12 +2% FBS + 50 ng/ml AA + 20 ng/ml WNT-3A + 10 ng/ml IGF-I
7. DM-F12 +2% FBS + 100 ng/ml AA + 10 ng/ml WNT-3A + 10 ng/ml IGF-1
8. HEScGRO defined media (Chemicon, CA)

The basal component of the above listed media may be replaced with similar media

such as, RPMI, DMEM, CRML, Knockout ™DMEM, and F12.
Example 14

Differentiation of EXPRES Cells Cultured on Tissue Culture Substrate to
Definitive Endoderm (DE) cells

[0249] EXPRES 01 cells at passage 5 and EXPRES 02 cells at passage 4, cultured on TCPS in
their respective media were exposcd to DMEM/F12 medium supplemented with 0.5%
FBS, 20 ng/ml WNT-3a, and 100 ng/ml activin-A (R&D Systems, MN) for two days
followed by treatment with DMEM/F 12 media supplemented with 2% FBS and 100
ng/ml activin-A (AA) for an additional 3-5 days. Figure 16 depicts the expression of
CXCR4 by FACS at days 4 for EXPRES 01 cclls (Figure 16 a, approximatcly 17%
CXCR4 positive) and EXPRES 02 cells (Figure 16b, approximately 40% CXCR4
positive). Figure 17 displays the real-time PCR data for EXPRES 01 cell (Figure 17a)
and EXPRES 02 cell (Figure 17b) cultures treated with low serum + AA + WNT3A at

49



21peptide precursor B (NPPB), nRNA. /PROD=natriuretic peptide precursor B
1FL=gb: NM 002521. 1 gh: M25296.1 2.88485 1.14323416.31 Up2. 83E- 03 BF437711 ESTs
-2.7136 1. 19&%‘5’1’5328@ Up2. 14E- 02 NM 0018 Honmp sapi ens cyYStASPHYSNBE8(CSTl) ,
mRNA. / PROD=cystatin SN 1FL=gb: J03870.1 gb: NM 001898.1 0.07353 3.81681714. 83
Upl. 62E- 02 AF116616 Hono sapi ens PR0O0998 nRNA conpl ete cds. /PROD=PR00998
| FL=gb: AF116616. 1 _1.44577 2.42211314.6 Upl. 34E-02 AL544576 ESTs 2.301255
6.09100813. 83 U}8S %éEF@BfeB&%‘d%C%Hﬁmg%?&il%r?ﬁgnccgifli*ﬁ% o EXTRESOS@piZn 90, cl one
| MAGE: 4277593, mﬁh\léespé’m%@&éﬁedanﬁﬁ%m@trZa?m&ﬂ@&el&Q)EecOa‘BoN 868899 ras honol og

gene famly, ne M 004040.1 -0.512 3. 268 13. 74 Up2. 96E- 03
AF345910 Homp sapid h@‘ﬁﬁ%ogrsil PRSI SRR D™ W&ebbl?%%%zﬁ:‘ﬂﬁ’ﬁrﬁpm

/ FL=9b: AF34591000311p31648)4E)4"REE 024511462;3exs&nuwmﬂﬁﬂwwma%@smmm dg@api ens
transgelin 2 64, ( TAGLN2 trans 2n FL ;. D2126 gb: NM
e R L e s A LB G A e
2.01184 6. 66195m3ket6 Hipleveardte O@r@@mmﬁld’v'ldrnﬁDﬁamlrlenssucllt%@@@éland\ - 1. 18027
2. 546953

HNF-3 beta was lower than what we have routinely observed in undifferentiated human

ES cultures differentiated to the DE stage.

[0250] In order to enhance expression of DE markers, the DE differentiation protocol was
changed to the following: EXPRES 01 cells at passage 19 and EXPRES 02 cells at
passage 14 cultured on TCPS in their respective media were exposed to DMEM/F12
medium supplemented with 0.5% FBS, 20 ng/ml WNT-3a, 100 ng/ml activin-A, and
100 nM GSK-3B inhibitor IX (Catalog# 361550, Calbiochem, CA) for 4 to 5 days.
Figure 20 depicts the expression of CXCR4 by FACS at days 4 for EXPRES 01
(Figure 20 a, approximately 57% CXCR4 positive) and EXPRES 02 (Figure 20b,
approximately 86% CXCR4 positive). Figure 21 depicts the corresponding immuno
tluorcscent imagces at day 5 for EXPRES 01 cclls (panels a-f) and EXPRES 02 cclls
(panels g-1) cells differentiated to the DE stage. Figure 22 displays the real-time PCR
data for EXPRES 01 (Figure 22a) and EXPRES 02 (Figure 22b).

Example 15
Effect of Seeding Density on the Differentiation of EXPRES 01 Cells to DE

[0251] EXPRES 01 P31 cells were seeded at 5000, 10000, 20000, or 40000 cells/em® on TCPS
plates in DM-F12 + 2% FBS + 0.1 mM mercaptoethanol + 1X, NEAA + 100 ng/ml
activin-A + 20 ng/ml WNT3 A under hypoxic conditions (approximately 3% O,) at 37
°C in standard tissue culture incubator. Following two days post seeding, the media
was switched to DMEM-F12 + 0.5% FBS + 100 ng/ml activin-A + 20 ng/ml WNT3A +
100 nM GSK-3B inhibitor 1X for four days undecr hypoxic conditions (approximatcly
3% Oy) at 37 °C in standard tissue culture incubator. Figure 23 depicts the real-time
PCR analysis of definitive endoderm markers at day 4 of differentiation. It appears that
a seeding density of at least 10000-20000 cells/cm? is required for the robust formation

of dcfinitive endoderm.
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Example 16
Telomere Length of EXPRES Cells

[0252] The tclomere length of two EXPRES lincs isolated according to Example 5 along with
undifferentiated cells from the human embryonic stem cell line H1 was analyzed by
using the 7elo TAGGG Telomere Length Assay (Roche, IN) and following the
manufacturer’s instruction. Figure 24 depicts the telomere length for EXPRES 01 cells
at P24, EXPRES 02 cells at P17, H1 cells at P40, high and low telomere controls
provided by the kit, along with the scale marker. Both lines appear to have shorter

telomere length than undifferentiated ES cells.
Example 17

Further Differentiation of EXPRES Cells Cultured on Tissue Culture Substrate to

Pancreatic Endoderm

[0253] EXPRES 01 cclls at passagc 21 underwent a 5 day difterentiation by trcatment with
100ng/ml activin-A, 10ng/ml of Wnt3a, and 100 nM GSK3beta inhibitor IX in 0.5%
FBS, DMEM:F12 media. Cells were analyzed by FACS and showed 80% of the cells
were positive for CXCR4. The cells were then treated for 3 days in each of the
following steps: 2%FBS DMEM:F12 containing 50ng/ml FGF-10, and 0.25puM
KAAD-Cyclopamine (Calbiochem, CA); followed by, 1%B27 DMEM, low glucose
containing 50 ng/ml FGF-10, 0.25uM KAAD-Cyclopamine and 1uM Retinoic Acid
(Sigma, MO); followed by, 1%B27 DMEM, low glucose containing 1puM DAPT
(Calbiochcm, CA) plus 50 ng/ml Excndingd (Sigma, MO); and lastly followed by, 1%
B27 DMEM CMRL containing 50ng/ml each of IGF, HGF and Exendin4. Samples
were taken at the end of each step, and RNA was extracted for the cells. Q-RT PCR
was conducted for the markers shown. As depicted in Figure 25, Insulin levels were
increased 100 fold over untreated cells and PDX-1 levels were also increased over 1000

fold.
Example 18

Further Differentiation of EXPRES Cells Cultured on Tissue Culture Substrate to

Foregut Endoderm
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gb: L19182.1 2. 7I@gs_, %%\4]5\%%?2’3 r}lg(.ﬁa. Ftse-ﬁgwere analyzed by FACS and showed approximately
70% of the cells were positive for CXCR4. The cells were then treated for in each of
the following steps: 2%FBS DMEM:F12 containing 50ng/ml FGF-10, and 0.25uM
KAAD-Cyclopamine (Calbiochem, CA) for 3 days; Step3, 1%B27 DMEM, low
glucose containing 50 ng/ml FGF-10, 0.25uM KAAD-Cyclopamine and 1uM Retinoic
Acid (Sigma, MO) for 4 days; and Stcp 4, 1%B27 DMEM, low glucosc containing
1uM DAPT (Calbiochem, CA) plus 50 ng/ml Exendin4 (Sigma, MO) for 4 days.. This
protocol is based on a prior publication by D’ Amour et a/ (Nature Biotech, 24, 1392,
2006). Cells were fixed at end of stage 4 and stained for PDX-1, HNF-3 beta, SOX-17,
Albumin, anti-trypsin, and CDX-2. As depicted in Figure 26, EXPRES cells can be
readily differentiated to foregut endoderm as measured by expression of PDX-1
(approximately 20% of culture stained positive), HNF-3 beta (approximately 90%
positive), albumin (approximately 5% positive), anti-1- Trypsin (approximately 70%

positive), SOX-17 (approximately 70%), and CDX-2 (approximately 5% positive).
Example 19

Microarray Analysis of EXPRES Cells Versus Undifferentiated Human

Embryonic Stem Cells

[0255] Total RNA was isolated from cultures of the human embryonic stem cell line H9,at
passage 44, EXPRES 01 P11 and EXPRES 02 P7 using an RNeasy mini kit (Qiagen):
All groups contained three biological replicates and each biological replicate was
repeated on two separate gene chips. Sample preparation, hybridization, and image
analysis were performed according to the Affymetrix Human Genome U133 Plus 2.0
Array. Following normalization and a log transformation, data analysis was performed
using OmniViz® software (MA) and GENESIFTER (VizXLabs, WA). Significant
differences in gene expression between the samples were evaluated using analysis of
variance and an F-test with adjusted P-value (Benjamini and Hochberg correction) of
less than or equal to 0.05. Only genes with a present call in at least one group were
included in the analysis. Table V lists the mean normalized log-transformed signal

intensity of genes showing at least 5-fold difference between groups (undifferentiated
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Microarray Analysis of EXPRES Cells Differentiated to the DE Stage Versus

Human Embryonic Stem Cells Differentiated to the DE Stage

[0256] Total RNA was isolated from the following cultures using an RNeasy mini kit
(Qiagen): A) H9P33 cells cultured on MATRIGEL-coated plates (1:30 dilution) and
exposed to DMEM/F12 medium supplemented with 0.5% FBS and 100 ng/ml Activin-
A and 20 ng/ml of wnt3 A for two days followed by treatment with DMEM/F12
medium supplemented with 2% FBS and 100 ng/ml Activin-A (AA) for an additional
three days; B) EXPRES 01 P24 cells cultured on TCPS and exposed to DMEM/F12
medium supplemented with 0.5% FBS, 100 ng/ml Activin-A, 20 ng/ml of WNT3A,
and 100 nm GSK-3B IX inhibitor (Catalog# 361550, Calbiochem, CA) for five days C)
EXPRESO2 P17 cells culturcd on TCPS and cxposed to DMEM/F12 medium
supplemented with 0.5% FBS, 100 ng/ml Activin-A, 20 ng/ml of WNT3A, and 100 nm
GSK-3B IX inhibitor (Catalog# 361550, Calbiochem, CA) for five days, D) HOP39
cells cultured on MATRIGEL-coated plates (1:30 dilution) and exposed to DMEM/F12

mcdium supplemented with 0.5% FBS and 100 ng/ml Activin-A and 20 ng/ml of

wnt3A for two days followed by treatment with DMEM/F12 medium supplemented
with 2% FBS and 100 ng/ml Activin-A (AA) for an additional two days RNA samples
were collected from group D at 2hrs, 6hrs, 24 hrs, 30 hrs, 48 hrs, 72 hrs, and 96 hrs.

EXPRES 01 and 02 cultured in their respective growth media were also included as

controls. All groups contained three biological replicates and each biological replicate

was repeated on two separate gene chips.

[0257] Sample preparation, hybridization, and image analysis were performed according to the

Affymctrix Human Genome U133 Plus 2.0 Array. Following normalization and a log

transformation, data analysis was performed using OmniViz® software (MA) and

GENESIFTER (VizXLabs, WA). Significant differences in gene expression between

the samples were evaluated using analysis of variance and an F-test with adjusted P-

valuc (Benjamini and Hochberg correction) of Iess than or cqual to 0.05. Only gencs
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with a present call in at Icast onc group were includced in the analysis. Table V1 lists the
mean normalized log-transformed signal intensity of genes showing at least 5-fold
between group A, group B, group C, and group D at various time points along with the
adjusted P-value for each gene. Only the top 200 genes that are upregulated or down
rcgulated arc shown in Table V1. Gengs representing primitive streak or definite
endoderm are highlighted in bold. Table VII lists the correlation coefficient for each
comparison group. Scatter plots corresponding to the correlation coefficients are
depicted in Figure 27. The global expression profile of EXPRES 01 cells appear to
resemble the expression profile of samples at 30 hrs or less of the DE stage, whercas
the EXPRES 02 cells appear to resemble the expression profile of samples at greater

than 48 hrs of the DE stage.
Example 21
Formation of Embryoid Bodies and Differentiation to Various Lineages

EXPRES 01 passage 27 cultures were removed as single cells using TrypLE™ Express
solution, spun at 200g for 4 mins, and rcsuspended in DMEM-F12 +20% FBS. The
cell suspension was seeded on low adhesion Petri dishes. 3-4 days post seeding,
embryoid body (EB) like structures were formed (Figure 28). Treatment of the
cultures with DMEM-F12 + 2% FBS + 1 micro molar retinoic acid induced expression

of cctoderm markers, such as NcuroD.
Example 22
Formation of Teratomas in the Kidney Capsules of NOD-SCID Mice

Undifferentiated cells from the human embryonic stem cell line H9 at passage 42,
EXSPRES 01 Passage 30, and EXPRES 02 P22 cells were released from cultures using
TRYPLE, washed in basal media, and then suspended in DMEM-F 12 basal media.
Approximatcly 1x10° undifferentiated H9 P42, 1.5 million EXPRES 01 and 02 cclls
were injected into the kidney capsule of six week old NOD-SCID mice. Five weeks
following transplantation, the animals were sacrificed; kidneys were excised and fixed
in formalin or placed in lysis buffer to collect RNA for subsequent PCR analysis.
Figure 29 dcpicts cxpression of markers charactcristic of mesoderm, cctoderm,

endoderm, extraecmbryonic visceral endoderm, and pluripotency markers for collected
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shortened or truncated Gap phases (G1 and G2). The cell cycle control mechanisms in
hES cells may be functionally linked to their self-renewal and pluripotency capacity of
these cells, and may be different from control mechanism in their
differentiated/committed counterparts. These experiments were designed to determine
the cells cycle nature of EXPRES cells that have been shown to express many of the

markers of pluripotency hES cells.

[0261] Methods: Cells were seeded at 5,000-10,000 cells /cm? in Cell Bind tissue culture
flasks (Corning) and culturcd for 2-4 days. EXPRES 03 cclls were culturcd cither in
growth medium containing 2% FBS inDMEM/F12 and Activin-A (100 ng/ml), wnt3a
(10-20 ng/ml) and IGF (50 ng/ml). For comparative proliferation analysis, IGF was
sometimes omitted from the growth factor cocktail. Cell proliferation was analyzed
using the APC BRDU Flow kit according to the Manufacturct’s rccommendations (BD
Biosciences, San Diego, CA). Briefly, cells were pulsed with BRDU for 1-2 hrs at the
end of culture period, released using Tryple E Express and counted. Cells were fixed in
BD Cytofix/Cytosperm Buffer, incubated for 30 min, followed by incubation with BD
Cytoperm buffer for 10 minutes on ice. Cells were then treated with DNAse for 1 hr at
37°C to expose incorporated BRDU, followed by staining with APC conjugated anti-
BRDU antibody. For cell cycle analysis, cells were stained with 7AAD, and analyzed
on FACS Array.

[0262] Results: Similar to the highly hES cclls, EXPRES 03 cclls rctained a highly
proliferation rate, as shown by the high percentage of cells that in S-phase determined
by their capacity to incorporate BRDU in culture. The frequency of cells in S-Phase
was typically greater than 45% (range 40-60%), similar to hES cells (Figure 30 a-c).
Although the numbcer of EXPRES 03 cclls grown in the presence of IGF were 2-3 times
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Transfection Efficiency of ES cells ys EXPRES cells

[0263] A major limitation of genetic manipulation of hES is their relative resistance to
conventional methods of transfection and viral transduction. In addition to their highly
proliferative rates, EXPRES cells are easy to transfect in vitro. To compare
transfection efficiency, in EXPRES and hES cells were transfected in culture with

EGFP and analyzcd by fluorcscence microscopy and flow cytomcetric methods.

[0264] Methods: EXPRES 01 cells were seeded on human fibronectin coated (10ug/ml) 6 well
tissue culture plates in growth medium comprising 2% FBS in DMEM/F12, Activin-A
(100 ng/ml), wnt3a (10-20 ng/ml) and IGF (50 ng/ml). For ccll clusters hES ccll were
passaged by routine methods using collagenase into MATRIGEL coated 6 well culture
plates, and grown in MEF conditioned hES medium. For single cells, hES cells were
passaged by exposing cells to TRYPLE for 3 minutes at 37° C, followed by plating
onto MATRIGEL coated 6 well culture plates. When cells achieved desired
confluency (70-80%), cells were transfected with Lipofectamine 2000 according to the
manufacturer’s recommendations (Invitrogen, Carlsbad, CA). Briefly, 4 ug of DNA
was diluted into 250 pl Opti-MEM I Reduced scrum medium. Five microliters of
Lipofectamine 200 was mixcd into total of 250 ul Opti-MEM | mcdium for 5 minutcs
and gently mixed with diluted DNA. The DNA/Lipofectamine complexes were
allowed to form at room temperature for 20 minutes, and then added to the respective
wells with gentle swirling motions o f the plates for gentle mixing. Cells were

incubated in presence of complexes for another 24 hrs followed by complete change of
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gb: U69961. 1 gh: AF048720.1 2. 13E-04 NM 0014 Hono sapiens filamn C,

mecdium. Cclls were analyzed by fluorcscence microscopy and flow cytometry 48 hrs

following transfection.

[0265] Results: The uptake and expression of eGFP was compared by transfection of
EXPRES 01 cclls and hES cclls plated as single ccll dispersion or ccll clusters, and
analyzed 48 hrs later. EXPRES 01 cell showed the highest level of eGFP protein
expression, with 75% of cell expressing eGFP by flow cytometric analysis (Figure 31).
In contrast, hES were more resistant to transfection, with only 3% of cell expressing
¢GFP protein by FACS when cell clusters were used. Preparing a single cell dispersion
of hES enhanced the level of DNA uptake and eGFP expression to about 20 %, but
which is still by about three fold less the expression in EXPRES 01 cells.

Example 25
EXPRES Cells as a Versatile Tool for Screening

[0266] EXPRES cells were grown in DMEM:F12 medium containing 2% FBS, 100ng/ml
rccombinant human Activin-A (R&D Systcms), and 20ng/ml rccombinant mousc
Wnt3a (R&D Systems). Growth medium for EXPRES 01 cells also contained 50ng/ml
recombinant human IGF-1 (R&D Systems). Both cell lines were routinely grown at
37°C in an atmosphere of low oxygen (3%) and 5% CO,. EXPRES 01 and EXPRES
02 cclls were released from culture as a single ccll suspension using TrypLE cnzymatic
digestion (Invitrogen, CA) then washed and counted to determine accurate cell numbers
and viability (>95%). Aliquots ranging from 1,250 to 80,000 cells were distributed into
human fibronectin-coated wells of a 96-well plate (Corning-Costar) in a final volume of
100 pl culture medium. Control wells were also fibronectin-coated and contained an
equivalent volume of culture medium without cells. Plates were allowed to equilibrate
overnight in a humidificd chamber incubated undcer standard low oxygen, 5% CO; at
37°C. During this time, the cells attached as monolayer cultures with varying degrees
of confluency dependent upon the initial seeding density. After overnight culture, 20ul
of MTS reagent (CellTiter 96 Aqueous Assay; Promega) was added to each well. MTS
is reduced to formazan and can be used as a measure of dehydrogenase enzyme activity
directly proportional to the number of live cells. One plate was returned to low oxygen
culture while an identical parallel plate was incubated in normal oxygen (20%). After 4

hours, absorbance was read at 490nm on a spectrophormetric plate reader (Molecular
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58gamma (acti n-bi nding protein-280) (FLNC), nRNA. /PROD=ganma filam n

| FL=gb: AF089841. 1 gb: NM 001458.1 2. 43E-02 AF243424 Hono sapi ens SG&NA bet a

i sof or m mRNAYO BUPHT2443 cds. | PROD=SC2NA bet a i sof orm 2. 08ET3P2RMHEEE80 Hono
sapi ens cDNA FLJ13698 fis, clone PLACE2000176 2.01E-05 R40917phosphodi est erase
4D, cAWP-specific (dunce (Drosophi | a) - honol og phosphodi est erase E3)

/ FL=gb: L20969. 1 gb: NM 006203. 1 gbh: UO2882. 1 3. 60E- 04 1J16797 Human LERK-5
(EPLGE) nmRNA, cBhijiicer stegigisal Cflpmi@mcaﬁ QL psiapgsrd siegipen. andgEroail) 004093. 1

gb: L38734. 1 gb: dodBR62f Larthti&HIEV) SreMUORAS TR TRt dahPleRb O R@hiAedch gene (hMT-11)

1. 09E- 03 BC004490 Honmp sapi ens, v-fos mur i ne steosarconma viral oncogene
horol og, cl one W‘queﬂf? H‘ﬁ?\‘&? blgﬁlﬁrp‘f'eélfggtgﬁeélb"?l vfos FBJ murine

ost eosarcoma viral oncogenehonol og | FL=gb: NM 005252. 2 gb: BC0O04490. 1 3. 61E-02
BE328496 (R¢plot hevidenll depptonehdpdrROROGACHF LEGINAARAYLBEBRMINstybic M 018615. 1

8. 94E- 04 NM Ooﬁxﬁ%?ceﬁé&h%@éveﬁl?rdﬁ%ht%d Merléi%ﬁnlxﬂ ;Blann%'éﬁﬁleﬁcfaﬁl@m fic (CA3),
MRNA. ! PROD=car boni ¢ _anhydr ase b: BCO04

20091132063PCT 193¢ 00 10walBugeduciyilpdizble 1591%35886213“ E!pavsraeer@@me 11378 19 Up
0. 788995 3. 806%@(&@1 f&thQva%Zﬁlnﬂ)eQQﬂgbﬂﬁ%e@&ms 01 line has a higher metabolic

activity than the EXPRES 02 line. For each EXPRES line, percent CV values between
the two plates suggest there are no differences in metabolic activity for parallel
conditions regardless of atmospheric oxygen levels in this short-term assay. Optimal
cell numbers per well within the linear range for this assay were determined by
graphing average OD readings (Figure 32): less than 20,000 cells/well for EXPRES 01
and less than 40,000 cells/well for EXPRES 02. Again, atmospheric differences in
oxygen levels did not affect optimal cell number results in this short-term assay. These
results suggest that EXPRES cells are amenable to screening protocols that can
measure toxicological effects of various agents on cell proliferation and/or metabolic

ratc.
Example 26
Expansion of DE-like Cells Derived from EXPRES Cells

[0268] Previous examples establish that EXPRES cells can be derived from embryonic stem
cells and can be readily expanded on TCPS in various growth media. Most of these
media formulation contain IGF as a supplement or insulin/IGF in 2% FBS used in the
growth media. These factors have been shown to inhibit DE related genes through the
PI-3 kinase pathway (Stem cells, 25:29-38, 2007). An alternative media was
formulated based on DM-F12 + 0.5% FBS + 100 ng/ml AA + 20 ng/ml WNT3A + 100
nM GSK-3B inhibitor IX (further referred to as “growth media for DE cells™).
EXPRES 01 at passage 27 cclls culturcd in the above media were ablc to propagate at
the same rate as cells cultured in DM-F12 + 2% FBS + 100 ng/ml AA + 20 ng/ml
WNT3A + 50 ng/ml IGF-1. Furthermore, cells cultured in the growth media for DE
cells expressed strong DE markers by real-time PCR (Figure 33) through three
passages. Approximatcly 72% of cclls cxpresscd CXCR4 (Figure 34).
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0. 051719 3.0594448.04 Up 1.69103 1.3121488.02 Up 0.93931 2.0600718 Up
1.164666 4.1610287.98 Up 2.462987 5.4419637.88 Up 0.581498 3.5600337.88 Up
0.470814 3. M98W9P3H% Up 1.50663 1.4386397.7 Up 2.43085THSAYHYEXE. 6 Up
1.084464 4.0099127.6 Up 9.88E-03 AA831438 Mad4 honol og 4. 17E-05 NM 0015 Hono
sapiens insulin-like 53gromh factor binding protein 7 (1 GFBP7), nRNA.

/ PROD=i nsulinlike growh factor binding prote| n 7 | FL=gb: NM 001553. 1

gb: L19182.1 6.41E- 05 AV734646 DNA segiEHPPIBA’ chronpsone X (uni que)

9928 expressed sequence 8. 48E-05 Al 202327 ESTs 6. 98E-04 NM 0073 Honp sapi ens
pl eckstrin 50honol ogy-| i ki@NaokmickdovneofiTlaygeAGemve itbiEX PRES & DAL) , nRNA

[/ PROD=pl eckstrin honol ogy-li ke domain, famly A nenber 1 |IFL=9b: NM 007350. 1

1. 82E- 03 6‘2@%250@ﬁ1'61'éﬁm<ﬁoctkb{®@1 c%teﬁ'@c‘t'% qumhmqﬁlc U?%ﬁr%@{cfﬂrccl% siRQARPL et e cds.
/ PROD=t ype 2 neur opegtlde rece 6269. 1 gb: U32500. 1

6.5' 1E- 03 AA004380°IK %%thhwrhtﬁp%’d%wﬁ h@kﬂflﬁ%e%tr%@l?n BPEMS BCO05807 Honmp

sapi ens, clone embryonic stem cells grown as cluster colonies. EXPRES cells are easily transfected
with siRNA using conventional methods, and thus offer a valuable system to screen

siRNA oligo sequences, as well as evaluate the role played by targeted genes.

[0270] Methods: EXPRES 03 cells were seeded on fibronectin coated (10ug/ml) 6 well tissue
culture plates in growth medium comprising 2% FBS in DMEM/F12, Activin-A (100
ng/ml), wnt3a (10-20 ng/ml) and IGF (50 ng/ml). For 6 well plates, 200,000 cells were

seeded 24 hrs prior to transfection with the siRNA oligo sequences.

[0271] To evaluate target gene knockdown, cells at 70-80% confluency cells were transfected
using Lipofectamine 2000 according to the manufacturer’s recommendations (Ambion
(Applied Biosystems), Foster City, CA). Briefly, the appropriate amount of siRNA was
diluted into 250 pl Opti-MEM T Reduced serum medium to achieve a final
concentration of 100 nmol. Five microlitres of Lipofectamine 2000 was diluted in 250
ul Opti-MEM I medium and incubated for 5 minutes. The complexes were incubated
for 15-20 min at room tcmpcraturc, and then addced to the cclls with gentle swirling
motions of the plates for gentle mixing. Cells were incubated in presence of siRNA for
another 24 hrs followed by complete change of medium. Cells were visualized with
fluorescence microscopy 24-48 hrs following transfection, and RNA harvested for
analysis of target gene knockdown by quantitative RT-PCR methods. The following
pre-validated siRNA oligo sequences, purchased from Ambion were tested: Beta-
catenin (Id. No. 42816) and GSK3b (1d. No. 42839).

[0272] Results: Fluorescence microscopy revealed a very high level of siRNA uptake by
EXPRES cells (>80%) when using fluorescently labeled siRNA (Figure 35). RNA
harvested from the cells was analyzed by PCR for target gene knockdown, and
compared with control siRNA oligo transfected cells. Beta-catenin and GSK3b siRNA
oligos achieved very high levels of gene knockdown in EXPRES cells, with greater

than 93% gene knockdown. Other non-validated oligo scquences to other genc targcts
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MZC: 10264, nRNA, conpl ete cds. PROD=Unknown (protein for M3C: 10264)
| FL=gb: BCO05807. 1 1.45E-04 NM 0166 Honop sapi ens 51heptacel | ul ar carci noma
novel gene- 3YPPYPAIN3 L0051339), nRNA. PROD=hept acel | ul ACTEEPEY M novel

gene-3 protein | FL=gb: NM 016651. 2 gh: AF251079. 2 1. 07E- 04 U38945Hunan
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gb: U26727. 1 8. 26E-03 AF176039 Hono sapiens high nobility group protein-R nRNA,
conpl ete cds. /FREBEnPEH ARUBTCH I Yrloarrbireickiohterchgepcyiockledn-6039. 1 7. 38E- 04

BF223214 ESTs 1spkdificif2of B8 BRcESdsSyetifiddiip-103y B GthS&GRn HAMELris @ P 18NS ,
WO 20091132063 .PC17US2009/ 041
1, clone MGC: 104830 SHRRHRY RRSFGH

18.1 kDa protein (CDKN2A) nRNA, conplete cds.

TFL=gb: U38945. 1

cleft

lip

48((8an§ \L)al ate associ ated transnenbrane protein
K Qodde"™ 1PROD=cl eft |ip and pal ate associ at ed
transmenbraneprotein 1 | FL=gb: BC0O04865. 1 4.2323747. 152167 7.57 Up 1.54E-03

BF971587 tubulin, beta pol ypeptide EFampb2$0001352. 1 0.1293153. 042634 7. 53

Up

[0273]

[0274]

Cytokine Antibody Array analysis for EXPRES 01 and 02 lines

EXPRES 01 and 02 lines at passage 22 and 23, respectively, were grown to
approximately 70% confluency in their respective media and then cell lystaes was
collected using mammalian cell lysis kit (Sigma-Aldrich, MO). Cytokine array
analysis was completed using Cytokine Array panels provided by RayBiotech, GA
(http://www.raybiotech.com/). Table IX a-c lists cytokine, cytokine and growth factor
receptor expression following normalization of the data and background subtraction.
For each panel, positive and negative controls are also included. The panels were run

for two different samples per cell type.
Example 29
Karyotype Analysis

The karyotype of EXPRES 01 cells at passage 20 and EXPRES 02 cells at passage 15
was determined by G-band analysis. Cytogenetic analysis was performed on twenty-
one G-banded cells from EXPRES 01 and on twenty G-banded cells from EXPRES 02.
Half of the G-banded EXPRES 01 cells showed a normal 46XX karyotype while the
rest showed abnormal karyotype such as trisomy 17. The EXPRES 02 line also showed
a chromosome rearrangement with a duplication of almost all of the chromosome 1

short-arm.
Example 30

Derivation of EXPRES Cells from a Suspension of Single Human Embryonic Stem
Cells in the Presence of a Rho-Kinase (ROCK) Inhibitor

Ceclls from thc human cmbryonic stem ccll linc H9 at passage 35 lincs were culturcd
under hypoxic conditions (approximately 3% O-) for at least three passages. The cells

were cultured in MEF-CM supplemented with 8 ng/ml of bFGF and plated on
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2. 17E-04 Nryl _p, 954Hono sapi ens 42i or ni sodsrm n (Xenop, s ki evk) hoinok:g

(EQVES), r8RNA. | PROD=eonesoci erron (Xenoput 3aevis) il onoks. ?fﬁ .
sapi ens

1ri...-zob: A¥B3WHIBYP 0. 200752. 710846 7.52 Up 2. 58E- 02 P58 %1E
vascul ar 77endot helial growh factor B (VEG-B), nRNA

MATRIGEL coated plates according to Example 1. At approximatcly 60%
confluency, the cultures were exposed to TrypLE™ Express solution (Invitrogen, CA)
for 5 mins. Released cells were resuspended in DM-F12 + 2% FBS medium, recovered
by centrifugation, and counted using a hemocytometer. The released cells were seeded
at 1000-10,000 cclls/cm® on tissuc culturc polystyrenc (TCPS) flasks and culturcd in
DM-F12 + 2% FBS + 100 ng/ml activin-A + 20 ng/ml WNT-3A + 50 ng/ml of IGF-I +
0.1 mM mercaptoethanol (Invitrogen, CA), non-essential amino acids (1X, NEAA from
Invitrogen, CA) +/- 10 um ROCK inhibitor (Y-27632, Calbiochem, CA) under hypoxic
conditions (approximately 3% 0,) at 37 °C in a standard tissue culture incubator. The
TCPS flaks were not coated with MATRIGEL or other extracellular matrix proteins.
The media was changed daily. The first passage cells are referred to as P1. As shown
in Figure 37, 24 hrs aftcr sccding, addition of the ROCK inhibitor resulted in a
significantly larger number of attached cells as compared to cultures derived in the
absence of the ROCK inhibitor. EXPRES cells derived using the ROCK inhibitor,
Y27632 were designated as EXPRES 15.

Example 31
Karyotype Analysis

[0275] The karyotypc of EXPRES 15 cclls at passage 5 and 12 were dctermined by G-band
analysis. Cytogenetic analysis was performed on twenty-one G-banded cells from
EXPRES 15 all of the cells showed a normal 46XX karyotype (Figure 38). FISH
analysis of chromosomes 12 and 17 also showed that all cells demonstrated a normal
signal pattcrn for thc ETV6 BAP (TEL) gene located on chromosomc 12 and all cclls
demonstrated a normal signal pattern for the Her2/neu gene and 17 centromere on

chromosome 17.
Example 32

EXPRES Cells can be Maintained in Media Containing a Range of Concentrations
of IGF, WNT3A, activin-A, and GSK-3B inhibitors

[0276] EXPRES 11 cells were grown in DMEM/F12 (Invitrogen) containing 2% FBS,
100ng/ml activin-A, 20ng/ml Wnt3a and 50ng/ml IGF. At 80% confluency, cells were
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/ PROD=vascul ar endot helial growth factor B / FL=gb: NM 003377. 1 gb: U43368. 1
gb: U52819. 1 -0.456812. 439084 7.44 Up 7.82E-03 Al41 7362ESTs, Moderately
simlar to AYOR'RUMEN ALU SUBFAM LY J  SEQUENCE  COUFAMSRATIRE  WARNI NG
ENTRY (H sapiens) 0.1553093.037724 7.37 Up 8. 78E-04 NM 0070 Honp sapi ens
serum

passcd using TrypLE Express (Invitrogen) into 96-well plates at a density of 4000
cells/well in DMEM/F12 containing 2% FBS. Cells were allowed to adhere to the
substrate for 1 hour in a humidified incubator held at 37°C with 5% CO2, prior to the
addition of activin-A ranging from 50 to 100ng/ml, Wnt3a ranging from 10 to 20ng/ml,
1GF ranging from 10 to 50ng/ml, and 50 to 100 nM GSK-3B inhibitor (1X). At 24, 48
and 96 hours, cell viability was determined using the CellTiter® 96 AQueous One
Solution Cell Proliferation Assay (Promega). Briefly, MTS reagent was added to the
96-well plates and allowed to incubate with the cells for 1-4 hours and then reading the
absorbance at 490nm on a plate reader. The absorbance reading was directly
proportional to the number of living cells. Figure 39 a-c¢ shows the absorbance

readings at a) 24 hrs, b) 48 hrs, and ¢) 96 hrs post seeding,

[0277] Publications cited throughout this document are hereby incorporated by reference in
their entirety. Although the various aspects of the invention have been illustrated above
by reference to examples and preferred embodiments, it will be appreciated that the
scope of the invention is defined not by the foregoing description but by the following

claims properly construed under principles of patent law.
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6lconstituent protein
1FL=gb: MB8338. 1
sapi ens epi t*HBR1M3206325nenbr ane protein 3
1FL=gb: U52101. 1 gb: NM 001425. 1 gb: U87947. 1
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( MBE55)

MRNA.

/ PROD=serum constituent protein
b: NM 007061.1 1.5060574. 362244 7.24 Up 7. 30E-05 NM 0014Hono
(EMP3), nRNARCT/USZBPHRAE,; t hel i al

Tablc 1A: List of primary antibodics uscd for FACS and immuno staining analysis.

Antibody Supplier Isotype Catalog#
SSEA-1 Chemicon (CA) Mouse IgM MAB4301
SSEA-3 Chemicon (CA) Mouse IgG3 MAB4303
SSEA-4 Chemicon (CA) Rat IgM MABI1435
TRA 1-60 Chemicon (CA) Mouse IgM MAB4360
TRA 1-81 Chemicon (CA) Mouse IgM MAB438]1
TRA 1-85 Chemicon (CA) Mouse 1gG1 MABA4385
AP R&D Systcms Mousc 1gG1 FAB1448A

(MN)
HNF3p R&D Systems Goat IgG AF2400
PDX1 Santa Cruz Goat IgG

Biotechnology, INC

(CA) sc-14664
GATA4 R&D Systems Goat IgG AF2006
Sox 17 R&D Systems Goat 1gG AF1924
CD9Y BD Bioscicnce Mousc IgG1 341647

(CA)
CXCR4 R&D Systems Mouse IgG2A FAB170A
SOX2 R&D Systems Goat IgG AF2018
Nanog R&D Systems Goat IgG AF1997
OoCT4 R&D Systems Goat IgG AF1759
Gata6 R&D Systems Goat IgG AF1700
Ecad R&D Systems Mouse 1gG MABI1838
Ncam R&D Systcms Mousc 1gG MAB777
HNF1b R&D Systems Goat IgG AF3330
b-catenin R&D Systems Mouse IgG MAB13291
HNF1a BD Bioscience Mouse IgG 610902
CD99 Invitrogen (CA) Mouse IgG 18-0235
Cerebus Santa Cruz Goat IgG

Biotechnology, INC SCI5131
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70honmeobox 1 (BARX1), nRNA. /PROD=Bar H1i ke homeobox 1 1FL=gb: NM 021570. 2
gb: AF213356. 1 2. 4556145. 294065 7.15 Up 9. 88E-03 AF279899 Honp sapi ens PNAS- 145
MRNA, conpl Y@ 232063 | pPROD=PNAS- 145  / FL=gb: UCB105. 1 J&Ti# 8848 1 wo
20091132063 1.4226264.257559 7.14 Up 2.01E-05 NM 0063 65 -2.405880. 424388

7.11 Up

Hex Santa Cruz Goat IgG

Biotechnology, INC SC15129
AFP R&D Systems Mouse IgG MAB1269
Antitrypsin DAKO (CA) Rabbit A0012
islet 1 R&D Systems Goat IgG AF1837
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1. 64E-02 NM 0024 33 -1.869040. 959227 7.1 Up 4.35E-02 AB033831

1.8117364. 639749 7.1 Up 1.09E-03 M27830 -0.541312.28595 7.1 Up 3.63E-03
BE504838 4. 9548832887587 7. 07 Up 4. 08E- 04 NM 0057 96‘T@ﬂﬁ§ﬁ§%ﬂ§W9408 7.03
Up 4.24E-03 BF686824 1.4482884.255531 7 Up 2.01E-05 AF096296 3.5040526. 307554
6.98 Up

Tablc IB: List of sccondary conjugatcd antibodics uscd for FACS and immuno staining

analysis.
Secondary Conjugated Supplier Dilution
Antibody

Goat Anti-Mouse IgG APC | Jackson ImmunoResearch | 1:200
conjugated (PA)

Goat Anti-Mouse IgG PE | Jackson ImmunoResearch | 1:200
conjugated (PA)

Donkey anti-rabbit PE or — | Jackson ImmunoResearch | 1:200
APC conjugated (PA)

Donkey anti-goat PE or — | Jackson ImmunoResearch | 1:200
APC conjugated (PA)

Goat anti-mouse IgM PE SouthernBiotech (AL) 1:200
Goat anti-Rat IgM PE SouthernBiotech (AL) 1:200
Goat anti-mouse IgG3 PE | SouthernBiotech (AL) 1:200
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4. 05E-05 NM 0066 WO 20091132063PC17US2009/ 041348

2.124541 4.927935 6.98 Up

1. 872394 4.674078 6.97 Up 1.764338 4.563535 6.96 Up 1.401293 4.178686 6.86 Up
0. 767075 3. HA3WY3ME Up - 1. 94468 0.831091 6.85 Up 0. 588§3ASYRUYEH5 6. 83 Up

1. 064878

Table II List of primers used for real-time PCR analysis using TAQMAN®probes

Primer/Probe
18s

ABCG2

AchE

AFP

ALB
alpha-antitrypsin
Amylase

AP

Atoh1

B.MG
B3Tubulin
B-Catenin

Barx1
Brachyury (T)
CCK

Cdx1

Cdx2

CEBPa

CEBPD
Cerberus

CFC1 (Cripto)
CGA

CK19 (KRT19)
CLDN4 (claudin4)
C-Myc Binding Protein
Connexin32 (G.B-1)
Connexin4d5
CTNNB1
CXCR4
Cylcin-D1
Dapper1 (DACT-1)
DKK1

DKK4

Endoglin

Exo1

F3

FAH

FGF4

FGF10

FGFR1

FGFR3

FGFR4

Flk1

FOXA1

FOXA3

FOXD3

FOXF1

GAPDH (human)
Gastrin

GATA1

GATA4

GATAbL

Catelog Number
4310893E

Hs00184979_m1
Hs00241307_m1
Hs00173490_m1
Hs00609411 m1
Hs02384981 m1
Hs00420710_g1
Hs00240993 m1
Hs00944192_s1
4310886E

Hs00964962_g1
Hs99999168_m1
Hs00222053 m1
Hs00610080_m1
Hs00174937_m1
Hs00156451 m1
Hs00230919_m1
Hs00269972_s1
Hs00942496_s1
Hs00193796_m1
Hs00414425 m1
Hs00174938 m1
Hs00761767 s1
Hs00533616_s1
Hs00429315_g1
Hs00939759_s1
Hs00271416_s1
Hs00170025_m1
Hs00237052 m1
Hs00277039_m1
Hs00420410_m1
Hs00183740_m1
Hs00205290_m1
Hs00164438 m1
Hs00243513 m1
Hs00175225_m1
Hs00164611_m1
Hs00173564_m1
Hs00610298 m1
Hs00241111_m1
Hs00179839_m1
Hs00242558 m1
Hs00911705_g1
Hs00270129_m1
Hs00270130_m1
Hs00255287 s1
Hs00230962_m1
4310884E

Hs00174945 m1
Hs00231112_m1
Hs00171403_m1
Hs00388359_m1
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endot hel i n- WO 2§ %gene, conpl ete cds i FL=gb: NM 001953 C1/UB2{§ 138 AK022852
Hono sapi ens cDNA FLJ12790 fis, clone NT2RP2001985, weakly simlar to Honpo
sapi ens high-risk human papilloma viruses E6 oncoproteins targeted protein
E6TP1 al pha nRNA, _1.43E-04 AA909044 tryptase, al pha 1.66E-04 NM 0032 Homo
sapi ens tissue " Rhi bitor of netall opE%ﬁ@é y sﬁ? 4 (TIMP4), nRNA. PROD=ti ssue
i nhi bitor of megald oprot ei nase 4precur §Qh1d:5L=Sg0: NM 003256. 1 gb: U76456. 1

1. 88E- 03 AY0292€8 Hono sapi ens type VI ngoldsegem al pha 2 chain precursor
(COL6A2) nMRNA, clonpl ete cds, alternatiwushyiosmslmted. | PROD=type VI coll agen

al pha 2 chai n p@e®mmsor ! FL=gb: AY029208s0017296J2F- 02 NM 1530 Honop sapi ens
36hypot heti cal P¥ctein FLI32239 (FLJI32PH91657RENA. | FL=gb: NM 153036. 1 4. 17E-05
NM 0000 Hono sa Zoé‘?‘?g'dﬂar yl sul f at ase EH%% { gj@%gyspl asia punctata 1) (ARSE),

MRNA. | PROD=ary a%%f at ase E precursor H 573. 1 gb: NM 000047. 1

Doz bus

HB9 Hs00232128_m1
Hes1 Hs00172878_m1
Hex1 Hs00172696_m1
HEYL Hs00232718_m1

HHIP (hedgehog interacting protein)

Hs01011009_m1

hHIF1a Hs00153153_m1
HNF1 Hs00167041_m1
HNF1a Hs00167041_m1
HNF1B Hs00172123 m1
HNF3B Hs00232764 m1
HNF4a Hs00230853_m1
HNF6 (onecut) Hs00413554_m1
HoxB1 Hs00157973_m1
IBSP Hs00173720_m1
Insulin Il Hs00355773 m1
Islet-1 Hs00158126_m1
Jagged-1 (JAGT) Hs00164982 m1
KDR Hs00176676_m1
KRT15 Hs00267035_m1
MafA Hs00999118_m1
MAML1 Hs00207373_m1
Map2 Hs00159041_m1
MapK14 Hs00176247_m1
MapK38 Hs00177083_m1

MBP (myelin basic protein)

MixI1

MMP1 (matrix metalloprotease1)
MOX1

Hs00921945_m1
Hs00430824 g1
Hs00233958_m1
Hs00793059 m1

MSX1 Hs00427183_m1
Mucin1 Hs00904328_m1
Mucin2 Hs00159374_m1
Myf5 Hs00271574_m1
MyoD1 Hs00159528_m1
N-Cadherin (CDH2) Hs00169953_m1
N-Cam1 Hs00169851_m1
NEFH Hs00606024_m1
NEFL Hs00196245 m1
Nestin Hs00707120_s1

NeuroD1 Hs00159598_m1
Ngn3 Hs00360700_q1

Nkx2.1 Hs00163037_m1
Nkx2.2 Hs00159616_m1
Nkx6.1 Hs00232355_m1
Notch1 Hs01062014_m1
NTS Hs00175048_m1
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2. 41E-04 NM 0026 Honp sapi ens pyruvate 10dehydrogenase ki nase, isoenzyne 1
(PDK1), nuclear gene encoding mtochondrial protein, nmRNA 1PROD= gruvate
dehydr ogenas¥OR1WAEESS | soenzynme 1 | FL=gb: NM 002610. 2 gb:PCABRENY41 13450
20091132063 PC17US2009/ 041348 -0.118822.64743 6.8 Up 6. 88E- 04A1702438 ESTs
-0.342082. 418198 6. 78 Up 2. 31E- 04A1860150ESTs, Weakly simlar to A49134 Ig
kappa chain V-1_region (H sapiens) 4. 15%52726. 91125 6.76 Up 6.48E-05 NM 0032
Hono sapi ens Qenpdonetrial bl eedi ng g%ﬁég\;ﬁﬂ%d factor (left-right

determ nation. &pstor A, transform ng giewbbesfactor beta superfam|ly) (EBAF),

MRNA. | PROD=t pamsf or m ng Hs00240950 m1
Pax4 Hs00173014_m1
Pax6 Hs00240871_m1
Pax8 Hs00247586_m1
Pax9 Hs00196354_m1
PDX-1 (IPF1) Hs00236830_m1
Ptch (Patched) Hs00970985 m1
PTF1a Hs00603586_q1
PYY Hs01062281_m1
RA receptor alpha Hs00230907_m1
RALDH Hs01125173_m1
RBPSUH Hs00794653_m1
Rex1 (ZFP42) Hs00399279 m1
SCGB1 Hs00171092_m1
Secretin Hs00360814_q1
sFRP Hs00610060_m1
sFRP5 Hs00169366_m1
SHH Hs00179843_m1
SLCHA8 Hs01068911_m1
Snai1 Hs00195591 m1
Snai2 Hs00161904_m1
Somatostatin Hs00174949 m1
Sox1 Hs00534426_s1
Sox10 Hs00366918_m1
Sox17 see "Sox17" tab
Sox2 Hs00602736_s1
Sox3 Hs00271627_s1
Sox7 Hs00846731_s1
Sox9 Hs00165814_m1
Sparc Hs00234160_m1
SP-C Hs00161628_m1
TBX6 Hs00365539_m1
Tert Hs00162669 m1
THBD Hs00264920_s1
Twist1 Hs00361186_m1
UtF1 Hs00747497_q1
Vim Hs00185584_m1
Wnt3a (human) Hs01055707_m1
Whnt3a (mouse) MmO00437337 _m1
WT1 Hs01103754_m1
Zic1 Hs00604749_m1
Zic2 Hs00600845_m1

Table III List of EXPRES lines generated from H1 & H9 parent lines

ID# ES Day of derivation Media used to propagate cells
Parent  during DE
line, differentiation
Passage
number
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grow h factor, beta 4

| FL=9b: U81523.1 gb: NM 003240. 1 gh: AF081513. 1

-1.89110. 860193 6. 73 Up 2.83E-03 NM 0011Hono sapiens BCL2-1ike 1 91(BCL2L1).

mRNA. | PROFR B3¢ e 1

/ FL=gb: NM 001191. 1 - 0. 53771FC308Z0%04341 Up

1. 41E- 02 A1806338T-box 3 (ul nar mammary syndrone) | FL=9b: AF170708. 2 gb: NM
005996. 1 3.8243976.568635 6.7 Up 1.66E-04 AL031602 Human DNA sequence from
%ﬂ£8gnsone 1p34. 1-

cl one RP5-1174N9 on
EXPRES 01

EXPRES 02

EXPRES 03
EXPRES 04
EXPRES 05
EXPRES 06
EXPRES 07
EXPRES 08

EXPRES 09

EXPRES 10
EXPRES 11

EXPRES 12

HOP54

H9P39
H9P39
H9P39
H9P49
HIP50
HIP39

HIP39

H1P49
H9P30

H9P30

Day 4 Growth mcdia + 50 ng/ml IGF-1

Day 6 DM-F12-+ 2% FBS +100 ng/ml AA +20 ng/ml
WNT-3A (growth media)

Day 3 Growth media + 50 ng/ml IGF-I

Day 4 Growth media + 50 ng/ml IGF-I

Day 5 Growth media + 50 ng/ml IGF-I

Day 5 Growth mcdia

Day 5 Growth media

Day 4 Growth media + 50 ng/ml [GF-I + 0.1mM
mercaptoethanol

Day 6 Growth media + 50 ng/ml [GF-1 + 0.1mM
mercaptoethanol

Day 4 Growth media

Day 4 Growth media + 50 ng/ml IGF-T1+ 0.1mM
mercaptoethanol

Day 6 Growth media + 50 ng/ml [GF-1 + 0.1mM
mercaptoethanol
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35.3. Contains the gene for a novel protein with | BR domai n, a (pseudo?)
gene for a novel protein simlar to MI 1E (netallothionein | E

(functional )WO 2@&18Y635TSs GSSs and two putative  Cp.. P/ ONEY38741586 6. 68
Up 4.44E-05 NM 0049 Hono sapiens cAVMP  0O4response el ement-binding protein
CRE-BPa  (H GS165L15.1), mRNA

Table 1V Expression of cell surface markers by EXPRES 01 and 02 lines

Marker EXPRES 01- % Expression | EXPRES 02- % Expression
TRA 1-60 100 100
TRAI1-81 100 100
SSEA-3 100 86 (85-88)
SSEA-4 100 87 (83-88)
CD56 (NCAM) <l 38 (35-40)
CXCR4 <1 20 (10-25)
SSEA-1 <1 26 (9-32)
E-cadherin 90 (85-95) 75 (72-79)
CDY 99 66 (62-68)
CD30 97 (96-98) 43 (40-46)
LIF-receptor <1 20 (15-21)
CD117 92 (90-95) 73 (67-75)
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| PROD=cAMP r esponse el ement-bi nding protein ORE- BPa | FL=gb: NM 004904. 1
gb: L05911.1 0.3012163. 030236 6.63 Up 4. 76E- 04 AA812232 upreqgul ated by 1, 25-

di hydr oxyvi t"4A2HH2863 | FL=gb: NM 006472. 1 gb: S73591. 1 4.%@5‘@?”??’%6‘@87 6.62 Up
4. 17E-05 BF217861 netal lothionein 1E (functional) 0.4131913.124723 6.55 Up
5. 00E- 02 AL136925 Honp sapi ens nmRNA;, cDNA DKFZp586H1320 (fromcl one

Table V DIFFERENTIAL EXPRESSION OF GENES BETWEEN
UNDIFFERENTIATED EMBRYONIC STEM CELLS CULTURED ON
MATRIGEL™ AND EXPRES 01 (A) AND 02 (B) CELLS CULTURED ON
TCPS

A) ES vs EXPRES 01- Intensity values are in Log2 format.

ES EXPRES Ratio Direction adj. p- Gene Gene Name
01 value Identifier
-5.03662 3.037629 269.52 Up 8.34E-05 BG09943 ESTs
2
-2.82645 3.094183 60.57 Up 3.88E-03 NM_0134 Homo sapiens glutamate
45 decarboxylase 1 (brain,

67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
gb:BC002815.1

q TavTaa D ONAeIR B ey N4
ST TE BEBTES DF.Ed W

e
7

ghnBg EEEN
-1.57973 4.092731 51 Up 6.13E-03 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
gb:NM_004207 .1
-2.24566 3.409815 50.4 Up 1.19E-03 NM_0165 Homo sapiens neuritin
88 (LOC51299), mRNA.
/PROD=neuritin
/FL=gb:NM_016588.1
gh:BC002683.1
gb:AF136631.1
-0.66473 4.897427 47.25 Up 1.97E-04 R06655 ESTs, Moderately similar
to AFQ78844 1 hqp0376
protein (H.sapiens)
-2.96204 2.589425 46.8 Up 1.79E-03 NM_0013 Homo sapiens cysteine-
11 rich protein 1 (intestinal)
(CRIP1), mRNA.
/PROD=cysteine-rich
protein 1 (intestinal)
/FL=gb:U58630.1
gh:BC002738.1
gb:NM_001311.1

gb:U09770.1
-0.08298 5.388254 44.36 Up 2.48E-04 NM_0042 Homo sapiens solute
07 carrier family 16

(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207 1
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DKFZp586H1320); conpl ete cds. | PROD=hypot heti cal protein | FL=gb: AL136925. 1
0. 28056 2.4279476. 54 Upl. 39E- 03 AWW09018 di hydr opyri m di nase-|ike 4 71 FL=gb: NM
006426. 1 gh:"WB3YBTHE41 1. 095892 3.8040146.53 Up2. 43E- 04 GG 4¥tto sapi ens
46angi opoietin 1 (ANGPT1), nmRNA. PROD=angi opoietin 1 |FL=gb: NM 001146.1

gh: D13628. 1 gh: U33508. 1 -0. 0845 2.620256. 52 Up2. 59E- 04 AA625683 ESTs 2. 13274
4.8357716.51 Up2. Q1E-04 AL574210 serine (or ¢ ste‘lmne)hprot ei n‘ase‘!nhl bi t or,
clade E (nexin, Prasni hogeén activator inhiBrt f” Ve 1l 28T 1 FL= gb: NM
000602. 1 gb: ML6006.1 0.64252 2.0559516. 49 Up2. 10E- 04‘\NM§ AQQ\Q\J'@ITD sapi ens
ryanodi ne 35receptor 2 (cardiac) (RYR2), nRNA. PROD=rya&modiwe receptor 2
(cardiac) |FL=gb: NM 001035.1 4.450364 7.1443086. 47 UPSSHTErO5sBF246115 RNA
hel i case-rel ated protein 0.405368 3.0940556. 45 Up6. 25"@“}@5* V18819 t uror
necrosis factor,

e f

-3.11273 2.306225 42.78 Up 5.07E-03 AW44476 ESTs

1

-4.05111 1.075159 34.93 Up 1.19E-03 J03580  Human, parathyroid-like
protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

-1.815634 3.025351 28.65 Up 7.00E-04 AW59092 ESTs
5
-2.36335 2.448218 28.08 Up 1.62E-02 Al189359 mevalonate (diphospho)

decarboxylase
/FL=gb:NM_002461.1
gb:BC000011.1

gb:U49260.1
-3.00328 1.794842 27.82 Up 7.77E-03 AI571798 Rho GDP dissociation
inhibitor (GDI) alpha
-4.17258 0.510307 25.69 Up 2.29E-04 Al040887 ESTs
-0.11332 4.420733 23.17 Up 8.78E-05 NM_0036 Homo sapiens basic helix-
70 loop-helix domain

containing, class B, 2
(BHLHB2), mRNA.
/PROD=differentiated
embryo chondrocyte
expressed genel
/FL=gb:AB004066.1
gb:NM_003670.1

-1.94 2.590871 2312 Up 3.90E-03 NM_0165 Homo sapiens TBX3-iso
69 protein (TBX3-iso),
mRNA. /PROD=TBX3-iso
protein

/FL=gb:NM_016569.1
gb:AF216750.1

-2.18113  2.33099 22.82 Up 1.12E-02 NM_0040 Homo sapiens arrestin,

41 beta 1 (ARRB1), transcript

variant 1, mRNA.
/PROD=arrestin beta 1,
isoform A
/FL=gh:BC003636.1
gb:AF084040.1
gb:NM_004041.2

-2.85963 1.609384 22.15 Up 6.37E-03 BC005961 Homo sapiens,
parathyroid hormone-like
hormone, clone
MGC:14611, mRNA,
complete cds.
/PROD=parathyroid
hormone-like hormone
/FL=gb:BC005961.1
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8al pha-induced protein 6 |FL=gb: NM 007115.1 0.34351 2.3327516.39 Up5.54E-05
NM 0000 Honop sapi ens cycl i n- 77dependent ki nase inhibitor 2A (el anoma, p16,

i nhi bits CDRY9?2 E mRNA. | PROD=cycl i ndependent ki FA3&StWHPH380r 2A

(el anoma, p16, i nhi bi ts CDK4) | FL=gb: NM 000077.1 gb:L27211.1 0.88122
1.7903316. 37 Upl. 37E-03 AA775681 hypot heti cal pr otein FLJ23091 3. 508565
6.1799176. 37 Up8, 80E-05_NM 00 can 58(1, 4- pha ), branching

eneyme 1 (9l yooddh g aiisidlo, eé%%ﬁ:ﬁsiﬁ%ﬁ gfﬁ%“%ﬁ@;@m g8, s orage

1(gl ycogen branching enzyne) /FL=gb: LO7956.1 gb: NM 0@@&&@HA3)mkN84589

0. 824866. 37 Up3. 13E-03 AV705309 ESTs 0.18263 2. 4872?@@'9%615Up1 49E- 02 AC006942
Homo sapi ens chronpsone 19, cosmid R31181 3.759854 6 50879PRE "98°%p2. 01E- 05
AF313413 Honmp sapi ens putative small menbrane protei &Llﬁblﬁéﬁp . conplete WO
2009/ 132063 PCT/ US2009/ 041348 cds. PRCD:put ative smgb:msaoembr ane protein N D67

| FL=gb: AF313413. 1 2.40945. 066795 6 31 Up 3.61E-05 AL8QSBTHREKM B protein
-2.080890. 570296125226 2.990178 270E-04 NM | 0134 Homo sapiens glutamate

45 decarboxylase 1 (brain,
67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
gb:BC002815.1

-0.63516  3.41866 16.61 Up 1.05E-03 AA149250 ESTs, Weakly similar to
WDNM RAT WDNM1
PROTEIN PRECURSOR
(R.norvegicus)

-0.14916 3.880272 16.33 Up 8.45E-04 NM_0025 Homo sapiens natriuretic

21 peptide precursor B
(NPPB), mRNA.
/PROD=natriuretic peptide
precursor B
[FL=gb:NM_002521.1

gb:M25296.1
-2.88485 1.143234 16.31 Up 2.83E-03 BF437711 ESTs
-2.7136 1.194285 15.01 Up 2.14E-02 NM 0018 Homo sapiens cystatin SN
98 (CST1), mRNA.

/PROD=cystatin SN
/FL=gh:J03870.1
gb:NM_001898.1

-0.07353 3.816817 14.83 Up 1.62E-02 AF116616 Homo sapiens PRO0998
mRNA, complete cds.
/PROD=PRO0998
[FL=gh:AF116616.1

-1.44577 2.422113 14.6 Up 1.34E-02 AL544576 ESTs

2.301255 6.091008 13.83 Up 6.50E-05 BC020935 Homo sapiens, Similar to
otoconin 90, clone
IMAGE:4277593, mRNA.

3.006559 6.79047 13.77 Up 8.80E-05 AI263909 ras haomolog gene family,
member B
/FL=gb:NM_004040.1
-0.512 3.268087 13.74 Up 2.96E-03 AF345910 Homo sapiens NYD-SP14

mMRNA, complete cds.
/PROD=NYD-SP14
/FL=gb:AF345910.1
3.484047 7.24746 13.58 Up 4.12E-04 NM_0035 Homo sapiens transgelin 2
64 (TAGLN2), mRNA.
/PROD=transgelin 2
/FL=gb:D21261.1
gb:NM_003564. 1
2823148 8383732 13.54 Up SAEGS ABIBEE nodal, mouss, homolog

291184 6.66195 13.46 Up 1 A4E- 04 BC002616 Homovsaplens transgelln
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6.28 Up 7. 70E-03 BC016043 Honp sapi ens,
| MAGE: 4635389, nRNA, conpl ete cds.

MEC: 20246

hypot heti cal

protein M3C2865,
| FL=9b: BC016043. 1

cl one

1. 376414. 004¥83008/152863yy 1. 20E- 04 AU 148611 Hurman pTR7 nRGA/WHMPEE: i ti ve

sequence 1.3847164.012773 6.18 Up 4.52E-04 NM 0062Hono sapi ens splicing
ar gi ni neserine-rich

75f act or,

-1.18027
-0.92213

-1.85154

0.899321

1.651788

-1.20347
3.669215

-3.52039

3.006317

3.227575

1.869893

2.851479
-0.1081

0.41954
-1.71451

2.546953
2.770179

1.840613

4.507212

5.252439

2.387268
7.251816

0.041471

6.564471

6.777916

5411751

6.371229
3.393761

3.911282
1.771584

13.24 Up
12.93 Up

12.93 Up

12.19 Up

12.13 Up

12.05 Up
11.98 Up

11.81 Up

11.78 Up

11.72 Up

11.65 Up

11.47 Up
11.33 Up

11.25 Up
11.21 Up

1.42E-02 Al123555

2, clone MGC:2989,
mRNA, complete cds.
/PROD-=transgelin 2
/FL=gb:BC002616.1
ESTs

1.08E-04 AK000345 Homo sapiens cDNA

6.40E-03 Al949760

1.08E-04 AW19694
0

5.58E-05 NM_0015
53

2.76E-02 BF063186
2.01E-05 NM_0007
00

1.58E-02 AW16221
0

2.04E-04 NM_0061
83

2.01E-05 U15174

2.01E-05 NM_0018
54

3.61E-05 AI950472
1.39E-03 BG02859
7
1.42E-04 Al670948
7.77E-03 BI1254089
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FLJ20338 fis, clone
HEP12179.

ESTs, Weakly similar to
unnamed protein product
(H.sapiens)

ESTs

Homo sapiens insulin-like
growth factor binding
protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

ESTs

Homo sapiens annexin A1
(ANXA1), mRNA.
/PROD=annexin |
/FL=gb:BC001275.1
gb:NM 000700.1

Homo sapiens cDNA
FLJ11490 fis, clone
HEMBA1001918

Homo sapiens
neurotensin (NTS),
MRNA.
/PROD=neurotensin
precursor
/FL=gb:NM_006183.2
gb:U91618.1

Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gb:AF002697.1
gb:NM_004052.2
gb:U15174.1

Homo sapiens collagen,
type Xl, alpha 1
(COL11A1), mRNA.
/PROD=collagen, type XI,
alpha 1 /FL=gb:J04177 .1
gb:NM_001854.1

ESTs

ESTs

ESTs
Homo sapiens full length



6 (SFRS6), NMRNA.

| FL=9b: U30883. 1

| PROD=splicing factor, arginineserine-rich 6
b: NM 006275. 1 2.9792125. 604053 6.17 Up 1. 52E- 04

M27830Human Y8 ¥ PiH8S nal

3.42E- 04 NM 0072Hono sapi ens U2 snal |

factor (65kD)

RNA gene, conplete cds. 0.3FP6883204%4a89 6. 11 Up

(U2AF65), MRNA.
-1.66293 1.80547 11.07 Up
0.451086 3.904705 10.96 Up
-1.44798 1.988376 10.83 Up

1.19822 4.633038 10.81 Up
1.552808 4.981033 10.76 Up
-0.62725 2.792215 10.7 Up
-1.22834 2.18828 10.68 Up
-0.85366 2.55067 10.59 Up

1.55625 4.952105 10.53 Up
0.93094 4.285883 10.23 Up
-3.33551 0.008356 10.15 Up

79nucl earri bonucl eoprotein auxiliary

insert cDNA clone

ZD50E03
2.68E-02 NM 0008 Homo sapiens glutamate
17 decarboxylase 1 (brain,

67kD) (GAD1), transcript
variant GAD67, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD67
/FL=gb:NM_000817.1
gb:M81883.1 gb:L16888.1
5.45E-04 NM_0070 Homo sapiens a
38 disintegrin-like and
metalloprotease
(reprolysin type) with
thrombospondin type 1
motif, 5 (aggrecanase-2)
(ADAMTS5), mRNA.
/PROD=a disintegrin and
metalloprotease
withthrombospondin
motifs-5 preproprotein
/FL=gb:NM 007038.1
gb:AF14209
1.07E-02 AW37686 ESTs
0
1.22E-04 NM_0169 Homo sapiens NADPH
31 oxidase 4 (NOX4), mRNA.
/PROD=NADPH oxidase 4
/FL=gb:AF261943.1
gb:NM_016931.1
gb:AF254621 .1
gb:AB041035.1
3.24E-04 NM_0006 Homo sapiens serine (or
02 cysteine) proteinase
inhibitor, clade E (nexin,
plasminogen activator
inhibitor type 1), member
1 (SERPINE1), mRNA.
/PROD=serine (or
cysteine) proteinase
inhibitor, cladeE (nexin,
plasminogen activator
inhibitor type 1), membe
3.24E-04 BC017942 Homo sapiens, Similar to
otoconin 90, clone
IMAGE:4285317, mRNA.
2.50E-02 BG40285 ESTs
9
3.53E-04 N36408  hypothetical protein
FLJ23306
/FL=gb:NM_024530.1
1.52E-03 BG16436 microtubule-associated
5 protein 1B
/FL=gb:NM_005909.1
4.17E-05 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4
9.88E-03 BF221850 ESTs
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' PROD=U2 smal | nuclear ribonucleoprotein auxiliaryfactor (65kD) | FL=gb: NM

007279.1 0.652843. 256353 6. 08 Up 2.49E- 04A1819043ESTs 1.6097734. 213168 6.08 Up

1. 35E- 04 M29¥9 7YU8MH0% sol ate JuSo  MUCL8 gl ycoprot ei n RISV 48ant ) |

conpl ete cds. / PROD=MJC18 gl ycoprotein | FL=gb: M29277.1 -0.621671. 968272

6.02 Up 4. 11E-04 A1963304ESTs 4.4598377.047717 6.01 Up 1.02E-04 NM 0040 Honp

sapi ens -1.97569  1.35098 10.03 Up 2.12E-02 NM_0021 Homo sapiens

49 hippocalcin-like 1

(HPCAL1), mRNA.
/PROD=hippocalcin-like 1
IFL=gb:NM_002143.1
gb:D16227.1

0.624024 3.934756 9.92 Up 2.01E-05 AF154054 Homo sapiens DRM
(DRM) mRNA, complete
cds. /PROD=DRM
IFL=gb:NM_013372.1
gb:AF110137.2
gb:AF045800.1
gb:AF154054.1

-2.37515 0.931587 9.9 Up 2.83E-02 NM_0251 Homo sapiens
36 hypothetical protein
FLJ22187 (FLJ22187),
mRNA.

/PROD=hypothetical
protein FLJ22187
/FL=gb:BC005059.1
ghb:NM_025136.1
0.906004 4.154799 9.51 Up 1.45E-04 NM_0133 Homo sapiens cysteine
72 knot superfamily 1, BMP
antagonist 1 (CKTSF1B1),
mRNA. /PROD=cysteine
knot superfamily 1, BMP
antagonist 1
/FL=gb:NM_013372.1
gh:AF110137.2
gh:AF045800.1
gh:AF154054 1
1.423659 4.64236 9.31 Up 2.01E-05 AB019695 Homo sapiens mRNA for
thioredoxin reductase Il
beta, complete cds.
/PROD-=thioredoxin
reductase |l beta
/FL=gb:AB019695.1

0.620478 3.822765 9.2Up 6.53E-05 AL567376 G protein-coupled
receptor 39
2.317589 5.509474 9.14 Up 1.02E-05 J04177  Cluster Incl.

J04177:Human alpha-1
type Xl collagen
(COL11A1) mRNA,
complete cds
leds=(161,5581)
/gb=J04177 /gi=179729
/ug=Hs.82772 /len=6158
-0.01596 3.175621 9.14 Up 9.88E-03 L37033  Cluster Incl.
L37033:Human FK-506
binding protein homologue
(FKBP38) mRNA,
complete cds
/eds=(140,1207)
/gb=L37033 /gi=965469
/ug=Hs.173464 /len=1613

3.119777 6.302535 9.08 Up 5.07E-03 Al954041 F-box only protein 9
/FL=gb:NM 0123471
0.891337 4.058968 8.99 Up 1.66E-04 NM_0003 Homo sapiens paired-like
25 homeodomain
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52BCL2adenovi rus E1B 19kD-interacting protein 3 (BNI P3), nucl ear gene
encodi ng m tochondrial protein, nRNA | PROD=BCL2adenovi r us E1B

19kD-i nt er ad¥PAYH38%%in 3/ FL=9b: AF002697. 1 gb: NM 0046823520 1g#5174 1
3.1784045. 762898 6 Up 1.27E-04 AB037810 Hono sapi ens nRNA for Kl AA1389
protein, partial eds. /PROD=KIAA1389 protein -1.089311.494664 6 Up 2. 35E-03
AB020683 Honb sapi ens nRNA for

transcription factor 2
(PITX2), mRNA.
/PROD=paired-like
homeodomain
transcription factor 2
/FL=gb:NM_000325.1

gb:U69961.1
gb:AF048720.1
2.106895 5.247359 8.82 Up 2.13E-04 NM 0014 Homo sapiens filamin C,
58 gamma (actin-binding

protein-280) (FLNC),
MRNA. /PROD=gamma
filamin
/FL=gb:AF089841.1
gb:NM_001458.1

-1.42687 1.693258 8.69 Up 2.43E-02 AF243424 Homo sapiens SG2NA
beta isoform mRNA,
partial cds.
/PROD=SG2NA beta
isoform

0.657996 3.771559 8.66 Up 2.06E-02 AU158380 Homo sapiens cDNA
FLJ13698 fis, clone
PLACE2000176

0.23287 3.334996 8.59 Up 2.01E-05 R40917  phosphodiesterase 4D,

cAMP-specific (dunce
(Drosophila)-homolog
phosphodiesterase E3)
/FL=gb:L20969.1
gb:NM 006203.1
gb:U02882.1

-0.06159 3.027095 8.51 Up 3.60E-04 U16797 Human LERK-5 (EPLGS5)
MRNA, complete cds.
/PROD=LERK-5
/FL=gb:U16797.1
gb:NM_004093.1
gb:1L38734.1 gb:U81262.1

4.07051 7.149479 8.45 Up 4.86E-05 M10943 Human metallothionein-If
gene (hMT-If)
-0.35204 2.705807 8.33 Up 1.09E-03 BC004490 Homo sapiens, v-fos FBJ

murine osteosarcoma viral
oncogene homolog, clone
MGC:11074, mRNA,
complete cds. /PROD=v-
fos FBJ murine
osteosarcoma viral
oncogenehomolog
/FL=gb:NM_005252.2
gb:BC004490.1

-2.0132 1.043139 8.32 Up 3.61E-02 BE328496 hypothetical protein
PR0O2032
/FL=gb:AF116683.1
gb:NM_018615.1

-0.68954  2.36447 8.31 Up 8.94E-04 NM_0051 Homo sapiens carbonic
81 anhydrase Ill, muscle

specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2
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KI AAO876 protein, partial cds. /PROD=KI AAO876 84 WD 20091132063

PCl | US20091041348 protein 1.91944.501184 5.99 Up 3. 61E-05 AKO00162 Honp
sapi ens cDNAYO2MP3P8%55 fis, clone  COLO8754, highly siff{'aPPtIA8SA ECOLI
ACETYL- CCENZYME A SYNTHETASE. 0.6712053. 243641

-0.00953 3.031935 8.23 Up 9.88E-03 AA831438 Mad4 homolog
3.079271 6.1137 8.19 Up 4.17E-05 NM_0015 Homo sapiens insulin-like
53 growth factor binding

protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

0.788995 3.806044 8.1 Up 6.41E-05 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

0.9926 4.004698 8.07 Up 8.48E-05 Al202327 ESTs
0.051719 3.059444 8.04 Up 6.98E-04 NM_0073 Homo sapiens pleckstrin
50 homology-like domain,

family A, member 1
(PHLDA1), mRNA.
/PROD=pleckstrin
homology-like domain,
family A,member 1
/FL=gb:NM_007350.1
-1.69103 1.312148 8.02 Up 1.82E-03 U32500 Human type 2
neuropeptide Y receptor
mMmRNA, complete cds.
/PROD=type 2
neuropeptide Y receptor
/FL=gb:U42766.1
gh:U36269.1 gb:U32500.1

-0.93931 2.060071 8 Up 6.51E-03 AA004300 hypothetical protein
DKFZp5661133
1.164666 4.161028 7.98 Up 2.51E-03 BC005807 Homo sapiens, clone

MGC:10264, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:10264)
/FL=gb:BC005807.1

2462987 5.441963 7.88 Up 1.45E-04 NM_0166 Homo sapiens

51 heptacellular carcinoma

novel gene-3 protein
(LOC51339), mRNA.
/PROD=heptacellular
carcinoma novel gene-3
protein
/FL=gb:NM 016651.2
gh:AF251079.2

0.581498 3.560033 7.88 Up 1.07E-04 U38945 Human hypothetical 18.1
kDa protein (CDKN2A)
MRNA, complete cds.
/FL=gb:U38945.1
gh:U26727.1

0470814 3.417829 7.71 Up 8.26E-03 AF176039 Homo sapiens high
mobility group protein-R
MRNA, complete cds.
/PROD=high mobility
group protein-R
/FL=gb:AF176039.1

-1.50663 1.438639 7.7 Up 7.38E-04 BF223214 ESTs
-2.43082 0.495104 76 Up 1.71E-02 BF508288 ESTs
1.084464 4.009912 7.6 Up 1.16E-03 BC004865 Homo sapiens, cleft lip
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5.95 Up 2.48E-04 AA463626 ESTs 0.0910292. 660133 5. 93 Up 9. 55E-04 AF277174 Hono
1FL:g§'AF277174.1

sapi ens PNAS- 137 nRNA, conpl ete cds.
1. 4792224, 04%8 749832848 Up 6. 34E- 05 NM 0054Honp sapi ens c&BaP

| aevi s) honol og

1PROD=PNAS- 137

(cysteine knot superfamly) (CER1),
1FL=gb: NM 005454. 1 - 0. 294552. 259676

4.232374

-0.20075

-0.45681

0.155309

1.506057

-1.75194

2.455614

7.152167

2.710846

2.439084

3.037724

4.362244

1.091177

5.294065

7.57 Up

[
o

p

7.52 Up

7.44 Up

7.37 Up

7.24 Up

7.18 Up

7.15 Up

MRNA.

/ PROD=cer ber us

944134354 ( Xenopus

1.54E-03 BF971587

e ma .,
TRCG4 NR D684

ey

2.58E-02 NM_0033
77

7.82E-03 Al417362

8.78E-04 NM_0070
61

7.30E-05 NM_0014
25

3.15E-02 NM_0215
70

9.88E-03 AF279899
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and palate associated
transmembrane protein 1,
clone MGC:10593, mRNA,
complete cds.
/PROD-=cleft lip and palate
associated
transmembraneprotein 1
/FL=gb:BC004865.1
tubulin, beta polypeptide
/FL=gb:BC001352.1

W
s Raniana
MRG0 aapiens

apiens vascular
endothelial growth factor
B (VEGFB), mRNA.
/PROD=vascular
endothelial growth factor
B /FL=gb:NM_003377.1
gb:U43368.1 gh:U52819.1
ESTs, Moderately similar
to ALU1_HUMAN ALU
SUBFAMILY J
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)
Homo sapiens serum
constituent protein
(MSE55), mRNA.
/PROD=serum constituent
protein /FL=gb:M88338.1
gb:NM_007061.1
Homo sapiens epithelial
membrane protein 3
(EMP3), mRNA.
/PROD=epithelial
membrane protein 3
/FL=gb:U52101.1
gb:NM_001425.1
gb:U87947.1
Homo sapiens BarH-like
homeobox 1 (BARX1),
mRNA. /PROD=BarH-like
homeobox 1
/FL=gb:NM_021570.2
gb:AF213356.1
Homo sapiens PNAS-145
MRNA, complete cds.
/PROD=PNAS-145
/FL=gb:U03105.1
gb:NM_006813.1

1



5.87 Up 2. 79E-03 AF312393 Honp sapi ens | euci ne- zipper protein FKSGL3
(FKSG13) nmRNA, conpl ete cds. / PROD=I euci ne- zi pper protein FKSGL3

| FL=gb: AF312%93!09/132463313211. 740607 5.87 Up 3. 72E- 02 NM &I L3S ens
60hexabrachi on (tenascin C, cytotactin) (HXB), nRNA I PROD=hexabr achi on
(tenascin C, cytotactin)

gb:AF279899.1
1422626 4.257559 7.14 Up 2.01E-05 NM_0063 Homo sapiens
65 transcriptional activator of
the c-fos promoter
(CROC4), mRNA.
/PROD-=transcriptional
activator of the c-fos

promoter
/FL=gb:NM_006365.1
gb:U49857 .1
-2.40588 0.424388 7.11 Up 1.64E-02 NM_0024 Homo sapiens myelin
33 oligodendrocyte

glycoprotein (MOG),
mRNA. /PROD=myelin
oligodendrocyte
glycoprotein
[FL=gb:U18798.1
gb:U64564.1
gb:NM_002433.1
-1.86904 0.959227 7.1 Up 4.35E-02 AB033831 Homo sapiens hSCDGF
mRNA for spinal cord-
derived growth factor,
complete cds.
/PROD=spinal cord-
derived growth factor
/FL=gb:NM_016205.1
gb:AB033831.1
gb:AF091434 1
gb:AF244813.1

1811736 4.639749 7.1Up 1.09E-03 M27830 Human 28S ribosomal
RNA gene, complete cds.
-0.54131  2.28595 7.1Up 3.63E-03 BE504838 ESTs
4.065536 6.887587 7.07 Up 4,08E-04 NM_0057 Homo sapiens nuclear
96 transport factor 2

(placental protein 15)
(PP15), mRNA.
/PROD=nuclear transport
factor 2 (placental
protein15)
[FL=gb:BC002348.1
gb:NM_005796.1
gb:U43939.1
-0.4348 2.379408 7.03 Up 4.24E-03 BF686824 death-associated protein

kinase 3
/[FL=gbh:AB007144.1
gb:AB022341.1
gb:NM_001348.1

1.448288 4.255531 7Up 2.01E-05 AF096296 Homo sapiens thymic
stroma chemokine-1
precursor, mRNA,
complete cds.
/PROD=thymic stroma
chemokine-1 precursor
[FL=gb:AF142434 1
gb:AF096296.1
gb:AF124601.1
gb:AB010447 .1
gb:NM_006072.1

3.504052 6.307554 6.98 Up 4.05E-05 NM_0066 Homo sapiens serum-
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1FL=gb: Mb5618. 1 gb: NM 002160.1 0.1670582. 720179 5.87 Up 1. 02E-04 NM 0212Hono
sapi ens nyosin 23l i ght chain 2a (L0058498). nRNA. /PRCD:rrz/osi n |ight
chain 2a /MP2Y81443021223. 1 0. 9013233. 451092 5.86 Up FH81E2HEIN#%0057Honmo
sapi ens purinergic 67receptor (famly A group 5) (P2Y5), nRNA

22 inducible kinase (SNK),
mRNA. /PROD=serum-
inducible kinase
/FL=gb:AF059617.1
gb:NM_006622.1
gb:AF223574 1

2124541 4927935 6.98 Up 8.80E-05 J0O5008  Homo sapiens endothelin-
1 (EDN1) gene, complete
cds /FL=gb:NM_001955.1

1.872394 4.674078 6.97 Up 1.02E-05 AK022852 Homo sapiens cDNA
FLJ12790 fis, clone
NT2RP2001985, weakly
similar to Homo sapiens
high-risk human papilloma
viruses E6 oncoproteins
targeted protein E6TP1

alpha mRNA.
1.764338 4.563535 6.96 Up 1.43E-04 AA909044 tryptase, alpha
1401293 4.178686 6.86 Up 1.66E-04 NM_0032 Homo sapiens tissue
56 inhibitor of

metalloproteinase 4
(TIMP4), mRNA.
/PROD=tissue inhibitor of
metalloproteinase
4precursor
/[FL=gb:NM_003256.1
gb:U76456.1

0.767075 3.54446 6.86 Up 1.88E-03 AY029208 Homo sapiens type VI
collagen alpha 2 chain
precursor (COL6A2)
mRNA, complete cds,
alternatively spliced.
/PROD=type VI collagen
alpha 2 chain precursor
/FL=gb:AY029208.1

-1.94468 0.831091 6.85 Up 1.92E-02 NM_1530 Homo sapiens
36 hypothetical protein
FLJ32239 (FLJ32239),
mMRNA.
/FL=gb:NM_153036.1
0.586923 3.359675 6.83 Up 4.17E-05 NM_0000 Homo sapiens
a7 arylsulfatase E

(chondrodysplasia
punctata 1) (ARSE),
mRNA.
/PROD=arylsulfatase E
precursor
/FL=gb:X83573.1
gb:NM_000047.1
1.064878 3.834572 6.82 Up 2.41E-04 NM_0026 Homo sapiens pyruvate
10 dehydrogenase kinase,
isoenzyme 1 (PDK1),
nuclear gene encoding
mitochondrial protein,
MRNA. /PROD=pyruvate
dehydrogenase kinase,
isoenzyme 1
/FL=gb:NM_002610.2
gb:142450.1
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I PROD=punnergi c receptor (famly A group 5)

1.0075783.543738 5.8 Up 2. 13E-04 NM 0019Hono sapi ens endot helin
| FL=gb: NMD01955. 1 1. 3277793 C38588%49348 p
1. 51E-04 NM 0071Hono sapiens tunor

mRNA. | PROFRZNWISIAHS in 1

MRNA

-0.11882 2.64743
-0.34208 2.418198

6  ( TNFAI P6),

4.156522 6.9125

-1.8911 0.860193
-0.53771

2.208449

3.824397 6.568635

0.001822 2.741586

0.301216 3.030236

4.63387 7.360687

0.413191 3.124723

6.8 Up
6.78 Up

6.76 Up

6.73 Up

6.71 Up

6.7 Up

6.68 Up

6.63 Up

6.62 Up

6.55 Up

15necrosi s factor,

6.88E-04 Al702438
2.31E-04 AI860150

6.48E-05 NM_0032
40

2.83E-03 NM_0011
91

1.41E-02 AI806338

1.66E-04 AL031602

4.44E-05 NM_0049
04

4.76E-04 AA812232

4.17E-05 BF217861

5.00E-02 AL136925
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al pha-

/ FL=gb: AF000546. 1 gb: NM 005767. 1

551 ( EDN1),

i nduced protein

ESTs

ESTs, Weakly similar to
A49134 Ig kappa chain V-I
region (H.sapiens)

Homo sapiens
endometrial bleeding
associated factor (left-right
determination, factor A;
transforming growth factor
beta superfamily) (EBAF),
mRNA.
/[PROD=transforming
growth factor, beta 4
/FL=gb:U81523.1
gb:NM_003240.1
gb:AF081513.1

Homo sapiens BCL2-like 1
(BCL2L1), mRNA.
/PROD=BCL2-like 1
/FL=gb:NM_001191.1
T-box 3 (ulnar mammary
syndrome)
/FL=gb:AF170708.2
gb:NM_005996.1

Human DNA sequence
from clone RP5-1174N9
on chromosome 1p34.1-
35.3. Contains the gene
for a novel protein with
IBR domain, a (pseudo?)
gene for a novel protein
similar to MT1E
(metallothionein 1E
(functional)), ESTs, STSs,
GSSs and two putative
Cp...

Homo sapiens cAMP
response element-binding
protein CRE-BPa
(H_GS165L15.1), mRNA.
/PROD=cAMP response
element-binding protein
CRE-BPa
/FL=gb:NM_004904.1
gb:L05911.1

upregulated by 1,25-
dihydroxyvitamin D-3
/FL=gb:NM_006472.1
gb:S73591.1
metallothionein 1E
(functional)

Homo sapiens mRNA,;
cDNA DKFZp586H1320
(from clone
DKFZp586H1320);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AL136925.1



1PROD=t unor necrosis factor, alpha-induced protein 6 I FL=gb: NMD07115. 1
-0.20772.32716 5.8 Up 1.52E-04 AA211909 ESTs 1.3042573.835269 5.78 Up 3. 02E- 04
NM 0054 HormoVQ3YPPd#8%%eni gna 51(LIM domain protein)  FP§TAGINEH3B27329 5. 77
Up 1.678635 4.204607 5.76 Up 1.411335 3.932627 5.74 Up -1.32153

-0.28056 2.427947 6.54 Up 1.39E-03 AW09018 dihydropyrimidinase-like 4
7 /FL=gb:NM_006426.1
gb:AB006713.1
1.095892 3.804014 6.53 Up 2.43E-04 NM_0011 Homo sapiens
46 angiopoietin 1 (ANGPT1),
mMRNA.

/PROD=angiopoietin 1
/FL=gb:NM_001146.1
gh:D13628.1 gh:U83508.1

-0.0845 2.62025 6.52 Up 2.59E-04 AA625683 ESTs

213274 4835771 6.51 Up 2.01E-04 AL574210 serine (or cysteine)
proteinase inhibitor, clade
E (nexin, plasminogen
activator inhibitor type 1),

member 1
/FL=gb:NM_000602.1
gh:M16006.1
-0.64252 2.055951 6.49 Up 2.10E-04 NM 0010 Homo sapiens ryanodine
35 receptor 2 (cardiac)

(RYR2), mRNA.
/PROD=ryanodine
receptor 2 (cardiac)
/FL=gb:NM_001035.1

4450364 7.144308 6.47 Up 3.61E-05 BF246115 RNA helicase-related
protein
0.405368 3.094055 6.45 Up 6.25E-05 AW18819 tumor necrosis factor,
8 alpha-induced protein 6
/FL=gb:NM_007115.1
-0.34351 2.332751 6.39 Up 5.54E-05 NM_0000 Homo sapiens cyclin-
77 dependent kinase inhibitor
2A (melanoma, p16,
inhibits CDK4) (CDKN2A),

mRNA. /PROD=cyclin-
dependent kinase inhibitor
2A (melanoma,p16,
inhibits CDK4)
/FL=gb:NM_000077.1
gb:L27211.1

-0.88122 1.790331 6.37 Up 1.37E-03 AA775681 hypothetical protein
FLJ23091

3.508565 6.179917 6.37 Up 8.80E-05 NM_0001 Homo sapiens glucan

58 (1,4-alpha-), branching

enzyme 1 (glycogen
branching enzyme,
Andersen disease,
glycogen storage disease
type IV) (GBE1), mRNA.
/PROD=glucan (1,4-alpha-
), branching enzyme
1(glycogen branching
enzyme) /FL=gb:L07956.1
gb:NM_000158.1

-1.84589 0.82486 6.37 Up 3.13E-03 AV705309 ESTs

-0.18263 2.487276 6.36 Up 1.49E-02 AC006942 Homo sapiens
chromosome 19, cosmid
R31181

3.759854 6.426778 6.35 Up 2.01E-05 AF313413 Homo sapiens putative

small membrane protein
NID67 mRNA, complete
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1.183922 5.68 Up 1.058988 3.560886 5.66 Up 4.435207 6.93459 5.65 Up 2.418835
4.908301 5.62 Up -0.56112 1.927121 5.61 Up -1.63462 0.844727 5.58 Up - 0. 34446
2.130828 5.9%06ﬁ”&¥T%3258 6. 618477 5.56 Up -0.52233 1. 9367352498343,

cds. /PROD=putative
small membrane protein

NID67
/FL=gb:AF313413.1
2.4094 5.066795 6.31 Up 3.61E-05 AI809870 HSKM-B protein
-2.08089 0.570296 6.28 Up 7.70E-03 BC016043 Homo sapiens,

hypothetical protein
MGC2865, clone
MGC:20246
IMAGE:4635389, mRNA,
complete cds.
/FL=gb:BC016043.1

1.37641 4.004952 6.18 Up 1.20E-04 AU148611 Human pTR7 mRNA for
repetitive sequence
1.384716 4.012773 6.18 Up 4.52E-04 NM_0062 Homo sapiens splicing
75 factor, arginineserine-rich

6 (SFRS6), mRNA.
/PROD=splicing factor,
arginineserine-rich 6
/FL=gb:U30883.1
gb:NM_006275.1

2979212 5.604053 6.17 Up 1.52E-04 M27830 Human 28S ribosomal
RNA gene, complete cds.
0.310893 2.921559 6.11 Up 3.42E-04 NM_0072 Homo sapiens U2 small
79 nuclear ribonucleoprotein

auxiliary factor (65kD)
(U2AF65), mRNA.
/PROD=U2 small nuclear
ribonucleoprotein
auxiliaryfactor (65kD)
/FL=gb:NM_007279.1

0.65284 3.256353 6.08 Up 2.49E-04 Al819043 ESTs
1.609773 4.213168 6.08 Up 1.35E-04 M29277 Human isolate JuSo
MUC18 glycoprotein

MRNA (3 variant),
complete cds.
/PROD=MUC18
glycoprotein
/FL=gb:M29277 .1

-0.62167 1.968272 6.02 Up 4.11E-04 AI963304 ESTs
4459837 7.047717 6.01 Up 1.02E-04 NM_0040 Homo sapiens
52 BCL2adenovirus E1B

19kD-interacting protein 3
(BNIP3), nuclear gene
encoding mitochondrial
protein, MRNA.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gb:AF002697.1
gb:NM_004052.2
gb:U15174.1

3.178404 5.762898 6 Up 1.27E-04 AB037810 Homo sapiens mRNA for
KIAA1389 protein, partial
cds. /PROD=KIAA1389
protein

-1.08931 1.494664 6 Up 2.35E-03 AB020683 Homo sapiens mRNA for
KIAAQ876 protein, partial
cds. /PROD=KIAA0876
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(ENIGVA), nRNA. ! PROD=eni gma protein /FL=gb: BC0O01093. 1 gb: NM 005451. 2

gb: AF265209. 1 4. 58E-03 BE968750 Honp sapi ens ryanodi ne receptor 2 (cardi ac)
(RYR2), nRNAYQ24EE3HE AA086229 eni gma (LI M domai n pr ot eif&)/UB2HEEIFS NM 0033
Hono sapi ens vasodil ator- 70stinul at ed phosphoprotein (VASP), nmRNA.

| PROD=vasodi | at orsti nmul at ed phosphoprotein | FL=gb: NM 003370. 1 2. 72E- 02
AF217536 Honp sapi ens truncated neval onate ki nase nRNA, partial cds,

alternatively spli A BRIt T ed nmeval, ol i gﬁﬁ'” B56E-

HO5812i nsul i n-1i k%gggod\'/\é%ﬁ fact gégéé%}pr ecept%ﬂgp?—%@é@sa ‘@%@%E&'S’g 61E- 05
AF078844 Hono sapi ens hgp0376 protein nRNA, conpl et ecods754RROYsigp0376 protein
| FL=gb: AF078844.1 3.47E-03 NM 0122 Honp sapi ens si m logcSg accinia virus

FO98BY
Hindl 1| KAL ORF (HU-K4). nRNA. | PROD=similar to vacc%ﬁ@%éﬁ{%@"ﬁ%dl Il K4L ORF
SAL

I FL=gb: U60644. 1 {1 BS0ONEE3. 1 obssNM 0122688t 064316500 4 hypot heti cal

protein PP1665 4 d@8&ks08:6818331873lo3pTs 3. #Ldsr05andvt 100 63ndapensPaps-&Irs sena

79domai n, i mmunogl obulin domain (1g), short basi c domgNA,cosmeats @b.ed,

(semaphorin) 3C (SEMA3C), nRNA. | PROD=senm donain, i @ﬁ?ﬂ@%&% fin domain (1g),
1

. . . = 1
shor t basi ¢ domai ,,e56CxEbed, (Sesraphori n)g AEok fkTak; N erer@h: AB000220. 1
1. 18E-05 AU 146532 pyruvate dehydrogenase 54 (Xenopus laevis) homolog

(cysteine knot
superfamily) (CER1),
mRNA. /PROD=cerberus
1 /FL=gb:NM_005454.1
-0.29455 2.259676 5.87 Up 2.79E-03 AF312393 Homo sapiens leucine-
zipper protein FKSG13
(FKSG13) mRNA,
complete cds.
/PROD=leucine-zipper
protein FKSG13
/FL=gh:AF312393.1
-0.81321 1.740607 5.87 Up 3.72E-02 NM_0021 Homo sapiens
60 hexabrachion (tenascin C,
cytotactin) (HXB), mRNA.
/PROD=hexabrachion
(tenascin C, cytotactin)
/FL=gb:M55618.1
gb:NM_002160.1
0.167058 2.720179 5.87 Up 1.02E-04 NM 0212 Homo sapiens myosin
23 light chain 2a
(LOC58498), mRNA.
/PROD=myosin light chain
2a /[FL=ghb:NM_021223 1
0.901323 3.451092 5.86 Up 3.05E-05 NM_0057 Homo sapiens purinergic
67 receptor (family A group 5)
(P2Y5), mRNA.
/PROD=purinergic
receptor (family A group 5)
/FL=gb:AF000546.1
gb:NM 005767 .1
1.007578 3.543738 5.8 Up 2.13E-04 NM_0019 Homo sapiens endothelin
55 1 (EDN1), mRNA.
/PROD=endothelin 1
/FL=gb:NM_001955.1
1.327779 3.862686 58 Up 1.51E-04 NM_0071 Homo sapiens tumor
15 necrosis factor, alpha-
induced protein 6
(TNFAIPS), mRNA.
/PROD=tumor necrosis
factor, alpha-induced

protein 6
/FL=gh:NM_007115.1
-0.2077 2.32716 5.8 Up 1.52E-04 AA211909 ESTs
1.304257 3.835269 5.78 Up 3.02E-04 NM_0054 Homo sapiens enigma
51 (LIM domain protein)
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ki nase,

gI ucose t rans&or ter

3.1551685. 5%

MZC. 45654 | MAGE: 3623265, nmRNA, conpl ete cds.

menbe

pY?'

0.6

i soenzyne 1 1.54E-03 A1091047 solute carrier famly 2 (facilitated
: r 1 ! FL=gb: KO3195.1 gbh: NM 006516. 1
8304 B0033088 Honp sapi ens, Similar FETEM'YMHAES c| one
PROD=Simlar to amn AC

90529

[/ FL=9b: BCO33088.1 0.00098 2.4543145. 48 Up2. 48E-04 NM 0132 Honp sapi ens
fi bronectin 81l eucine rich transnenbrane protein 3 (FL %2. MRNA.
NP g A foc
OD=en aplgulﬁ

I PROD=f i bronectin | eucine rich transmenbrane proteing

n

77.1 gh: NM

013281.1 0.87622 1.5771385.48 Upl. 84E-02 ML5329Humark +datzend 648k n 1- al pha
(ILIA) nmRNA, conplete cds.
7.564809 5.45 Up 6. 25E-05 MB3248 Human nephro?ontin

/ PROD=nephr opont P 1 EL20*XB32487 P2, 35283554
ESTs 3.27933 5.7191165. 43 Up3. 24E-04 NM 0166 HonD sapepsm
39t ransmenbr ane aE7eH3RI 4120860 4 (FNLY)
Fnl4 /FL=gb: NM 016639. 1

0. 3687885.39 U

/ FL=gb: NM 002581. 1 gh: U28727.
st ear oyl - CoA desaturase (delta-9-desaturase)

p6. 408 037

/ PROD=i nt er | euki n 1-al phagd:mLegisML 5329. 1

796993

AR 0hpl ot ¢
émgﬁxpggﬁigﬁ‘ﬁ5

Mpe |

5.117294
cds.
A1653107

MRNXSE-DPROBs2y pegria (LIMaosaretbr ane pr ot ei n

b: BC002718. 1 gb: AB035480. 1

485354746‘%9 nan CV-S 58% w+08?3e

3. 982825 6.4134085. 39
| FL=9b: ABOB2&6dbialor-gb: AF097514. 1

g??mF191148.1
(

gl S

2.06232
n A
78241

gb: NM 005063. 1 0. 399566 2.8098225.32 Up7. 81E- 04 AF14&T03tepphverhsriptiens NIJAC

protein (NJAC
gb: AF106911. 1

gb:

1.0568988 3.560886

4.435207 6.93459

2.418835 4.908301

-0.56112 1.927121

0.844727
2.130828

-1.63462
-0.34446

4.143258 6.618477

-0.52233 1.950739

5.66 Up

5.65 Up

5.62 Up

5.61 Up

5.58 Up
5.56 Up

5.56 Up

5.55 Up

B N T A S )

3.56E-03 H05812

3.61E-05 AF078844

3.47E-03 NM_0122
68

6.37E-03 ALO41124
4 .98E-03 AI831874

3.75E-05 NM_0063
79

1.18E-05 AU146532

1.54E-03 Al091047
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/FLsgb:NM.00 ,
bR thadddo
vaﬂenate kinase mMRNA,
partial cds, alternatively
spliced. /PROD=truncated
mevalonate kinase
insulin-like growth factor 1
receptor
/FL=gb:NM _000875.2
Homo sapiens hqp0376
protein mMRNA, complete
cds. /PROD=hgp0376
protein
/FL=gb:AF078844 .1
Homo sapiens similar to
vaccinia virus Hindlll K4L
ORF (HU-K4), mRNA.
/PROD=similar to vaccinia
virus Hindlll K4L ORF
/FL=gb:U60644 .1
gb:BC000553.1
gb:NM 012268.1
hypothetical protein
PP1665
ESTs
Homo sapiens sema
domain, immunoglobulin
domain (lg), short basic
domain, secreted,
(semaphorin) 3C
(SEMA3C), mRNA.
/PROD=sema domain,
immunoglobulin domain
(lg), shortbasic domain,
secreted, (semaphorin) 3C
/FL=gb:NM _006379.1
gb:AB000220.1
pyruvate dehydrogenase
kinase, isoenzyme 1
solute carrier family 2
(facilitated glucose
transporter), member 1
/FL=gb:K03195.1
gb:NM_006516.1

3.1



4.15299 6.5609265. 31 Up6. 59E-05 NM 0009 Honp sapi ens 35procol | agen-1ysine, 2-
oxogl utarate 5- di oxygenase (| ysine hydroxyl ase) 2 (PLCD%ZF, MRNA. 0. 319769
2. 724257 5. 20Y9334887359 5. 750515 5.29 Up 4.571448 6. 9F§FIP2WING348y 1. 93843
4.333496 5.26 Up -0.3185 2.064012 5.21 Up 1.484424 3.866551 5.21 Up 4.465458
6.844763 5.2 Up -1.33756

0.690529 3.155168 552 Up 9.91E-04 BC033088 Homo sapiens, Similar to
lamin AC, clone
MGC:45654
IMAGE:3623265, mRNA,
complete cds.
/PROD=Similar to lamin
AC /FL=gb:BC033088.1
-0.00098 2.454314 5.48 Up 2.48E-04 NM_0132 Homo sapiens fibronectin
81 leucine rich
transmembrane protein 3
(FLRT3), mRNA.
/PROD=fibronectin leucine
rich transmembrane
protein3
/FL=gb:AF169677.1
gb:NM_013281.1
-0.87622 1.577138 5.48 Up 1.84E-02 M15329  Human interleukin 1-alpha
(IL1A) MRNA, complete
cds. /PROD=interleukin 1-
alpha /FL=gb:M15329.1
5.117294 7.564809 5.45 Up 6.25E-05 M83248 Human nephropontin
mRNA, complete cds.
/PROD=nephropontin
/FL=gb:M83248.1
2.352834 4.796495 5.44 Up 4.17E-05 Al653107 ESTs
3.27933 5.719116 543 Up 3.24E-04 NM_0166 Homo sapiens type |
39 transmembrane protein
Fn14 (FN14), mRNA.
/PROD=type |
transmembrane protein
Fn14
/FL=gb:NM 016639.1
gh:BC002718.1
gh:AB035480.1
gh:AF191148.1
-2.06232 0.368788 5.39 Up 6.40E-03 AA148534 pregnancy-associated
plasma protein A
/FL=gb:NM_002581.1
gh:U28727 .1
3.982825 6.413408 5.39 Up 7.48E-05 AA678241 stearoyl-CoA desaturase
(delta-9-desaturase)
/FL=gb:AB032261.1
gb:AF(097514 .1
gh:NM_005063.1
0.399566 2.809822 5.32 Up 7.81E-04 AF144103 Homo sapiens NJAC
protein (NJAC) mRNA,
complete cds.
/PROD=NJAC protein
/FL=gb:AF144103.1
gh:AF106911.1
gh:AF073957 .1
gh:BC003513.1
gh:NM_004887.1
4.15299 6.560926 531 Up 6.59E-05 NM_0009 Homo sapiens
35 procollagen-lysine, 2-
oxoglutarate 5-
dioxygenase (lysine
hydroxylase) 2 (PLOD2),
mRNA.
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1.041706 5.2 Up 3.747557 6.125638 5.2 Up -0.24196 2.129273 5.17 Up 2. 657439
5.023981 5.16 Up [ PROD=procoll agenlysine. 2-oxoglutarate 5-

di oxygenase(W931'W&3M8%dr oxyl ase) 2 | FL=gb: NM 000935. 1 gb:PGSAS7RY441E894E. 04
AL552534 Hurman nRNA for CD44 antigen, 5U R (sequence fromthe 5cap to the
start codon). 5.27E-03 AF047002 Hono sapi ens transcriptional coactivator ALY
MRNA, partial eds. | PROD=transcriptional coactivator ALY 3.53E-04 A1631159
solute carrier fanmily 2 (facilitated gl ucose transpofpﬁfggmgl #fec. 3 1 FL=gb: NM
006931.1 gh: M20681.1 1.21E-04 NM 0198 Honp sapi ens 8&3@5’ @gay nate (N

acetyl gl ucosam ne 6-0) sulfotransferase 7 (CHST7), nRNAxyldsBROD=car bohydr at e
(Nacet yl gl ucosani ne 6- 0)sul fotransferase 7 | FL=gb: NMF%@#G’B@‘)&%QU AB037187. 1
gb: AB0O40711.1 1. ~03 08H angi opQi,eti k- égﬁ;,{};l ds.

/ PROD=angi opoi i) ZFJ’L%%%: NML0O46. 1 88?4%?%%5%?5?35%@%@@%? & 4oE- 04
BCO00076 Hono sapiens, cyclin D1 (PRADL: parathyroi dfredesntaptasisgrtl), cl one

MGC: 2316, nRNA, COI”Ep| ete cds. | PROD=cyclin_Di1 (PRADI1c3dr at hyroi d adenomat osi s
1) | FL:gb' |\/|735543'3f7 6% %@6%076 329 Up 5.27E-03 AF047002 Homo sapiens

transcriptional coactivator
ALY mRNA, partial cds.
/PROD=transcriptional
coactivator ALY
4571448 6.973787 5.29 Up 3.53E-04 Al631159 solute carrier family 2
(facilitated glucose
transporter), member 3
/[FL=gh:NM_006931.1

gb:M20681.1
1.93843 4.333496 5.26 Up 1.21E-04 NM_0198 Homo sapiens
86 carbohydrate (N-

acetylglucosamine 6-O)
sulfotransferase 7
(CHST7), mRNA.
/PROD=carbohydrate (N-
acetylglucosamine 6-
O)sulfotransferase 7
/FL=gb:NM 019886.1
gh:AB037187.1
gh:AB040711.1
-0.3185 2.064012 521 Up 1.55E-03 U83508 Human angiopoietin-1

mMRNA, complete cds.
/PROD=angiopoietin-1
/FL=gb:NM_001146.1
gh:D13628.1 gh:U83508.1

1.484424 3.866551 5.21 Up 3.49E-04 BC0O00076 Homo sapiens, cyclin D1
(PRAD1: parathyroid
adenomatosis 1), clone
MGC:2316, mRNA,
complete cds.
/PROD=cyclin D1
(PRAD1: parathyroid
adenomatosis 1)
/FL=gb:M73554.1
gh:BC000076.1

4.465458 6.844763 52Up 1.52E-04 AF003114 Homo sapiens CYRS1
MRNA, complete cds.
/FL=gb:AF003114.1

-1.33756 1.041706 52 Up 8.51E-03 BF196010 ESTs

3.747557 6.125638 52Up 4.52E-04 AA554833 neuroendocrine secretory
protein 55

-0.24196 2.129273 5.17 Up 2.80E-04 AV734646 DNA segment on

chromosome X (unique)
9928 expressed sequence
2657439 5.023981 5.16 Up 1.66E-04 NM_0064 Homo sapiens
72 upregulated by 1,25-
dihydroxyvitamin D-3
(VDUP1), mRNA.
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1. 52E- 04 AF003114 Hono sapiens CYR61 nRNA, conplete cds. |FL=9b: AF003114.1

8. 51E- 03 BF196010 ESTs 4. 52E- 04 AA554833 neur oendocri ne secretor rotein 55
2. 80E- 04 AVMA8YE 1B segnent on chrompsone X (uni que) Q@E@Sé%’ﬁ?‘éééed sequence
1. 66E-04 NM 0064 Honmpo sapiens 72 upregul ated by 1,25- dihydroxyvitamn D3
(VDUPLl), nRNA. WD 2009/ 132063 PCT/ US2009/ 041348 ! PROD=upr egul at ed by

1, 25-di hydroxyvitam n D-3 | FL=gb: NM 006472. 1 gb: S735 1 1 1. 275689 3.642133

5.16 Up 1.65E-04 BF982289 ESTs, Weakly sinilar to el “p ORI ot ei n
(D. mel anogaster) 2.11271 4. 458591 5. 08 Up 1.97E-04 HJ@ & 472\Neak y simlar
to gb:S73591. A

1.275689 3.642133 5.16 Up 1.65E-04 BF982289 ESTs, Weakly similar to
elastin like protein
(D.melanogaster)
2.11271 4.458591 5.08 Up 1.97E-04 H15920 ESTs, Weakly similar to
RTA RAT PROBABLE G
PROTEIN-COUPLED
RECEPTOR RTA
(R.norvegicus)
2.624088 4.968498 5.08 Up 1.45E-04 M28882 Human MUC18
glycoprotein mRNA,
complete cds.
/PROD=MUC18
glycoprotein
/FL=gh:M28882.1
4.046173 6.388326 5.07 Up 6.34E-05 NM_0156 Homo sapiens testin
41 (DKFZP586B2022),
MRNA. /PROD=testin
/FL=gb:BC001451.1
gb:AF245357 1
gb:AF245356.1
gb:NM_015641.1
0.946455 3.284436 5.06 Up 5.46E-04 BM97693 Homo sapiens cDNA
9 FLJ31611 fis, clone
NT2RI12002923.
1.389207 3.725552 5.05 Up 1.08E-04 AL136805 Homo sapiens mRNA;
cDNA DKFZp434J1521
(from clone
DKFZp434J1521);
complete cds.
/PROD=hypothetical

protein
/FL=gb:AL136805.1
0.710433 3.041407 5.03 Up 1.08E-03 NM_0044 Homo sapiens forkhead
72 box D1 (FOXD1), mRNA.

/PROD=forkhead box D1
/FL=gb:U59832.1
gb:NM_004472.1

2.800881 5.127991 5.02 Up 6.53E-05 NM_0178 Homo sapiens
17 hypothetical protein
FLJ20429 (FLJ20429),
mMmRNA,

/PROD=hypothetical
protein FLJ20429
/FL=gb:NM_017817.1

0.432778 2.759117 5.02 Up 2.50E-03 Al692523 ESTs

-0.94056 1.385676 5.01 Up 4.17E-03 AI927458 Homo sapiens mRNA;
cDNA DKFZp434A196
(from clone
DKFZp434A196);
complete cds

0.224112 2.550074 5.01 Up 4.11E-04 BF060767 ESTs

-0.47823 1.845598 5.01 Up 2.75E-03 AA489100 ESTs

4.590104 -3.36994 249.01 Down 2.26E-04 AA167449 nuclear receptor subfamily
1, group |, member 3

6.024741 -1.32044 162.6 Down 1.79E-03 AF017987 Homo sapiens secreted
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RTA RAT PROBABLE G

PROTEI N- COUPLED

RECEPTOR RTA

conpl ete cdsVO 2NBESH-MIC18 gl ycoprotein

1.940449

2.68759

5.005827

0.357833

6.500961

2.077151

3.29779

4.803291

4124115

2437935
4.276201

1.710253

-5.04898 127.07 Down
-3.61621 79 Down
-1.03397 65.79 Down
-5.67924 65.67 Down
0.756526 53.61 Down
-3.59883 51.13 Down

-2.3376 49.71 Down
-0.78667 48.17 Down
-1.42293 46.75 Down
-3.10907 46.75 Down
-1.19736 44 43 Down

-3.7619 44 .39 Down

3.05E-05 BE644917

1.25E-03 AL569326

1.30E-04 NM_0030

2.26E-03 BG38978

4.17E-05 NM_0030

3.75E-03 BF223193

3.05E-05 U17496

3.75E-05 AA628440
7.16E-04 AW26231

2.41E-04 BE672557
9.47E-04 AV699347

8.66E-05 NM_0161
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20

9

12

1

79

PCT/US2009/041348

apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gh:AF056087 .1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

nuclear receptor subfamily
1, group |, member 3
Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds

Homo sapiens secretory
granule, neuroendocrine
protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory granule,
neuroendocrine protein 1
(7B2protein)
/FL=gh:BC005349.1
gb:NM 003020.1

Human mRNA
upregulated during
camptothecin-induced
apoptosis of U937 cells.
Homo sapiens secreted
frizzled-related protein 1
(SFRP1), mRNA.
/PROD=secreted frizzled-
related protein 1
/FL=gh:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

nuclear receptor subfamily
1, group |, member 3
Human proteasome
subunit LMP7 (allele
LMP7B) mRNA, complete
cds. /PROD=proteasome
subunit LMP7
/FL=gh:U17497 .1
gb:U17496.1

nuclear receptor subfamily
1, group |, member 3
ESTs

ESTs

nuclear receptor subfamily
1, group |, member 3
Homo sapiens transient
receptor potential channel
4 (TRPC4), mRNA.
/PROD=transient receptor
potential 4

/FL=gb:NM _016179.1
gb:AF175406.1

(R norvegi cus)
2.624088 4.968498 5.08 Up 1.45E-04 M28882Hunman MJC18 gl ycoprot ei n mRNA,



| FL=gb: M28882. 1 4. 046173 6.388326 5.07 Up 6. 34E-05 NM 0156Hono sapi ens testin
41( DKFZP586B2022), nRNA. / PROD=testin | FL=gb: Bm01451.1lgb:AF245357.1
gb: AF245356. WO Wi P15641. 1 0. 946455 3.284436 5.06 Up PCTUZWEIIGE BVD7693

Hono sapi ens cDNA 9FLJ31611 fis, clone
2.313549

2.835599
0.588183

0.349102

-0.10303

2.325274

0.252976

2.719388

3.257726

4.353788

4.387855

0.027478

-3.12747

-2.26295
-4.50758

-4.73558

-5.00884

-2.506

-4.55112

-2.08299

-1.54343

-0.41404

-0.27888

-4.62508

43.44 Down

34.26 Down
34.2 Down

33.93 Down

29.98 Down

28.47 Down

27.94 Down

27.9 Down

27.88 Down

27.24 Down

25.4 Down

25.15 Down

5.45E-04 AV726956 ESTs, Weakly similar to

2.50E-03 Al735586

C35826 hypothetical 13K
protein A (H.sapiens)
ESTs

2.89E-04 AU118882 endothelin receptor type A

2.50E-02 BM68235
2

1.97E-04 NM_0221
68

1.35E-04 AW19369
3

2.54E-02 NM_0180
43

1.72E-02 NM_0020

48

6.25E-05 NM_0043

35

4.72E-04 AI332407

6.82E-05 AF225513

9.89E-03 NM_1526
47
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/FL=gb:NM_001957.1
gh:L06622.1

Homo sapiens cDNA
FLJ37204 fis, clone
BRALZ2006976.

Homo sapiens melanoma
differentiation associated
protein-5 (MDA5), mRNA.
/PROD=melanoma
differentiation associated
protein-5
[FL=gb:AY017378.1
gb:NM 022168.1
gh:AF095844 1
DKFZP566K1924 protein

Homo sapiens
hypothetical protein
FLJ10261 (FLJ10261),
mRNA.
/PROD=hypothetical
protein FLJ10261
/FL=gb:NM_018043.1
Homo sapiens growth
arrest-specific 1 (GAS1),
mRNA. /PROD=growth
arrest-specific 1
/FL=gb:NM_002048.1
gbh:L13698.1

Homo sapiens bone
marrow stromal cell
antigen 2 (BST2), mRNA.
/PROD=bone marrow
stromal cell antigen 2
/FL=gb:NM_004335.2
gh:D28137.1

secreted frizzled-related
protein 1
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
Homo sapiens
hypothetical protein
FLJ32800 (FLJ32800),
MRNA.
[FL=gb:NM_152647.1



NT2RI 2002923. 1.389207 3. 725552 5.05 Up 1.08E-04 AL136805 Honp sapi ens
(fromcl one
| FL=gb: AL136805. 1 0. 710433 3. 04 P4d/FS2009/041348

CDNA DKFZp434. 11521

hypot het i calWPrYyPaizHes

1.767203
1.665643

0.414323

3.779853

1.995324

1.946332

1.179963

2.060687

2.480221

0.971941

2263194

-2.80617
-2.69521

-3.84422

-0.4664

-2.233

-2.24096

-2.9904

-2.07873

-1.64839

-3.12304

-1.81469

23.81 Down
20.55 Down

19.14 Down

18.98 Down

18.74 Down

18.22 Down

18.01 Down

17.62 Down

17.49 Down

17.09 Down

16.89 Down

DKFZp43411521); conpl ete cds.

4 44E-04 AI742043 ESTs

1.08E-04 AF282250 Homo sapiens calneuron
1 (CALN1) mRNA,
complete cds.
/PROD=calneuron 1
/FL=gb:AF282250.1

3.42E-04 AF283777 Homo sapiens clone
TCBAP0702 mRNA
sequence.

4.72E-04 AV646597 ESTs, Weakly similar to
ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
1.01E-03 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAAD307),

mRNA. /PROD=KIAA0307
gene product
/FL=gb:AB002305.1
gh:NM_014862.1
2.40E-03 BG16670 small inducible cytokine
5 subfamily B (Cys-X-Cys),
member 5 (epithelial-
derived neutrophil-
activating peptide 78)
213E-04 U96136 Homo sapiens delta-
catenin mMRNA, complete
cds. /PROD=delta-catenin
/FL=gb:NM_001332.1
gh:U72665.1
gh:AB013805.1
gh:U96136.1
gh:AF035302.1
1.01E-03 Al269290 solute carrier family 18
(vesicular monoamine),
member 2
/FL=gb:L14269.1
gb:L23205.1 gb:L09118.1
gh:NM_003054.1
1.22E-03 NM_0049 Homo sapiens phorbolin
00 (similar to apolipoprotein B
MRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM_004900.1

gh:U61083.1
1.07E-02 NM_0180 Homo sapiens
18 hypothetical protein
FLJ10191 (FLJ10191),
mRNA.

/PROD=hypothetical
protein FLJ10191
/FL=gb:NM_018018.1
2.69E-03 AF052108 Homo sapiens clone
23687 mRNA sequence.
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| PROD=



5.03 Up 1.08E-03 NM 0044Hono sapi ens forkhead 72box D1 (FOXDl), nRNA

| PROD=f or khead box D1 | FL=gb: U59832. 1 gb: NM 004472. 1 2.800881 5.127991 5.02
Up 6.53E- 05 YRPW I8 "¢onp sapi ens 17hypot heti cal pr ot &CAUS200¢P43E409
(FLJ20429), nRNA.

2.115848 -1.84267 15.55 Down 3.89E-02 AF213678 Homo sapiens HAI-2
related small protein (HAI-
2) mMRNA, complete cds.
/PROD=HAI-2 related
small protein
/FL=gb:AB038317.1
gb:AF213678.1

2.348373 -1.56046 15.02 Down 7.77E-03 NM_0163 Homo sapiens solute

54 carrier family 21 (organic

anion transporter),
member 12 (SLC21A12),
MRNA. /PROD=organic
anion transporter OATP-E
/FL=gb:AB031051.1
gb:NM_016354 .1
gh:AF205072.1
gb:AF187817.1

1910263 -1.99418 14.97 Down 3.77E-04 NM_0069 Homo sapiens
94 butyrophilin, subfamily 3,
member A3 (BTN3A3),
MRNA.

/PROD=butyrophilin,
subfamily 3, member A3
/FL=gbh:U90548.1
gb:NM_006994 .2
2.699795 -1.16113 14.53 Down 5.07E-03 NM 0122 Homo sapiens potassium
81 voltage-gated channel,
Shal-related subfamily,
member 2 (KCND2),
mRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/FL=gb:NM_012281.1
gh:AB028967.1
gb:AF121104 1

2.172559 -1.66608 14.31 Down 7.83E-03 BE673445 Homo sapiens
chromosome 19, cosmid
R28379

0.265765 -3.53873 13.97 Down 2.21E-03 Al675836 Human DNA sequence

from clone RP11-446H13
on chromosome 10.
Contains the 3 end of the
gene for a novel protein
similar to KIAA1059
(ortholog of mouse VPS10
domain receptor protein
SORCS), an RPL23A
(60S ribosmal protein
23A) pseudogene, ESTs,
STSs an

5.440506 1.644236 13.89 Down 6.34E-05 M34455 Human interferon-gamma-
inducible indoleamine 2,3-
dioxygenase (IDO) mRNA,
complete cds.
/FL=gb:NM_002164.1

gb:M34455.1
0.330556 -3.45471 13.79 Down 5.46E-04 BE972639 ESTs
0437404 -3.31877 13.51 Down 4.52E-04 H0O5254  ESTs
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I PROD= hypot hetical protein FLJ20429 | FL=gb: NM 017817.1 0.432778 2.759117
5.02 Up 2.50E-03 A1692523ESTs -0.94056 1.385676 5.01 Up 4. 17E-03 A1927458Hono
sapi ens mRNAYO 2RASRF7p434A196 (from cl one DKFZpA$AAPYBY14188npl et e cds
0. 224112 2.550074

1.32524 -2.42314 13.44 Down 1.57E-02 H29627 ESTs
1.673028 -2.06656 13.36 Down 5.30E-03 AF141339 Homo sapiens LYST-
interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting

protein LIP3
1.319614 -2.39234 13.1 Down 1.43E-02 NM_0043 Homo sapiens catenin
89 (cadherin-associated

protein), alpha 2
(CTNNAZ2), mRNA.
/PROD=catenin (cadherin-
associated protein), alpha
2 /[FL=gb:NM_004389.1

gb:M94151.2
1.708627 -1.98647 12.95 Down 1.75E-02 NM 0175 Homo sapiens KIAA0449
9 protein (KIAA0449),
MRNA.

/PROD=hypothetical
protein DKFZp434J212
/FL=gb:NM_017596.1
2777148  -0.8902 12.71 Down 4.36E-04 NM_0220 Homo sapiens estrogen
34 regulated gene 1 (ERG-1),
MmRNA. /PROD=estrogen
regulated gene 1
/FL=gb:AF305835.1
gb:NM_022034 .1

1.982765 -1.67669 12.64 Down 6.88E-04 BE672659 ESTs
0.457009 -3.18081 12.45 Down 3.30E-04 AwW44981 KIAA0918 protein
3
0.510314 -3.12055 12.39 Down 1.71E-02 AW78000 ESTs
6
0.536704 -3.05382 12.05 Down 1.92E-02 AL049250 Homo sapiens mRNA;
cDNA DKFZp564D113
(from clone
DKFZp564D113).
2.294336 -1.27392 11.86 Down 1.66E-02 U11058 Homo sapiens large

conductance calcium- and
voltage-dependent
potassium channel alpha
subunit (MaxiK) mRNA,
complete cds.
/PROD=large
conductance calcium- and
voltage-
dependentpotassium
channel alpha subunit
/FL=gb:U23767.1
gb:NM_002247 1
gb:AF025999

2177763 -1.38062 11.78 Down 8.80E-05 NM_0025 Homo sapiens
90 protocadherin 8 (PCDHS8),
mRNA.

/PROD=protocadherin 8
/FL=gb:NM_002590.2
gb:AF061573.2

-0.48821 -4.01809 11.55 Down 2.29E-02 AB040812 Homo sapiens mRNA for
protein kinase PAKS5,
complete cds.
/PROD=protein kinase
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5.01 Up 4.11E-04 BF060767 ESTs -0.47823 1.845598 5.01 Up 2. 75E-03 AA489100
ESTs 4.590104 -3.36994 249. 01 Down 2. 26E-04 AA167449 nucl ear receptor
subfamily WO29EIS |, menber 3 6.024741 -1.32044 162 PETHSHMOYIFEE- 03
AF017987 Homp sapi ens secreted 1. 940449 -5.04898 127.07 Down 2.68759
-3.61621 79 Down 5.005827

PAKS5 /FL=gb:AB040812.1

1.785431 -1.74236 11.53 Down 2.18E-03 R15072 ESTs
1.459269 -2.00069 11 Down 3.74E-04 NM_0002 Homo sapiens
77 phenylalanine hydroxylase
(PAH), mRNA.
/PROD=phenylalanine
hydroxylase

/FL=gh:U49897 .1
gb:NM_000277.1
1.995493 -1.44407 10.85 Down 7.11E-03 U91903  Human Fritz mRNA,
complete cds.
/PROD=Fritz
/FL=gh:U24163.1
gb:U68057.1
gb:NM_001463.1
gb:U91903.1
0.679665 -2.7484 10.76 Down 5.57E-03 BC000568 Homo sapiens, clone
MGC:3040, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:3040)
/FL=gh:BC000568.1

1.841888 -1.57619 10.69 Down 1.16E-03 AW07279 contactin 1
0
-0.42571 -3.8118 10.45 Down 1.58E-02 AK023699 Homo sapiens cDNA
FLJ13637 fis, clone
PLACE1011165.
1.923237 -1.4606 10.44 Down 4.11E-04 AW07210 Homo sapiens mRNA;
2 cDNA DKFZp434H205
(from clone
DKFZp434H205)
0.931661 -2.45074 10.43 Down 1.07E-02 AW14940 neurexin 1
5 /FL=gb:AB035356.1
0.781816 -2.56699 10.19 Down 2.50E-02 NM_0006 Homo sapiens
98 arachidonate 5-
lipoxygenase (ALOX5),
mMRNA.
/PROD=arachidonate 5-
lipoxygenase

/FL=gb:NM_000698.1
gb:J03600.1 gb:J03571.1
1.939598 -1.40726 10.17 Down 2.29E-03 AB014737 Homo sapiens mRNA for
SMAP-2b, complete cds.
/PROD=SMAP-2b
/FL=gb:AB014737.1
0.874376 -2.46854 10.15 Down 1.59E-02 U82671 Homo sapiens
chromosome Xq28
melanoma antigen family
A2a (MAGEA2A),
melanoma antigen family
A12 (MAGEA12),
melanoma antigen family
A2b (MAGEAZ2B),
melanoma antigen family
A3 (MAGEAB3), caltractin
(CALT), NAD(P)H
dehydrogenase-like
protein (NSDHL), a...
3.315768 0.011663 9.88 Down 7.33E-04 AK098525 Homo sapiens cDNA
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-1.03397 65.79 Down 0.357833 -5.67924 65.67 Down 6.500961 0.756526 53.61 Down
2.077151 -3.59883 51.13 Down 3.29779 -2.3376 49.71 Down 4.803291 -0. 78667
48.17 Down 4Y9Q2W918Y631 42293 46. 75 Down 2. 437935 - 3. 109F¢ TS24 4. 276201

-1.19736 44.43 Down 1.710253

0.121165

0.686587

3.113317

2.890305

0.447048
3.142124

0.767101

4.315048

-0.47937

3.26376
0.384182

-3.1782

-2.59339

-0.0881

-0.29832

-2.73882
-0.03564

-2.38787

1.168713

-3.61302

0.151239
-2.72567

9.84 Down

9.71 Down

9.2 Down

9.12 Down

9.1 Down
9.05 Down

8.91 Down

8.85 Down

8.78 Down

8.65 Down
8.63 Down

FLJ25659 fis, clone
TST00427, highly similar
to Mus musculus
hedgehog-interacting
protein (Hip) mRNA.
4.65E-03 Al985987 ESTSs, Moderately similar
to ALU1T_HUMAN ALU
SUBFAMILY J
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
2.72E-02 NM_0004 Homo sapiens proprotein
39 convertase subtilisinkexin

type 1 (PCSK1), mRNA.
/PROD=proprotein
convertase subtilisinkexin
type 1
/FL=gb:NM_000439.2
gb:M80753.1
7.30E-05 AL565745 ESTs, Weakly similar to
2108402A camitine
palmitoyltransferase |
(H.sapiens)
3.24E-04 NM_0154 Homo sapiens
74 DKFZP564A032 protein
(DKFZP564A032), mRNA.
/PROD=DKFZP564A032
protein
[FL=gb:AF228421.1
gb:AL050267 .1
gb:AB013847.1
gb:NM_015474 1
4 19E-02 BE645435 ESTs
3.76E-03 AL832535 Homo sapiens mRNA;
cDNA DKFZp547J1816
(from clone
DKFZp547J1816).
1.92E-02 BC003517 Homo sapiens, clone
IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)
7.92E-04 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
mRNA. /PROD=16.7Kd
protein
/FL=gb:NM_016139.1
gb:AF078845.1
gb:BC003079.1
2.49E-02 BE968773 Homo sapiens mRNA;
cDNA DKFZp56401262
(from clone
DKFZp56401262)
1.74E-04 BE644809 ESTs
3.02E-02 NM_0058 Homo sapiens RAS
25 guanyl releasing protein 2
(calcium and DAG-
regulated) (RASGRP2),
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-3.7619 44.39 Down apoptosis related protein 2 (SARPZ) nmRNA, conplete cds.

/ PROD=secr et ed ago osis related protein 2 ! FL=gb: AF056087. 1 gb: NM 003012. 2
gb: AF017987.%0gH* ’Aﬁ@@lgoo 1 3. 05E- 05 BE644917 nucl ear é’@é%%%ﬁ”%%ﬁ“am ly 1,
group |, menber 3 1.25E-03 AL569326 Honp sapi ens cAMP- dependent protein

ki nase I nhibitor beta nRNA, conplete cds 1.30E-04 NM 0030 Hono sapi ens
secretory 20granul e, neuroendocrine protein 1 (7B2 prot e| n (_SC%\I 1),

| PROD=secretory granule, neuroendocrine protein 1 (7 Féi rote|n2

I FL=gb: BC005349. 1 gb: NM 003020.1 2. 26E- 03 B&G38978 Humau pr egul at ed
during canptot heci n-i nduced apoptosis of W937 cells. refuidete- 05 NM 0030 Hono
sapi ens secreted 12frizzled-related protein 1 (SFRP1IFL=HRRE37BPROD=secr et ed
frizzled-relat ed23g5£9e|0@2 LalFL zggﬁﬁgseo%?%gogpmweoggmgoﬁfﬁb AF017987. 1

gb: AF001900.1 3. 75E-03 BF2 3193 nucl ear receptgy sub a|gmte.group |, menber
3 3.05E-05 1J17496 Human proteasone subunit LMP7 (al FleJ|1B42.WEJ7|B}}42hRNA corrpl ete
cds. PROD=prot easone subunit LMP7 ! FL=gh: U17497.1 gmeW496 1 3. 75E- 05

AA628440 nucl ear receptor subfamly proteliﬂ’ﬁ%tgf@?? |, menber 3
7.16E- 04 AW6231 ESTs 1 [FL=gb:NM_024645.1
4.756657 1.668488 8.5 Down 1.30E-04 AV715309 ESTs, Weakly similar to

ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
0.995551 -2.07915 8.43 Down 3.01E-02 NM_0053 Homo sapiens neuronatin
86 (NNAT), mRNA.

/PROD=neuronatin
/FL=gh:NM_005386.1
gb:BC001768.1
gb:AB002392.1

gb:U25033.1
2.380226 -0.68921 8.39 Down 8.34E-05 NM_0165 Homo sapiens
46 complement C1r-like

proteinase precursor,
(LOC51279), mRNA.
/PROD=complement C1r-
like proteinase precursor,
/FL=gb:AF178985.1
gb:NM_016546.1

2598916 -0.46577 8.37 Down 6.59E-05 AW05159 ESTs, Moderately similar
1 to unnamed protein
product (H.sapiens)
1.045717 -2.01579 8.35 Down 1.44E-02 AI937060 KIAA1151 protein
3.009579 -0.04543 8.31 Down 7.08E-04 AB037730 Homo sapiens mRNA for

KIAA13089 protein, partial
cds. /PROD=KIAA1309

protein
1.440541 -1.60998 8.29 Down 1.58E-02 BE503640 ESTs
0.4785 -2.56291 8.23 Down 2.46E-02 BG53269 integrin, alpha 4 (antigen
0 CDA49D, alpha 4 subunit of
VLA-4 receptor)
5.84374 2.812887 8.17 Down 6.34E-05 BC000069 Homo sapiens, retinoic

acid receptor responder
(tazarotene induced) 2,
clone MGC:1544, mRNA,
complete cds.
/PROD=retinoic acid
receptor responder
(tazaroteneinduced) 2
/FL=gh:BC000069.1
gb:NM_002889.2
gb:AB015632.1
gb:U77594 .1
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2. 41E- 04 BE672557 ESTs 9.47E-04 AV699347 nucl ear receptor subfamly 1, group
I, menber 3 8.66E-05 NM 0161 Hono sapi ens transient 79receptor potenti al
channel 4 (T™MPEMWISHENA. | PROD=transi ent receptor pot entfiCA{USAYHI3Eh: NM
016179. 1 gb: AF175406.1 WD 20091132063 PC17US20091041348 2. 313549 -3.12747
43. 44 Down 5. 45E-04 AV726956 ESTs, Weakly simlar to 035826 hypot heti cal
13K protein A (H sapiens) 2.835599 -2.26295 34.26_ Do 2. 50E- 03 A1735586ESTs
0. 588183 - 4. 5075181195%?’2'1 638 8.04 Down 8.48E-04 AAB57324 ESTs, Waakly similar to

hydroxylase (H.sapiens)

fatty acid omega-
1.386384 -1.61585 8.01 Down 3.53E-04 AF196571 Homo sapiens Delta-like-1
protein (DLL1) mRNA,
complete cds.
/PROD=Delta-like-1
protein
/FL=gb:NM 005618.2
gb:AF196571 .1
5.363884 2.372618 7.95 Down 7.30E-05 NM_0070 Homo sapiens
15 chondromodulin |
precursor (CHM-I), mRNA.
/PROD=chondromodulin |
precursor
/FL=gb:NM_007015.1
gb:AB006000.1
1.364581 -1.62447 7.94 Down 2.16E-02 NM_1452 Homo sapiens similar to
80 hepatocellular carcinoma-
associated antigen
HCA557b (LOC151194),
mRNA.
/FL=gb:BC009462.1
gb:NM_145280.1
2.628136 -0.35867 7.93 Down 1.22E-04 NM_0019 Homo sapiens endothelin
57 receptor type A (EDNRA),
MRNA.
/PROD=endothelin
receptor type A
/FL=gb:NM_001957 .1
gh:L06622.1
1.712212  -1.25121 7.8 Down 8.48E-04 R62432  Cluster Incl.
R62432:yg52e11.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
/clone_end=3
/gb=R62432 /gi=834311
/ug=Hs.12321 /len=487
1443731 -1.51616 7.78 Down 4.37E-03 AJ272267 Homo sapiens partial
MRNA for choline
dehydrogenase (chdh
gene). /PROD=choline

dehydrogenase
3.106596 0.148375 7.77 Down 1.23E-02 NM_0023 Homo sapiens lectin,
05 galactoside-binding,

soluble, 1 (galectin 1)
(LGALS1), mRNA.
/PROD=beta-
galactosidase binding
lectin precursor
/FL=gb:NM_002305.2
gb:BC001693.1

gb:J04456.1
1.961633 -0.98665 7.72 Down 8.93E-03 NM_0014 Homo sapiens frizzled-
63 related protein (FRZB),

MRNA. /PROD=frizzled-
related protein
/FL=gb:U24163.1
gb:U68057.1
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2. 89E- 04 AU118882 endothelin receptor type A | FL=gb: NM 001957. 1 gb: L06622. 1
0. 349102 -4. 73558 33.93 Down 2.50E-02 BMb68235 Honp sapi ens cDNA 2FLJ37204
fis, clone WOBKAI®YF06976. -0.10303 -5.00884 29.98 Dowd1/\§7#/BY3¥M 0221Homo
sapi ens nel anoma 68di fferenti ati on associ ated protein-5 (MDA5), nRNA.

gb:NM_001463.1
gb:U91903.1

2.38092 -0.54428 7.6 Down 6.34E-04 AF053712 Homo sapiens
osteoprotegerin ligand
MRNA, complete cds.
/PROD=osteoprotegerin
ligand /FL=gb:AF053712.1
gb:AF019047 .1

0.685413 -2.22507 7.52 Down 2.98E-02 NM_0183 Homo sapiens
83 hypothetical protein
FLJ11294 (FLJ11294),
mRNA.

/PROD=hypothetical
protein FLJ11294
/FL=gb:NM_018383.1
-0.24717 -3.14972 7.48 Down 3.67E-04 AF429305 Homo sapiens C23up
NCRMS mRNA, partial
sequence; alternatively

spliced.
3.893148 0.997757 7.44 Down 1.29E-04 AU144892 Homo sapiens cDNA
FLJ11569 fis, clone
HEMBA1003304
0.82553 -2.06523 7.42 Down 4.10E-02 BC041933 Homo sapiens, clone
IMAGE:5300703, mRNA.
0.728978 -2.13318 7.27 Down 1.25E-03 AL573058 complement component 1,
r subcomponent
1.033324  -1.8148 7.2 Down 5.93E-03 N80918  Novel human gene
mapping to chomosome
13
2.858719 0.013383 7.19 Down 4 37E-03 L10374  Human (clone CTG-A4)
MRNA sequence.
2.260317 -0.57539 7.14 Down 1.02E-03 Al138603 ESTs
2.003902 -0.82254 7.09 Down 8.00E-03 BF109660 ESTs
3.85985 1.037668 7.07 Down 2.70E-04 R40892 ESTs
3.921983 1.12675 6.94 Down 3.53E-04 AA206141 ESTs
-0.17018 -2.96268 6.93 Down 2.08E-02 AV741130 ESTs, Moderately similar

to ALU8 HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

1.610685 -1.16078 6.83 Down 9.82E-04 AA886335 Homo sapiens
serologically defined
breast cancer antigen NY-
BR-20 mRNA, partial cds

2.859538 0.089114 6.82 Down 2.22E-03 AW01473 ESTs
4
3.212409 0.467551 6.7 Down 2.69E-04 BG43417 Homo sapiens cDNA
4 FLJ13555 fis, clone
PLACE1007677
2.116702 -0.60252 6.59 Down 3.35E-03 AF107846 Homo sapiens

neuroendocrine-specific
Golgi protein p55
(XLalphas) gene, exon
XL2 and complete cds
3.179908 0.462842 6.58 Down 3.24E-04 U82811  Human homeodomain-
containing protein (HANF)
mRNA, complete cds.

99



| PROD=nel anoma differentiati on associated protein-5 | FL=gb: AY017378.1 gb: NM
022168. 1 gh: AF095844.1 2.325274 -2.506 28.47 Down 1.35E-04 AW19369
DKFZP566K192%0 g8 ¥'¢ 3 0.252976 -4.55112 27.94 Down PETARROYBHERY 0180 Honp
sapi ens 43hypot hetical protein FLJ10261 (FLJ10261), nRNA

/PROD=HANF
FL=gb:U82811.1
gb:NM_003865.1

2.509452 -0.20066 6.54 Down 1.04E-03 NM_0016 Homo sapiens acyl-
09 Coenzyme A
dehydrogenase,

shortbranched chain
(ACADSB), nuclear gene
encoding mitochondrial
protein, MRNA.
/PROD=acyl-Coenzyme A
dehydrogenase,
shortbranchedchain
precursor
/FL=gb:U12778.1
gb:NM_001609.1

2.596054 -0.10733 6.51 Down 1.39E-03 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3840937)

0.5659211 -2.13754 6.48 Down 2.20E-02 BF000203 ESTs
4534853 1.872557 6.33 Down 9.75E-05 R38389  olfactomedin related ER
localized protein
2.068166 -0.59258 6.32 Down 1.69E-03 BF698797 ESTs
2.168796 -0.49174 6.32 Down 2.44E-04 NM_0025 Homo sapiens neuronal
22 pentraxin | (NPTX1),

mRNA. /PROD=neuronal
pentraxin | precursor
/FL=gb:NM 002522 .1
gb:U61849.1

-0.10024 -2.75761 6.31 Down 3.60E-02 BC033812 Homo sapiens, Similar to
LOC155399, clone
MGC:45477
IMAGE:5181460, mRNA,
complete cds.
/PROD=Similar to

LOC155399
/FL=gh:BC033812.1
0.994947 -1.65385 6.27 Down 7.39E-03 NM_0240 Homo sapiens
34 hypothetical protein

MGC3129 similar to
ganglioside-induced
differentiation-associated
protein (MGC3129),
MRNA.
/PROD=hypothetical
protein MGC3129 similar
toganglioside-induced
differentiation-associated
protein
/FL=gb:NM_024034.1
gh:BCO

3.758058 1.109291 6.27 Down 4.39E-04 NM_0053 Homo sapiens

56 lymphocyte-specific

protein tyrosine kinase
(LCK), mRNA.
/PROD=lymphocyte-
specific protein tyrosine
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/ PROD hypot hetical protein FLJ10261 | FL=gb: NM 018043. 1 2. 719388 -2.08299
27.9 Down 1. 72E-02 NM 0020 Honp sapiens growth 48arrest-specific 1 (GAS]),
mMRNA.  / PRODYP BWP 3244 est - specific 1 / FL=gb: NM 002048’.‘31“65%"%’&43164@8. 1
3.257726 -1.54343 27.88 Down 6. 25E-05 NM 0043 Hono sapi ens bone

kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1

1.5653207 -1.09181 6.26 Down 2.54E-02 Al653050 ESTs, Weakly similar to
HPPD_HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)

3.702164 1.060081 6.24 Down 4,08E-04 U26662 Human neuronal pentraxin
I (NPTX2) mRNA, partial
cds. /PROD=neuronal
pentraxin 1l

4260791 1.638346 6.16 Down 6.25E-05 AAB03344 ESTs, Weakly similar to
ALU7 HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
2172331 -0.44991 6.16 Down 2.44E-04 NM 0038 Homo sapiens tumor
39 necrosis factor receptor

superfamily, member 11a,
activator of NFKB
(TNFRSF11A), mRNA.
/PROD=tumor necrosis
factor receptor
superfamily,member 113,
activator of NFKB
/FL=gb:NM 003839.1
gb:AF018253.1

4981307 2.359848 6.15 Down 4.17E-05 NM_0051 Homo sapiens

03 fasciculation and

elongation protein zeta 1
(zygin 1) (FEZ1), transcript
variant 1, mRNA.
/PROD=zygin 1, isoform 1
/FL=gh:U60060.1

gb:U69139.1
gb:NM_005103.2
3.826815 1.207679 6.14 Down 6.48E-05 BG40156 Homo sapiens mRNA;
8 cDNA DKFZp434H1235
(from clone
DKFZp434H1235); partial
cds
1.027188 -1.59055 6.14 Down 8.40E-03 BG16983 adenylate kinase 5
2 /FL=gb:NM 012093.1
gb:AF062595 .1
2.054962 -0.54704 6.07 Down 2.86E-03 NM_0028 Homo sapiens
00 proteasome (prosome,

macropain) subunit, beta
type, 9 (large
multifunctional protease 2)
(PSMB9), mRNA.
/PROD=proteasome
(prosome, macropain)
subunit, betatype, 9 (large
multifunctional protease 2)
/FL=gb:U01025.1
gb:NM_002800.1
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35marrow stromal cell antigen 2 (BST2), nRNA | PROD=bone marrow stromal
cell antigen 2 [ FL=gb: NM 004335. 2 gbh: D28137. 1 4. 353788 -0.41404 27.24 Down
4.72E-04 A13%930748¥¢%eted frizzled-related protein 1 POEUSHBYME$%6087. 1

gb: NM 003012. 2 gb: AF017987. 1 gb: AF001900. 1 4. 387855 -0.27888 25.4 Down

6. 82E- 05 AF225513 Honp sapi ens cAMP- dependent protein kinase

5.372736 2.7744 6.06 Down 8.80E-05 AA669799 Cluster Incl.
AAB69799:ag36¢c04.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-
1118886 /clone_end=3
/gb=AA669799
/gi=2631298 /ug=Hs.6315
/len=679
0.24636  -2.3444 6.02 Down 1.31E-03 AW05758 ESTs
9
1.145878 -1.44369 6.02 Down 9.46E-03 Al056877 Human DNA sequence
from clone RP4-530115 on
chromosome 20. Contains
the 3 end of the PTPN1
gene for protein tyrosine
phosphatase, non-
receptor type 1 (EC
3.1.3.48), the gene for a
novel protein similar to
placental protein DIFF40,
an RPL36 (60S Ribos
0.976009 -1.61054 6.01 Down 5.39E-03 AW26420 ESTs
4
0.497515 -2.08762 6 Down 2.83E-02 AF052117 Homo sapiens clone
23809 mRNA sequence.
0.381933 -2.20139 5.99 Down 8.66E-04 Al913749 ESTs
0.528494 -2.05438 5.99 Down 4.17E-02 BG29090 ESTs, Moderately similar
8 to ALU8_HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)
3.795925 1.232161 5.91 Down 2.20E-04 NM_0046 Homo sapiens N-myc (and
88 STAT) interactor (NMI),
mRNA. /PROD=N-myc
and STAT interactor
/FL=gb:BC001268.1
gb:NM_004688.1
gb:U32849.1
1.934415 -0.62283 5.89 Down 4.93E-04 NM_0013 Homo sapiens deleted in
51 azoospermia-like (DAZL),
mRNA. /PROD=deleted in
azoospermia-like
[FL=gh:U66726.2
gb:NM_001351.1
gb:U65918.1 gh:U66078.1
1.805448 -0.75007 5.88 Down 1.88E-03 Al681917 ESTSs, Highly similar to
IRX3 MOUSE IROQUOIS-
CLASS HOMEODOMAIN

PROTEIN IRX-3
(M.musculus)
2.788534 0.237692 5.86 Down 7.40E-03 AW45092 heterogeneous nuclear
9 ribonucleoprotein A1
2.99034 0.457208 5.79 Down 5.23E-04 NM 0029 Homo sapiens small
93 inducible cytokine

subfamily B (Cys-X-Cys),
member 6 (granulocyte
chemotactic protein 2)
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I nhi bitor beta nRNA, conpl ete cds. /| PROD=cAMP- dependent protein kinase

i nhi bitor beta | FL=gbh: AF225513. 1 0. 027478 -4.62508 25. 15 Down 9. 89E-03 NM 1526
Hormo sapi ensV© 2""3’???8?}ot hetical protein FLJ32800 ( FLIZSEOHFY/HibRIA.

| FL=gb: NM 152647.1 WD 20091132063

(SCYB6), mRNA.
/PROD=small inducible
cytokine subfamily B(Cys-
X-Cys), member 6
(granulocyte chemotactic
protein 2)
/FL=gb:U81234 1
gb:NM_00299

0.362564 -2.17012 5.79 Down 1.28E-02 AB018580 Homo sapiens mRNA for
hluPGFS, complete cds.
/PROD=hIuPGFS
/FL=gb:NM_003739.2

gb:AF149416.2
gb:AB018580.1
gb:D17793.1
1673874 -0.85315 5.76 Down 8.93E-03 NM_0059 Homo sapiens myosin,
65 light polypeptide kinase

(MYLK), mRNA.
/PROD=myosin, light
polypeptide kinase
/FL=gh:AB037663.1
gb:AF069601.2
gb:NM 005965.1
1.858219 -0.66565 5.75 Down 2.13E-04 NM_0050 Homo sapiens

84 phospholipase A2, group
VII (platelet-activating
factor acetylhydrolase,
plasma) (PLA2G7),
mMRNA.
/PROD=phospholipase
A2, group VI (platelet-
activatingfactor
acetylhydrolase, plasma)
/FL=gb:U20157.1

gb:U24577.1
gb:NM_005084 .1
3.016209 0.501482 5.71 Down 6.48E-05 AW02637 ESTs
9
3.692792 1.179422 5.71 Down 1.52E-04 N21096  ESTs
1.28245 -1.23083 5.71 Down 3.20E-04 AF063824 Homo sapiens trp-related
protein 4 truncated variant
delta mRNA, complete
cds. /PROD=trp-related
protein 4 truncated variant
delta /FL=gb:AF063824 .1
3.772564 1.260638 5.7 Down 3.53E-04 AA404269 ESTs
2.016986 -0.49385 5.7 Down 6.37E-03 Al741439 ESTs
2453774 -0.04433 5.65 Down 1.01E-03 NM_0071 Homo sapiens Wnt
91 inhibitory factor-1 (WIF-1),
MRNA. /PROD=Wnt
inhibitory factor-1
/FL=gh:AF122922 1
gb:NM_007191.1
5.545158 3.061783 5.59 Down 1.71E-04 BF057809 ESTs
5.219258 2.740374 5.57 Down 1.08E-04 AA974416 protein phosphatase 2
(formerly 2A), regulatory
subunit B (PR 52), beta
isoform
2.913327 0.434686 5.57 Down 2.99E-04 NM_0124 Homo sapiens regulator of
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1.767203 -2.80617 23.81 Down 1.665643 -2.69521 20.55 Down 0.414323 -3. 84422
19. 14 Down 3. 779853 -0. 4664 18.98 Down 1.995324 -2.233 18.74 Down 1.946332
-2.24096 18.¥99 2193\, 179963 -2. 9904 18.01 Down 2. 06068 FCIASHPEYI3B7 62 Down

2.480221 -1.64839

1.651332

1.293775
1.417933

3.66812

3.002731
5.276628

3.380946

2.01577

1.307387

0.36507
0.756663

-0.81962

-1.16956
-1.04305

1.207732

0.549124

2.824048

0.937118

-0.42783

-1.12824

-2.02151
-1.62346

5.54 Down

5.51 Down
5.51 Down

5.5 Down

5.48 Down
5.47 Down

5.44 Down

5.44 Down

5.41 Down

5.23 Down
5.21 Down

19 G-protein signalling 17
(RGS17), mRNA.
/PROD=regulator of G-
protein signalling 17
[FL=gb:AF202257.2
gb:NM 012419.2
1.35E-02 NM_0071 Homo sapiens mitogen-
81 activated protein kinase
kinase kinase kinase 1
(MAP4K1), mRNA.
/PROD=mitogen-activated
protein kinase kinase
kinasekinase 1
/FL=gb:U66464.1
gb:NM_007181.1
1.15E-02 BF593660 ESTs
4.93E-04 NM_0027 Homo sapiens protein
38 kinase C, beta 1
(PRKCB1), mRNA.
/PROD=protein kinase C,
beta 1
/[FL=gh:NM_002738.1
1.97E-04 NM_1333 Homo sapiens potassium
29 voltage-gated channel,
subfamily G, member 3
(KCNG3), transcript
variant 1, mRNA.
/PROD=potassium
voltage-gated channel,
subfamily G,member 3
isoform 1
/FL=gb:AF454548.1
gh:AF348982.1
gb:AB070604 .1
gb:NM 1333294
4 89E-04 R54042 ESTs
6.48E-05 BC005127 Homo sapiens, adipose
differentiation-related
protein, clone
MGC:10598, mRNA,
complete cds.
/PROD=adipose
differentiation-related
protein
/FL=gb:BC005127.1
gb:NM_001122.1
1.22E-04 AU151342 Homo sapiens cDNA
FLJ12935 fis, clone
NT2RP2004982
1.92E-03 BE220341 casein kinase 2, alpha 1
polypeptide
1.08E-04 AK021452 Homo sapiens cDNA
FLJ11390 fis, clone
HEMBA1000561, weakly
similar to ZINC FINGER
PROTEIN 91.
4 98E-03 BF062244 ESTs
1.69E-03 BG53358 ESTs
0
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17.49 Down 0.971941 -3:12304 17.09 Down 2.263194 -1.81469 16. 89 Down

Pel 1US2009/ 041348 4. 44E- 04A1742043 ESTs 1. 08E-04 AF282250 Hono sapi ens

cal neuron 1 WEA'RAIX'HRNA. conpl ete cds. /PROD=cal neur on PET/USPLY K 1M8282250. 1
3.42E- 04 AF283777 Hono sapiens clone TCBAPO702 nRNA sequence. 4. 72E-04
AV646597 ESTs, Weakly simlar to ALU7 HUMAN ALU SUBFAM LY SQ SEQJENCE

CONTAM NATI ON WARNIE NG ENTRY (H. sapiens) 1.01E-03 NV OéfS Honmo sapi ens Kl AA0307

62gene product (' EAD3 57“&;%1? o1 K1 g%) ©% oduct | FL=gb: AB002305. 1
gb: NM 014862. 1 2??%?0348 66%15@ n ﬁ% gegféiﬁggﬂe ssubfami [y B
(Cys-X-Cys), nmenber 5 (epithelial-derived neuteophilactivating peptide 78)

2. 13E- 04 U96136HcHeB58apixes®s del 3 H-Dogat enidP3PNA466GhPpEBL e cds.

| PROD=del t a- cat e¥P2fP3P FL1§HONM 0TR3B2" 1 gb’—e@ﬁﬁ%s 83799551®B013805. 1 gb: U96136. 1

gb: AF035302. 1 1. 205%57093 (289290 &QJoW%e Caf ok B u67%8 ' Murﬂra% st cul ar
monoani ne), nmenber 2 /FL=gb: L14269.1 gb: L23205. BhbdyBs-shegi: NM_003054. 1

proteln tyrosine kinase
(LCK) mRNA, complete
cds. /PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gbh:U07236.1
gb:NM_005356.1

gb:M36881.1
2.356401 0.028606 5.02 Down 6.23E-04 NM_0248 Homo sapiens
93 hypothetical protein
FLJ14220 (FLJ14220),
mRNA.

/PROD=hypothetical
protein FLJ14220
/FL=gb:NM_024893.1

4587367 2.264046 5 Down 2.70E-04 AL049589 Human DNA sequence
from clone 570L12 on
chromosome Xg13.1-21.1.
Contains the PGK1 gene
for phosphoglycerate
kinase 1, the gene for a
novel protein similar to
TAF2G (TATA box binding
protein (TBP)-associated
factor, RNA polymerase Il,
G, 32kD) (TAF...

B) ES vs EXPRES 02- Intensity values are in Log2 format,

ES EXPRES 02 Ratio Direction ad]. p- Gene Gene Name
value Identifier
-2.7136 7.077563 886 Up 9.62E-04 NM_0018 Homo sapiens cystatin
98 SN (CST1), mRNA.

/PROD=cystatin SN
/FL=gb:J03870.1
gb:NM 001898.1

-2.3713 6.959692 644.03 Up 6.55E-05 R72286  microfibrillar-
associated protein 4
-3.78394 5.172093 496.63 Up 1.06E-04 AW15754 insulin-like growth
8 factor binding protein 5
/FL=gb:M65062.1
gh:M62782.1

gb:NM_000599.1
gb:AF055033.1

-4.79257 3.432794 299.28 Up 1.81E-03 AA352113 ESTs
-5.16453 3.053666 297.8 Up 5.30E-03 NM_0023 Homo sapiens lumican
45 (LUM), mRNA.

/PROD=lumican
/FL=gb:NM_002345 1
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1. 22E-03 NM 0049 Honpo sapi ens phorbolin 00(simlar to apolipoprotein B mRNA
editing protei n@ DJ742C19. 2), nRNA. / PROD=phorbolin (simlar to

apol i popr ot e¥Y9 28 edi ting protein) |FL=gbh: NM 004900. FPCIBSebE8381 1. 07E- 02
NM 0180 Honp sapi ens 18hypot hetical protein FLJ10191 (FLJ10191), nRNA
PROD=hypot heti cal protein FLJ10191 | FL=gb: NM 018018.1 2. 69E- 03 AE052108 Hono
sapi ens clone 23687 nRNA sequence. 2.115848 -1.8426715. 55 _Down3. 89E- 02
AF213678 Hono sapiens HAI-2 related small protein (HAl Sﬂm conpl ete cds.

| PROD=HAI - 2 r el at:@gkssmal § s:pat eizm dskde=gb: ABO3834#s:3110biARRL30¥8xdn2. 348373
-1.5604615. 02 Down7. 77E-03 NM 0163 Honp sapi ens sol ut exbgenrtier famly 21
(organi c anion transporter), nmenber 12 (SLC21Al 2), nRNAM™NPREB=0r gani ¢ ani on
transporter OATP-E | FL=gb: AB031051. 1 gb: NM 016354. 1 gb.. 21

gb: AF187817.1 1.910263 -1.9941814. 97 Down3. 77E- 04 NM OQéQ“H@ : $api ens
94butyrophilin, subfamly 3, nmenber A3 (BTN3A3), nRNA. ¢RROB=butyrophilin,
subfam |y 3, nenBEpe6A3 | F138: U9eRs48r1 gb: MI\?P@Q%?%@?@ BS®99795 -1.1611314.53
Down5. 07E- 03 NM Ho ien assiu - e nel ,

Shal -rel at ed sub?%?n%fsy, nph%’?rﬁzgr 253(4&%&D2) , ?ﬁ%\w/'%gg‘;}gﬁﬁ%&m t age- gat ed
channel , Shal -rel at edsubfam |y, nenber 2 /FL=gb: NM 01228&l ddrivgth: AB028967. 1

gb: AF121104. 1 2.172559 -1.6660814. 31 Down7. 83E- 03 BE678aMmenHitty sapi ens
chronpsome 19, cosmid R28379 0.265765 -3.5387313. 97 Dofffig #fL3A1675836 Human

DNA sequence -3.06613 4772945  228.98 Up 2.57E-03 Al422986 ESTs
-4.37538 3.399327  218.99 Up 7.01E-05 AA552969 ESTs
-3.47045 4200612  203.81 Up 4.26E-03 NM_0251 Homo sapiens
40 hypothetical protein
FLJ22471 (FLJ22471),
mRNA.

/PROD=hypothetical
protein FLJ22471
/FL=gb:NM_025140.1

-4.82833 2.813842 199.77 Up 1.40E-04 BF064262 ESTs
-5.1127 2.479359 192.95 Up 1.06E-04 NM_0026 Homo sapiens paired-
53 like homeodomain

transcription factor 1
(PITX1), mRNA.
/PROD=paired-like
homeodomain
transcription factor 1
/FL=gb:NM_002653.1

-3.4841 4.092799 190.93 Up 4.34E-04 BM12843 Homo sapiens full

2 length insert cDNA

clone YA81B05

s
o

T RS
&8 QTHON

5
s
“ S
A

.
o
W

-3.40132 3.923976 160.37 Up 1.34E-02 BF589787 ESTs
-1.20324 6.071574 154.86 Up 2.23E-04 NM 0016 Homo sapiens
43 apolipoprotein A-ll

(APOA2), mRNA.
/PROD=apolipoprotein
A-ll precursor
/FL=gb:M29882.1
gb:NM 001643.1
gb:BC005282.1

N

i

P
no
o

N DD 4N SEN QN T I SO Al ADRATORT
3008108 156,88 Up 482804 ABOIBLY
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fromcl one RP11-446H13 on chronosone 10. Contains the 3 end of the gene for a
novel protein simlar to Kl AA1059 (orthol og of nouse VPS10 domai n receptor
protein SORCMSY 2WgH32E3 23A (60S ribosmal protein 23A) psdbGddGaNE1E8Ts  STSs an
5. 440506 1.64423613. 89 Down6. 34E- 05 MB4455 Human i nterferon-ganma- inducible

i ndol eam ne 2, 3- di oxygenase (1 DO nRNA, conplete eds. |FL=gbh: NM 002164.1

gb: MB4455. 1 0. 330556 -3.4547113.79 Down5. 46E- 04 BE972639 ESTs 0. 437404
-3.3187713. 51 Down4. 52E- 04 H05254 ESTs Pel | US2009/ 0413218“ ‘?E—ﬁ? H29627 ESTs
5. 30E- 03 AF141339 Honp sapi ens LYST- interacting prot ejfs-kdb8:seRNA, parti al
cds. 1PROD=LYST-interacting protein LIP3 1.43E-02 NM O A SHOTD sapi ens catenin
89(cadherin-associated protein), alpha 2 (CTNNAZ), nRNA PR”:catenl n
(cadheri nassoci ated protein), alpha 2 ! FL=gb: NM 004389 VB2

NM 0175 Hono sapisenssKI AAQAM@ 9Gpsratgi n (KIAA@MQ}B\ s ERINA: 1EPRQD=hypot hetl cal

34regul ated gene 1 (ERG 1) " MRNA. IPRCD:estrogen r egul at JeAEtT
1FL=gb: AF305835. 1 gb: NM 022034. 1 6. 88E- 04 BE672659 ESTS‘_&J,M” £
KI AAO918 pr ot ei np367bs 71E; A2sAW 809G 5STs 691049%,@2)0&63 Qe o api ens
MRNA; cDNA DKFZp564D113 (from cl one SA (CST2), mRNA.

/PROD=cystatin SA
/FL=gb:NM_001322.1

-0.81321 6.174771 126.94 Up 1.57E-03 NM_0021 Homo sapiens
60 hexabrachion
(tenascin C, cytotactin)
(HXB), mRNA.

/PROD=hexabrachion
(tenascin C, cytotactin)
/FL=gb:M55618.1
gb:NM_002160.1

-2.38522 4.594021 126.17 Up 6.89E-05 AA502609 Homo sapiens ankyrin-
like with
transmembrane
domains 1 (ANKTM1),
mMRNA

-3.75387 3. 204091 124.32 Up 2. 13E 04 Al991459 ESTs

£ 21828 SETITTS 1838 Up 100804 NA_B881 Hom

\{\

-2.02474 4.768631 110.92 Up 7.31E-03 NM_0218 Homo saplens

27 hypothetical protein
FLJ23514 (FLJ23514),
mRNA.

/PROD=hypothetical
protein FLJ23514
/FL=gb:NM_021827 .1

-2.38432 4.381798 108.84 Up 1.01E-03 AL534095 hypothetical protein
FLJ23091

-2.25187 4.311095 94 .55 Up 7.26E-03 AL136944 Homo sapiens mRNA;
cDNA
DKFZp586J0624 (from
clone
DKFZp586J0624);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AF215636.1
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DKFZp564D113). 1. 66E-02 U11058Hono sapi ens | arge conductance cal cium and

vol t age- dependent pot assi um channel al pha subunit (Maxi K) nmRNA, conpl ete cds.

| PROD=I ar ge ¥8AYtet8Hce cal cium and vol t age- dependent p6t48&1't M ¢annel al pha
subunit ! FL=gb: U23767. 1 gb: NM 002247. 1 gb: AF025999 2. 177763 -1.3806211. 78
Down8. 80E- 05 NM 0025 Honp sapi ens 90protocadherin 8 (PCDH3). nRNA.

1PROD=pr ot ocadherin 8 1FL=gb: NM 002590. 2 gb: AF061573. 2 -0.48821 -4.0180911.55
Down2. 29E- 02 AB040812 Hono sapi ens nRNA for protein ki @%%’0#%1 conpl ete cds.
1PROD=prot ei n ki nase Pel | US2009/ 041348 gb:AF22d8AKD

| FL=gb: AB040812.1 2. 18E-03 R15072 ESTs 3. 74E- 04 NM 000gb:Mosas4sapi ens

77phenyl al ani ne HydfEdxy| BEESE PAHIS T HRNA. ! pﬁeri‘ﬂa&afﬁ*ﬁé*hydr oxyl ase

¥

| FL=gb: U49897. 1 gb: NM 000277.1 7. 11E-03 U91903Human Fr i ORNA....conpl ete cds.
1PROD=Fritz ! FL=gb: U24163. 1 gb: U8057. 1 gb: NM 001463. 1,gbist%903.1 5. 57E- 03
BO000568 Honmp sapi ens, clone MGC: 3040, nRNA, conpl et e edssasdPROD=Unknown
(protein for M3C33%/40) !F%£¢B: BCOrOU3HS. 1 1.286E0DM 97 daop seeitsactin 1 0
1. 58E- 02 AK023699 Honp sapi ens cDNA FLJ13637 fis%® cl onBPBLAREAREI165. 4. 11E- 04
AWO07210 Honmo sapi ens mRNA; protein related to DAC

and cerberus

(FLJ21195), mRNA.

/PROD=hypothetical

protein FLJ21195

similar to

proteinrelated to DAC

and cerberus

/FL=gb:NM_022469.1

-3.14404 3.270152 85.28 Up 6.55E-05 AB028021 Homo sapiens HNF-

3beta mRNA for

hepatocyte nuclear

factor-3 beta, complete

cds.

/PROD=hepatocyte

nuclear factor-3 beta

/FL=gb:AB028021.1

gb:NM_021784.1

-0.88122 5.526622 84.91 Up 1.25E-04 AA775681 hypothetical protein
FLJ23091
-2.96204 3.439168 84.52 Up 1.08E-03 NM_0013 Homo sapiens
11 cysteine-rich protein 1
(intestinal) (CRIP1),
mRNA.

/PROD=cysteine-rich
protein 1 (intestinal)
/FL=gb:U58630.1
gb:BC002738.1
gb:NM_001311.1
gb:U09770.1

-3.42819 2.876705 79.06 Up 2.31E-04 AL121722 Human DNA sequence
from clone RP4-
788L20 on
chromosome 20
Contains the HNF3B
(hepatocyte nuclear
factor 3, beta) gene. a
novel gene based on
ESTs, ESTs, STSs,
GSSs and CpG

Islands
-1.01231 5.27686 78.2 Up 1.85E-04 NM_0016 Homo sapiens
43 apolipoprotein A-ll

(APOA2), mRNA.
/PROD=apolipoprotein
A-Il precursor
/FL=gb:M29882.1
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2cDNA DKEZp434H205 (from cl one DKFZp434H205) 1.07E-02 AW14940 neurexin 1
5! FL=gb: AB035356. 1 2. 50E-02 NM 0006 Hono sapi ens 98arachi donate 5-

| i poxygenaseVP A& nRNA. 1PROD=ar achi donate 5- |i poxy§éftid¥oe4gh: NV
000698. 1 gbh:J03600.1 gh:J03571.1 2. 29E-03 AB014737 Hono sapi ens nRNA for

SMAP- 2b. conpl ete eds.

sapi ens chronosone Xq28 nel anoma antigen famly A2a ( MAGEA2A

antigen famly Al 2 ( MAGEAl 2),

protein (NSDHL), a...

mel anoma antigen famly g%ﬁ
antigen famly A3 {MACEAS)s@al t fagtipn ( GAliRks o NAROR)sH:dehy:dr:
3.315768 0.0116639. 88 Down#F:. 33E- GO

I PROD=SVAP- 2b | FL=gb: AB014737.1 1. 59E-02 U82671Hono

1mel anoma

“A2B) , nel anona
pgenase- | i ke

86@5 Honp sapi ens

o

§

cDNA  0:121165 -3.1782 9.84 Down 0.686587 -2.59339 9. PE°DoWR*37113317 -0. 0881

9.2 Down 2. 890305

-0.14916

-2.9139

-2.33028

-4.75249

-1.50663
-4.40099
-2.56553

-3.67415

-1.33141
-2.41293

6.052967

3.274181

3.85605

1.427636

4.672617
1.778003
3.594638

2.447201

4.770833
3.673615

73.63 Up

72.91 Up

72.82 Up

7251 Up

72.47 Up
72.45 Up
71.51 Up

69.62 Up

68.7 Up
67.96 Up

sblast

2.30E-04 NM_0025 Ho
21 natriuretic peptide
precursor B (NPPB),
mRNA.
/PROD=natriuretic
peptide precursor B
/FL=gb:NM_002521.1

gb:M25296.1
9.48E-04 NM_0051 Homo sapiens
43 haptoglobin (HP),
MRNA.

/PROD=haptoglobin
/FL=gb:K00422.1
gb:L29394 1
gb:NM_005143.1

2.04E-04 X02162 Human mRNA for
apolipoprotein Al (apo
Al)=.
/PROD=preproapolipo
protein Al

8.97E-04 AJ276395 Homo sapiens mRNA
for MSF-FN70 (FN
gene).
/PROD=migration
stimulation factor
FN70

9.82E-05 BF223214 ESTs

8.87E-05 Al733179 ESTs

4.24E-04 D31771 Homo sapiens mRNA
for MSX-2, complete
cds. /PROD=MSX-2
/FL=gb:NM_002449.2
gb:D31771.1

1.97E-02 BC042378 Homo sapiens, clone
IMAGE:5277693,
mRNA.

2.36E-04 Al640307 protocadherin 10

8.00E-04 NM_0008 Homo sapiens

46 glutathione S-

transferase A2
(GSTA2), mRNA.
/PROD=glutathione S-
transferase A2
/FL=gb:BC002895.1
gb:M25627.1
gb:M16594.1
gb:M14777 1
gb:M15872.1
gb:M21758.1
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-0.29832 9.12 Down 0.447048 -2.73882 9.1 Down 3.142124 -0.03564 9.05 Down
0.767101 -2.38787 8.91 Down 4.315048 1.168713 8.85 Down -0. 47937 -3.61302 8.78
Down 3.26376Y92481P46 g8 65 Down 0. 384182 -2.72567 8.63 B&EWMYS2P4H8E59 i s,

cl one TST00427, highly simlar to Mus nuscul us hedgehog-interacting protein
(H p) MRNA. 4. 65E-03 A1985987 ESTs, Mvderately simlar to ALULFI UVAN ALU
SUBFAM LY J SEQUENCE CONTAM NATI ON WARNI NG ENTRY Gb:NM. 0008461

-2.95346 3.079949 65.5 Up 7.93E-05 NM_0004 Homo sapiens Kell
20 blood group (KEL),
MRNA. /PROD=Kell
blood group antigen
/FL=gb:BC003135.1
gb:NM_000420.1

-3.41755 2.612638 65.35 Up 1.03E-02 AI808090 ESTs

-4,08201 1.927438 64.42 Up 5.56E-04 AKO00680 Homo sapiens cDNA
FLJ20673 fis, clone
KAIA4464.

/FL=gb:AF240634.1
gb:NM 018440.1
-0.1416 5.830942 62.79 Up 6.89E-05 NM_0224 Homo sapiens
54 hypothetical protein
FLJ22252 similar to
SRY-box containing
gene 17 (FLJ22252),
MRNA.
/PROD=hypothetical
protein FLJ22252
similar to SRY-
boxcontaining gene 17
/FL=gb:NM_022454 1

-1.79329 4.15609 61.79 Up 7.58E-04 AL575177 noggin
/FL=gb:NM_005450.1
-0.88683 5.039046 60.79 Up 8.36E-05 Al821669 ESTs
-3.76697 2.141612 60.07 Up 2.25E-04 NM_0011 Homo sapiens
47 angiopoietin 2

(ANGPT2), mRNA.
/PROD=angiopoietin 2
/FL=gb:AB009865.1
gb:AF004327 .1
gb:NM_001147.1
0.720535 6.617979 59.61 Up 5.95E-05 AW00753 Human insulin-like
2 growth factor binding
protein 5 (IGFBP5)
mRNA
-1.03589 4.784337 56.5 Up 2.23E-04 Al242583 Homo sapiens cDNA
FLJ11550 fis, clone
HEMBA1002970

sapiens Mix-
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-2.04403 3.759502 55.85 Up 2.17E-03 NM_0000
39 apolipoprotein A-|
(APOA1), mRNA.
/PROD=apolipoprotein
A-| precursor
/FL=gb:M27875.1
gb:M11791.1
gb:NM 000039.1
gb:BC005380.1
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(H. sapiens) 2.72E-02 NM 0004 Hono sapi ens proprotein 39convertase

1 (PCSK1),

MRNA.

I PROD=pr oprotei n convertase

subtilisinkexin type
subtili si nke‘%?ﬁ"“ﬁ’i}lgé“l | FL=gb: NM 000439. 2 gb: MP0753. 1 7.PSORSYYIMIEE5745 ESTs,

Weakl y

simlar to 2108402A carnitine pal mtoyltransferase |
3. 24E- 04 NM 0154 Hono sapi ens 74DKFZP564A032 protein (DKFZP564A032)

(H. sapi ens)
MRNA.

! PROD=DKFZP564A032 protein ! FL=gb: AF228421. 1 gb: AL050267. 1 gb: AB013847.1 gb: NM

015474. 1 4.19E-02 BE645435 ESTs 3. 76E- 03 AL832535 Honp!
DKFZp547J1816 (from cl one DKFZp547J1816).
cl one | MAGE: 3542589, nRNA, parti al
| MAGE: 3542589) 7.92E-04 NM 0161 Hono sapi ens 16. 7Kd 39{3%1‘
| PROD=16. 7Kd protein ! FL=gh: NMD16139. 1 gb: AF0788%
2. 49E- 02 BE968773 Hormo sapi ens nRNA; cDNA DKFZp56401262:,

MRNA.

cds.

SSabLE HRNA; cDNA

1. 92E- 02 BCDOa&A7 Hono sapi ens,

I PROD=Unknown (prdteinsdugm

SR 6L@051142)

“h; BOD03079. 1
F@EEh One

DKFZp56401262) 1.1F4E304 €HE6sb48095E8TH 3. 025262 0NM50B58 sdonprisapiiens RAS

411172

-0.28789

-1.44577
-3.9513

0.05538

-3.52376

-3.18877

-1.973
-2.30094

-2.25531
-2.71676

-0.16429

1.670966

5.482347

4.307421
1.76416

5.762108

2.14189

2.469472

3.674867
3.341814

3.356433
2.892681

5.442379

55.05 Up

54.58 Up

53.94 Up
52.54 Up

52.23 Up

50.76 Up

50.5 Up

50.14 Up
49.96 Up

48.9 Up
48.82 Up

48.73 Up

4. 57E-04 BG25667
7

6.89E-05 AW77219
2

3.59E-03 AL544576

7.33E-05 NM_0163
41

7.33E-05 Al817041

8.23E-05 AW30021
7

7.47E-03 AF260333

(monocarboxylic acid
transporters), member
3 /FL=gb:U81800.1
gb:NM_004207 1
interferon, gamma-
inducible protein 16
/FL=gb:AF208043.1
Homo sapiens clone
23736 mRNA
sequence

ESTs

Homo sapiens
pancreas-enriched
phospholipase C
(LOC51196), mRNA.
/PROD=pancreas-
enriched
phospholipase C
/FL=gb:AF117948.1
gb:NM_016341.1
gb:AF190642.2

G protein-coupled
receptor

ESTs, Moderately
similar to

C212 HUMAN 28.3
KD PROTEIN
C210RF2 (H.sapiens)
Homo sapiens AD036
mRNA, complete cds.
/PROD=AD036
/FL=gb:AF260333.1

1.91E-04 AA772920 ESTs

7.23E-03 Al806174

6.63E-03 AI380207

transcription factor 8
(represses interleukin
2 expression)

ESTs

5.25E-04 AU144167 Homo sapiens cDNA

6.83E-04 LO1639

111

FLJ11428 fis, clone
HEMBA1001071,
highly similar to
PROCOLLAGEN
ALPHA 1(1ll) CHAIN
PRECURSOR
Human (clone
HSY3RR)
neuropeptide Y
receptor (NPYR)
MRNA, complete cds.
/PROD=neuropeptide



25guanyl releasing protein 2 (calciumand DAG egul at ed) (RASGRP2), MRNA.

| PROD=RAS guanyl rel easing protein 2 (cal cium andDAG eqgul at ed@
!FL:gb:AF043W‘2§‘.’°1’1§B‘?3NM 005825.1 2.363587 -0.729288.53 B&MYPZRBIGE NM 0246
Hono sapi ens 45hypot hetical protein FLJ13842 (FLJ13842), nRNA. ! PROD=hy

pot hetical protein FLJ13842 ! FL=9b: NM 024645.1 4. 756657 1.6684888.5

Downl. 30E- 04 AV715309 ESTs, Weakly similar to ALU7 HUVAN ALU SUBFAM LY SQ
SEQUENCE CONTAM NATI ON WARNI NG ENTRY (H. sapi ens) 0.995 _eb"?-tL?e797719158. 43
Down3. 01E- 02 NM 0053 Honp sapi ens neuronatin 86( NNAT), gmifiNAozsbPROD=neur onatin
| FL=gb: NM 005386. 1 gb: BC001768. 1 gh: AB002392. 1 gb: U25088AFD2337380226

-0. 689218. 39 Down8. 34E- 05 NM 0165 Honp sapi ens 46conpl endrif’284t -1 i ke

prot ei nase precursor, (L0051279), nRNA. PROD=conpl emanégil_ i;ifke pr ot ei nase

precursor, | FL=ghoéf17898makogb: MMsQb6546. L 1209821 - Hudh2ikdhgd?7 Down6. S59E- 05
AWO05159 ESTs, Mdderately simlar 1to unnanmed protein pmeddctinfpidebapi ens)
1. 045717 -2.015798. 35 Downl. 44E- 02 A1937060 Kl AA1151 pMBhidicemaRiguy9579
- 0. 045438. 31 Down7. 08E- 04 AB037730 Honp sapi ens mRNA f%ﬁ; %‘"gg’% protein,
partial eds. PROD=KI AA1309 protein 1.440541 -1.609988. #D-Jx 0. B 02 BE503640
ESTs 0.4785 -2. 562%18. 23.990e2. 46E7200 BGH3269E-DHkie@nian Hored gabiens4olt@ant i gen

07

carrier family 16
(monocarboxylic acid
transporters), member
3 (SLC16A3), mRNA.
/PROD=solute carrier
family 16
(monocarboxylic
acidtransporters),
member 3
/FL=gbh:U81800.1
gb:NM_004207.1
-2.99405 2.552238 46.73 Up 4.78E-04 AlI767388 Human DNA sequence
from clone RP5-
1024N4 on
chromosome 1p32.1-
33. Contains the gene
for a novel
Sodium:solute
symporter family
member similar to
SLC5A1 (SGLT1), a
pseudogene similar to
part of butyrophilin
family members, a
novel gene, ESTs,

STSs, GS
-4.61432 0.925434 46.52 Up 2.53E-04 NM_0052 Homo sapiens distal-
21 less homeo box 5

(DLX5), mRNA.
/PROD=distal-less
homeo box 5
/FL=gb:NM 005221.3

-3.22309 2.302183 46.05 Up 4.60E-03 AW20724 ESTs
3

-2.82645 2.655384 44.69 Up 4.60E-03 NM_0134 Homo sapiens
45 glutamate

decarboxylase 1
(brain, 67kD) (GAD1),
transcript variant
GAD25, mRNA.
/PROD=glutamate
decarboxylase 1,
isoform GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
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0CD49D, al pha 4 subunit of VLA-4 receptor) 5.84374 2.8128878.17 Down6. 34E- 05
BCO00069 Hono sapiens, retinoic acid receptor responder %t azar ot ene i nduced)
2, clone MYQBWYIBMENA conpl ete cds. PROD=retinoic aciPGTASEMEPHMSr esponder
(tazarot enei nduced) 2 !FL=gb: BCO00069. 1 gb: NM 002889. 2 gbh: AB015632. 1

gb: U77594. 1 1.110683 -1.896288. 04 Down8. 48E- 04 AA557324 ESTs, Weakly sim |l ar
to fatty acid omegahydroxylase (H. sapiens) 1.386384 -1. 615858 01 Down3. 53E- 04

AF196571 Homo sapi De, i keg otein

PROD=Del t a- | i ke-1 prgt eugn‘;s?‘iéﬁ_gb ﬁv%%esls 25%E§§94W2303}%m ,ézféag

2.3726187. 95 Dovvn? 30E-05 NM 0070 Hono sapi ens 15chondrrepelystatin SI  precur sor
(CHM 1), nRNA. /PROD=chondronodulin | precursor | FL=qb/FNidb 087@P18991

gb: AB006000. 1 1.°369881 -%1°'8Y4477%7 Bown2. 1'6E= G2 TP 45%“‘13&3&%: Ylrens sinilar
t o 80hepatocel l ul ar carci noma- associ ated anti gen HCAS ﬁn 1194) MRNA.

| FL=gb: BC009462. 1 gb: NM 145280.1 2. 628136 -0.358677. 93(|d§)cana)1m2r2E- 04 NM 0019
Hono sapi ens endothelin 57receptor type A (EDNRA), nRNEROPRaEBirdidot hel in
receptor type A | FL=gb: NM 001957. 1 gb: L06622. 1 1. 7122190 faggppging g

rotein 5.

Down8. 48E- 04 R62432CI uster Incl. R62432:yg52ell.sl Ho sg@m,fegjg§1ch\lA 3 end

i cl one=1MAGE- 36023 | cl one_end=3 | gh=R62432 i gi =834311 gb:m62782.1
gb:NM_000599.1
gb:AF055033.1

-2.1675 3.230235 42.16 Up 1.53E-04 NM_0218 Homo sapiens
04 angiotensin |
converting enzyme
(peptidyl-dipeptidase
A) 2 (ACE2), mRNA.
/PROD=angiotensin |
converting
enzyme(peptidyl-
dipeptidase A) 2
/FL=gb:NM_021804.1
gb:AF241254 1
gb:AB046569.1
gb:AF291820.1
-0.61985 4.752547 41.42 Up 3.54E-04 NM_0019 Homo sapiens
63 epidermal growth
factor (beta-
urogastrone) (EGF),
mRNA.
/PROD=¢epidermal
growth factor (beta-

urogastrone)
/FL=gb:NM 001963.2
-1.73746 3.627971 41.22 Up 3.35E-04 NM_0143 Homo sapiens cardiac
91 ankyrin repeat protein

(CARP), mRNA.
/PROD=cardiac
ankyrin repeat protein
/FL=gb:NM_014391.1
-3.68848 1.657514 40.67 Up 2.86E-03 NM_0185 Homo sapiens low
57 density lipoprotein-
related protein 1B
(deleted in tumors)
(LRP1B), mRNA.
/PROD=low density
lipoprotein-related
protein 1B(deleted in
tumors)
/FL=gb:AF176832.1
gb:NM 018557.1

-3.11273 2.220281 40.31 Up 5.02E-03 AW44476 ESTs
1
-2.78886 2.517881 39.58 Up 7.89E-03 NM_0011 Homo sapiens
15 adenylate cyclase 8
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fug=Hs. 12321 ! 1en=487 1.443731 -1.516167.78 Down4. 37E-03 AJ272267 Hono sapi ens

partial nmRNA for choline dehydrogenase (chdh gene). ! PROD=chol i ne

dehydr ogenas¥03'"&88%6 0. 1483757. 77 Downl. 23E- 02 NM 002FSRYY4P¥ns | ecti n,

O5gal act osi de- bi ndi ng, soluble, 1 (galectin 1) (LGALS1), nRNA

/ PROD=bet agal act osi dase binding | ectin precursor |FL=gbh: NM 002305. 2

gb: BC001693. 1 gb: J04456.1 1.961633 -0.986657. 72 Down8. 93E- {)3 NBZ{I 0014 Hono

sapiens frizzled- 63related protein (FRZB), nRNA !P raﬂR AP918dr el at ed

protein | FL=gb: U24163. 1 gbh: U68057.1 WD 2009/ 132063 PERoUSZ008{041348 gb: NM

001463.1 gh: U91903. 1 2. 38092-0.54428 7.6 Down 6. 34E- 04cakE33712 Honp sapi ens

ost eoprotegerin |igand MRNA, O | ete cds. [ PROD=ost &ébmeofe®ti®i | i gand
019847, 1 O

/ FL=gb: AF053712. 131" AF 08413- 2.23587°P75%' @gﬁg;ﬂg B-02 NM 0183

Hormo sapi ens JFL=gb:NM_016540.1

gb:AF236081.1

-3.65051 1.595241 37.94 Up 3.80E-04 AF213459 Homo sapiens ephrin
receptor EPHA3
complete form
(EPHA3) mRNA,
complete cds.
/PROD=ephrin
receptor EPHA3
complete form
/FL=gb:NM_005233.1
gb:M83941 .1
gb:AF213459.1

0.767075 5.998268 37.56 Up 2.55E-04 AY029208 Homo sapiens type VI
collagen alpha 2 chain
precursor (COL6A2)
mRNA, complete cds,
alternatively spliced.
/PROD=type VI
collagen alpha 2 chain
precursor
/FL=gb:AY029208.1

-2.34732 2.874499 37.32Up 6.51E-03 Al240545 glycophorin B
(includes Ss blood
group)

-2.41622 2.773394 36.49 Up 6.29E-04 NM_0019 Homo sapiens

77 glutamyl

aminopeptidase
(aminopeptidase A)
(ENPEP), mRNA.
/PROD=glutamyl
aminopeptidase
(aminopeptidase A)
/FL=gb:1.12468.1
gb:NM_001977.1

gb:L14721.1
-1.58875 3.588854 36.19 Up 2.45E-03 NM_1525 Homo sapiens
06 hypothetical protein
FLJ32835 (FLJ32835),
mRNA.
/FL=gb:NM_152506.1
-0.93849 4.238505 36.18 Up 1.38E-02 BE222344 splicing factor,
arginineserine-rich 5
1.479222 6.611842 35.08 Up 5.95E-05 NM_0054 Homo sapiens
54 cerberus 1 (Xenopus

laevis) homolog
(cysteine knot
superfamily) (CER1),
mRNA.
/PROD=cerberus 1
/FL=gb:NM_005454 1
-0.46494 4.666106 35.04 Up 2.90E-04 Al141603 collagen, type VI,
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83hypot hetical protein FLJ11294 (FLJ11294), nRNA / PROD=hypot heti cal
protein FLJ11294 /FL=gb: NM 018383.1 -0.24717-3: 14972 7.48 Down 3. 67E- 04
AF429305 Hon¥OSUBIEAS C23up  NCRVS nRNA, partial sequedC&USIYEY It i vel y
spliced. 3.8931480.997757 7.44 Down 1.29E-04 AU144892 Hormp sapi ens cDNA
FLJ11569 fis, clone  HEMBA1003304 0.82553-2.06523 7.42 Down

alpha 1
-2.23021 2.897749 34.97 Up 4.92E-04 NM_0017 Homo sapiens cytidine
85 deaminase (CDA),

mRNA.
/PROD=cytidine
deaminase
/FL=gb:L27943.1
gb:NM_001785.1

-3.12836 1.991299 34.77 Up 8.63E-04 NM_0027 Homo sapiens
70 protease, serine, 2
(trypsin 2) (PRSS2),
mRNA.

/PROD=protease,
serine, 2 (trypsin 2)
/FL=gb:M27602.1
gb:NM_002770.1
-0.98659 4115782 34.35 Up 1.19E-04 M65062 Human insulin-like
growth factor binding
protein 5 (IGFBP-5)
mRNA, complete cds.
/PROD-=insulin-like
growth factor binding
protein 5
/FL=gb:M65062.1
gb:M62782.1
gb:NM_000599.1
gb:AF055033.1
-2.50194 2.569744 33.63 Up 4.84E-03 AJ277914 Homo sapiens partial
LHX9 gene for LIM-
homeobox 9, 3UTR.
-1.27526 3.792158 33.53 Up 1.12E-03 Al688418 plexin A2
-3.34034 1.708137 33.09 Up 2.46E-03 AA781795 ESTs

§ QGRS PN Y e it A A & 1S4 0n §
1.330858 §.36818 32,58 Up FOGE-O8 SJ324880 ¢
K

g 4

-0.6944 4.326307 32.46 Up 7.33E-05 R73554  Human insulin-like
growth factor binding

protein 5 (IGFBP5)

mRNA
-0.67187 4.337831 32.22 Up 7.54E-05 Al692659 heat shock 90kD
protein 1, alpha
-0.46298 4.533319 31.92 Up 3.96E-04 S69738 MCP-1=monocyte

chemotactic protein
(human, aortic
endothelial cells,
mRNA, 661 nt).
/PROD=MCP-1
-2.56712 2.414446 31.59 Up 1.67E-03 AI813758 collagen, type llI,
alpha 1 (Ehlers-Danlos
syndrome type IV,
autosomal dominant)
/FL=gb:NM_000090.1

-0.31684 4.651259 31.3Up 7.83E-04 BF130943 ESTs
-2.78124 2.184054 31.24 Up 8.36E-05 NM_0209 Homo sapiens
95 haptoglobin-related

protein (HPR), mRNA.
/PROD=haptoglobin-
related protein
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4. 10E- 02 BC041933 Hono sapi ens,

cl one

| MAGE: 5300703, nRNA. 0.728978-2. 13318

7.27 Down 1. 25E-03 AL573058 conpl enent conponent 1, r subconponent

1. 033324- 1. AA3Y1ZGown 5. 93E- 03 N80918Novel human gen&@CHESpI'HEHEE chompsone
13 2.8587190. 013383 7.19 Down 4.37E-03 L10374Human (cl one CTG A4) nRNA
sequence. 2.260317-0.57539 7.14 Down 1.02E-03 A1138603ESTs 2.003902-0. 82254

7.09 Down 8. 00E-03 BF109660 ESTs 3.859851. 037668 7.07

-1.24179

-0.35003

-1.81534

-1.93655

1.122063

-0.4721

0.044298

-0.59928

-1.04571

-3.24802
-2.50665
-2.27119

3.719223

4.606618

3.141104

3.000448

6.03378

4.436335

4.952379

4.305866

3.857701

1.648226
2.356234
2.568908

31.15 Up

31.05 Up

31.05 Up

30.63 Up

30.1 Up

30.03 Up

30.02 Up

29.96 Up

29.93 Up

29.78 Up
29.1 Up
28.64 Up

wn
FL=gb:NM_020995.1
4.92E-04 AL534095 hypothetical protein

FLJ23091
6.88E-03 NM_0017 Homo sapiens CD48
78 antigen (B-cell

membrane protein)
(CD48), mRNA.
/PROD=CDA48 antigen
(B-cell membrane

protein)
/FL=gb:NM_001778.1
gb:M37766.1
gb:M59904.1
5.86E-04 AW59092 ESTs
5
5.42E-03 NM_0133 Homo sapiens DNA
69 (cytosine-5-)-

methyltransferase 3-
like (DNMT3L), mMRNA.
/PROD=DNA
(cytosine-5-)-
methyltransferase 3-
like
/FL=gb:BC002560.1
gb:NM_013369.1
gb:AF194032.1

7.33E-05 X58851  Human MLC1emb
gene for embryonic
myosin alkaline light
chain, promoter and
exon 1

7.93E-05 D89377 Homo sapiens mMRNA
for MSX-2, complete
cds. /PROD=MSX-2
/FL=gb:D89377 .1

6.89E-05 W57613 ESTs

1.03E-03 AF020769 Homo sapiens cardiac
ventricular troponin C
MRNA, complete cds.
/PROD=cardiac
ventricular troponin C
/FL=gb:NM_003280.1
gb:AF020769.1

4.57E-03 NM_0013 Homo sapiens

62 deiodinase,

iodothyronine, type IlI
(DIO3), mRNA.
/PROD=thyroxine
deiodinase type Ill
/FL=gb:NM 001362.1
gbh:S79854 1

1.47E-03 Al694325 ESTs

8.64E-03 BE222668 ESTs

2.53E-03 NM_0026 Homo sapiens platelet-

08 derived growth factor

beta polypeptide
(simian sarcoma viral
(v-sis) oncogene
homolog) (PDGFB),
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2. 7T0E- 04 R40892ESTs 3.9219831: 12675 6. 94 Down 3.53E-04 AA206141 ESTs

-0.17018-2. 96268 6.93 Down 2. 08E-02 AV741130 ESTs,
HUVAN ALU  VERBMANAALS Sx

Mbder at el simlar to ALU3

SEQUENCE  CONTAM NATI ON  WRRIUNESVERFHERY

(H sapiens) 1.610685-1:16078 6.83 Down 9. 82E-04 AA886335 Honp sapi ens

serol ogi cal ly defined

-4.34018

-1.02297

-2.79469
-2.73255

-3.05797

-2.83953

-4.60716

-1.57919

-1.36626

0.167058

0.485509

3.794799

2.013598
2.070789

1.724772

1.922194

0.149736

3.174205

3.37132

4.895371

28.36 Up

28.2 Up

28.02 Up
27.92 Up

27.53 Up

27.13 Up

27.04 Up

26.97 Up

26.68 Up

26.51 Up

mRNA.
/PROD=platelet-
derived growth factor
beta
polypeptide(simian
sarcoma viral (v-sis)
oncogene homolog)
/FL=gb:M12783.1
gb:NM 002

7.34E-05 AU144247 Homo sapiens cDNA

FLJ13443 fis, clone
PLACE1002853

3.36E-03 AF208043 Homo sapiens IFI16b

(IF116b) mRNA,
complete cds.
/PROD=IFI16b
/FL=gb:AF208043.1

9.94E-05 Al700341 ESTs
1.35E-03 X89271 H.sapiens mRNA for

HG11 orphan receptor.
/PROD=HG11 orphan
receptor
/FL=gb:NM_005161.1

3.48E-04 AI801626 ESTSs, Moderately

similar to
ALU4_HUMAN ALU
SUBFAMILY SB2
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

5.16E-04 BG29019 hypothetical protein

3

FLJ14299
/FL=gb:NM_025069.1

1.22E-02 NM_0046 Homo sapiens solute

96

carrier family 16
(monocarboxylic acid
transporters), member
4 (SLC16A4), mRNA.
/PROD=solute carrier
family 16
(monocarboxylic
acidtransporters),
member 4
/FL=gb:U59185.1
gb:NM_004696.1

5.94E-04 AL524520 G protein-coupled

receptor 49

2.16E-03 Al824037 ESTs, Weakly similar

to FCE2 MOUSE LOW
AFFINITY
IMMUNOGLOBULIN
EPSILON FC
RECEPTOR
(M.musculus)

6.90E-05 NM_0212 Homo sapiens myasin

117

23

light chain 2a
(LOC58498), mRNA.
/PROD=myosin light



breast cancer antigen NY- BR-20 mRNA. partial cds 2.8595380.089114 6.82 Down
2. 22E- 03 AWO01473 ESTs 4 3.2124090. 467551 6.7 Down 2. 69E- 04 BG43417Hono
sapi ens cDNAYO 2YPI¥&555 fis clone  PLACEL007677 2. 118¥4259"gBY8¥ 6. 59 Down
3. 35E- 03 AF107846 Honmp sapi ens neuroendocri ne-specific CGol gi protein p55

chain 2a
/FL=gb:NM_021223.1

-1.4009 3.316905 26.31 Up 6.35E-04 BC029835 Homo sapiens, clone
IMAGE:5169759,
mRNA.

-2.16518 2.549789 26.26 Up 1.77E-03 Al521166 ESTs, Moderately
similar to
MTR5 HUMAN
MYOTUBULARIN-
RELATED PROTEIN 5
(H.sapiens)

-3.32235 1.375121 25.95 Up 2.00E-04 BC039433 Homo sapiens, clone
IMAGE:5303550,
mRNA.

-5.7338 -1.05152 25.67 Up 8.80E-03 NM_0201 Homo sapiens

30 chromosome 8 open

reading frame 4
(C80ORF4), mRNA.
/PROD=chromosome
8 open reading frame
4
/FL=gb:NM_020130.1
gb:AF268037.1

1.214325 5.878585 25.36 Up 7.93E-05 M36172 Human embryonic
myosin alkali light
chain (MLC1) mRNA,
complete cds.
/FL=gb:M36172.1

gb:M24121.1
gb:NM_002476.1
-2.20104 2.461597 2533 Up 4.67E-03 NM_0009 Homo sapiens
39 proopiomelanocortin

(adrenocorticotropin
beta-lipotropin alpha-
melanocyte stimulating
hormone beta-
melanocyte stimulating
hormone beta-
endorphin) (POMC),
MRNA.
/PROD=proopiomelan
ocortin
(adrenocorticotropinbe
ta-lipotropin alpha-

melanocyt
-0.2674 4.336009 24.31 Up 9.18E-05 N48299  ESTs, Moderately
similar to NFY-C
(H.sapiens)
1.367677 5.968973 24.27 Up 1.00E-04 AF116676 Homo sapiens

PRO1957 mRNA,
complete cds.
/PROD=PRO1957
/FL=gb:AF116676.1

-0.62697 3.974228 2427 Up 4.69E-04 NM_0055 Homo sapiens
31 interferon, gamma-
inducible protein 16

(IF116), mRNA.

/PROD=interferon,
gamma-inducible
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(XLal phas) gene, exon

3. 24E- 04 U82811Human honeodomai n-

XL2 and conpl ete cds 3:1799080. 462842 6. 58 Down

containing protein (HANF) nRNA, conplete

cds. 2.5094%9 20 138G666. 54 Down 2. 596054 -0.10733 6. 51 PESMT2HY/888811 - 2. 13754
6. 48 Down 4.534853 1.872557 6.33 Down 2.068166 -0.59258 6.32 Down 2. 168796
-0.49174 6.32 Down -0.10024

-3.90861

-2.75089

-0.6097

-3.18285

-1.92796

-4.05111

-2.79378

-2.80173

0.422022

-1.20314

1.932439

-3.00328

0.526605

0.686447

1.840723

3.975428

1.397334

2.645248

0.51291

1.767388

1.752943

4.975085

3.343061

6.477785

1.524799

5.0562252

2417 Up

24.11 Up

24 Up

23.92 Up

23.81 Up

23.65 Up

23.61 Up
23.5 Up

23.48 Up

23.36 Up

23.35 Up

23.07 Up

23.03 Up

protein 16
/FL=gb:M63838.1
gb:NM 005531.1

3.72E-03 BC022531 Homo sapiens,
olfactomedin 3, clone
MGC:26675
IMAGE:4812035,
MRNA, complete cds.
/PROD=olfactomedin 3
/FL=gb:AF397394.1
gbh:BC022531.1

2.60E-04 AL365343 Homo sapiens mRNA
full length insert cDNA
clone EUROIMAGE
32539.

1.05E-04 L12468  Homo sapiens
aminopeptidase A
MRNA, complete cds.
/PROD=aminopeptidas
e A /FL=gb:L12468.1
gb:NM_001977.1
gb:L14721.1

3.32E-04 BC041441 Homo sapiens, clone
IMAGE:5167131,
mRNA.

1.20E-02 BE551416 ESTs, Weakly similar
to KIAA1330 protein
(H.sapiens)

1.05E-03 J03580 Human, parathyroid-
like protein (associated
with humoral
hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

3.68E-02 AW29140 ESTs

2
7.26E-03 AW08823 ESTs
2

1.38E-04 D49958 Homo sapiens mRNA
for membrane
glycoprotein M6,
complete cds.
/PROD=membrane
glycoprotein M6
/FL=gh:D49958.1

3.63E-04 M60721  Human homeobox
gene, complete cds.
/FL=gb:M60721.1
gb:NM_021958.1

7.33E-05 H92988  tyrosine 3-
monooxygenasetrypto
phan 5-
monooxygenase
activation protein, eta
polypeptide

8.50E-03 Al571798 Rho GDP dissociation
inhibitor (GDI) alpha

7.01E-05 N71923 fibronectin leucine rich
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-2.75761 6.31 Down 0.994947 -1.65385 6.27 Down 3.758058 1.1092916.27 Down

/ PROD=HANF / FL=gb: U82811. 1 gb: NM 003865.1 1. 04E-03 NM 0016 Honb sapi ens acyl -
09Coenzyne Mﬂé&?’d?zﬁﬁenase, shor t branched chain (ACADSB)PFTWE‘IU%(%B‘gene

encodi ng mtochondrial protein, nRNA. /PROD=acyl - Coenzyne A dehydrogenase,
short branchedchai n precursor /FL=gb: U12778.1 gb: NM 001609. 1 1. 39E-03 BC005107
Hono sapi ens, clone | MAGE: 3840937, nRNA, partial cds. ! PROD=Unknown (protein
for | MAGE: 3840937) 2.20E-02 BF000203 ESTs 9. 75E-05 R383HE"Y1f%hEt omedin rel at ed

n

ER | ocal i zed protein 1.69E-03 BF698797 ESTs 2.44E- 04 NW Q34Abiedom sapi ens
neuronal 22pentraxin | (NPTX1), nRNA. ! PROCD=neuronal pemtivaxizal.i precursor

| FL=gb: NM 002522'#64b: UsA$4Y81 328BEr02 BCAEIBIDNUIAE Hapr eps’s Sinilar to LOC
55399, clone MGC: 45477 | MAGE: 5181460, nRNA, conplete cligber BEEEESinilar to

/PROD=Kruppel-like
factor 8
/FL=gb:U28282.1
gb:NM_007250.1
-1.93118 2.556654 22.44 Up 2.34E-04 L33477  Human (clone 8B1) Br-
cadherin mRNA,
complete cds.
/PROD=Br-cadherin
/FL=gb:L34057 1
gb:L33477.1
gb:NM_004061.1
0.005876 4.456564 21.87 Up 6.89E-05 AK023621 Homo sapiens cDNA
FLJ13559 fis, clone
PLACE1007852,
highly similar to Homo
sapiens mRNA for
KIAA0878 protein.

-1.94 2.509492 21.85 Up 4.29E-03 NM_0165 Homo sapiens TBX3-
69 iso protein (TBX3-is0),
mRNA. /PROD=TBX3-
iso protein

/FL=gb:NM 016569.1
gb:AF216750.1
-3.44347 1.001698 21.78 Up 1.61E-02 AF187858 Homo sapiens
angiopoietin-2 isoform-
1 mRNA, complete
cds, alternatively
spliced.
/PROD=angiopoietin-2
isoform-1
/FL=gb:AF187858.1
0.586923 5.027737 21.72 Up 6.55E-05 NM_0000 Homo sapiens
47 arylsulfatase E
(chondrodysplasia
punctata 1) (ARSE),
MRNA.
/PROD=arylsulfatase
E precursor
/FL=gb:X83573.1
gb:NM_000047.1

1.422626 5.860875 21.68 Up 5.95E-05 NM_0063 Homo sapiens
65 transcriptional
activator of the c-fos
promoter (CROC4),
mRNA.

/PROD=transcriptional
activator of the c-fos

promoter
/FL=gb:NM_006365.1
gbh:U49857 .1
-4.18575 0.241573 21.52 Up 7.54E-03 NM_0017 Homo sapiens
36 complement
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LOCI 55399 1FL=gbh: BCO33812.1 7. 39E-03 NM 0240 Honpo sapi ens 34hypot heti cal
protein M3C3129 simlar to ganglioside-induced differentiation-associated
protein (MES22YPISHENA. | PROD= hypot hetical protein MESTAGZWPH{1348,

t ogangl i osi de-i nduced differentiation-associ ated protein | FL=gb: NM 024034. 1
gb: BCO 4. 39E- 04 NM 0053 Honp sapi ens 56l ynphocyte-specific protein tyrosine
ki nase (LCK), nmRNA. 1PROD=I ynphocytespecific protein tyrosine Kkinase

/ FL=gb: U07236. 1 gb: NM 005356. 1 gh: M386881. 1 A1653050 ES ggvggag Pimilar to
HPPD HUMAN 4- HYDROXYPHENYLPYRU VATE DI OXYGENASE ( H. saprgRS) U26662 Hunman
neuronal pentraxin Il (NPTX2) nRNA, partial cds. /PROD®reOro@mabmgpentraxin ||
AAG603344 ESTs, Weakly simlar to ALU7 HUVMAN ALU SUBFAMMMYOST SSEERIENCE
CONTAM NATI ON WARNI NG ENTRY (H. sapi ens) 2.172331 -0. 44#@%!' ())g)pvvnz. 44E- 04 NM
0038 Honp sapi ens tunor 39necrosis factor receptor supggfimmbizgss menber 1la,
activator of NFKBo(ZPANERSFH29%p, RN Up/ PROD-7t6aER0F BTDRCI3H Borso dapetsofimimecept or
superfam |y, menber 1la, activator of NFKB | FL=gh: NM 00%&39cnt 9%5!%]:018253. 1
4.981307 2.3598486.15 Down4. 17E-05 NM 0051 Hormp sapi en¥7s'a<ei’cul ation and
el ongation proteizB1@et a drsbzygi N2l pFEZL) ,1 EBNREHI Pt eyAri ant 1, nRNA.

/ PROD=zygi n 1, i$ebonm 1376biszgh: I6IAG0. 1 gls.5669489.0h03gBorN\apEBE HRBIN2 3. 826815
1.2076796. 14 Down6. 48E- 05 B&40156 Honb sapi ens nRNA; 8&RNADREERIN34H1235 (from
cl one DKFZp434H1235); partial cds 1.027188 -1.590556. 1/2’;,';%\4\@09.#95 03 BGL6983
adenyl ate ki nase 5 (alpha) |

/FL=gb:M15036.1

gb:NM_000313.1

-0.62725 3.760374 20.93 Up 1.52E-04 BC017942 Homo sapiens, Similar
to otoconin 90, clone
IMAGE:4285317,
mMRNA.
-1.52261 2.858274 20.83 Up 2.98E-03 NM_0026 Homo sapiens PDZ
14 domain containing 1

(PDZK1), mRNA.
/PROD=PDZ domain
containing 1
/FL=gb:NM_002614 .1
gb:AF012281 .1

-1.11347 3.25087 206 Up 4.26E-03 N69091  ESTs
-0.11332 4.231933 20.33 Up 1.05E-04 NM_0036 Homo sapiens basic
70 helix-loop-helix domain

containing, class B, 2
(BHLHB2), mRNA.
/PROD=differentiated
embryo chondrocyte
expressed genel
/FL=gb:AB004066.1
gb:NM 003670.1

-1.69238 2.643704 20.2 Up 3.73E-03 W05495 ESTs
-2.18113 2.138504 19.97 Up 1.23E-02 NM_0040 Homo sapiens
41 arrestin, beta 1

(ARRB1), transcript
variant 1, mRNA.
/PROD=arrestin beta
1, isoform A
/FL=gb:BC003636.1
gb:AF084040.1
gb:NM_004041.2

1.306329 5.625069 19.96 Up 6.90E-05 NM_0012 Homo sapiens bone
00 morphogenetic protein
2 (BMP2), mRNA.
/PROD=bone

morphogenetic protein

2 precursor

/FL=gb:NM_001200.1
-1.23777 3.066156 19.75 Up 6.27E-04 AI917371 ESTs
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2/ FL=gb: NM 012093. 1 gb: AF062595. 1 2. 054962 -0.547046. 07 Down2. 86E- 03 NM 0028
Hono sapi ens OO‘Prot easone (prosone, nacropain) subunit, beta ty@g, 9 (large
mul ti functi ShAP"EIHEase 2) (PSMB9), nmRNA. / PROD=pr ot ead&eSE /e dite,
macropai n) subunit, betatype, 9 (large nmultifunctional protease 2)

/ FL=gb: U01025. 1 gb: NM 002800. 1 8. 80E-05 AA669799 Cl uster Incl.

AA669799: ag36¢c04. s1 Hono sapiens cDNA, 3 end_/cl one=| MAGE1118886 /cl one end=3
1 gb=AA669799 /9129881298 PUY2Hs. 63157 | en=678"1> Z1E T3 XAMBY Lﬁ.ﬁlﬁgTs 9

9. 46E- 03 A1056877 Human DNA sequence from cl one RP4-53QddReranehr onosone 20.
Contains the 3 end of the PTPNL gene for protein tyrospnenpkosphat ase,
non-receptor type 1 (EC 3.1.3.48), the gene for a nove"RPfotein sinmlar to
placental protein DI FF40, an RPL36 (605 Ri bos 5.39E- 03/ AYWIRRIGESTs 4

2. 83E-02 AF052117 Honp sapi ens cl one tra nB@RNA sequence.
8. 66E- 04 Al 913749 ESTs 4. 17E-02 B&29090 ESTs, Mbderatebyesd m | ar 8to

ALUSFI UMAN ALU SUBFAM LY SX SEQUENCE CONTAM NATI ON WARNLNGAENTRY-( H. sapi ens)

: ; ; - T328i\.
2,205 04 NML004C bomp. sapisins N i hand SASTAD) adotst Bhd B RN

4.93E-04 NM 0013 Honp sapi ens del eted in 5lazoosper m afFlLideaF(1B#82H) , MRNA.
/| PROD=del eted in azoosperm a-like 1FL=gb: U66726. 2 gb: N\:UOPE$15.1 gh: U65918. 1
gb: Us6078. 1 1.758844 6.008618 19.02 Up 6.55E-05 N21138  KIAA0878 protein
) ) /FL=gb:NM_014899.1
gb:AB020685.1
0.095309 4.341668 18.98 Up 8.55E-04 AA524250 deleted in liver cancer
1
-0.96212 3.265791 18.74 Up 2.04E-04 AY113699 Homo sapiens
presenilin stabilization
factor b (PSF) mRNA,
complete cds;
alternatively spliced.
/PROD=presenilin
stabilization factor b
/FL=gb:AY113699.1

0.502339 4.722511 18.64 Up 1.04E-04 AI676059 ESTs
-1.74369 2.474001 18.61 Up 7.33E-05 NM_0018 Homo sapiens
82 corticotropin releasing

hormone-binding
protein (CRHBP),
mRNA.
/PROD=corticotropin
releasing hormone-
binding protein
/FL=gb:NM_001882.2

0.70975 4.924051 18.56 Up 1.64E-04 BF939489 glycoprotein M6A
/FL=gb:D49958.1
-2.40752 1.7892 18.34 Up 4.46E-03 Al738662 homeo box HBY
/FL=gb:NM_005515.1
-1.34609 2.844235 18.26 Up 7.33E-05 NM_0183 Homo sapiens
88 hypothetical protein
FLJ11316 (FLJ11316),
mRNA.

/PROD=hypothetical
protein FLJ11316
/FL=gb:NM_018388.1

-0.74044 3.448679 18.24 Up 7.33E-05 N63706 ESTs

-1.55229 2.611591 17.92 Up 4.34E-04 AU158444 Homo sapiens cDNA
FLJ14216 fis, clone
NT2RP3003672,

weakly similar to T-
CELL SURFACE
GLYCOPROTEIN E2
PRECURSOR
0.082922 4.230149 17.72 Up 1.63E-04 Al632223 hypothetical protein
DKFZp434F2322
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1. 88E-03 A1681917 ESTs, Highly simlar to I RX3 MOUSE | ROQUA S- CLASS
HOVEODOVAI N PROTEI N | RX-3 (M nmuscul us) 7.40E-03 AWW45092 het ero&gneous nucl ear
9ri bonucl eopt@eWPA32¢3 5. 23E-04 NM 0029 Horo sapi ens snalPCTESPHYUES e cyt oki ne
subfam|ly B (Cys-X-Cys). nenber 6 (granul ocyte chenotactic protein 2)
0. 362564 -2.170125.79 Down 1.673874 -0.853155.76 Down 1.858219 -0.665655.75
Down (SCYB6), nmRNA, 9! PR(D:snéaI I i1gduuci bl e cys%oléi ne subfam | é B(CysX- Cys),
menber 6 (granul 082 chelotBeti c''gri8tein 2) %.%)'1%?8@ glﬁme'g‘ﬁ 5. 71 Down
3.692792 1.179422 5.71 Down 1.28245 -1.23083 5.71 Downgezarbigieed 1. 260638 5.7
Down 2.016986 -0.49385 5.7 Down 2.453774 (brain, 67kD) (GAD1),
transcript variant
GAD67, mRNA.
/PROD=glutamate
decarboxylase 1,
isoform GAD67
/FL=gb:NM_000817 .1
gb:M81883.1
gb:L16888.1
-1.82505 2.319685 17.69 Up 7.89E-03 T16257 G protein-coupled
receptor 37
(endothelin receptor
type B-like)
/FL=gb:NM_005302.1
gbh:AF017262.1
-3.11387 1.027176 17.64 Up 9.68E-03 U70370  Human hindlimb
expressed homeobox
protein backfoot (Bft)
mMRNA, complete cds.
/PROD=hindlimb
expressed homeobox
protein backfoot
/FL=gb:U70370.1
gbh:BC003685.1
-0.98938 3.143558 17.54 Up 6.04E-03 AF190725 Homo sapiens beta-
site APP cleaving
enzyme (BACE)
mMRNA, complete cds.
/PROD=beta-site APP
cleaving enzyme
/FL=gb:AF200343.1
gb:AF204943 .1
gb:AF190725 1
gb:AF201468.1
gb:NM_012104.1
-0.74839 3.363245 17.29 Up 5.33E-03 M17955 Human MHC class I
HLA-DQ-beta mRNA,
complete cds.
/FL=gb:M33907.1
gb:M17955.1
gbh:M16996.1
gb:M17563.1
gbh:M20432.1
gbh:M26042.1
2.851479 6.958929 17.24 Up 5.95E-05 AI950472 ESTs
-2.85963 1.242896 17.18 Up 7.55E-03 BC005961 Homo sapiens,
parathyroid hormone-
like hormone, clone
MGC:14611, mRNA,
complete cds.
/PROD=parathyroid
hormone-like hormone
/FL=gb:BC005961 .1

-1.18027 2.905057 16.97 Up 1.03E-02 Al123555 ESTs
-1.563522 2.547506 16.94 Up 2.58E-03 NM_0064 Homo sapiens
56 sialyltransferase
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-0.04433 5. 65 Down 5.545158 3.061783 5.59 Down 5.219258 2. 740374 5.57 Down
2.913327 0.434686 5.57 Down ! FL=9b: U81234. 1 gh: NM 00299 1.28E-02 AB018580 Homo
sapi ens mRNAYP SMRINBGES, conpl ete cds. ! PROD=h1uPGFS | FEEE21WP8618739. 2

gb: AF149416. 2 gb: AB018580.1 gb: D17793. 1 8. 93E-03 NM 0059 Honop sapi ens nyosin,
651 i ght pol ypepti de ki nase (MYLK), nRNA. | PROD=nyosin, |ight polypeptide

ki nase ! FL=gb: AB037663. 1 gb: AF069601. 2 gb: NM 005965. 1 2. 13E-04 NM 0050 Hono
sapi ens 84phosphol i pase A2, group VIl (platelet-activa ﬁé@ﬁljﬁﬁ%@;ﬂa

acetyl hydrol ase, plasma) (PLA2G7), nRNA. ! PROD=phosphold pageufidso..group VI|I
(platel etactivatingfactor acetyl hydrol ase, plasm) | FLogiv00@367. 1 gb: U24577. 1
gb: NM 005084. 1 6.%@#205 WIR2637 3T 9 1. IPEE-OUARB1FomaiESTs 3. 20E- 04 AF063824

Hono sapiens trp-related protein 4 truncated variant d%}f;fggfw %(gonpl ete cds.
'AF063

| PROD=trp-related protein 4 truncated variant delta /Fhsggy 4.1
1446234 5516116 16.79 Up 6.55E-05 AF348491 Homo sapiens
chemokine receptor
CXCR4 mRNA,

complete cds.
/PROD=chemokine
receptor CXCR4
/FL=gb:AF348491.1
0.880085 4.948285 16.77 Up 6.90E-05 NM_0060 Homo sapiens N-myc
96 downstream regulated
(NDRG1), mRNA.
/PROD=N-myc
downstream regulated
/FL=gb:AF004162.1
gb:BC003175.1
gb:D87953.1
gb:NM_006096.1
-1.11823 2.945099 16.72 Up 1.28E-02 NM_0021 Homo sapiens
00 glycophorin B
(includes Ss blood
group) (GYPB),
MRNA.
/PROD=glycophorin B
precursor
/FL=gb:J02982.1
gb:NM_002100.2
-1.68075 2.377232 16.66 Up 4.35E-03 NM_0124 Homo sapiens sema
31 domain,
immunoglobulin
domain (Ig), short
basic domain,
secreted,
(semaphorin) 3E
(SEMA3E), mRNA.
/PROD=sema domain,
immunoglobulin
domain (lg), shortbasic
domain, secreted,
(semaphorin) 3E
/FL=gb:NM_012431.1
gbh:AB002329.1
0.70158 4.759011 16.65 Up 1.07E-04 U46768  Human stanniocalcin
MRNA, complete cds.
/PROD=stanniocalcin
/FL=gb:U25997 .1
gb:NM_003155.1
gh:U46768.1
2.429693 6.487025 16.65 Up 6.89E-05 AA284532 tyrosine 3-
monooxygenasetrypto
phan 5-
monooxygenase
activation protein, eta
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3. 53E- 04 AA404269 ESTs 6.37E-03 A1741439 ESTs 1.01E-03 NM 0071 Honp sapi ens
Wht 91l nhi bitora/ factor-1 (WIF-1), nRNA. /PROD=Wnt inhibitory factor-1

| FL=gb: AF122%93009/13863\M 007191A 1. 71E- 04 BF057809 ESTs FC8E2M2V4x874416
protei n phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), beta

I sof orm 2. 99E- 04 NM 0124 Hono sapi ens regul ator of WO
20091132063Pet / US20091041348  1.651332 -0.81962 5.54 Down 1.293775 -1.16956

551 Down 1. 41793,5,3- 043035 51,884 3- 068124, 401 e b 3. 002731

scavenger receptor
with C-type lectin
(SRCL), mRNA.
/PROD=scavenger
receptor with C-type
lectin
/FL=gb:NM_030781.1

0.399566 4.451136 16.58 Up 1.57E-04 AF144103 Homo sapiens NJAC
protein (NJAC) mRNA,
complete cds.
/PROD=NJAC protein
/FL=gb:AF144103.1
gb:AF106911.1
gb:AF073957 1
gb:BC003513.1
gb:NM_004887.1

4.590104 -3.21322 223.38 Down 7.77E-05 AA167449 nuclear receptor
subfamily 1, group |,
member 3

1.940449 -5.370717 158.81 Down 8.36E-05 BE644917 nuclear receptor
subfamily 1, group I,
member 3

3.29779 -3.911445 147.98 Down 2.38E-05 U17496  Human proteasome

subunit LMP7 (allele
LMP7B) mRNA,
complete cds.
/PROD=proteasome
subunit LMP7
/FL=gb:U17497 1

gh:U17496.1
4.124115 -2.85548 126.2 Down 2.99E-03 AW26231 ESTs
1
3.702164 -2.970402 102.01 Down 2.53E-03 U26662 Human neuronal

pentraxin Il (NPTX2)
MRNA, partial cds.
/PROD=neuronal

pentraxin Il
1.785431 -4.509786 78.53 Down 1.45E-03 R15072 ESTs
5.545158 -0.710745 76.42 Down 7.01E-05 BF057809 ESTs
1.946332 -3.865792 56.19 Down 7.43E-04 BG16670 small inducible
5 cytokine subfamily B

(Cys-X-Cys), member
5 (epithelial-derived
neutrophil-activating
peptide 78)

1.717184 -3.902593 49.17 Down 1.30E-04 AF237813 Homo sapiens
NPD009 mRNA,
complete cds.
/PROD=NPD009
/FL=gb:NM_020686.1
gb:AF237813.1

3.179908 -2.381796 47.23 Down 9.96E-04 U82811  Human homeodomain-
containing protein
(HANF) mRNA,
complete cds.
/PROD=HANF
/FL=gb:U82811.1
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0.549124 5.48 Down 5.276628 2.824048 5.47 Down 3.380946 0.937118 5.44 Down
2.01577 -0.42783 5.44 Down 1.307387 -1.12824 5.41 Down 0. 36507 -2.02151 5. 23
Down 0. 75666%02498%8%6 5 21 Down 19G protein signalling PEF/YSREEIH$S nRNA.

/| PROD=r egul ator of G protein signalling 17 |FL=gb: AF202257. 2 gb: NM 012419. 2
1. 35E-02 NM 0071 Honmo sapiens mtogen- 8lactivated protein kinase kinase

ki nase kinase 1 (MAP4K1l), nRNA. /PROD=m togen-activated protein kinase kinase

ki naseki nase 1 | fjzah: UsSA6A, 1 ol NY,007181. 1 1, 18k, 02 BHIGI30R0" ESTs
34

neuroblastoma (nerve
tissue) protein (AMY),
mRNA.
/PROD=neuroblastom
a (nerve tissue) protein
/FL=gb:NM_006334 .1

gb:D82343 .1
4.276201 -1.247561 46.01 Down 7.33E-05 AV699347 nuclear receptor
subfamily 1, group |,
member 3
2.435058 -2.963261 42.18 Down 1.36E-04 BF056204 Homo sapiens, clone

IMAGE:3603836,
MRNA, partial cds
2.348373 -2.98029 40.19 Down 7.34E-05 NM_0163 Homo sapiens solute
54 carrier family 21
(organic anion
transporter), member
12 (SLC21A12),
MRNA.
/PROD=organic anion
transporter OATP-E
/FL=gb:AB031051.1
gh:NM_016354.1
gb:AF205072.1
gb:AF187817.1

4.315048 -0.819678 35.13 Down 3.33E-03 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
MRNA.

/PROD=16.7Kd protein
/FL=gb:NM_016139.1
gb:AF078845 .1
gb:BC003079.1
2.348717 -2.72835 33.76 Down 9.42E-04 NM 0018 Homo sapiens
77 complement
component (3dEpstein
Barr virus) receptor 2
(CR2), mRNA.
/PROD=complement
component (3dEpstein
Barr virus)receptor 2
/FL=gb:NM_001877.1
gb:M26004.1
3.342331 -1.710595 33.2 Down 6.55E-05 AA876372 Homo sapiens mRNA;
cDNA DKFZp667D095
(from clone
DKFZp667D095)
1.995324 -3.045119 32.91 Down 4.60E-03 NM_0148 Homo sapiens
62 KIAA0307 gene
product (KIAA0307),
mRNA.
/PROD=KIAA0307
gene product
/FL=gb:AB002305.1
gb:NM_014862.1

2.890305 -2.133881 32.54 Down 1.71E-03 NM_0154 Homo sapiens
74 DKFZP564A032
protein
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4.93E-04 NM 0027 Honp sapiens protein 38kinase C, beta 1 (PRKCB1), nRNA.

| PROD=protein kinase C, beta 1 |FL=gb: NM 002738.1 1.97E-04 NM 1333 Hono

sapi ens pot X9 A0| t age- gat ed channel, subfanmily G RREHEPY$1MRCNG3) ,
transcript variant 1, nmRNA. ; PROD=pot assi urn voltage-gated channel, subfamly
G nmenber 3 isoform 1 /FL=gb: AF454548. 1 gb: AF348982. 1 9b: ABO70604. 1 gb: NM
133329. 4 4. 89E-04 R54042 ESTs 6. 48E-05 B0005127 Hono S?D[% ens a?gi pose
differentiation-related protein, clone MC: 10598, nRNAmRﬁé_rﬁwg? ' cds.
1PROD=adi pose differentiation-related protein /FL=gb: BEpdbipktzisegks NM 001122, 1
1. 22E- 04 AU151342 Hono sapiens cDNA FLJ12935 fis, clone2pdi@RP2004982 1. 92E-03
BE220341 casein kinase 2, alpha 1 pol ypeptide 1.08E-04FAR2T5%®1onp sapi ens
CDNA FLJ11390 fis, clone HEMBA1000561, weakly similar § Ag@ﬂ@h NGER PROTEI N
91. 4.98E-03 BF062244 ESTs 1.69E-03 B053358 ESTs 0 V\Dgt?;m 232063  3.876819

1.518834 2443445  -2.518495 31.17 Down 7.43E-03 NM_1523 Homo sapiens
32 chromosome 14 open
reading frame 47
(C140rf47), mRNA.
/FL=gb:NM_152332.1

3.692792 -1.250743 30.77 Down 8.80E-04 N21096 ESTs
2.266312 -2.653405 30.27 Down 7.22E-03 NM_0030 Homo sapiens SH3-
26 domain GRB2-like 2

(SH3GL2), mRNA.
/PROD=SH3-domain
GRB2-like 2
/FL=gb:AF036268.1
gb:NM_003026.1

2453774 -2.402069 28.96 Down 7.93E-05 NM_0071 Homo sapiens Wnt
91 inhibitory factor-1
(WIF-1), mRNA.
/PROD=Wnt inhibitory
factor-1

IFL=gb:AF122922.1
gb:NM_007191.1

2.325274 -2.512615 28.6 Down 3.19E-05 AW19369 DKFZP566K1924
3 protein
1.982765 -2.836916 28.24 Down 1.21E-04 BE672659 ESTs
0.997895 -3.793735 27.7 Down 3.97E-03 AW02592 ESTs, Weakly similar
8 to 138588 reverse
transcriptase homolog
(H.sapiens)
4.756657 0.005012 26.94 Down 6.55E-05 AV715309 ESTs, Weakly similar

to ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

4.803291 0.085342 26.32 Down 7.34E-05 AA628440 nuclear receptor
subfamily 1, group I,
member 3

1.124153 -3.582082 26.1 Down 5.42E-03 W52934 ESTs, Weakly similar
to similar to
serinethreonine kinase
(C.elegans)

0.874376 -3.810554 25.72 Down 2.24E-02 U82671 Homo sapiens
chromosome Xq28
melanoma antigen
family A2a
(MAGEA2A),
melanoma antigen
family A12
(MAGEA12),
melanoma antigen
family A2b
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5.13 Down 0.619594 -1.73795 5.12 Down 0.482843 -1.87385 5.12 Down 1. 048359
-1.30538 5.11 Down 3.527039 1.198446 5.02 Down 2.522705 0.194248 5. 02 Down
2.356401 0. (¥3808'8'¢2 Down 4.587367 2.264046 5 Down PESUESHHYPIXE348

4. 76E- 04 A1651212 ESTs 1. 18E-03 BE467611 ESTs 1. 04E-03 B&X8489 ESTs

(MAGEA2B),
melanoma antigen
family A3 (MAGEA3),
caltractin (CALT),
NAD(P)H
dehydrogenase-like
protein (NSDHL), a...
0.621075 -4.029928 25.12 Down 5.18E-03 BC028721 Homo sapiens, Similar
to solute carrier family
1 (high affinity
aspartateglutamate
transporter), member
6, clone MGC:33092
IMAGE:5269300,
mMRNA, complete cds.
/PROD=Similar to
solute carrier family 1
(highaffinity
aspartateglutamate
transporter), memb

1.49883 -3.130556 24.75 Down 7.87E-04 BF057784 ESTs
2.074855 -2.552806 24.72 Down 1.87E-03 Al420156 ESTs
3.2597 -1.357805 24 .55 Down 1.05E-03 NM_0176 Homo sapiens
71 hypothetical protein
FLJ20116 (FLJ20116),
mMRNA.

/PROD=hypothetical
protein FLJ20116
/FL=gb:NM_017671.1
-0.10303 -4.717227 24 .49 Down 7.33E-05 NM_0221 Homo sapiens
68 melanoma
differentiation
associated protein-5
(MDA5), mRNA.
/PROD=melanoma
differentiation
associated protein-5
/FL=gb:AY017378.1
gb:NM_022168.1
gb:AF095844 1
2.688175 -1.908993 24.2 Down 2.73E-04 NM 0141 Homo sapiens
78 HSPC156 protein
(HSPC156), mRNA.
/PROD=HSPC156
protein
/FL=gb:NM_014178.1
gb:AF161505.1

1.24677 -3.309288 23.52 Down 2.54E-02 BC028359 Homo sapiens, clone
IMAGE 4828836,
mRNA.

0.686587 -3.862863 23.42 Down 1.28E-03 NM_0004 Homo sapiens
39 proprotein convertase

subtilisinkexin type 1
(PCSK1), mRNA.
/PROD=proprotein
convertase
subtilisinkexin type 1
/FL=gb:NM_000439.2
gb:M90753.1

128



0 8.93E-03 AA464273 ESTs 2. 69E- 03 B&28379 ESTs 0 3.09E-03 U07236 Human nut ant
| ynphocyt e- ‘Eecifi C $rot ein tyrosine kinase (LCK) nRNA, coggl ete eds.
o)

/ PROD=I ynphdt§ 2¥¢p&t

¥ic protein tyrosine ki nase /FL=gb:?

FYYHAS: NV

005356. 1 gh: M36881.1 6. 23E-04 NM 0248 Hono sapi ens 93hypothetical protein

FLJ14220 (FLJ14220), nRNA

/ FL=gb: NM 024893. 1

/ PROD=hypot heti cal protein FLJ14220
70E-04_ AL049589 Hunma

man DNA se uence from cl one 570L12 on

chr omosome Xq13.1%° ?%41 EFAtedi ns APk deeﬁ'éo? —phoSy E' dﬁﬂjtgrate ki nase 1,

the gene for a novel protein simlar to TAF2G ( TATA bo¥re

(TBP) - associ ated factor,

3.962328

2.086969

0.536704

4.260791

0.121165

0.437404
2.263194

4.055226

5.440506

2.169025

0.252976

tAg-ypr ot ei n

RNA pol ynmerase 11, G 32kD) (WHARRA. B) ES vs EXPRES
02- Intensity values are in Log2 format.
7.077563 886 Up -2.3713 6.959692 644.03 Up -3.78394 5. {12H¥ENUa6 63 Up

-0.577927

-2.410461

-3.939442

-0.214844

-4.34837

-4.019211
-2.16575

-0.3701

1.023282

-2.207268

-4.116368

23.27 Down

22.59 Down

22.26 Down

22.25 Down

22.15 Down

21.96 Down
21.54 Down

21.49 Down

21.37 Down

20.77 Down

20.67 Down

ES EXPRES OZ/HQQPF@EEdfOé@?Li' on -2.7136

gb:AB006000.1

6.90E-05 AL533416 axonal transport of
synaptic vesicles

9.65E-03 AL359055 Homo sapiens mRNA
full length insert cDNA
clone EUROIMAGE
2344436.

4.78E-03 AL049250 Homo sapiens mRNA,;
cDNA DKFZp564D113
(from clone
DKFZp564D113).

6.89E-05 AA603344 ESTs, Weakly similar
to ALU7 HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

1.36E-04 Al985987 ESTs, Moderately
similar to
ALU1_HUMAN ALU
SUBFAMILY J
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

2.48E-02 H05254 ESTs

7.34E-04 AF052108 Homo sapiens clone

23687 mMRNA
sequence.
1.16E-04 NM_0013 Homo sapiens claudin
o7 7 (CLDN7), mRNA.

/PROD=claudin 7
/FL=gb:BC001055.1
gb:NM_001307.1
1.02E-04 M34455 Human interferon-
gamma-inducible
indoleamine 2,3-
dioxygenase (IDO)
MRNA, complete cds.
/FL=gb:NM_002164.1

gb:M34455.1
3.41E-03 NM_0224 Homo sapiens N-
67 acetylgalactosamine-

4-O-sulfotransferase
(GALNAC-4-ST1),
mRNA. /PROD=N-
acetylgalactosamine-
4-O-sulfotransferase
/FL=gb:NM 022467 .1
gb:AF300612.1
3.36E-03 NM_0180 Homo sapiens
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-4.79257 3.432794 299.28 Up -5.16453 3.053666 297.8 Up adj. GeneGene Nane
val uel dentifier 9.62E-04 NM 0018 Honp sapiens cystatin 98 SN CSTl

/ PROD=cyst atWf 28R(1728¢3-gh: 103870. 1 gb: NM 001898. 1 6. 55E- G T/US2009/041348

R72286m crofibrillar- associated protein 4 1.06E-04 AW15754 insulin-like
growth 8factor binding protein 5 /FL=gb: M65062. 1 gbh: M52782. 1 gb: NMD00599. 1
gb: AF055033. 1 1. 81E-03 AA352113 ESTs 5. 30E-03 NM_ 0023 Honp ,sa§| ens |lum can 45

(LLI'M, nRNA. /PROD=lum can | FL=gb: NM 002345. 1

5. 625595 290. 65 Up

1.353776

2437935
2.46341

2.294336

4.534853

3.142124

3.85985
4.557488
5.966394

1.212373
2.27629

-3.010836

-1.918781
-1.870689

-2.028037

0.221559

-1.136699

-0.410223

0.304559

1.719122

-3.013161
-1.932316

20.6 Down

20.49 Down
20.17 Down

20.01 Down

19.88 Down

19.41 Down

19.29 Down

19.07 Down

18.99 Down

18.71 Down
18.49 Down

2.85E-02 AF147427

Yo 20087158056

otein

10?_61)2 55753
mMRNA.

/PROD=hypothetical

protein FLJ10261

/FL=gb:NM 018043.1

Homo sapiens full

length insert cDNA

clone YP80A10.

1.70E-03 BE672557 ESTs

4.16E-04 NM_0031
82

7.10E-03 U11058

7.68E-05 R38389

1.73E-02 AL832535

7.34E-05 R40892

Homo sapiens
tachykinin, precursor 1
(substance K,
substance P,
neurokinin 1,
neurokinin 2,
neuromedin L,
neurokinin alpha,
neuropeptide
K,neuropeptide
gamma) (TAC1),
transcript variant beta,
MRNA.
/PROD=tachykinin 2
precursor, isoform
beta /FL=gb:U3

Homo sapiens large
conductance calcium-
and voltage-dependent
potassium channel
alpha subunit (MaxiK)
MRNA, complete cds.
/PROD=large
conductance calcium-
and voltage-
dependentpotassium
channel alpha subunit
/FL=gb:U23767.1
gh:NM_002247 1
gh:AF025999
olfactomedin related
ER localized protein
Homo sapiens mRNA;
cDNA
DKFZp547J1816 (from
clone
DKFZp547J1816).
ESTs

1.43E-04 AK026546 Homo sapiens cDNA;

1.99E-04 AL117612

5.22E-04 Al564075

FLJ22893 fis, clone
KAT04792.

Homo sapiens mRNA;
cDNA
DKFZp564B1264
(from clone
DKFZp564B1264).
ESTs

1.09E-04 BC044830 Homo sapiens, Similar
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-5. 03662 3.030028 268.1 Up -2.97296 4.901727 234.7 Up -3.06613 4.772945 228.98
Up -4.37538 3.399327 218.99 Up -3.47045 4.200612 203.81 Up -4.82833 2.813842
199. 77 Up - SY93¥1R%79359 192. 95 Up - 3. 4841 4.092799 196143200y 4384254
2.721466 164.74 Up

1700011F14 gene,
clone MGC:35062
IMAGE 5166167,
MRNA, complete cds.
/PROD=Similar to
RIKEN cDNA
1700011F14 gene
/FL=gb:BC044830.1

3.18092 -1.007603 18.23 Down 1.29E-03 AJ011712 Homo sapiens TNNT1
gene, exons 1-11 (and
joined CDS)

2.598916 -1.553059 17.78 Down 2.46E-03 AW05159 ESTs, Moderately
1 similar to unnamed
protein product
(H.sapiens)
2.003902 -2.139208 17.67 Down 4.71E-03 BF109660 ESTs
1.905278 -2.229324 17.56 Down 5.05E-04 NM_0189 Homo sapiens solute
64 carrier family 37

(glycerol-3-phosphate
transporter), member 1
(SLC37A1), mRNA.
/PROD=solute carrier
family 37 (glycerol-3-
phosphatetransporter),

member 1
/FL=gb:NM_ 018964 .1

0.330556 -3.792993 17.43 Down 3.26E-04 BE972639 ESTs

1.044277 -3.067425 17.29 Down 1.23E-02 AL529104 ESTs

0.733534 -3.349221 16.94 Down 4.39E-03 BF061389 ESTs, Weakly similar
to JC1405 6-

pyruvoyltetrahydropteri
n synthase (H.sapiens)

2.684281 -1.394654 16.9 Down 2.91E-04 BF449063 collagen, type XIV,
alpha 1 (undulin)
4.572354 0.512428 16.68 Down 5.89E-04 BF437747 ESTs, Weakly similar

to ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

2.313549 -1.734907 16.55 Down 6.84E-03 AV726956 ESTs, Weakly similar
to C35826 hypothetical
13K protein A
(H.sapiens)

0.679665 -3.355919 16.4 Down 1.43E-03 BC000568 Homo sapiens, clone
MGC:3040, mRNA,
complete cds.
/PROD=Unknown
(protein for
MGC:3040)
/FL=gb:BC000568.1

4.099873 0.092088 16.09 Down 6.90E-05 Al057619 ESTs, Highly similar to
T42654 hypothetical
protein
DKFZp434G1115.1
(H.sapiens)

1.459269 -2.519 15.76 Down 6.26E-03 NM_0002 Homo sapiens

77 phenylalanine
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-3.40132 3.923976 160.37 Up -1.20324 6.071574 154.86 Up -3.4292 3. 805106
150. 59 Up 2.374201 16.37 up -2.26798 4.781861 132.5 Uf%l- 0.81321 6.174771

126. 94 Up - 2V83883332463504021 126.17 Up - 3. 75387 1204091

2.220936

281177

1.529971

0.255558

0.970967
2.38092

3.779853

1.651332

-1.733714

-1.140906

-2.399749

-3.655262

-2.921559
-1.504443

-0.095194

-2.189895

15.5 Down

15.48 Down

15.24 Down

15.04 Down

14.85 Down
14.78 Down

14.67 Down

14.33 Down

USORHIH82 1525

hydroxylase (PAH),
mRNA.
/PROD=phenylalanine
hydroxylase
/FL=gb:U49897 .1
gb:NM 0002771

1.34E-04 AF237813 Homo sapiens
NPD009 mRNA,
complete cds.
/PROD=NPDO009
/FL=gb:NM_020686.1
gb:AF237813.1

6.89E-05 NM_0025 Homo sapiens

93 procollagen C-

endopeptidase
enhancer (PCOLCE),
mRNA.
/PROD=procollagen C-
endopeptidase
enhancer
/FL=¢gh:BC000574.1
gh:NM_002593.2
gh:AB008549.1

gb:L33799.1
2.29E-02 NM_0247 Homo sapiens
89 hypothetical protein
FLJ22529 (FLJ22529),
mRNA.

/PROD=hypothetical
protein FLJ22529
/FL=gh:NM_024789.1

4.26E-03 BC039509 Homo sapiens, clone
IMAGE:5578073,
mRNA.

4.46E-03 Al144156 ESTs

4.36E-04 AF053712 Homo sapiens
osteoprotegerin ligand
MRNA, complete cds.
/PROD=osteoprotegeri
n ligand
/FL=gb:AF053712.1
gb:AF019047 1

3.22E-04 AV646597 ESTs, Weakly similar
to ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
3.45E-03 NM_0071 Homo sapiens
81 mitogen-activated

protein kinase kinase
kinase kinase 1
(MAP4K1), mRNA.
/PROD=mitogen-
activated protein
kinase kinase
kinasekinase 1
/FL=gh:U66464 .1
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2.671776 116.36 Up -2.02474 4.768631 110.92 Up -2.38432 4.381798 108. 84 Up
-215187 4.311095 94.55 Up  -192189 4,519888 93.17 Up -3.42725 2. 997778 85.
Up - 3.14404 V02991896335 28 Up -0.88122 5.526622 84.91 USTIISYYYHU34E 439168

gb:NM_007181.1

3.786136 -0.030985 14.1 Down 1.49E-04 BF057731 ESTs
3.257726 -0.553697 14.04 Down 4.48E-04 NM_0043 Homo sapiens bone
35 marrow stromal cell

antigen 2 (BST2),
MRNA. /PROD=bone
marrow stromal cell
antigen 2
/FL=gb:NM_004335.2
gh:D28137.1
-0.33527 -4.146199 14.03 Down 4.21E-03 BE968806 ESTs, Weakly similar
to ALU4 HUMAN ALU
SUBFAMILY SB2
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
0.349102 -3.450633 13.93 Down 1.30E-02 BM68235 Homo sapiens cDNA
2 FLJ37204 fis, clone
BRALZ2006976.
2.172559 -1.624126 13.9 Down 2.32E-03 BE673445 Homo sapiens

chromosome 19,
cosmid R28379

0.381933 -3.390833 13.67 Down 1.84E-02 AI913749 ESTs
1.120467 -2.648498 13.63 Down 1.85E-03 BE672607 ESTs
1.924097 -1.801676 13.23 Down 8.92E-03 AW24292 ESTs
0
1.491527 -2.224633 13.14 Down 7.01E-05 BG25813 ESTs
1
2.060687 -1.652733 13.12 Down 5.63E-03 AI269290 solute carrier family 18
(vesicular

monoamine), member
2 /FL=gb:L14269.1
gb:L23205.1
gb:L09118.1
gb:NM_003054.1

2.886142 -0.811762 12.98 Down 4.93E-04 U83115  Human non-lens beta
gamma-crystallin like
protein (AIM1) mRNA,
partial cds.
/PROD=non-lens beta
gamma-crystallin like
protein

0.626797 -3.063928 12.91 Down 4.51E-02 AF393369 Homo sapiens sigma
1C adaptin (AP1S3)
MRNA, complete cds.
/PROD=sigma 1C
adaptin
/FL=gb:AF393369.1

1.675227 -2.112834 12.89 Down 1.85E-03 BE856544 hypothetical protein
FLJ22573

04785 -3.197824 12.78 Down 1.72E-04 BG53269 integrin, alpha 4
0 (antigen CD49D, alpha

4 subunit of VLA-4
receptor)

1.707178 -1.969084 12.78 Down 1.84E-02 AF043179 Homo sapiens T cell
receptor beta chain
(TCRBV13S1-
TCRBJ2S1) mRNA,
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84.52 Up -3.42819 2.876705 79.06 Up -1.01231 5.27686 78.2 Up gb: NM 014585. 1
gb: AF231121. 1 8b:AF226614.1 gb: AL136944. 1 3. 02E-04 AV7007 DATA- bi ndi ng protein
4 NW9EY8ERE 0134357, 1 gb: 018260. 1 2. 95E- 03 NMPEI2E20HH3Bapi ens

69hypot heti cal protein FLJ21195 simlar to protein related to DAC and cerberus
(FLJ21195), nmRNA. /PROD=hypot hetical protein FLJ21195 simlar to
proteinrelated to DAC and cerberus /FL=gb: NM 022469. 1 6. 55E-05 AB028021 Hono
sapi ens HNF- 3beta nRNA for hepatocyte nucl ear factor- SBSIAS conpl ete cds.

/ PROD=hepat ocyt e nucl ear factor-3 beta /FL=gb: AB028021pda ghinNM 021784. 1

1. 25E- 04 AA775681 hypothetical protein FLJ23091 1. O8E- GB=gNMF@Q173.1Hono sapi ens
1lcystei ne-rich Frté%8i n-3177$23t est3-9dloyn ( CRISEPE-03 ARNR24 HPmOERe st ei ne-rich
protein 1 (intestinal) |FL=gb: U58630.1 gb: BC002738. 1 ggggwgggiﬁﬁa.l

gb: U09770.1 2. 31E-04 AL121722 Human DNA sequence from eldwphe cRP4- 788120 on
chronmosone 20 Contains the HNF3B (hepat ocyte nucl ear f &®RODrubgyitid@é a) gene. a
novel gene based on ESTs, ESTs, STSs, GSSs and CpG | sl &fgspraeiB5E- 04 NM 0016

: TFL=gb:AF311324 1
Honmo sapi ens 2641731 -0985721  12.36 Down 1.49E-04 AL133653 Homo sapiens mMRNA:

cDNA
DKFZp434M2415
(from clone
DKFZp434M2415).
2.913327 -0.707745 12.3 Down 3.70E-03 NM_0124 Homo sapiens
19 regulator of G-protein
signalling 17 (RGS17),
MRNA.
/PROD=regulator of G-
protein signalling 17
/FL=gb:AF202257.2
gb:NM_012419.2
2127724 -1.49095 12.28 Down 1.49E-03 NM_0012 Homo sapiens
75 chromogranin A
(parathyroid secretory
protein 1) (CHGA),
MRNA.
/PROD=chromogranin
A /FL=gb:BC001059.1
gb:NM_001275.2
gb:J03915.1
gb:J03483.1
0.80034 -2.81487 12.25 Down 4.62E-03 AW00310 ESTs
7
21151 -1.494168 12.2 Down 1.27E-03 NM_0005 Homo sapiens ATP-
93 binding cassette, sub-
family B (MDRTAP),
member 2 (ABCB2),
MRNA. /PROD=ATP-
binding cassette, sub-
family B, member 2
/FL=gb:NM_000593.2
gb:L21205.1
gb:L21206.1
gb:L21207 1
gb:L21204.1
gb:1L.21208.1
3.690675 0.086414 12.16 Down 1.85E-03 AW27401 ESTs
8
1.283746 -2.317044 12.13 Down 4.10E-03 NM_0140 Homo sapiens VLCS-
31 H1 protein (VLCS-H1),
mRNA. /PROD=very
long-chain acyl-CoA
synthetase homolog 1
/FL=gb:AF064254.1
gb:NM_014031.1
0.467003 -3.132847 12.12 Down 4.39E-02 AL117530 Homo sapiens mRNA;
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43apol i poprotein A-11 (APOA2), nRNA. /PROD=apolipoprotein A-1l precursor

/ FL=gb: M29882 b: NM 001643. 1 gb: BC005282. 1 4, 0%’ CA475. 01 Up2. 99E- 08 NM_
0035 Hono SZ‘WF‘H’E’”%’?"% hrohtnt growth Meter 17 (FGE17), PYRMR2IOV/EEAS—f i brobi
grow h factor 17 IF Ln,g b: Nkl _003861.1 gb: 4i 3009249.1 2. 30E- 04 NM 0025 Hono
sapi ens 2lnatriuretic pepti de precursor B (NPPB), nRNA. /PROD=natriuretic
peptide precursor B /FL=gb: NM 002521. 1 gb: M25296. 1 9. 48E— 04 NM 0051 Hono

sapi ens 43hapt ogl obin (HP), nmRNA. / PROD=hapt ogl obi n /FE 'ﬁt&bﬁéﬁﬁﬁ 1

gb: 129394. 1 gb: NM 005143. 1 2. 04E- 04 X02162 Human nRNA brizpafaglipoprotein Al
(apo Al)=. /PROD=preproapolipo protein Al 8.97E-04 AJ2¢689&sHono sapi ens nRNA
for MSF-FN70 (FN gene). /PROD=migration stinulation fatfROP-'"FrIBGIQ 82E- 05
BF223214 ESTs 8.8 5 o 24E- Y/ NA f or
MBX-2, conpl ete AT} R 2 T F 2gb: NM %544&'%20158%%%% iﬂ%&ggﬂz—oz

BC042378 Hono sapi ens, clone mRNA. /PROD=breast
cell glutaminase
/FL=gb:AF110331.1
gb:AF110330.1
gb:AF223944 .1
gb:NM_013267.1

1.858597 -1.724557 11.98 Down 5.91E-04 AA757457 ESTs
0.945333 -2.635993 11.97 Down 2.41E-03 BC040959 Homo sapiens, clone
IMAGE 5242616,
mRNA.
3.795925 0.223304 11.9 Down 1.71E-03 NM_0046 Homo sapiens N-myc
88 (and STAT) interactor
(NMI), mRNA.

/PROD=N-myc and
STAT interactor
/FL=gb:BC001268.1
gb:NM_004688.1

gbh:U32849 1
2.074972 -1.490898 11.84 Down 2.94E-03 NM_0179 Homo sapiens
33 hypothetical protein
FLJ20701 (FLJ20701),
MRNA.

/PROD=hypothetical
protein FLJ20701
/FL=gb:NM_017933.1

-0.42571 -3.975429 11.71 Down 1.54E-03 AK023699 Homo sapiens cDNA
FLJ13637 fis, clone
PLACE1011165.

3.742964 0.195658 11.69 Down 1.19E-04 T62571 microtubule-

associated protein 7
/FL=gb:NM_003980.1

1.621518 -1.924672 11.68 Down 2.63E-02 NM_0037 Homo sapiens
25 oxidative 3 alpha
hydroxysteroid

dehydrogenase; retinol
dehydrogenase; 3-
hydroxysteroid
epimerase (RODH),
MRNA.
/PROD=oxidative 3
alpha hydroxysteroid
dehydrogenase;retinol
dehydrogenase; 3-
hydroxysteroid
epimerase
/FL=gb:AF016509.1
gb:A

6.076777 2.566425 11.4 Down 6.90E-05 AF229180 Homo sapiens alpha-
aminoadipate
semialdehyde
synthase mRNA,
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| MAGE : 5277693, nRNA. 2. 36E-04 A1640307 protocadherin 10 8. 00E-04 NM 0008 Hono
sapi ens 46gl utathione S- transferase A2 (GSTA2), nRNA. /PROD=gl ut at hi one
Stransf er aseYA2VPR{2L%h: BCD02895. 1 gb: M25627. 1 gh: ML6594 PETHS2Z NN FH. 1

gb: ML5872.1 gb: M21758.1 WD 2009/ 132063  -2.95346 3.079949 65.5 Up -3.41755
2.612638 65.35 Up -4.08201 1.927438 64.42 Up -0.1416 5.830942 62.79 Up
-1.79329 4.15609 61.79 Up -0.88683 5.039046

complete cds.
/PROD=alpha-
aminoadipate
semialdehyde
synthase
/FL=gb:AF229180.1
3.758058 0.25238 11.36 Down 1.89E-04 NM_0053 Homo sapiens
56 lymphocyte-specific
protein tyrosine kinase
(LCK), mRNA.
/PROD=lymphocyte-
specific protein
tyrosine kinase
/FL=gb:U07236.1
gb:NM_005356.1

gb:M36881.1

3.797019 0.297284 11.31 Down 2.69E-04 AlI871745 ESTs

2.469508 -1.020673 11.24 Down 9.14E-04 W63754 Homo sapiens mRNA
for gycosyltransferase
(ORF1)

1.048359 -2.438018 11.21 Down 1.39E-02 AA464273 ESTs

3.146674 -0.339455 11.21 Down 1.26E-04 BF435773 cortactin SH3 domain-
binding protein

1.627801 -1.848139 11.13 Down 3.70E-03 L39833 Homo sapiens (clone

hKvBeta3) K+ channel
beta subunit mMRNA,
complete cds.
/PROD=K+ channel
beta-subunit
/FL=gb:U16953.1
gh:L39833.1
1.594689 -1.879508 11.11 Down 4.03E-02 AJ236915 Homo sapiens mRNA
for pak5 protein.
/PROD=pak5 protein
/FL=gb:NM_020168.1
gb:AF276893.1
2.806504 -0.6571 11.03 Down 1.21E-04 NM_0036 Homo sapiens fatty-
45 acid-Coenzyme A
ligase, very long-chain
1 (FACVL1), mRNA.
/PROD=very long-
chain fatty-acid-
Coenzyme A ligase 1
/FL=gb:AF096290.1
gh:D88308.1
gb:NM_003645.1
3.826815 0.364324 11.02 Down 6.55E-05 BG40156 Homo sapiens mRNA;
8 cDNA
DKFZp434H1235
(from clone
DKFZp434H1235);
partial cds
2.99034 -0.471936 11.02 Down 7.16E-04 NM_0029 Homo sapiens small
93 inducible cytokine
subfamily B (Cys-X-
Cys), member 6
(granulocyte
chemotactic protein 2)
(SCYBS6), mRNA.
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60.79 Up -3.76697 2.141612 60.07 Up 0.720535 6.617979 59.61 Up -1.03589
4.784337 56.5 Up ..128556 3.531402 56.49 Up -2.04403 3.759502 55.85 Up 6129315
592012 55.3%0@§WL”W¥.57973 4.207564 55.23 Up -4.11172 PCBH5888 851805 Up

/PROD=small
inducible cytokine
subfamily B(Cys-X-
Cys), member 6
(granulocyte
chemotactic protein 2)
/FL=gb:U81234.1

gb:NM_00299
3.788599 0.329467 11 Down 8.58E-05 NM_0022 Homo sapiens
52 potassium voltage-

gated channel,
delayed-rectifier,
subfamily S, member 3
(KCNS3), mRNA.,
/PROD=potassium
voltage-gated
channel,delayed-
rectifier, subfamily S,
member 3
/FL=gb:AF043472.1
gb:NM_002252.1
gb:BC004987 .1
gh:BC004148.1
4397278 0.939176 10.99 Down 1.22E-04 NM_0216 Homo sapiens
14 potassium
intermediatesmall
conductance calcium-
activated channel,
subfamily N, member
2 (KCNN2), mRNA.
/PROD=potassium
intermediatesmall
conductancecalcium-
activated channel,
subfamily N, member
2
/FL=gb:NM 021614 .1
gb:AF239613.1

1.027188 -2.423197 10.93 Down 1.22E-03 BG16983 adenylate kinase 5
2 /FL=gb:NM 012093.1
gb:AF062595 .1
1.022495 -2.421211 10.88 Down 2.47E-02 BC002832 Homo sapiens, Similar

to butyrophilin,
subfamily 3, member
A2, clone MGC:3790,
MRNA, complete cds.
/PROD=Similar to
butyrophilin, subfamily
3, member A2
/FL=gb:US0144 1
gh:NM_007047.1
gb:U90546.1
gh:BC002832.1

0.311203 -3.122447 10.81 Down 1.70E-03 Al964053 ESTs

1.673874 -1.728682 10.57 Down 2.25E-03 NM_0059 Homo sapiens myosin,

65 light polypeptide

kinase (MYLK),
mRNA.
/PROD=myosin, light
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-0.28789 5.482347 54.58 Up -1.44577 4.307421 53.94 Up -3.9513 1.76416 52.54 Up
0. 05538 5.762108 52.23 Up -3.52376 2.14189 50.76 Up -3.18877 2.469472 50.5 Up
-1.973 3. 67488 28B3NY Up - 2. 30094 3.341814 49.96 Up - 2. PEEAP2NIEHER33 48. 9 Up

polypeptide kinase
/FL=gb:AB037663.1
gb:AF069601.2
gb:NM_005965.1
1.443731 -1.955774 10.55 Down 1.43E-03 AJ272267 Homo sapiens partial
MRNA for choline
dehydrogenase (chdh
gene). /PROD=choline

dehydrogenase
0.383563 -3.004508 10.47 Down 2.48E-02 AI377688 ESTs
0.995551 -2.39165 10.46 Down 5.14E-03 NM_0053 Homo sapiens
86 neuronatin (NNAT),
MRNA.

/PROD=neuronatin
/FL=gb:NM 005386.1
gbh:BC001768.1
gb:AB002392.1
gb:U25033.1
3.45531 0.070626 10.44 Down 1.94E-04 AV733308 integrin, alpha 6
3.527039 0.143408 10.44 Down 5.95E-05 BG28379 ESTs
0
2.950823 -0.418278 10.33 Down 1.38E-03 NM_0036 Homo sapiens fatty-
45 acid-Coenzyme A
ligase, very long-chain
1 (FACVL1), mRNA.
/PROD=very long-
chain fatty-acid-
Coenzyme A ligase 1
/FL=gh:AF096290.1
gbh:D88308.1
gb:NM_003645.1
1.55078 -1.80799 10.26 Down 3.70E-03 H28597  thymopoietin
5.005827 1.649812 10.24 Down 1.90E-04 NM_0030 Homo sapiens
20 secretory granule,
neuroendocrine
protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory
granule,
neuroendocrine
protein 1 (7B2protein)
/FL=gb:BC005349.1
gb:NM_003020.1
0.760646 -2.590248 10.2 Down 2.29E-02 AW58979 ESTs
3
2.209313 -1.126222 10.09 Down 5.95E-05 AA747379 calcitonin-related
polypeptide, beta
/FL=gb:NM_000728.1
-0.10418 -3.43217 10.04 Down 4 66E-03 NM_0176 Homo sapiens
55 hypothetical protein
FLJ20075 (FLJ20075),
mRNA.
/PROD=hypothetical
protein FLJ20075
/FL=gb:NM_017655.1
2.598488 -0.722855 10 Down 2.03E-03 L08599  Human uvomorulin (E-
cadherin) (UVO)
MRNA, complete cds.
/PROD=uvomorulin
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-2.71676 2.892681 48.82 Up -0.16429 5.442379 48.73 Up  Xeopus Vae, As)
hon-nnoci (EONIES). m NA, |PROD., w. ornesoderm n (Xenopus zievis) honok,,qg ir
1: : : qbASCal f¥33018YG: NM 005442. 1 5. 25E- 03 AL513917 sol SC&EAMMPEM3t amily 16
(monocar boxylic acid transporters), nenber 3 /FL=gb: U81800. 1 gbh: NM 004207. 1
4. 57E- 04 BQ&25667 interferon, gamm- 7inducible protein 16 /FL=gh: AF208043. 1
6. 89E- 05 AW7219 Hono sapi ens clone 223736 nRNA sequence_ 3. 50FE- 063 AL544576
ESTs 7.33E-05 NM 0163 Hono sapi ens 4lpancreas-enriched tbL 5%5'@%%? Pdse C

(L0051196), nRNA.g58RROD=naneHeas egusicehed ph@s@b@wm&ﬁ%@ dabir@b: AF117948. 1
gb: NM 016341. 1 gb: AF190642. 2 7. 33E-05 Al 817041 ®4r ot epsgolppleed. r ecept or
8. 23E-05 AWB0021 ESTs, Mderately 7simlar to C212 HUMVRERMPMY (Betegd PROTEI N

C210RF2 (H. sapiens) 7.47E-03 AF260333 Honp sapi ens ADOZH: 45"

plasma) (PLA2G7),
mRNA.
/PROD=phospholipase
A2, group VII (platelet-
activatingfactor
acetylhydrolase,
plasma)
/FL=gb:U20157.1
gb:U24577 1
gb:NM_005084.1
1.910263 -1.3945 9.88 Down 1.27E-03 NM_0069 Homo sapiens
94 butyrophilin, subfamily
3, member A3
(BTN3A3), mRNA.
/PROD=butyrophilin,
subfamily 3, member
A3 /FL=gb:U90548 1
gb:NM_006994.2
2.001097 -1.297629 9.84 Down 1.19E-03 BC028721 Homo sapiens, Similar
to solute carrier family
1 (high affinity
aspartateglutamate
transporter), member
6, clone MGC:33092
IMAGE:5269300,
mRNA, complete cds.
/PROD=Similar to
solute carrier family 1
(highaffinity
aspartateglutamate
transporter), memb
5.020283 1.723791 9.83 Down 1.63E-04 AK025084 Homo sapiens cDNA:
FLJ21431 fis, clone
COL04214, highly
similar to HSU80736
Homo sapiens CAGF9

mRNA.
2474373 -0.811562 9.75 Down 5.94E-03 NM_0132 Homo sapiens solute
72 carrier family 21

(organic anion
transporter), member
11 (SLC21A11),
mRNA. /PROD=solute
carrier family 21
(organic
aniontransporter),
member 11
/FL=gb:NM_013272.2
gb:AF205074 1
gbh:AB031050.2
gb:AF187816.1
2.116702 -1.16308 9.71 Down 4.40E-02 AF107846 Homo sapiens

139



MRNA, conpl ete cds. / PROD=AD036 /FL=gb: AF260333.1 1.91E-04 AA772920 ESTs
7.23E-03 A18061 74 transcription factors (represses interleukin

2 expressi onYO8"83BYE3 A1380207 ESTs 5. 25E- 04 AU144167 HSAYSIHNIEAS cDNA
FLJ11428 fis, clone HEVMBA1001071, highly simlar to PROCOLLAGEN ALPHA 1(111)
CHAI N PRECURSOR 6. 83E-04 L01639Human (cl one HSY3RR) neuropeptide Y receptor

(NPYR) nRNA. conpl ete cds. /PROD=neuropepti de -4.03477 1,563749 48.45 Up
1. 19E-02 U12170 -0.08298 5.493663 47.72 Up 2. 19E-04 NMQFAEYT>07 - 2. 99405
2.552238 p55 (XLalphas) gene,

exon XL2 and
complete cds
2472358 -0.803312 9.68 Down 2.33E-03 NM_0003 Homo sapiens
63 troponin |, cardiac
(TNNI3), mRNA.
/PROD=troponin |,
cardiac
/FL=gh:M64247 .1
gb:NM_000363.1
0.384182 -2.880367 9.61 Down 4.26E-03 NM_0058 Homo sapiens RAS
25 guanyl releasing
protein 2 (calcium and
DAG-regulated)
(RASGRP2), mRNA.
/PROD=RAS guanyl
releasing protein 2
(calcium andDAG-
regulated)
/FL=gh:AF043723.1
gb:NM _005825.1
2.394742 -0.866876 9.59 Down 1.57E-04 Al733027 ESTs, Weakly similar
to RET2_HUMAN
RETINOL-BINDING
PROTEIN I,
CELLULAR
(H.sapiens)
1.319792 -1.930717 9.52 Down 5.95E-05 M18767 Human complement
subcomponent C1s,
alpha- and beta-
chains, complete cds.
/FL=gh:J04080.1
gh:M18767.1
gh:NM_001734.1
3.859451 0.610002 9.51 Down 5.73E-04 AJ242502 Homo sapiens mRNA
for E-MAP-115105
(MAP gene).
/PROD=epithelial
microtubule-
associated protein
3.009579 -0.239729 9.51 Down 5.22E-04 AB037730 Homo sapiens mRNA
for KIAA1309 protein,
partial cds.
/PROD=KIAA1309
protein
2.600702 -0.646217 9.49 Down 1.43E-02 AA740186 biliverdin reductase A
/FL=gb:NM_000712.1
gh:U34877 .1
0.971941 -2.274152 9.49 Down 7.72E-04 NM_0180 Homo sapiens
18 hypothetical protein
FLJ10191 (FLJ10191),
mRNA.
/PROD=hypothetical
protein FLJ10191
/FL=gb:NM 018018.1
0.414323 -2.829854 9.48 Down 6.30E-03 AF283777 Homo sapiens clone
TCBAP0702 mRNA
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46. 73 Up 4. 78E-04 A1767388 -4.61432 0.925434 46.52 Up 2. 53E-04 NM 0052 21
-322309 2.302183 46. 05 Up 4. 60E-03 AW20724 3 -2.82645 2.655384 44.69 Up

4. 60E- 03 NV W23W913%43 2009/ 132063 PCT/US2009/041348
sequence.
6.139688 2.900659 9.44 Down 4 48E-04 BC036488 Homo sapiens, clone
MGC:43145

IMAGE 5261574,
mRNA, complete cds.
/PROD=Unknown
(protein for
MGC:43145)
/FL=gh:BC036488.1

1.569503 -1.668679 9.44 Down 1.24E-03 BF195118 ESTs, Weakly similar
to ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

1.665643 -1.567308 9.4 Down 8.63E-04 AF282250 Homo sapiens
calneuron 1 (CALN1)
mRNA, complete cds.
/PROD=calneuron 1
/FL=gb:AF282250.1

4.319584 1.104655 9.29 Down 5.53E-04 AA618420 Homo sapiens cDNA:
FLJ23597 fis, clone
LNG15281

4 436354 1.227541 9.25 Down 2.94E-04 AlIS12275 B-cell CLLIymphoma
11A (zinc finger
protein)
/FL=gb:NM_022893.1
gb:NM_018014.1

1.923237 -1.283751 9.23 Down 3.70E-03 AW07210 Homo sapiens mRNA;
2 cDNA DKFZp434H205
(from clone
DKFZp434H205)
2.59299 -0.613677 9.23 Down 1.94E-04 NM_0038 Homo sapiens
87 development and

differentiation
enhancing factor 2
(DDEF2), mRNA.
/PROD=ADP-
ribosylation factor(arf)-
directed
GTPaseactivating
protein
/FL=gb:AB007860.1
gb:NM_003887.1
3.20248 0.002668 9.19 Down 5.80E-04 AF220153 Homo sapiens four
and a half LIM
domains 1 protein
isoform C (FHL1)
MRNA, complete cds,
alternatively spliced.
/PROD=four and a half
LIM domains 1 protein

isoform C
/FL=gb:AF220153.1
1.689335 -1.505873 9.16 Down 2.46E-03 NM_0312 Homo sapiens testis
72 expressed sequence

14 (TEX14), mRNA.
/PROD=testis
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0. 533443 5.958927 42.98 Up 6.55E-05 NM 0018

1. 27E-04 NM 0005

3.026209

3.116245

2.91664

4.453662

3.454075

1.883578

2.326737

0.392456

3.116953

-0.167981

-0.070826

-0.26326

1.27718

0.278604

-1.291525

-0.838174

-2.771428

-0.041715

9.15 Down

9.11 Down

9.06 Down

9.04 Down

9.03 Down

9.03 Down

8.97 Down

8.96 Down

8.93 Down

99 0.116207 5.518477 42
99 -2.1675 3.230235 42:16 Up 1.53E-04 NM 0218 -1
3.348112 38.%82(yy132063

PCT/US2009/041348

expressed sequence
14
/FL=gb:NM_031272.1

6.90E-05 BC032302 Homo sapiens, similar

7.93E-05 NM_0179
47

1.68E-03 AWO00336
7

7.33E-05 AV681807

1.86E-04 AVE691491

2.67E-02 BF970287

2.61E-03 NM_0159
82

2.73E-02 NM_0030
07

3.90E-04 AA469071

142

to UDP-glucose
ceramide
glucosyltransferase-
like 2, clone
MGC:40268
IMAGE:5169731,
MRNA, complete cds.
/PROD=similar to
UDP-glucose
ceramideglucosyltransf
erase-like 2
/FL=gb:BC032302.1
Homo sapiens
hypothetical protein
FLJ20733 (FLJ20733),
MRNA.
/PROD=hypothetical
protein FLJ20733
/FL=gb:NM 017947 .1
Homo sapiens clone
25237 mRNA
sequence

v-erb-b2 avian
erythroblastic leukemia
viral oncogene
homolog 3

Homo sapiens mRNA;
cDNA
DKFZp564D1462
(from clone
DKFZp564D1462)
Human DNA sequence
from clone RP1-
310013 on
chromosome 20g11.2.
Contains (part of) four
novel genes, ESTs,
STSs, GSSs and four
putative CpG islands
Homo sapiens germ
cell specific Y-box
binding protein
(LOC51087), mRNA.
/PROD=germ cell
specific Y-box binding
protein
/FL=gb:NM_015982.1
gb:AF096834.1

Homo sapiens
semenogelin |
(SEMG1), mRNA.
/PROD=semenogelin |
/FL=gb:J04440.1
gb:NM_003007.1
Cluster Incl.

.29 Up
. 93668



-3.65051 1.595241 37.94 Up 0.767075 5.998268 37.56 Up -2.34732 2. 874499 37.

Up -2.41622 2.773394 36.49 Up -1.58875 3.588854 36.19 Up -0.93849 4.238505
36.18 Up 1.4Y9299/18'611842 35.08 Up -0.46494 4.666106 3FDASYN{1Bai n)

( ADCYS8)

MRNA.

/ PROD=adenyl at e cycl ase 8

3.113317

5.010828

3.249727

1.5632208
5.063502

1.934415

2.522705

3.995648

2.077151

-0.040507

1.86984

0.113464

-1.601117
1.934512

-1.192238

-0.592752

0.881994

-1.020617

8.9 Down

8.82 Down

8.79 Down

8.77 Down
8.75 Down

8.73 Down

8.67 Down

8.66 Down

8.56 Down

2.36E-03 AL565745

AA469071:ne17f11.s1
Homo sapiens cDNA,
3 end /clone=IMAGE-
881517 /clone_end=3
/gb=AA469071
/gi=2195605
/ug=Hs.180479
/len=758

ESTs, Weakly similar
to 2108402A carnitine
palmitoyltransferase |
(H.sapiens)

3.28E-04 AK027006 Homo sapiens cDNA:

FLJ23353 fis, clone
HEP 14321, highly
similar to HSU80736
Homo sapiens CAGF9
MRNA.

2.14E-04 BC001745 Homo sapiens, clone

3.19E-03 Al796813

MGC:3328, mRNA,
complete cds.
/PROD=Unknown
(protein for
MGC:3328)
/FL=gb:BC001745.1
gb:NM 014392.1
advillin

1.01E-04 AB018289 Homo sapiens mRNA

3.13E-03 NM_0013
51

9.13E-03 U07236

6.55E-05 Al961231

7.33E-05 BF223193

143

for KIAAO746 protein,
partial cds.
/PROD=KIAA0746
protein

Homo sapiens deleted
in azoospermia-like
(DAZL), MRNA.
/PROD=deleted in
azoospermia-like
/FL=gb:U66726.2
gb:NM_001351.1
gb:U65918.1
gb:U66078.1

Human mutant
lymphocyte-specific
protein tyrosine kinase
(LCK) mRNA,
complete cds.
/PROD=lymphocyte-
specific protein
tyrosine kinase
/FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1
KIAAO0808 gene
product
/FL=gb:AB018351.1
gb:NM_014729.1
nuclear receptor
subfamily 1, group I,
member 3

32



[ FL=gb: NM 001115.1 7.23E-03 BE670361 G protein-coupled receptor 72

/ FL=gb: NM_016540. 1 gb: AF236081. 1 3. 80E-04 AF213459 Honp sapi ens ephrin
recept or EPFM82W8AH ¢t e form (EPHA3) nRNA, conpl ete cds.PC/TBIQEﬂﬁ”—J in receptor
EPHA3 conmpl ete form/FL=gb: NM 005233. 1 gb: MB3941. 1 gb: AF213459. 1 2. 55E- 04
AY029208 Honp sapi ens type VI coI I agen al pha 2 chain precursor (0O0OL6A2) nRNA,
conpl ete cds, al ternatl vel ced. / PROD=t pe VI col | a en aI pha 2 chain
precursor / FL=gif*RY329208 866 51E8ﬁ§°ﬂl 240§% 81%&9%30& erEpr Q ludes Ss bl ood
group) 6.29E-04 NM 0019 Horm sapi ens 77gl utanyl am nopefhd @@gﬁe (8M nopepti dase
A) (ENPEP), nRNA. /PROD=gl utanyl am nopeptidase (am nopzpt) dage A)

[/ FL=gb: 1 _12468.1 gh: NM 001977.1 gb: 114721. 1 2. 45E-03 NN?]RPQ?‘@"%% sapi ens
06hypot hetical protein FLI32835 (FLJ32835), nRNA. |FL= gglthN@ﬁi‘%?@oe 1 1.38E-02
BE222344 splicing factor, arginineserine-rich 5 5. 95E- (Fp-JMMnOS2ds0HoND sapi ens
54cerberus 1 (Xenopus IaeV| s) honol og (cystei ne knot suopesfam |ly) (CERL),

MRNA. / PROD=cer bt 1 IF‘L59 - NM &8%8d, 1 219683 P04 36503 col | agen, type VI,

WO 2009/ 132063 1.344522 -1.721 8.37 Down 1.97E-02 AWO07170 dipeptidylpeptidase VI
5
4.319671 1.253603 8.37 Down 1.05E-04 AF063002 Homo sapiens LIM

protein SLIMMER
MRNA, complete cds.
/PROD=LIM protein
SLIMMER
/FL=gb:AF063002.1
gb:AF098518.1

2.575606 -0.489298 8.37 Down 1.24E-03 BC016785 Homo sapiens, Similar
to hypothetical protein
PRO1722, clone
IMAGE:4096414,
MRNA.

1.070412 -1.992167 8.35 Down 7.29E-04 AF070642 Homo sapiens clone
24488 mRNA
sequence.

3.083054 0.021788 8.35 Down 2.33E-03 BC026969 Homo sapiens, clone
IMAGE:5116073,
MRNA, partial cds.

6.075972 3.015223 8.34 Down 1.35E-04 NM_0014 Homo sapiens four

49 and a half LIM
domains 1 (FHL1),
mRNA. /PROD=four
and a half LIM
domains 1
/FL=gb:U60115.1
gb:NM 001449.1
gb:U29538.1

0.779095 -2.27952 8.33 Down 1.58E-02 AF497717 Homo sapiens tissue-
type lung unknown
mRNA.

4.227241 1.173625 8.3 Down 3.47E-04 Al193252 ESTs, Weakly similar
to AF133270 1 SLIT2
(H.sapiens)

1.139113 -1.908335 8.27 Down 1.40E-02 Al741469 ESTs

3.120689 0.079671 8.23 Down 6.27E-04 U01874  Human me20m
MRNA, complete cds.
/PROD=me20m
/FL=gb:NM 006928.1
gb:BC001414 .1

gb:U01874 .1
3.499377 0.460367 8.22 Down 2.16E-03 NM_0245 Homo sapiens
72 hypothetical protein
FLJ12691 (FLJ12691),
MRNA.

/PROD=hypothetical
protein FLJ12691
/FL=gb:NM_024572 1
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-2.23021 2.897749 34.97 Up -3.12836 1.991299 34.77 Up -0.98659 4.115782 34. 35
Up -2.50194 2. 569744 33.63 Up -1.27526 3.792158 33.53 Up -3.34034 1.708137
33.09 Up 1.3%984818'96612 32.5.4 Up -0.6944 4.326307 32 PAE/USpBH 1187
4.337831

2.568736 -0.463022 8.18 Down 4.78E-03 AA531287 ESTs
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32.22 Up -0.46298 4.533319 31.92 Up -2.56712 2.414446 31.59 Up -0.31684
4.651259 31.3 Up -2.78124 2.184054 31.24 Up WD 2009/132063 -1.24179

3.719223 31.M82Y¥13286335003 4. 606618 31.05 Up -1.81534 3 PLAVBYNYSH3E5 Up
-1. 93655

Table VI DIFFERENTIAL EXPRESSION OF GENES BETWEEN
UNDIFFERENTIATED EMBRYONIC STEM CELLS CULTURED ON
MATRIGEL™ AND EXPRES 01 (A) AND 02 (B) CELLS CULTURED ON
TCPS

A) H9P39 at 2 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 2HR DE Ratio Direction adj. p- Gene Gene Name
01 value Identifier
-3.61621 3.301718 120.92 Up 0.001179 AL569326 Homo sapiens cAMP-

dependent protein kinase
inhibitor beta mMRNA,
complete cds
-1.32044 4.320344 49.89 Up 0.005081 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1
-3.12747 2.331072 43.97 Up 0.000718 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)
-2.3376 2.787516 34.9 Up 0.000229 U17496  Human proteasome
subunit LMP7 (allele
LMP7B) mRNA, complete
cds. /PROD=proteasome
subunit LMP7
/FL=gb:U17497 .1
gh:U17496.1
-0.27888 4.715023 31.86 Up 0.000339 AF225513 Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
-1.56608 3.343812 30.06 Up 0.009753 NM_0007 Homo sapiens cytochrome
67 P450, subfamily IIB
(phenobarbital-inducible),
polypeptide 6 (CYP2B6),
mRNA.
/PROD=cytochrome P450,
subfamily
[IB(phenobarbital-
inducible), polypeptide 6
/FL=gb:NM _000767.2
gb:AF182277 .1
gb:M29874.1
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3.000448 30.63 Up 1.122063 6.03378 30.1 Up -0.4721 4.436335 30.03 Up 0.044298
4.952379 30.02 Up -0.59928 4.305866 29.96 Up -1.04571 3.857701 29.93 Up
-3.24802 1. oM82WR1BY6378 Up - 2. 50665 2.356234 29.1 Up -2 PEFABYNY 488908 28. 64
Up

-1.03397 3.688335 26.4 Up 0.000308 NM_ 0030 Homo sapiens secretory
20 granule, neuroendocrine

protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory granule,
neuroendocrine protein 1
(7B2protein)
/FL=gbh:BC005349.1
gb:NM_003020.1

-1.64839 2.654165 19.73 Up 0.000963 NM_0049 Homo sapiens phorbolin

00 (similar to apolipoprotein B

MRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM 004900.1
gb:U61083.1

-0.41404  3.88291 19.66 Up 0.00068 Al332407 secreted frizzled-related
protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

-4.55112 -0.49607 16.62 Up 0.040292 NM_0180 Homo sapiens
43 hypothetical protein
FLJ10261 (FLJ10261),
mRNA.

/PROD=hypothetical
protein FLJ10261
/FL=gb:NM 018043.1

-2.38787 1.639634 16.31 Up 0.010236 BC003517 Homo sapiens, clone
IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)

-2.506 1.482042 15.87 Up 0.000737 AW19369 DKFZP566K1924 protein
3
-1.89835 2.076299 15.72 Up 0.000308 AL122010 Human DNA sequence

from clone RP5-997D16
on chromosome 1p34.1-
35.3 Contains part of the
gene for DAP-1 protein,

STSs, GSSs and a CpG

island
-2.80061 1.027087 14.2 Up 0.005931 NM_0146 Homo sapiens S100
24 calcium-binding protein A6

(calcyclin) (S100A6),
mRNA. /PROD=S100
calcium-binding protein A6
[FL=gb:NM_014624.2
gb:BC001431.1
-1.56046 2.251934 14.05 Up 0.009772 NM_0163 Homo sapiens solute

54 carrier family 21 (organic
anion transporter),
member 12 (SLC21A12),
mRNA. /PROD=organic
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WO 2009/ 132063 PCDUS2009/ 041348 nmRNA. / PROD=pl atel et- derived grow h factor
beta pol ypepti deési m an sarcoma viral (v-sis) oncogene honol O%;X

/ FL=gb: ML278%0 2032 002 - 4. 34018 0. 485509 28.36 Up 7. FEEWHXXE247 Honp
sapi ens cDNA FLJ13443 fis, clone PLACE1002853 -1.02297 3.794799 28.2 Up
3. 36E- 03 AF208043 Honmo sapiens | F116b

anion transporter OATP-E
/FL=gb:AB031051.1
gb:NM 016354.1
gb:AF205072.1
gb:AF187817.1

1.109291 4.853054 13.4 Up 0.000308 NM 0053 Homo sapiens
56 lymphocyte-specific
protein tyrosine kinase
(LCK), mRNA.

/PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1

-2.69521 1.04038 13.32 Up 0.000271 AF282250 Homo sapiens calneuron
1 (CALN1) mRNA,
complete cds.
/PROD=calneuron 1
/FL=gb:AF282250.1

1.168713 4.897416 13.26 Up 0.001059 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
mRNA. /PROD=16.7Kd
protein

/FL=gb:NM_016139.1
gb:AF078845 .1
gb:BC003079.1

-3.05488 0.645316 13 Up 0.001719 Al569804 ESTs

-0.10733 3.574485 12.83 Up 0.001042 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.

/PROD=Unknown (protein
for IMAGE:3840937)

-3.12055 0.460578 11.97 Up 0.018849 AW78000 ESTs
6
-0.8902 2.675714 11.84 Up 0.001172 NM_0220 Homo sapiens estrogen
34 regulated gene 1 (ERG-1),

mRNA. /PROD=estrogen
regulated gene 1
/FL=gb:AF305835.1
gb:NM_022034 .1
-2.233 1.292642 11.52 Up 0.002196 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAA0307),
mRNA. /PROD=KIAA0307
gene product
/FL=gbh:AB002305.1
gh:NM_014862.1
-1.16113  2.362911 11.5 Up 0.007894 NM 0122 Homo sapiens potassium
81 voltage-gated channel,
Shal-related subfamily,
member 2 (KCND2),
mRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/[FL=gb:NM 012281.1
gh:AB028967.1
gh:AF121104 1
-2.7484 0.710709 11 Up 0.006544 BC000568 Homo sapiens, clone
MGC:3040, mRNA,
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(1F116b) nRNA, conpl ete cds.
2.013598 28.02 U

X89271H. sapi¥fs" 3 or

recept or

-2.89467 0.509405

-1.66608 1.669381

-1.38062 1.947029

1.12675 4.40089
-0.04543 3.208344

-3.12304 0.081126

-2.26295 0.940715
3.061783 6.265115
-1.57619 1.598447

1.260638 4.356898
-1.79406  1.19242

-1.25121 1.703716

-2.01579 0.901094
0.194248 3.083487

/ PROD=I FI 16b
9. 94E- 05 A1700341ESTs

-2.73255 2.070789 27.92 U

HGL1 or phan receptor.

10.59 Up

10.09 Up

10.04 Up

9.67 Up
9.54 Up

9.22 Up

9.21 Up
9.21 Up
9.03 Up

8.55 Up
7.93 Up

7.75 Up

7.55 Up
7.41 Up

0.010729 AW97120
5
0.01208 BE673445

0.000277 NM_0025
90

0.000277 AA206141
0.000875 AB037730

0.025215 NM_0180
18

0.013376 Al735586

0.000149 BF057809

0.001707 AWQ7279
0

0.000408 AA404269

0.023768 NM_0047
31

0.000875 R62432

0.014339 AI937060
0.002413 U07236
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/ PREBLSIYO 48

complete cds.
/PROD=Unknown (protein
for MGC:3040)
/FL=gb:BC000568.1

ESTs

Homo sapiens
chromosome 19, cosmid
R28379

Homo sapiens
protocadherin 8 (PCDH8),
MRNA.
/PROD=protocadherin 8
/FL=gb:NM_002590.2
gb:AF061573.2

ESTs

Homo sapiens mRNA for
KIAA1309 protein, partial
cds. /PROD=KIAA1309
protein

Homo sapiens
hypothetical protein
FLJ10191 (FLJ10191),
MRNA.
/PROD=hypothetical
protein FLJ10191
/FL=gb:NM_018018.1
ESTs

ESTs

contactin 1

ESTs

Homo sapiens solute
carrier family 16
(monocarboxylic acid
transporters), member 7
(SLC16A7), mMRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
7 /FL=gb:AF058056.1
gb:NM_004731.1

Cluster Incl.
R62432:yg52e11.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
/clone_end=3
/gb=R62432 /gi=834311
/ug=Hs.12321 /len=487
KIAA1151 protein

Human mutant
lymphocyte-specific
protein tyrosine kinase
(LCK) mRNA, complete
cds. /PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1

| FL=gb: AF208043. 1 -2. 79469

1. 35E-03
han



/ FL=gb: NM_005161. 1 -3.05797 1.724772 27.53 Up 3. 48E-04 A1801626ESTs,
Moderately simlar to ALU4 HUVAN ALU SUBFAM LY SB2 SEQUENCE
CONTAM NATI CKP 2009/132063 PCT/US20097041348

-2.17012 0.714641 7.39 Up 0.011075 AB018580 Homo sapiens mRNA for
hluPGFS, complete cds.
/PROD=hIuPGFS
/FL=gb:NM_003739.2
gb:AF149416.2
gb:AB018580.1
gb:D17793.1

1.872557 4.741366 7.3 Up 0.000311 R38389  olfactomedin related ER
localized protein

-1.81469 1.042382 7.25 Up 0.007408 AF052108 Homo sapiens clone
23687 mRNA sequence.

-1.51616 1.329372 7.19 Up 0.007084 AJ272267 Homo sapiens partial
MRNA for choline
dehydrogenase (chdh
gene). /PROD=choline
dehydrogenase

-0.54428 2.289592 7.13 Up 0.000308 AF053712 Homo sapiens
osteoprotegerin ligand
MRNA, complete cds.
/PROD=osteoprotegerin
ligand /FL=gb:AF053712.1
gb:AF019047 1

-3.17826 -0.38807 6.92 Up 0.040995 AI798098 ESTs

-1.88254 0.903098 6.9 Up 0.007894 BF694956 Human DNA sequence
from clone RP1-187J11
on chromosome 6q11.1-
22.33. Contains the gene
for a novel protein similar
to S. pombe and S.
cerevisiae predicted
proteins, the gene for a
novel protein similar to
protein kinase C inhibitors,
the 3 end of the

-1.27392 1.501511 6.85 Up 0.036787 U11058  Homo sapiens large
conductance calcium- and
voltage-dependent
potassium channel alpha
subunit (MaxiK) mRNA,
complete cds.
/PROD-=large
conductance calcium- and
voltage-
dependentpotassium
channel alpha subunit
/FL=gb:U23767 .1
gb:NM_002247 1
gb:AF025999

-1.89628 0.858329 6.75 Up 0.001372 AA557324 ESTs, Weakly similar to
fatty acid omega-
hydroxylase (H.sapiens)

-2.62694 0.10781 6.66 Up 0.017924 NM_0000 Homo sapiens

55 butyrylcholinesterase

(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gb:M16541.1
gb:M16474.1
gb:NM_000055.1
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WARNI NG ENTRY (H sapiens) -2.83953 1.922194 27.13 Up 5. 16E-04
BG29019hypot het i cal %rzot ein 3FLJ14299 | FL=gb: NM_025069. 1 -4.60716

0.149736 27.WA2YY1RSBE. 02 NM 0046 Honp sapi ens sol ute PCTESEUYPAIEE family 16

-0.69028 2.041376 6.64 Up 0.001589 M16276  Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM_002123.1
gb:M16276.1
gh:M60028.1
gb:M17564 .1
gb:M81141.1
gh:M81140.1

1.037668 3.763873 6.62 Up 0.00068 R40892 ESTs

-1.4606  1.25243 6.56 Up 0.001042 AW07210 Homo sapiens mRNA;
2 cDNA DKFZp434H205
(from clone
DKFZp434H205)

-2.07873 0.629421 6.53 Up 0.006819 Al269290 solute carrier family 18
(vesicular monoamine),
member 2
/FL=gb:L14269.1
gh:L23205.1 ghb:L09118.1
gb:NM_003054 .1

-1.17422 1.532018 6.53 Up 0.009466 Al962169 ESTs

-1.85153 0.844198 6.48 Up 0.022892 AL359062 Homo sapiens mRNA full
length insert cDNA clone
EUROIMAGE 1913076.

-0.32746 2.355449 6.42 Up 0.000657 L39833  Homo sapiens (clone
hKvBeta3) K+ channel
beta subunit mMRNA,
complete cds. /PROD=K+
channel beta-subunit
/FL=gb:U16953.1

gh:L39833.1
-0.62283 2.054006 6.39 Up 0.000522 NM_0013 Homo sapiens deleted in
51 azoospermia-like (DAZL),

MRNA. /PROD=deleted in
azoospermia-like
/FL=gb:U66726.2
gh:NM_001351.1
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0.462867 3.108247 6.26 Up 0.006847 Al807026
1.37261 4.006097 6.21 Up 0.000311 BC040605 Homo sapiens, clone
IMAGE:5271039, mRNA.
0.997757 3.610644 6.12 Up 0.000246 AU144892 Homo sapiens cDNA
FLJ11569 fis, clone
HEMBA1003304
4.82397 6.1 Up 0.000277 N98595 ESTs

o AR AR o oam a: . Y
2018483 847 Up 0000412 ALSSR4E0 GA

SRR 125
-3.21441 -0.62151 6.03 Up 0.033157 NM_0219 Homo sapiens pre-TNK
81 cell associated protein
(1D12A), mRNA.
/PROD=pre-TNK cell
associated protein
/FL=gb:L17325.1
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(monocar boxylic acid transporters), nenber 4 (SLC16A4), nRNA.

/| PROD=sol ute carrier famly 16 (nonocar boxylic acidtransporters). nenber
/| FL=gb: U591 8%9 209432/ 004696. 1 -1.57919 3.174205 26. 97 @ETﬂJ.%?MEQﬁ 8AL524520
protei n-coupl ed receptor 49 -1.36626 3.37132 26.68 Up

gb:NM_021981.1

-1.61054 0.964359 5.96 Up 0.005872 AW26420 ESTs
4
-0.46577 2.083834 5.85 Up 0.00021 AW05159 ESTs, Moderately similar
1 to unnamed protein
product (H.sapiens)
-1.09181  1.45367 5.84 Up 0.027071 Al653050 ESTs, Weakly similar to
HPPD_HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)
-1.64801 0.893628 5.82 Up 0.000875 AW77991 ESTs
7
-0.49174 2.041917 5.79 Up 0.005081 NM_0025 Homo sapiens neuronal
22 pentraxin | (NPTX1),

MRNA. /PROD=neuronal
pentraxin | precursor
/FL=gb:NM 002522.1
gb:U61849.1
-0.7841 1.740263 5.75 Up 0.00111 BF672975 lipoprotein lipase

/FL=gb:M15856.1
gb:NM_000237.1

-0.75335 1.769582 5.75 Up 0.01551 AK023900 Homo sapiens cDNA
FLJ13838 fis, clone
THYRO1000756, weakly
similar to ALPHA-N-
ACETYLGALACTOSAMIN
IDE ALPHA-2,6-
SIALYLTRANSFERASE
(EC 2.4.99.-).
/FL=gb:NM _013443.1
gb:AB035173.1

1.174608 3.695562 5.74 Up 0.001082 Al659533 ArgAbl-interacting protein
ArgBP2
-2.3444  0.162277 5.68 Up 0.00079 AW05758 ESTs
9
-1.70607 0.798713 5.68 Up 0.006868 BC040321 Homo sapiens, Similar to

LIM homeobox protein 8,
clone IMAGE:4839343,
mRNA.

-1.11642 1.371492 5.61 Up 0.016088 BC000185 Homo sapiens, Similar to
carnitine
palmitoyltransferase |,
liver, clone MGC:1772,
mMRNA, complete cds.
/PROD=Similar to
carnitine
palmitoyltransferase | liver
/FL=gh:BC000185.1

2.631289 5.118301 5.61 Up 0.002033 AK026546 Homo sapiens cDNA:
FLJ22893 fis, clone
KAT04792.

-1.99418 0.464132 5.5 Up 0.002048 NM_0069 Homo sapiens

94 butyrophilin, subfamily 3,
member A3 (BTN3A3),
MRNA.
/PROD=butyrophilin,
subfamily 3, member A3
/FL=gbh:U90548.1
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2. 16E- 03 A1824037ESTs, Weakly simlar to FCE2 MOUSE LOW AFFI NI TY
I MMUNOGLOBULI N EPSI LON FC RECEPTOR (M musculus) 0.167058 4.895371
26.51 Up 6. IE2WE1443%0212 Honp sapi ens nyosin PCT/US2009/041348

gb:NM_006994 .2

-2.05438 0.400672 5.48 Up 0.047179 BG29090 ESTs, Moderately similar
8 to ALUS_HUMAN ALU
SUBFAMILY SX
SEQUENCE

CONTAMINATION
WARNING ENTRY
(H.sapiens)

-0.0881 2.345496 5.4 Up 0.001106 AL565745 ESTs, Weakly similar to
2108402A carnitine
palmitoyltransferase |
(H.sapiens)

-1.67442 0.753821 5.38 Up 0.004073 AW11745 neurotrimin
6
-0.2823 2.124629 5.3 Up 0.006868 NM 0165 Homo sapiens peptide
82 transporter 3 (LOC51296),
mRNA. /PROD=peptide
transporter 3
/FL=gb:NM_016582.1
gb:AB020598.1
-0.08433 2.303971 5.24 Up 0.003841 NM_0007 Homo sapiens cytochrome
67 P450, subfamily 1B
(phencbarbital-inducible),
polypeptide 6 (CYP2B6),
mRNA.
/PROD=cytochrome P450,
subfamily
lIB(phenobarbital-
inducible), polypeptide 6
/FL=gb:NM_000767.2
gb:AF182277 1
gb:M29874.1
-0.49385 1.890277 5.22 Up 0.005872 Al741439 ESTs
2.372618 4.749882 52Up 0.000339 NM_0070 Homo sapiens
15 chondromodulin |
precursor (CHM-I), mRNA.
/PROD=chondromodulin |
precursor
/FL=gb:NM_007015.1
gb:AB006000.1
0.650035 3.011594 5.14 Up 0.011507 NM_0047 Homo sapiens lecithin
44 retinol acyltransferase
(phosphatidylcholine--
retinol O-acyltransferase)
(LRAT), mRNA.
/PROD=lecithin retinol
acyltransferase(phosphati
dylcholine--retinol O-
acyltransferase)
[FL=gb:NM_004744.1
gb:AF071510.1
-1.60594 0.753467 5.13 Up 0.027018 AL050090 Homo sapiens mRNA;
cDNA DKFZp586F1018
(from clone
DKFZp586F1018).
/PROD=hypothetical
protein
4.239108 6.593362 511 Up 0.001589 BG54252 pyruvate dehydrogenase
1 phosphatase
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23l i ght chain 2a (L0058498), nRNA. / PROD=nyosin |ight PCDUS2009/041348
chain 2a /FL=gb: NM 021223.1 6. 35E- 04 BCO29835 Hono sapi ens, cl one

| MAGE: 51697590 24i¥§RV631 77E- 03 Al 521166 ESTs, Mbder at el y PSTHHSPEP4I3SMIRS HUMAN
MYOTUBULARI NRELATED PROTEIN 5 (H. sapiens) 2.00E-04 BCO39433 Hono sapi ens,

cl one | MAGE : 5303550, nRNA. 8. 80E-03 NM 0201 Honp sapi ens 30chronosone 8 open

reading frame 4 (C80ORF4), nRNA. /PROD=chronpsone 8 open _read1i nﬂ%frame 4
/ FL=gb: NM_020130. 1 gb: AF268037. 1 7. 93E- 05 MB6172 Hun@bﬁﬁﬁﬁ%%ﬁﬁ ¢ nyosin al kal
i ght 0.040412 2.375678 5.05 Up 0.00034 AA960844 Homo sapiens, clone
IMAGE:4081483, mRNA
1.986226 4.31181 5.01 Up 0.000576 NM_0184 Homo sapiens pyruvate
44 dehydrogenase

phosphatase (PDP),
MRNA. /PROD=pyruvate
dehydrogenase
phosphatase
/FL=gh:NM 0184441
gb:AF155661.1
3.409815 -3.01948 86.18 Down 0.000948 NM_0165 Homo sapiens neuritin
88 (LOC51299), mRNA.
/PROD=neuritin
/FL=gb:NM_016588.1
gb:BC002683.1
gb:AF136631.1
5.388254 -0.10197 44 95 Down 0.000308 NM_0042 Homo sapiens solute
07 carrier family 16
(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gh:U81800.1
gb:NM_004207 .1
3.094183 -2.07205 35.91 Down 0.000277 NM 0134 Homo sapiens glutamate
45 decarboxylase 1 (brain,
67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
gb:BC002815.1
4.092731 -0.56561 25.25 Down 0.000149 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
gb:NM 004207 .1
2.990178 -1.65945 25.1 Down 0.012588 NM_0134 Homo sapiens glutamate
45 decarboxylase 1 (brain,
67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
gb:BC002815.1
6.777916 2.398415 20.81 Down 0.000465 U15174  Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
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chain (M.Cl) nRNA, conplete cds.

[ FL=9b: MB6172. 1 gb: M24121. 1 gb: NM 002476. 1

4. 67E- 03 NM 0009 Hono sapi ens 39proopi onel anocortin (adrenocorticotropin

bet a- | i pot r pP A& PG el anocyt e stimul ati ng hornone bet AU EAYEYIESst i nul at i ng
/ PROD=pr oopi onel an ocortin
(adrenocorticotropi nbe ta-Ilipotropin al phanel anocyt

hor nrone bet a- endor phi n) (POVO),

Up9. 18E- 05 N48299ESTs,

1.3676775.96897324. 27 Upl. OOE-04 AF116676 Honp sapie
/| PROD=PRO1957 / FL=gb: AF116676. 1 - 0. 626973. 97422

cds.

Hono sapi ens 31linterferon,

/ PROD=i nt er f er on %amra-i nduci bl e

-2.75089 1.840724°

2.306111

3.834572

1.790331

2.770179

3.025351

4.505436
4.749034

2.792215

1.80547

5.095598

3.268087

-1.98162

-0.18549

-2.19355

-1.16728

-0.90644

0.7876
1.283923

-0.63797

-1.58337

1.712881

-0.094

MRNA.

ganma-

19.53 Down

16.22 Down

15.82 Down

15.32 Down

15.26 Down

13.16 Down
11.04 Down

10.78 Down

10.47 Down

10.43 Down

10.28 Down

i nduci bl e protein gGNN I0FDE5) ,
WO 2009/ 132063
®11%°- 0. 50FPY" 975428 29N

0.000324 Al632223

0.001082 NM_0026
10

0.001383 AA775681

0.000149 AK000345

0.000718 AW59092
5

0.000277 W57613

0.001992 NM_0021
30

-0.26744. 33600924. 31
Moderately simlar to NFY-C (H sapien

ens) .
B8 v,
dgpAFodobt.169E- 04

g3UBOBG1L O
ESTs, Highly similar to
1011297A transferrin
receptor (H.sapiens)
hypothetical protein
DKFZp434F2322
Homo sapiens pyruvate
dehydrogenase kinase,
isoenzyme 1 (PDK1),
nuclear gene encoding
mitochondrial protein,
mRNA. /PROD=pyruvate
dehydrogenase kinase,
isoenzyme 1
/FL=gb:NM_002610.2
gb:L42450.1
hypothetical protein
FLJ23091

Homo sapiens cDNA
FLJ20338 fis, clone
HEP12179.

ESTs

ESTs

Homo sapiens 3-hydroxy-
3-methylglutaryl-
Coenzyme A synthase 1
(soluble) (HMGCSH1),
mRNA. /PROD=3-
hydroxy-3-methylglutaryl-
Coenzyme A synthase
1(soluble)
/FL=gb:NM_002130.1
gb:L25798.1
gb:BC000297 .1

0.000308 BC017942 Homo sapiens, Similar to

0.003516 NM_0008
17

0.003841 NM_0055
42

0.000308 AF345910
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otoconin 90, clone
IMAGE:4285317, mRNA.
Homo sapiens glutamate
decarboxylase 1 (brain,
67kD) (GAD1), transcript
variant GAD67, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD67
/FL=gb:NM_000817.1
gb:M81883.1 gb:L.16888.1
Homo sapiens insulin
induced gene 1 (INSIG1),
MRNA. /PROD=insulin
induced gene 1
/FL=gb:NM_005542.1
Homo sapiens NYD-SP14
mRNA, complete cds.
/PROD=NYD-SP14

MRNA.
0. 686447

conpl ete
NM 0055

24.17 Up



-3.18285 1.397334 23.92 Up -1.92796 2.645248 23.81 Up -4.05111 0.51291 23.

Up -2.79378 1,767388 23.61 Up -2.80173 1.752943 23.5 Up 0.422022 4.975085
23.48 Up - 1.WB3WH1R8613061 23.36 Up 1.932439 6.477785 23C385gy9043460328

1. 524799 23.07 Up

4.161028

2.62025
1.840613

1.389794

1.075159

0.757197

0.831091

4.507212

1.194285

3.030236
2422113

6.091008

5.023981

4.285883

0.812032

-0.70119
-1.45068

-1.83973

-2.15236

-2.44574

-2.3635

1.314761

-1.99568

-0.13469

-0.73175

2.976341

1.92526

1.193881

10.19 Down

10 Down
9.79 Down

9.38 Down

9.37 Down

9.21 Down

9.16 Down

9.14 Down

9.13 Down

8.97 Down

8.9 Down

8.66 Down

8.57 Down

8.53 Down

/FL=gb:AF345910.1
0.01551 BC005807 Homo sapiens, clone

MGC:10264, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:10264)
/FL=gbh:BC005807.1

0.002196 AA625683 ESTs

0.004024 Al949760 ESTs, Weakly similar to
unnamed protein product
(H.sapiens)

0.001383 BG49869 ESTs

9

0.002413 J03580 Human, parathyroid-like
protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

0.036787 AF213459 Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM_005233.1
gb:M83941.1
gb:AF213459 1

0.026606 NM_1530 Homo sapiens

36 hypothetical protein

FLJ32239 (FLJ32239),
MRNA.
/FL=gb:NM 153036.1

0.000772 AW19694 ESTs

0
0.018647 NM_0018 Homo sapiens cystatin SN
98 (CST1), mRNA.

/PROD=cystatin SN
/FL=gb:J03870.1
gb:NM_001898.1

0.001421 AA812232 upregulated by 1,25-
dihydroxyvitamin D-3
/FL=gb:NM _006472.1
gb:S73591.1

0.012832 AL544576 ESTs

0.000149 BC020935 Homo sapiens, Similar to
otoconin 90, clone
IMAGE:4277593, mRNA.

0.000702 NM_0064 Homo sapiens

72 upregulated by 1,25-

dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM _006472.1
gb:S73591.1

0.000308 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4
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0.526605 5.052252 23.03 Up WD 2009/132063 PCDUS20091041348 transnenbrane
protein 3 /FL=gb: AF169677.1 gb: NM 013281. 1 -1.26047 3.239318 22.62 Up 5. 12E-03
NM 0072 Honowgg‘ﬁ'f"é%%63 50Kr uppel - 1i ke factor 8 ( KLFSLT/UTRIENU41348

/ PROD=Kr uppel -1i ke factor 8

6.371229 3.380355 7.95 Down 0.000277 AlS50472 ESTs

3.953402 0.998399 7.75 Down 0.000728 BC005369 Homo sapiens,
chromosome 1 open
reading frame 12, clone
MGC:12484, mRNA,
complete cds.
/PROD=chromosome 1
open reading frame 12
/FL=gb:AF277176.1
gb:NM_022051.1
gh:AF229245 1
gh:BC005369.1

2.759117 -0.13047 7.41 Down 0.000277 Al692523 ESTs
1.143234 -1.73889 7.37 Down 0.018647 BF437711 ESTs
2.36447 -0.49577 7.26 Down 0.000358 NM_0051 Homo sapiens carbonic
81 anhydrase lll, muscle

specific (CA3), mMRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897 .1
gh:NM_005181.2

2514693 -0.33184 7.19 Down 0.000412 NM_1450 Homo sapiens
32 hypothetical protein
MGC21636 (MGC21636),
MRNA.

IFL=gb:BC020572.1
gb:NM_145032.2

1.956681 -0.85067 7 Down 0.045693 NM_0052 Homo sapiens coagulation
42 factor Il (thrombin)
receptor-like 1 (F2RL1),
MRNA.

/PROD=coagulation factor
Il (thrombin) receptor-like
1precursor
/FL=gb:U34038.1
ghb:NM 005242.2

4.103964 1.313863 6.92 Down 0.000149 AAS579773 ESTs

4501184 1.716877 6.89 Down 0.000149 AK000162 Homo sapiens cDNA
FLJ20155 fis, clone
COL08754, highly similar
to ACSA_ECOLI
ACETYL-COENZYME A
SYNTHETASE.

2660133 -0.12206 6.88 Down 0.000412 AF277174 Homo sapiens PNAS-137
mRNA, complete cds.
/PROD=PNAS-137
IFL=gb:AF277174.1

4560288 1.812725 6.72 Down 0.049122 BF979497 squalene epoxidase

0.300578  -2.4423 6.69 Down 0.047414 Al110886 prothymosin, alpha (gene
sequence 28)

3.816817 1.093203 6.61 Down 0.008646 AF116616 Homo sapiens PRO0998

mRNA, complete cds.
/PROD=PRO0998
/FL=gb:AF116616.1
7.047717 4.332472 6.57 Down 6.33E-05 NM_0040 Homo sapiens

52 BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3), nuclear gene
encoding mitochondrial
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| FL=gb: U28282. 1 gb: NM 007250. 1 -1.93118 2.556654 22.44 Up 2. 34E-04 L33477Hunan
(clone 8Bl1) Br- cadherin nRNA, conplete cds. / PROD=Br - cadheri n

| FL=gb: L3405Y0 209gB34'®3477. 1 gb: NM 004061. 1 0. 005876 4. 4363842W9'4¥8up 6. 89E- 05
AK023621 Honp sapi ens cDNA

protein, MRNA.
/PROD=BCL 2adenovirus
E1B 19kD-interacting
protein 3
/FL=gb:AF002697 .1
gb:NM_004052.2
gb:U15174.1

4897427 2.262649 6.21 Down 0.000149 R06655  ESTSs, Moderately similar
to AF078844 1 hqp0376
protein (H.sapiens)

4424942 1.790634 6.21 Down 0.010942 AF493929 Homo sapiens regulator of
G protein signalling 5
(RGS5) mMRNA, complete
cds. /PROD=regulator of
G protein signalling 5
/FL=gb:AF493929.1

2.28595 -0.34058 6.18 Down 0.001421 BE504838 ESTs
2.276913 -0.33923 6.13 Down 0.045179 AK025909 Homo sapiens cDNA:
FLJ22256 fis, clone
HRC02860.
2.33099 -0.27829 6.1 Down 0.020405 NM_0040 Homo sapiens arrestin,
41 beta 1 (ARRB1), transcript

variant 1, mRNA.
/PROD=arrestin beta 1,
isoform A
/FL=gb:BC003636.1
gh:AF084040.1
gb:NM_004041.2
5.319714 2.718977 6.07 Down 0.00034 AL117352 Human DNA sequence
from clone RP5-876B10
on chromosome 1g42.12-
43. Contains the 3 end of
the GNPAT gene for
glyceronephosphate O-
acyltransferase (DHAPAT,
DAPAT, dihydroxyacetone
phosphate
acyltransferase, EC
2.3.1.42), the gene for a
novel protei...
6.618477 4.029022 6.02 Down 0.000267 AU146532 pyruvate dehydrogenase
kinase, isoenzyme 1
2.658828 0.094296 5.92 Down 0.000277 NM_0246 Homo sapiens
03 hypothetical protein
FLJ11588 (FLJ11588),
mRNA.
/PROD=hypothetical
protein FLJ11588
/FL=gb:NM_024603.1
3.806044 1.246883 5.89 Down 0.001383 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence
4.782763 2.225157 5.89 Down 0.000229 NM_0041 Homo sapiens
99 procollagen-proline, 2-
oxoglutarate 4-
dioxygenase (proline 4-
hydroxylase), alpha
polypeptide Il (P4HA2),
mRNA.
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FLJ13559 fis, clone PLACE 1007852, highly simlar to Hono sapiens nRNA for
Kl AAO878 protein. -1.94 2.509492 21.85 Up 4.29E-03 NM 0165 Honp sapi ens TBX3-
69i so prot ei MO 2HBIBY3s0), nRNA. / PROD=TBX3- iso protei n PCT/USE'2EH3¥M 016569. 1
gb: AF216750. 1 - 3. 44347 1.001698 21.78 Up 1.61E-02 AF187858 Honp sapi ens

/PROD=procollagen-
proline, 2-oxoglutarate4-
dioxygenase (proline 4-
hydroxylase), alpha
polypeptidell
/FL=gb:NM 004199.1
gb:U904

2.350127 -0.15742 5.69 Down 0.001603 AK026106 Homo sapiens cDNA:
FLJ22453 fis, clone
HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mRNA.

5.979532 3.475949 5.67 Down 0.038914 U18197 Human ATPcitrate lyase
MRNA, complete cds.
/PROD=ATP:citrate lyase
/FL=gb:U18197 1

2.322104 -0.13595 5.49 Down 0.001082 AW29136 ESTs
9
2.951696 0.4944 5.49 Down 0.004024 AB019562 Homo sapiens mRNA

expressed only in
placental villi, clone

SMAP41.
2265595 -0.17155 5.42 Down 0.00303 NM_0221 Homo sapiens myodulin
44 protein (LOC64102),
MRNA. /PROD=myodulin
protein

/FL=gb:AB055421.1
gb:AF191770.1
gb:NM_022144 1
gb:AF234259.1
5.606506 3.176643 5.39 Down 0.000149 NM_0134 Homo sapiens follistatin
09 (FST), transcript variant
FST344, mRNA.
/PROD=follistatin isoform
FST344 precursor
/FL=gb:NM_013409.1
gb:BC004107.1

4.03305 1.617698 5.33 Down 0.000512 BE300521 insulin induced gene 1
/FL=gb:NM_005542.1
5294065 2.87892 5.33 Down 0.01743 AF279899 Homo sapiens PNAS-145

MRNA, complete cds.
/PROD=PNAS-145
/FL=gb:U03105.1
gb:NM_006813.1
gb:AF279899.1

5807319 3.40016 5.3 Down 0.000277 NM_0180 Homo sapiens
04 hypothetical protein
FLJ10134 (FLJ10134),
mRNA.

/PROD=hypothetical
protein FLJ10134
/FL=gb:NM_018004.1

2.64743 0.242871 5.29 Down 0.00111 AI702438 ESTs
4257559 1.873346 5.22 Down 0.00021 NM_0063 Homo sapiens
65 transcriptional activator of

the c-fos promoter
(CROC4), mRNA.
/PROD=transcriptional
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angi opoietin-2 isoform 1 nRNA, conplete cds, alternatively spliced.

/ PROD=angl opoietin-2 isoform1 | FL=gb: AF187858. 1 0.586923 5.027737 21.72 Up
6. 55E- 05 NMWBAY'ILHY sapi ens 47aryl sutfatase E ( PREAFPBYYEPBasi a
punctata 1) (ARSE), nRNA.

activator of the c-fos
promoter
/FL=gh:NM_006365.1
gb:U49857 .1

B) H9P39 at 6 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 6 HRDE Ratio Direction adj. p- Gene Gene Name
01 value Identifier
-3.61621 3.039489 100.82 Up 0.001521 AL569326 Homo sapiens cAMP-

dependent protein kinase
inhibitor beta mMRNA,
complete cds
-1.32044 4.397292 52.63 Up 0.005415 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
gh:AF001900.1
-3.12747 2.554429 51.34 Up 0.000785 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)
-1.56608 3.285259 28.87 Up 0.010886 NM_0007 Homo sapiens cytochrome
67 P450, subfamily IIB
(phenobarbital-inducible),
polypeptide 6 (CYP2B6),
mRNA.
/PROD=cytochrome P450,
subfamily
[IB(phenobarbital-
inducible), polypeptide 6
/FL=gb:NM_000767.2
gb:AF182277 1
gh:M29874 .1

L e rve
PoRaim

&

o AFGHT R T

-1.03397 3.570137 24.32 Up 0.000451 NM_0030 Homo sapiens secretory

20 granule, neuroendocrine

protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory granule,
neuroendocrine protein 1
(7B2protein)
/FL=gbh:BC005349.1
gb:NM_003020.1

-0.27888 4.229001 22.75 Up 0.000262 AF225513 Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mRNA,
complete cds.
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/ PROCD=ar yl sul f at ase

5.860875 21. 68 UE%S.QSE-OS NM 0063 Honp sapi ens

of the c-fosVBPYNBIRER (CROC4), nRNA.

c-fos pronoter

-0.41404

-1.64839

-0.10733

-1.89835

-2.38787

1.168713

1.109291

-0.69028

E precursor

4.064841

2.511027

3.921888

2.08573

1.510394

4.97383

4.713388

2.890465

223 Up

17.87 Up

16.33 Up

15.82 Up

14.91 Up

13.98 Up

12.16 Up

11.96 Up

| FL=gb: X83573. 1 gb: NM 000047.1 1.422626

/ PROD=t r anscr i ptCafaP

0.000713 Al332407

0.001081 NM_0049
00

65t r anscr it[:t))t i onal

A4134¥at or of the

/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
secreted frizzled-related
protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

Homo sapiens phorbolin
(similar to apolipoprotein B
MRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM_004900.1
gb:U61083.1

0.001963 BC005107 Homo sapiens, clone

0.000268 AL122010

IMAGE:3840937, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3840937)
Human DNA sequence
from clone RP5-997D16
on chromosome 1p34.1-
35.3 Contains part of the
gene for DAP-1 protein,
STSs, GSSs and a CpG
island

0.012419 BC003517 Homo sapiens, clone

0.000908 NM_0161
39

0.000639 NM_0053
56

0.001335 M16276
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IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)
Homo sapiens 16.7Kd
protein (LOC51142),
MRNA. /PROD=16.7Kd
protein

/FL=gb:NM 016139.1
gb:AF078845.1
gb:BC003079.1

Homo sapiens
lymphocyte-specific
protein tyrosine kinase
(LCK), mRNA.
/PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1

Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM_002123.1
gb:M16276.1
gb:M60028.1
gb:M17564.1
gb:M81141.1

activator



| FL=gb: NMD06365. 1 gb: U49857.1 -4.18575 0.241573 21.52 Up 7. 54E-03 NM 0017 Hono

sapi ens 36con'gl enent conponent 5 receptor 1 (Cba Il%andlzsé’%
/ PROD=conpl ehBAt"a¥Monent 5 receptor 1 (C5a |igand) FFESEHIRE 05 1

gh: NM 001736.1 2.301255 6.712959 21.28 Up 7.68E-05 BCO20935 Honp sapi ens,

Simlar to otoconin 90, clone | MAGE : 4277593, nmRNA. -3.61192
gb:M81140.1
-2.89467 0.604102 11.3 Up 0.009629 AW97120 ESTs
5
-1.66608 1.816524 11.18 Up 0.011253 BE673445 Homo sapiens
chromosome 19, cosmid
R28379
3.061783 6.476101 10.66 Up 0.000192 BF057809 ESTs
1.495888 4.907617 10.64 Up 0.000719 NM_0021 Homo sapiens heme
33 oxygenase (decycling) 1

(HMOX1), mRNA.
/PROD=heme oxygenase
(decyclizing) 1
/FL=gb:NM_002133.1

-3.05488 0.24579 9.85 Up 0.002819 Al569804 ESTs
-2.233 1.058708 9.79 Up 0.002994 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAA0307),

MRNA. /PROD=KIAA0307
gene product
/FL=gbh:AB002305.1
gb:NM_014862.1

-3.588 -0.31418 9.67 Up 0.048375 Al743261 ESTs
-2.01579 1.241268 9.56 Up 0.012905 AI937060 KIAA1151 protein
-2.16864 1.08358 9.53 Up 0.053176 NM_0014 Homo sapiens galanin
80 receptor 1 (GALR1),
MRNA. /PROD=galanin
receptor 1

/FL=gb:NM_001480.2
gb:U23854 1 gb:L.34339.1

gb:U53511.1
-1.39784 1.792634 9.13 Up 0.006895 BE222344 splicing factor,
arginineserine-rich 5
-1.79406 1.292814 8.5 Up 0.025849 NM_0047 Homo sapiens solute
31 carrier family 16

(monocarboxylic acid
transporters), member 7
(SLC16A7), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
7 /IFL=gb:AF058056.1
gb:NM_004731.1
-0.04543 3.025604 84Up 0.001481 AB037730 Homo sapiens mRNA for
KIAA1309 protein, partial
cds. /PROD=KIAA1309

protein
-2.62694 0.426879 8.3 Up 0.015097 NM_0000 Homo sapiens
55 butyrylcholinesterase

(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gb:M16541.1

gh:M16474 .1
gb:NM_000055.1

-3.17826 -0.15901 8.11 Up 0.032029 Al798098 ESTs

1.875596 4.86264 7.93 Up 0.052512 M10098 Human 18S rRNA gene,
complete.

-2.87679 0.053356 7.62 Up 0.045164 AlI378647 ESTs

-2.39234 0.513238 7.49 Up 0.032932 NM_0043 Homo sapiens catenin

89 (cadherin-associated
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0.788317 21.12 Up 1.71E-03 R37101ESTs
NM 0003 Honp sapi ens protein

(al pha)

NP2

13S (al pha) (PROS1).

-0.62474 3.768383 21.01 Up 6.55E-05

MRNA. [ PROD=protein S

B13MS036. 1 gb: NM 000313. 1 -0. 62725 3. 76F8FASAYIHH34¥y

-1.16113

0.194248

-1.57619

2284174

-1.51992

0.462867
-2.05438

0.997757

2.013831

-2.26295
-1.51616

-2.13754
0.466394

1.724952

3.078427

1.300336

5.158015

1.341829

3.324494
0.78321

3.818432

4.834052

0.550594
1.294636

0.667215
3.270039

7.39 Up

7.38 Up

7.34 Up
7.33 Up
7.27 Up

7.27 Up
7.15 Up

7.06 Up

7.06 Up

7.03 Up
7.02 Up

6.99 Up
6.98 Up

0.016804 NM_0122

0.002349 U07236

0.003836 AWQ7279
0.031092 M10098
0.008657 AA460960

0.005747 Al807026
0.031227 BG29090

81

0

8

protein), alpha 2
(CTNNA2), mRNA.
/PROD=catenin (cadherin-
associated protein), alpha
2 /[FL=gb:NM_0043889.1
gb:M94151.2

Homo sapiens potassium
voltage-gated channel,
Shal-related subfamily,
member 2 (KCND2),
mRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/FL=gb:NM_012281.1
gb:AB028967 .1
gb:AF121104 .1

Human mutant
lymphocyte-specific
protein tyrosine kinase
(LCK) mRNA, complete
cds. /PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1

contactin 1

Human 18S rRNA gene,
complete.

H.sapiens mRNA (clone
ICRFp507L1876)

ESTs

ESTs, Moderately similar
to ALU8 HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

0.000204 AU144892 Homo sapiens cDNA

0.044501 M10098

0.018367 Al735586
0.005536 AJ272267

0.022696 BF000203
0.000736 NM_0031
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21

FLJ11569 fis, clone
HEMBA1003304
Human 18S rRNA gene,
complete.

ESTs

Homo sapiens partial
mRNA for choline
dehydrogenase (chdh
gene). /PROD=choline
dehydrogenase

ESTs

Homo sapiens Spi-B
transcription factor (Spi-
1PU.1 related) (SPIB),
mRNA. /PROD=Spi-B
transcription factor (Spi-
1PU.1 related)
/FL=gb:NM 003121.1



1. 52E- 04 BC017942 Hono sapi ens,

| MAGE: 4285317, nRNA.

Simlar to otoconin 90,
-1.52261 2.858274 20.83 Up 2.98E-03 NM 0026 Honbp sapi ens
| PRODEEHYSHYNE 1A 8cont ai ni ng

cl one

0.0112 AB018580 Homo sapiens mRNA for

PDZ 14don¥? A" ning 1 (PDZK1), nRNA.
1 | FL=gb: NM 002614. 1 gb: AF012281. 1 -1.11347
-2.17012 0.632675 6.98 Up
-2.45074 0.326451 6.86 Up 0.021849 AW14940
5
-0.8902 1.856598 6.71 Up 0.001423 NM_0220
34
-1.25121 1.488908 6.68 Up 0.001035 R62432
-1.42062 1.315517 6.66 Up 0.053176 Al830490
-1.85153 0.876867 6.63 Up 0.021533 AL359062
-3.12055 -0.40125 6.59 Up 0.044501 AW78000
6
1.037668 3.7519 6.56 Up 0.000736 R40892
-2.07873 0.630876 6.54 Up 0.00724 AI269290
-1.88254 0.821519 6.52 Up 0.006908 BF694956
-0.6392 2.15739 6.48 Up 0.00126 AA769438
1.872557 4.557858 6.43 Up 0.000315 R38389
-2.06656 0.610015 6.39 Up 0.01711 AF141339
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hluPGFS, complete cds.
/PROD=hIuPGFS
/FL=gb:NM_003739.2
gb:AF149416.2
gb:AB018580.1
gb:D17793.1

neurexin 1
/FL=gb:AB035356.1
Homo sapiens estrogen
regulated gene 1 (ERG-1),
mRNA. /PROD=estrogen
regulated gene 1
/FL=gb:AF305835.1
gb:NM_022034 .1

Cluster Incl.
R62432:yg52e11.51
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
/clone _end=3
/gb=R62432 /gi=834311
/ug=Hs.12321 /len=487
glycerol kinase

Homo sapiens mRNA full
length insert cDNA clone
EUROIMAGE 1913076.
ESTs

ESTs

solute carrier family 18
(vesicular monoamine),
member 2
/FL=gb:L14269.1
gb:123205.1 gb:L09118.1
gb:NM_003054.1

Human DNA sequence
from clone RP1-187J11
on chromosome 6q11.1-
22.33. Contains the gene
for a novel protein similar
to S. pombe and S.
cerevisiae predicted
proteins, the gene for a
novel protein similar to
protein kinase C inhibitors,
the 3 end of the

ESTs, Moderately similar
to ALU1_HUMAN ALU
SUBFAMILY J
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

olfactomedin related ER
localized protein

Homo sapiens LYST-
interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting



3.25087 20.6 Up 4. 26E-03 N69091ESTs -0.11332 4. 231933 20.33 Up 1.05E-04 NM
0036 Honmo sapi ens basic ,
( BHLHB2) , 2009132PEROD=di f f erent i at ed enbryo chondroc§?€”@%ﬁ%&§§@d genel
/ FL=gb: AB004066. 1 gb: NM 003670.1 -1.69238 2.643704 20.2 Up

-1.4606

-1.17422
-1.27392

-1.38062

1.37261

-2.3444

-1.60594

-1.09181

-0.32746

-0.46577

-2.19527

1.189801

1.42382
1.293844

1.126483

3.87602

0.156063

0.882381

1.384319

2147256

2.00387

0.241495

70hel i x-1 oop-helix domain containin

6.28 Up

6.05 Up
5.93 Up

5.68 Up

5.67 Up
5.66 Up

5.61 Up

5.56 Up

5.56 Up

5.54 Up

5.41 Up

class B, 2

protein LIP3
0.001394 AW07210 Homo sapiens mMRNA;
2 cDNA DKFZp434H205
(from clone
DKFZp434H205)

0.007542 Al962169 ESTs

0.042956 U11058 Homo sapiens large
conductance calcium- and
voltage-dependent
potassium channel alpha
subunit (MaxiK) mRNA,
complete cds.
/PROD=large
conductance calcium- and
voltage-
dependentpotassium
channel alpha subunit
/FL=gb:U23767 .1
gb:NM_002247 .1
gb:AF025999

.t

0.003297 NM_0025 Homo sapiens
90 protocadherin 8 (PCDHS8),
mMmRNA.
/PROD=protocadherin 8
/FL=gb:NM_002590.2
gb:AF061573.2

0.000713 BC040605 Homo sapiens, clone
IMAGE:5271039, mRNA.

0.002001 AW05758 ESTs

9

0.016783 AL050090 Homo sapiens mRNA;
cDNA DKFZp586F1018
(from clone
DKFZp586F1018).
/PROD=hypothetical
protein

0.030796 Al653050 ESTs, Weakly similar to
HPPD HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)

0.001039 L39833  Homo sapiens (clone
hKvBeta3) K+ channel
beta subunit mMRNA,
complete cds. /PROD=K+
channel beta-subunit
/FL=gb:U16953.1

gb:L39833.1
0.000262 AW05159 ESTs, Moderately similar
1 to unnamed protein

product (H.sapiens)
0.017156 NM_0133 Homo sapiens EH
33 domain-binding mitotic
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3. 73E- 03 WD5495ESTs -2.18113 2.138504 19.97 Up 1.23E-02 NM 0040 Honp sapi ens
MRNA. /| PROD=arrestin
/ FL=9b: BC003636. 1 gh: AF084040. 1 PGB UK BME1. 2

4larrestin,

bet a
1. 306329

1,

beta 1
i B 2YPAT 203

1.684042

2.7744

0.623369

-0.0881

0.225505
-1.67442

0.040412

1.638346

1.923146
1.398961

-0.2823

3.409815

( ARRBL) .

4109252

5.196982

3.023579

2.307249

2.619908
0.713629

2.394979

3.992456

4.275361
3.745146

2.040956

-2.62843

transcript variant 1,

5.37 Up

5.36 Up

5.28 Up

5.26 Up

5.26 Up
5.23 Up

5.11 Up

5.11 Up

5.11 Up
5.08 Up

5Up

65.72 Down

0.000924 BE504979

0.001859 AA669799

0.000791 NM_0063
34

0.000742 AL565745

0.000552 Al968440

0.008409 AW11745
6

0.000552 AA960844

0.000281 AA603344

0.000799 BF0O57731
0.000972 NM_0240
36

0.007542 NM_0165
82

0.0112 NM_0165
88

166

phosphoprotein (EPSIN),
mRNA. /PROD=EH
domain-binding mitotic
phosphoprotein
/FL=gb:NM_013333.1
gb:AF073727 1
Wiskott-Aldrich syndrome-
like /FL=gb:D88460.1
gb:NM 003941.1
Cluster Incl.
AAB69799:ag36c04.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-
1118886 /clone_end=3
/gb=AA6639799
/gi=2631298 /fug=Hs.6315
/len=679

Homo sapiens
neuroblastoma (nerve
tissue) protein (AMY),
MRNA.
/PROD=neuroblastoma
(nerve tissue) protein
/[FL=gh:NM_006334.1
gb:D82343.1

ESTs, Weakly similar to
2108402A carnitine
palmitoyltransferase |
(H.sapiens)

ESTs

neurotrimin

Homo sapiens, clone
IMAGE:4081483, mRNA
ESTs, Weakly similar to
ALU7_HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

ESTs

Homo sapiens
hypothetical protein
MGC3103 (MGC3103),
MRNA.
/PROD=hypothetical
protein MGC3103
/FL=gb:NM_024036.1
gb:BC000207 .1

Homo sapiens peptide
transporter 3 (LOC51296),
mRNA. /PROD=peptide
transporter 3
/FL=gb:NM_016582.1
gb:AB020598.1

Homo sapiens neuritin
(LOC51299), mRNA.
/PROD=neuritin



5. 625069 19.96 Up 6. 90E—05 NM 0012 Hono sapi ens bone
/ PROD=bone nor phogenetic protein

BVP2) . TRNA
/ FL=gb: NM odiéé‘b”’i W68 23777 3.066156 19.75 Up 6. 27E- 04 RLILPHYHETS

protein

5.388254 0.009545

3.094183 -1.98643
3.025351 -1.81749
4.092731 -0.55563

6.777916 2.149128

0.959227 -3.66704
1470435 -3.07409
4.161028  -0.3587

41.61 Down 0.000281 NM_0042
07
33.84 Down 0.012905 NM_0134
45
28.7 Down 0.004056 AW59092
5
25.08 Down 0.000627 AL513917
24.74 Down 0.000281 U15174
24.7 Down 0.001627 AB033831
23.34 Down 0.029826 L49506
22.94 Down
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0Onor phogenetic
2 precursor

/FL=gb:NM_016588.1
gb:BC002683.1
gb:AF136631.1

Homo sapiens solute
carrier family 16
(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207 .1

Homo sapiens glutamate
decarboxylase 1 (brain,
67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
decarboxylase 1, isoform
GAD25
/FL=gb:NM_013445.1
gb:AF178853.1
gh:BC002815.1

ESTs

solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
gb:NM_004207 .1

Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gb:AF002697 .1
gb:NM_004052.2
gb:U15174.1

Homo sapiens hSCDGF
mRNA for spinal cord-
derived growth factor,
complete cds.
/PROD=spinal cord-
derived growth factor
/FL=gb:NM_016205.1
gb:AB033831.1
gb:AF091434 1
gb:AF244813.1

Homo sapiens cyclin G2
mRNA, complete cds.
/PROD=cyclin G2
/FL=gb:L49506.1

0.006316 BC0O05807 Homo sapiens, clone

MGC:10264, mRNA,
complete cds.
/PROD=Unknown (protein



WO 2009/ 132063 PCDUS2009/ 041348 -0. 00098 4.266076 19.25 Up 9. 82E-05 NM 0132
Hono sapi ens 81fi bronectin leucine rich transnenbrane protein 3 (FLRT3),

MRNA. | PRED2WHIYNect i n | euci ne rich transmenbrane p?&eéisﬁﬁs”"‘m“s
[ FL=gb: AF169677.1 gb: NM 013281.1 -2.0132

for MGC:10264)
/FL=gb:BC005807.1
2446762  -1.7919 18.88 Down 0.029145 NM_0059 Homo sapiens S-phase
83 kinase-associated protein
2 (p45) (SKP2), mRNA.
/PROD=S-phase kinase-
associated protein 2 (p45)
/FL=gb:U33761.1
gb:NM 005983.1

1.790331 -2.43995 18.77 Down 0.001074 AA775681 hypothetical protein
FLJ23091

4505436 0.27614 18.76 Down 0.000281 W57613 ESTs

2.792215 -1.38592 18.1 Down 0.013563 BC017942 Homo sapiens, Similar to

otoconin 90, clone
IMAGE:4285317, mRNA.

4507212 0.470029 16.42 Down 0.000262 AW19694 ESTs
0
2469646 -1.56158 16.35 Down 0.000649 N76327  ESTs, Highly similar to
1011297A transferrin
receptor (H.sapiens)
2770179 -1.16077 15.25 Down 0.000181 AK000345 Homo sapiens cDNA
FLJ20338 fis, clone
HEP12179.
3.834572 -0.07465 15.02 Down 0.000272 NM_0026 Homo sapiens pyruvate
10 dehydrogenase kinase,

isoenzyme 1 (PDK1),
nuclear gene encoding
mitochondrial protein,
mRNA. /PROD=pyruvate
dehydrogenase kinase,
isoenzyme 1
/FL=gb:NM 002610.2
gbh:L42450.1

2.306111 -1.49375 13.93 Down 0.004398 Al632223 hypothetical protein
DKFZp434F2322

3.030236 -0.72689 13.52 Down 0.006371 AA812232 upregulated by 1,25-
dihydroxyvitamin D-3
/FL=gb:NM 006472.1
gh:873591.1

3.268087 -0.40455 12.75 Down 0.000114 AF3453910 Homo sapiens NYD-SP14
mRNA, complete cds.
/PROD=NYD-SP14
/FL=gb:AF345910.1

5.294065 1.68926 12.17 Down 0.001199 AF279899 Homo sapiens PNAS-145
mRNA, complete cds.
/PROD=PNAS-145
/FL=gb:U03105.1
gb:NM_006813.1
gb:AF279899.1

0.173113  -3.3673 11.64 Down 0.006169 NM_1524 Homo sapiens
90 hypothetical protein
MGC39558 (MGC39558),
MRNA.

/FL=gb:BC029564.1
gb:NM_152490.1
0432613 -3.10597 11.62 Down 0.013508 BC004884 Homo sapiens, clone
MGC:11141, mRNA,
complete cds.
/PROD=Unknown (protein
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2.250432 19.21 Up 1. 37E-02 BE328496 hypot hetical protein PRO2032

/ FL=gb: AF116683. 1 gb: NM 018615. 1 1. 758844 6.008618 19.02 Up 6. 55E- 05
N21138K1AA08’7‘82‘f5'P’6%é‘?3n / FL=gb: NM 014899. 1 gb: AB02068%T'UWy28He/§ 4. 341668
18.98 Up 8.55E-04 AA524250 deleted in liver cancer 1

for MGC:11141)
IFL=gb:BC004884.1

6.371229 2.841928 11.55 Down 0.000432 AI950472 ESTs
5.023981 1.496597 11.53 Down 0.000207 NM_0064 Homo sapiens
72 upregulated by 1,25-

dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM _006472.1
gb:S73591.1

2.036188 -1.4564 11.26 Down 0.023936 U55936 Human SNAP-23 mRNA,
complete cds.
/PROD=SNAP-23
/FL=gb:U55936.1
gb:BC000148.2
gb:BC003686.1
gb:Y09567.1

1.075159 -2.41498 11.24 Down 0.004979 J03580  Human, parathyroid-like
protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

6.091008 2.605414 11.2 Down 0.000741 BC020935 Homo sapiens, Similar to
otoconin 90, clone
IMAGE:4277593, mRNA.

0.783065  -2.6827 11.05 Down 0.030265 AB014486 Homo sapiens mRNA for
RA70, complete cds.
/PROD=RA70
/FL=gb:AF051323.1
gb:BC002893.1
gb:AB014486.1
gb:AF072166.1
gb:NM 003930.1

2.505869 -0.95096 10.98 Down 0.001627 AV721177 phosphatidylinositol
binding clathrin assembly
protein

4.749034 1.297636 10.94 Down 0.000464 NM_0021 Homo sapiens 3-hydroxy-

30 3-methylglutaryl-

Coenzyme A synthase 1
(soluble) (HMGCS1),
mRNA. /PROD=3-
hydroxy-3-methylglutaryl-
Coenzyme A synthase
1(soluble)
/FL=gb:NM_002130.1
gb:1L.25798.1
gb:BC000297 .1

1.840613 -1.60133 10.87 Down 0.015976 Al949760 ESTs, Weakly similar to
unnamed protein product
(H.sapiens)

2.060071 -1.36259 10.72 Down 0.003053 AA004300 hypothetical protein
DKFZp5661133

2.990178  -0.3979 10.47 Down 0.000924 NM 0134 Homo sapiens glutamate

45 decarboxylase 1 (brain,

67kD) (GAD1), transcript
variant GAD25, mRNA.
/PROD=glutamate
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-0.96212 3.265791 18.74 Up 2. 04E-04 AY113699 Hono sapiens presenilin
stabilization factor b (PSF) nRNA, conplete cds; alternatively spliced.

| PROD=pr esenVPPH4324¢i | i zation factor b /| FL=gb: AY1136’§§’.“§2%?’§8?4§39 4.722511
18.64 Up 1.04E-04 A1676059ESTs -1.74369 2.474001 18.61 Up 7. 33E-05 NM 0018
Hono sapi ens 82corticotropin rel easi ng hornone-bi ndi ng

decarboxylase 1, isoform
GAD25

/FL=gb:NM 013445.1
gb:AF178853.1
gb:BC002815.1

1.143234 -2.23959 10.43 Down 0.00724 BF437711 ESTs
0.680039 -2.65005 10.06 Down 0.005452 AW26835 ESTSs, Highly similar to
7 AF155116 1 NY-REN-60
antigen (H.sapiens)
0.757197 -2.55666 9.94 Down 0.012419 AF213459 Homo sapiens ephrin

receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM_005233.1
gb:M83941.1
gb:AF213459.1
3.953402 0.655224 9.84 Down 0.000312 BC0O05369 Homo sapiens,
chromosome 1 open
reading frame 12, clone
MGC:12484, mRNA,
complete cds.
/PROD=chromosome 1
open reading frame 12
[FL=gh:AF277176.1
gb:NM_022051 .1
gb:AF229245 1
gb:BC005369.1
2.660133 -0.625 9.75 Down 0.000281 AF277174 Homo sapiens PNAS-137
mRNA, complete cds.
/PROD=PNAS-137
[FL=gb:AF277174.1
2.370141 -0.82549 9.16 Down 0.011076 BC020691 Homo sapiens, Similar to
pre-B-cell colony-
enhancing factor, clone
MGC:22427
IMAGE:4717726, mRNA,
complete cds.
/PROD=Similar to pre-B-
cell colony-enhancing
factor /FL=gb:BC020691.1
1.250277 -1.93752 9.11 Down 0.02358 BC035744 Homo sapiens,
hypothetical protein
HSPC129, clone
MGC:46091
IMAGE:5744745, mRNA,
complete cds.
[FL=gb:BC035744.1

2.62025 -0.48479 8.6 Down 0.002377 AA625683 ESTs
4.560288 1.479495 8.46 Down 0.000799 BF979497 squalene epoxidase
1.609384 -1.40302 8.07 Down 0.03374 BC005961 Homo sapiens,

parathyroid hormone-like
hormone, clone
MGC:14611, mRNA,
complete cds.
/PROD=parathyroid
hormone-like hormone
[FL=gh:BC005961.1
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protein (CRHBP). nRNA. / PROD=corticotropin rel easi ng hornone- bi ndi ng
protein / FL=gb: NM 001882. 2 0. 70975 4.924051 18.56 Up 1.64E- 04 BF939489

gl ycopr ot ei "YRBRY 1320635 —gb: D49958. 1 - 2. 40752 1.7892 18. FAT(YS2WYHEE803 A1738662
homeo box HB9 / FL=gb: NMD05515. 1 -1. 34609

2422113 -0.58962 8.07 Down 0.035909 AL544576 ESTs
4.285883 1.280326 8.03 Down 0.000262 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4
1.194285 -1.77245 7.82 Down 0.029849 NM_0018 Homo sapiens cystatin SN
98 (CST1), mRNA.
/PROD-=cystatin SN
/FL=gb:J03870.1
gb:NM_001898.1
0.885541 -2.07053 7.76 Down 0.025326 AV721958 ESTs
4501184 1.559254 7.68 Down 0.000103 AK000162 Homo sapiens cDNA
FLJ20155 fis, clone
COL08754, highly similar
to ACSA_ECOLI
ACETYL-COENZYME A
SYNTHETASE.
2264785 -0.65782 7.58 Down 0.000552 AF005037 Homo sapiens secretory
carrier membrane protein
(SCAMP1) mRNA,
complete cds.
/PROD=secretory carrier
membrane protein
/FL=gb:AF038966.1
gb:AF005037.1
gb:NM_004866.1
5.095598 2.21166 7.38 Down 0.001394 NM_0055 Homo sapiens insulin
42 induced gene 1 (INSIG1),
mRNA. /PROD=insulin
induced gene 1
/FL=gb:NM_005542.1
5.979532 3.098176 7.37 Down 0.003586 U18197  Human ATP:citrate lyase
mMRNA, complete cds.
/PROD=ATP:citrate lyase
/FL=gb:U18197 1
4782763 1.929757 7.23 Down 0.000451 NM_0041 Homo sapiens
99 procollagen-proline, 2-
oxoglutarate 4-
dioxygenase (proline 4-
hydroxylase), alpha
polypeptide Il (P4HA2),
MRNA.
/PROD=procollagen-
proline, 2-oxoglutarate4-
dioxygenase (proline 4-
hydroxylase), alpha

polypeptidell
/FL=gb:NM 004199.1
gh:U904
5.356771 2.540614 7.04 Down 0.000587 W92036 ESTs
1.41468 -1.38083 6.94 Down 0.017389 NM_0184 Homo sapiens
70 uncharacterized

hypothalamus protein
HTO009 (HT009), mRNA.
/PROD=uncharacterized
hypothalamus protein
HT009
/FL=gb:AF220183.1
gh:NM_018470.1
7.047717  4.25951 6.91 Down 0.000431 NM_0040 Homo sapiens
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2.844235 18.26 Up 7.33E-05 NM 0183 Honop sapi ens 88hypot hetical protein

FLJ11316 (FLJ11316)
/ FL=gb: NM_01%33%*1

MRNA.

~/ PROD=hypot hetical protein FLJ11316
WG 74044 3. 448679 18. 24 Up 7.33E-05 NEIHOBIEIY81. 55229

2.611591 17.92 Up 4. 34E-04 AU158444 Honmp sapi ens cDNA

1.815339

5319714

4.010007

1.390174

0.831091

2.33099

1.389794

4.424942

-0.96912

2.54291

1.2423

-1.34692

-1.89825

-0.39642

-1.32346

1.717072

6.89 Down

6.85 Down

6.81 Down

6.67 Down

6.63 Down

6.62 Down

6.56 Down

6.53 Down

52 BCL2adenovirus E1B

19kD-interacting protein 3
(BNIP3), nuclear gene
encoding mitochondrial
protein, MRNA.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gh:AF002697.1
gb:NM_004052.2
gb:U15174.1

0.011253 BE206621 Homo sapiens mRNA,;
cDNA DKFZp434P228
(from clone
DKFZp434P228)

0.000213 AL117352 Human DNA sequence
from clone RP5-876B10
on chromosome 1g42.12-
43. Contains the 3 end of
the GNPAT gene for
glyceronephosphate O-
acyltransferase (DHAPAT,
DAPAT, dihydroxyacetone
phosphate
acyltransferase, EC
2.3.1.42), the gene for a

novel protei...
0.00398 NM_0065 Homo sapiens beta-1,3-N-
77 acetylglucosaminyltransfer

ase (BETA3GNT), mRNA.
/PROD=beta-1,3-N-
acetylglucosaminyltransfer
ase /FL=gb:NM_006577.2
gb:AF288208.1
gb:AF092051.2
0.014402 BC001224 Homo sapiens, clone
MGC:982
IMAGE:3354306, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:982)
/FL=gb:BC001224.1
0.025217 NM_1530 Homo sapiens
36 hypothetical protein
FLJ32239 (FLJ32239),
MRNA.
/FL=gb:NM_153036.1
0.000103 NM_0040 Homo sapiens arrestin,
41 beta 1 (ARRB1), transcript
variant 1, mRNA.
/PROD=arrestin beta 1,
isoform A
/FL=gb:BC003636.1
gb:AF084040.1
gb:NM_004041.2
0.006908 BG49869 ESTs
9
0.000627 AF493929 Homo sapiens regulator of
G protein signalling 5
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FLJ14216 fis, clone
GLYCOPROTEI N E2

A1632223hypo¥ A&t ERo3pr ot ei n

1.987876

2.224696

0.366041

0.899011

-0.00139

0.81216

5.600865

2.350127

3.732985
2.36447

3.621319

NT2RP3003672, weakly simlar to T-
PRECURSOR 0. 082922 4.230149 17.72 Up 1.63E-04

-0.71603

-0.43842

-2.27572

-1.74189

-2.64223

-1.82788

2.995377

-0.2504

1.134619
-0.20141

1.058823

6.52 Down

6.33 Down

6.24 Down

6.24 Down

6.24 Down

6.23 Down

6.09 Down

6.07 Down

6.06 Down
5.92 Down

5.91 Down

0.032029 D84105

0.003781 NM_0156
01

0.017238 Al242583

0.031092 NM_0028
20

0.045323 NM_0028
37

0.021836 NM_0177
63

0.000713 Al183997

CELL SURFACE

PCT/US2009/041348

(RGS5) mMRNA, complete
cds. /PROD=regulator of
G protein signalling 5
/FL=gh:AF493929.1
Human CD46 mRNA,
complete cds.
/PROD=CD46
/FL=gb:D84105.1

Homo sapiens
DKFZP564G092 protein
(DKFZP564G092), mRNA.
/PROD=DKFZP564G092
protein
/FL=gb:NM_015601.1
Homo sapiens cDNA
FLJ11550 fis, clone
HEMBA1002970

Homo sapiens parathyroid
hormone-like hormone
(PTHLH), mRNA.
/PROD=parathyroid
hormone-like hormone
/FL=gh:J03802.1
gb:NM_002820.1

Homo sapiens protein
tyrosine phosphatase,
receptor type, B (PTPRB),
MRNA. /PROD=protein
tyrosine phosphatase,
receptor type, B
/FL=gb:NM_002837.1
Homo sapiens
hypothetical protein
FLJ20315 (FLJ20315),
MRNA.
/PROD=hypothetical
protein FLJ20315
/FL=gb:NM_017763.1
regulator of G-protein
signalling 5
/FL=gb:AB008109.1
gb:NM_003617.1
gb:AF159570.1

0.030265 AK026106 Homo sapiens cDNA:

0.001697 Al459194
0.000552 NM_0051
81

0.001394 AY072911
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FLJ22453 fis, clone
HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mMRNA.
early growth response 1
Homo sapiens carbonic
anhydrase lll, muscle
specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2

Homo sapiens coxsackie-
adenovirus-receptor



DKFZp434F2322 WO 2009/ 132063 - 1.66293 2.482886 17.7 Up -1.82505 2.319685
17.69 Up -3.11387 1.027176 17.64 Up -0.98938 3.143558 17.54 5@ - 0. 74839
3.363245 17.W9AYW13851479 6. 958929 17.24 Up -2. 85963 1.PEABBYYIY134g Up
-1.18027

isoform CAR37 (CXADR)
mRNA, complete cds;
alternatively spliced.
/PROD=coxsackie-
adenovirus-receptor
isoform CAR37
/FL=gbh:AY072911.1

3.816817 1.261309 5.88 Down 0.000279 AF116616 Homo sapiens PRO0998
mMRNA, complete cds.
/PROD=PR0O0998
/FL=gb:AF116616.1

2.003811 -0.52279 5.76 Down 0.012377 AK001291 Homo sapiens cDNA
FLJ10429 fis, clone
NT2RP1000413, highly
similar to Homo sapiens
mMRNA for KIAA0587
protein.

2951696 0.463484 5.61 Down 0.000268 AB019562 Homo sapiens mRNA
expressed only in
placental villi, clone
SMAP41.

4654166 2.17714 5.57 Down 0.006161 HO9085 Homo sapiens clone
FLC0675 PRO2870
mRNA, complete cds

2.590871 0.126582 5.52 Down 0.00106 NM_0165 Homo sapiens TBX3-iso
69 protein (TBX3-iso),
mRNA. /PROD=TBX3-iso
protein

/FL=gb:NM 016569.1
gb:AF216750.1
2432066 -0.0298 5.51 Down 0.005455 NM_0070 Homo sapiens DnaJ-like
34 heat shock protein 40
(HLJ1), mRNA.
/PROD=DnadJ-like heat
shock protein 40
/FL=gb:NM_007034.2

gb:U40992.2
5.807319 3.352042 5.48 Down 0.000612 NM_0180 Homo sapiens
04 hypothetical protein
FLJ10134 (FLJ10134),
MRNA.

/PROD=hypothetical
protein FLJ10134
/FL=gb:NM_018004.1

2.006604 -0.43301 5.42 Down 0.000713 NM_0040 Homo sapiens discs, large

87 (Drosophila) homolog 1
(DLG1), mRNA.
/PROD=discs, large
(Drosophila) homolog 1
/FL=gb:NM_004087 .1
gb:U13896.1
0.72592 -1.71056 5.41 Down 0.014643 AB050856 Homo sapiens

beta3GalNAcT-1 mRNA
for globoside synthase,
complete cds, clone:type
2. /PROD=globoside
synthase
/FL=gb:AB050856.1

3.805066 1.369345 5.41 Down 0.001099 BG33007 Human alpha-catenin
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2.905057 16.97 Up -1.53522 2.547506 16.94 Up WO 2009/132063
PCT/ US2009/ 041348 %STHI\/) , MRNA. /PROD=si al yltransfera se /FL;@b: Ul4550. 1 gb: NM

006456. 1 1. 6¥982%918%00292 16.91 Up 1.08E- 04 A1583173majP6r" Ui Ettétpati bility
conplex, class Il, DO beta 1 1.446234 5.516116 16.79 Up 6.55E-05 AF348491 Hono
sapi ens chenoki ne receptor CXCR4 nRNA. conpl ete cds.
6 MRNA, partial cds.
3.70002 1.279892 5.35 Down 0.014262 NM_0065 Homo sapiens SEC10 (S.
44 cerevisiae)-like 1

(SEC10L1), mRNA.
/PROD=SEC10 (S.
cerevisiae)-like 1
/FL=gh:U85946.1
gb:NM_006544.1

0.873551 -1.53444 5.31 Down 0.031228 AW29337 ESTs
6
5.850582 3.443167 5.31 Down 0.008657 AF394735 Homo sapiens MAD2

mitotic arrest deficient-like
1 variant (MAD2L1)
mRNA, complete cds.
/PROD=MAD2 mitotic
arrest deficient-like 1

variant
/FL=gb:AF394735.1
5.252439 2.850969 5.28 Down 0.000192 NM_0015 Homo sapiens insulin-like
53 growth factor binding

protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

1.275104 -1.11616 5.25 Down 0.031092 AU146738 Homo sapiens cDNA
FLJ11985 fis, clone
HEMBB1001356

4.255531 1.866771 5.24 Down 0.001003 AF096296 Homo sapiens thymic
stroma chemokine-1
precursor, MRNA,
complete cds.
/PROD=thymic stroma
chemokine-1 precursor
/FL=gh:AF142434 1
gb:AF096296.1
gb:AF124601.1
gb:AB010447 .1
gb:NM_006072.1

4.075321 1.687619 5.23 Down 0.000791 Al652662 branched chain
aminotransferase 1,
cytosolic

3.806044 1.418363 5.23 Down 0.010886 AV734646 DNA segment on

chromosome X (unique)
9928 expressed sequence

2276913 -0.10568 5.21 Down 0.042222 AK025909 Homo sapiens cDNA:
FLJ22256 fis, clone
HRC02860.

3.264799 0.883433 5.21 Down 0.001003 NM_0160 Homo sapiens CGI-146

76 protein (LOC51029),

mRNA. /PROD=CGI-146
protein
/FL=gb:NM_016076.1
gb:AF151904.1

-0.70217 -3.08122 5.2 Down 0.046444 AV735100 ESTs, Weakly similar to
ALU1_HUMAN ALU
SUBFAMILY J
SEQUENCE
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/ PROD=chenoki ne receptor CXCR4 [ FL=gb: AF348491. 1 0. 880085 4.948285 16.77
6. 90E- 05 NM 0060 Honop sapi ens N-nyc 96downst ream r egul at ed gNDRGl) ,
MRNA. | PREDZNZIAEdownst r eam regul at ed PCT/US2009/041348

CONTAMINATION
WARNING ENTRY

(H.sapiens)
2.28595 -0.08329 5.17 Down 0.001394 BE504838 ESTs
0.424388 -1.93597 5.13 Down 0.039624 NM_0024 Homo sapiens myelin
33 oligodendrocyte

glycoprotein (MOG),
mRNA. /PROD=myelin
oligodendrocyte
glycoprotein
/FL=gb:U18798.1
gb:U64564.1
gb:NM_002433.1

5.450694 3.100148 5.1 Down 0.000281 AF095771 Homo sapiens PTH-
responsive osteosarcoma
B1 protein (B1) mMRNA,
complete cds.
/PROD=PTH-responsive
osteosarcoma B1 protein
/FL=gb:AF095771.1

2176455 -0.15806 5.04 Down 0.000603 AB033281 Homo sapiens BTRCP2
mRNA for F-box and WD-
repeats protein isoform C,
complete cds. /PROD=F-
box and WD-repeats
protein beta-TRCP2
isoformC
[FL=gb:AF176022.1
gb:AB033281.1

4.103964 1.770836 5.04 Down 0.000114 AAS579773 ESTs

4970228 2.637225 5.04 Down 0.005013 AF450454 Homo sapiens putative
zinc finger protein 42
(ZFP42) mRNA, complete
cds. /PROD=putative zinc
finger protein 42
/FL=gb:AF450454 1

1.951234 -0.37257 5.01 Down 0.032802 NM_0162 Homo sapiens RAB23,

77 member RAS oncogene

family (RAB23), mRNA.
/PROD=RAB23 protein
/FL=gb:NM 016277.1
gb:AB034244 .1

C) H9P39 at 24 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 24 HRS Ratio Direction adj. p- Gene Gene Name
01 DE value Identifier
-3.61621 3.252949 116.9 Up 1.09E-03 AL569326 Homo sapiens cAMP-

dependent protein kinase
inhibitor beta MRNA,
complete cds

-3.12747 2.81955 61.69 Up 5.09E-04 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)

-0.27888 4.796134 33.71 Up 2.25E-04 AF225513 Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mRNA,
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[ FL=gb: AF004162. 1 gb: BC0O03175. 1 gh: D87953.1 gh: NM 006096. 1 -1.11823 2. 945099
16.72 Up 1.28E-02 NM 0021Honp sapi ens 00gl ycophorin B I ncl udes Ss bl ood
group) (GYPBYO 263/ PROD=gl ycophorin B precursor PCF#E&W?‘&?’(‘)“Z%Z 1 gb: NM
002100.2 -1.68075 2.377232 16.66 Up 4.35E-03 NM 0124 Honp sapi ens senma

complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gh:AF225513.1

-3.26893 1.684842 30.99 Up 1.95E-04 NM_0017 Homo sapiens cytidine
85 deaminase (CDA), mRNA.
/PROD=cytidine
deaminase

/FL=gh:L27943 .1
gb:NM_001785.1

-3.88742 0.690893 23.89 Up 2.83E-03 AA180985 ESTs

-1.32044 3.115913 21.65 Up 9.44E-03 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087 .1
gb:NM 003012.2
gb:AF017987 .1
gb:AF001900.1

1.168713 5.393939 18.7 Up 4.05E-04 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
mRNA. /PROD=16.7Kd
protein

/FL=gb:NM_016139.1
gb:AF078845.1
gb:BC003079.1

-2.69521 1.432079 17.48 Up 7.06E-05 AF282250 Homo sapiens calneuron
1 (CALN1) mRNA,
complete cds.
/PROD=calneuron 1
/FL=gh:AF282250.1

-2.506 1.523432 16.33 Up 2.66E-04 AW19369 DKFZP566K1924 protein
3
-0.10733 3.827249 15.29 Up 5.09E-04 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.

/PROD=Unknown (protein
for IMAGE:3840937)

-3.62742 0.232422 14.52 Up 1.32E-02 AA772920 ESTs

-0.69028 3.077263 13.62 Up 8.84E-04 M16276 Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM 002123.1
gb:M16276.1
gb:M60028.1
gb:M17564.1
gb:M81141.1
gb:M81140.1

-2.38787 1.308962 12.97 Up 1.24E-02 BC003517 Homo sapiens, clone
IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)

-1.03397 2.650732 12.86 Up 4.41E-04 NM_0030 Homo sapiens secretory

20 granule, neuroendocrine

protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory granule,
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31donai n,
(semaphorin) 3E SEMA3E)
domai n (19) ,WeRYPEHS ¢
012431. 1 gb: AB002329. 1

4.2504

0.756526

-1.39784 2.037775

-3.12304 0.280186

-2.01579 1.387151
-2.19527 1.171426

-1.16113 2.202477

1.109291 4.425076

-1.66608 1.62119

I mmunogl obul i n domain (1),

,  MRNA.

short basic domai n,
/ PROD=sena donai n,

secreted,

I mmunogl obul i n

domai n, secreted, (semaphori WFTAEZNNYIEE—ghH: NM

11.27 Up

10.82 Up

10.58 Up

10.58 Up
10.32 Up

10.29 Up

9.96 Up

9.76 Up

neuroendocrine protein 1
(7B2protein)
/FL=gb:BC005349.1
gb:NM_003020.1

e e e e .
SOE-0F DHIMNG B8V

armtale of
QUEraray ¢

1.84E-04 NM_0030
12 frizzled-related protein 1
(SFRP1), mRNA,
/PROD=secreted frizzled-
related protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1
4 .58E-03 BE222344 splicing factor,
arginineserine-rich 5
1.86E-02 NM 0180 Homo sapiens
18 hypothetical protein
FLJ10191 (FLJ10191),
MRNA.
/PROD=hypothetical
protein FLJ10191
/FL=gb:NM_018018.1
7.46E-03 AI937060 KIAA1151 protein
2.14E-03 NM_0133 Homo sapiens EH
33 domain-binding mitotic
phosphoprotein (EPSIN),
mRNA. /PROD=EH
domain-binding mitotic
phosphoprotein
/FL=gb:NM_013333.1
gb:AFQ073727 1
8.90E-03 NM_0122 Homo sapiens potassium
81 voltage-gated channel,
Shal-related subfamily,
member 2 (KCND2),
MmRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/FL=gb:NM_012281.1
gb:AB028967 .1
gb:AF121104.1
3.72E-04 NM_0053 Homo sapiens
56 lymphocyte-specific
protein tyrosine kinase
(LCK), mRNA.
/PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1
1.29E-02 BE673445 Homo sapiens
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0. 70158 4.759011 16.65 Up 1.07E-04 U46768Human stanni ocal cin nRNA, conpl ete
/ FL=gb: U25997. 1 gb: NM 003155.%H§bzu46768.1

cds.

2.429693 6. M893YE1380365 Up 6. 89E- 05 AA284532 tyrosine 3PHBH
phan 5- nonooxygenase activation protein,

6. 018949

/ PROD=st anni ocal ci n

-2.233 1.032915

&
2
g~
(o]
N
)]
2 O
[}
5 O)
w
(8]
—_
N

-2.62694 0.564089

-3.588 -042279
-1.75731 1.403919

-1.56608 1.492453

-1.64839 1.373964

-2.85395 0.154004

9.62 Up

9.46 Up

9.13 Up

8.97 Up
8.95 Up

8.33 Up

8.12 Up

8.04 Up

Vgéfaset rypt o
eta WO 2009/ 132063 1.964573

chromosome 19, cosmid

R28379
441E-03 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAA0307),

mRNA. /PROD=KIAA0307
gene product
/[FL=gb:AB002305.1
gh:NM_014862.1
2.56E-02 Al798098 ESTs
24504 N 008

g,\ssmwa_ﬁw.\\»\ £.%
1.08E-02 NM_0000 Homo sapiens
55 butyrylcholinesterase

(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gb:M16541.1
gb:M16474.1
gb:NM_000055.1

5.08E-02 Al743261 ESTs

3.72E-02 BC008992 Homo sapiens, clone
MGC:16926
IMAGE:4183000, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:16926)
/FL=gb:BC008992.1

3.48E-02 NM_0007 Homo sapiens cytochrome

67 P450, subfamily IIB

(phenobarbital-inducible),
polypeptide 6 (CYP2B6),
mRNA.
/PROD=cytochrome P450,
subfamily
lIB(phenobarbital-
inducible), polypeptide 6
/[FL=gb:NM_000767.2
gb:AF182277.1

gb:M29874.1
2.63E-03 NM_0049 Homo sapiens phorbolin
00 (similar to apolipoprotein B

MRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM_004900.1
gb:U61083.1

3.89E-02 AY063451 Homo sapiens
D21S2088E mRNA
sequence.
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16.61 Up 1.18E-04 NM 0307 81 0.399566 4.451136 16.58 Up 1.57E-04 AF144103
4.590104 -3.21322 223.38 Down 7. 77E-05 AA167449 1.940449 -5.370717 158.81 Down
8. 36E- 05 SEAMAGNYIRVG9779 - 3. 911445 147. 98 Down 2. 38E- OF U PAYY 434824115
-2.85548 126.2 Down 2.99E- 03 AW6231

-1.61054 1.380575 7.95Up 3.70E-03 AW26420 ESTs
4

-3.12055 -0.14826 7.85 Up 3.16E-02 AW78000 ESTs
6

-0.48291 2.475412 7.77 Up 6.01E-04 NM_0002 Homo sapiens ocular
73 albinism 1 (Nettleship-

Falls) (OA1), mMRNA.
/PROD=ocular albinism 1
(Nettleship-Falls) protein
/FL=gb:NM_000273.1

-0.01122 291624 7.61 Up 5.09E-04 AI356398 butyrate response factor 2
(EGF-response factor 2)
/FL=gb:BC005010.1
gb:NM_006887.1

-0.41404 2.492138 75Up 1.22E-03 AI332407 secreted frizzled-related
protein 1
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

-0.04543 2.826104 7.32Up 8.38E-04 AB037730 Homo sapiens mRNA for
KIAA1309 protein, partial
cds. /PROD=KIAA1309

protein
3.061783 5.932074 7.31 Up 2.39E-04 BF057809 ESTs
1.750623 4.603127 7.22 Up 3.35E-04 AA176289 ESTs
1.37261 4.224545 7.22 Up 2.56E-04 BC040605 Homo sapiens, clone
IMAGE:5271039, mRNA.
0.194248 2.977224 6.88 Up 1.76E-03 U07236  Human mutant

lymphocyte-specific
protein tyrosine kinase
(LCK) mRNA, complete
cds. /PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gh:M36881.1

-2.17012 0.571059 6.69 Up 1.11E-02 AB018580 Homo sapiens mRNA for
hluPGFS, complete cds.
/PROD=hIuPGFS
/FL=gb:NM 003739.2
gb:AF149416.2
gb:AB018580.1
gb:D17793.1

0.270429 2.998558 6.63 Up 2.01E-02 AF493872 Homo sapiens guanine
nucleotide binding protein
gamma 4 (GNG4) mRNA,
complete cds.
/PROD=guanine
nucleotide binding protein

gamma 4
/FL=gbh:AF493872.1
0.462867 3.188675 6.62 Up 5.56E-03 Al807026 ESTs
-2.3444 0.379948 6.61 Up 5.18E-04 AW05758 ESTs
9
-2.06656 0.644395 6.55 Up 1.48E-02 AF141339 Homo sapiens LYST-

interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting
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1 3.702164 -2.970402 102. 01 Down 2. 53E-03 U26662 1.785431 -4.509786 78.53
1. 45E- 03 R15072 5.545158 -0. 710745 76.42 Down 7.01E-05 BFO57809 1.946332

-3.865792 56V93"PARAS37. 43E- 04 BGL6670

1. 30E- 04 AF237813

-1.88254

-2.14678

-1.09181

-1.57619

-1.42062
-1.51992

0.828954

0.040412

-0.0881

-0.66924

-1.25121

1.285793
-1.4606

1.037668
-2.13754
1.470195
0.780689
-1.41031

-0.68225

0.823917

0.54813

1.594917

1.107388

1.262234
1.159662

3.501807

2.69519

2.555378

1.971531

1.36043

3.892769
1.131857

3.5689262
0.412333
4.017332

3.30524
1.100005

1.819364

6.53 Up

6.48 Up

6.44 Up

6.42 Up

6.42 Up
6.41 Up

6.38 Up

6.3 Up

6.25 Up

6.24 Up

6.11 Up

6.09 Up
6.03 Up

5.86 Up
5.86 Up
5.84 Up
5.75 Up

5.7 Up

5.66 Up

5 1.717184

5.94E-03 BF694956

2.59E-02 AA143060

2.17E-02 Al653050

2.44E-03 AWO07279
0

5.27E-02 AI830490

4.58E-03 AA460960

9.79E-04 AK026659

3.16E-04 AA960844

1.84E-04 AL565745

1.10E-02 AI986120

8.84E-04 R62432

1.84E-04 AI949827
1.46E-03 AW07210
2

3.89E-04 R40892

2.35E-02 BF000203
1.93E-04 Al676059
2.66E-04 Al016316
2.17E-02 AIB32477

3.04E-03 N48299
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- 3. 963853041 pown

protein LIP3

Human DNA sequence
from clone RP1-187J11
on chromosome 6q11.1-
22.33. Contains the gene
for a novel protein similar
to S. pombe and S.
cerevisiae predicted
proteins, the gene for a
novel protein similar to
protein kinase C inhibitors,
the 3 end of the

ESTs, Highly similar to
138945 melanoma
ubiquitous mutated protein
(H.sapiens)

ESTs, Weakly similar to
HPPD_HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)

contactin 1

glycerol kinase

H.sapiens mRNA (clone
ICRFp507L1876)

Homo sapiens cDNA:
FLJ23006 fis, clone
LNG00414.

Homo sapiens, clone
IMAGE:4081483, mRNA
ESTs, Weakly similar to
2108402A carnitine
palmitoyltransferase |
(H.sapiens)

latent transforming growth
factor beta binding protein
1 /FL=gb:M34057.1
gb:NM_000627.1

Cluster Incl.
R62432:yg52e11.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
/clone_end=3
/gb=R62432 /gi=834311
flug=Hs.12321 /len=487
ESTs

Homo sapiens mMRNA;
cDNA DKFZp434H205
(from clone
DKFZp434H205)

ESTs

ESTs

ESTs

ESTs

serologically defined colon
cancer antigen 43

ESTs, Moderately similar
to NFY-C (H.sapiens)

Down



3.179908 -2.381796 47.23 Down 9. 96E-04 U82811 WO 2009/132063 2. 359289

-3.177031 46.41 Down 4.276201 -1.247561 46.01 Down 2.435058 -2.963261 42.

Down 2. 3483702998859 40. 19 Down 4. 315048 -0. 819678 35FP{3/USHRH 434848717
-2.72835 33.76 Down 3.342331

0.937118 3.415706 5.57 Up 2.66E-04 AU151342 Homo sapiens cDNA
FLJ12935 fis, clone
NT2RP2004982
-0.41626 2.0614 5.57 Up 1.39E-03 BF110534 ESTs
2.167442 4632856 5.52 Up 2.19E-04 NM_0015 Homo sapiens insulin-like
52 growth factor-binding

protein 4 (IGFBP4),
MRNA. /PROD=insulin-
like growth factor-binding
protein 4
[FL=gb:M62403.1
gb:NM_001552.1

-0.46577 1.990737 549 Up 1.62E-04 AW05159 ESTSs, Moderately similar
1 to unnamed protein
product (H.sapiens)
-1.98038 0.474231 548 Up 1.22E-02 NM_0024 Homo sapiens Musashi
42 (Drosophila) homolog 1
(MSI1), mRNA.

/PROD=Musashi
(Drosophila) homolog 1
/FL=gb:AB012851.1
gb:NM_002442 1
0.466394 2.917466 547 Up 6.01E-04 NM_0031 Homo sapiens Spi-B
21 transcription factor (Spi-
1PU.1 related) (SPIB),
mRNA. /PROD=Spi-B
transcription factor (Spi-
1PU.1 related)
/FL=gb:NM_003121.1
-2.73733 -0.30853 5.38 Up 1.36E-03 L41944 Homo sapiens interferon
receptor ifnar2-1 (splice
variant IFNAR2-1) mRNA,
complete cds.
/PROD=interferon

receptor
/FL=gb:NM_000874.1
gb:L41944 1
0923781 3.31197 5.23 Up 2.23E-04 BE897866 ESTs
1.198446 3.56619 5.16 Up 3.79E-03 BG28379 ESTs
0
0.013383 2.37551 5.14 Up 7.45E-03 L10374 Human (clone CTG-A4)
MRNA sequence.
-1.39667 0.965049 5.14 Up 2.75E-03 Al018174 ESTs
-3.38515 -1.06056 5.01 Up 3.31E-02 NM_1723 Homo sapiens putative
68 protein LG30 (G30),
mRNA. /PROD=putative
protein LG30
/FL=gb:AY138548.1
gh:NM_172368.1
3.409815 -1.99672 42.42 Down 8.38E-04 NM_0165 Homo sapiens neuritin
88 (LOC51299), mRNA.

{PROD=neuritin
/FL=gb:NM_016588.1
gb:BC002683.1
gh:AF136631.1
4.092731 -0.75499 28.79 Down 3.57E-04 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
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-1.710595 33.2 Down 1.995324 -3.045119 32.91 Down 2.890305 -2.133881 32.54
Down  2.443445 -2.518495 31.17 Down 3.692792 -1.250743 30. 77 Down 2.266312
-2. 653405 3Y9PURIRNAC32. 453774 - 2. 402069 28.96 Down 2. I2FEFASINIBHIE 15 28 6
Down 1.982765 -2.836916

gb:NM_004207.1
5.388254 0.591477 27.8 Down 4.11E-05 NM_0042 Homo sapiens solute
07 carrier family 16
(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207 .1

2.306225 -2.24414 23.43 Down 1.14E-03 AW44476 ESTs
1
2.306111 -1.93483 18.91 Down 7.20E-04 Al632223 hypothetical protein
DKFZp434F2322
3.025351 -1.21304 18.87 Down 6.42E-03 AW59092 ESTs
5
0.757197 -3.40795 17.94 Down 7.19E-03 AF213459 Homo sapiens ephrin

receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM_005233.1
gb:M83941 .1
gb:AF213459.1
0.959227 -3.03425 15.93 Down 1.27E-02 AB033831 Homo sapiens hSCDGF
mRNA for spinal cord-
derived growth factor,
complete cds.
/PROD=spinal cord-
derived growth factor
/FL=gb:NM_016205.1
gb:AB033831.1
gb:AF091434 1
gb:AF244813.1

4505436 0.524918 15.79 Down 1.36E-04 W57613 ESTs
0.942774 -2.97701 15.13 Down 8.44E-04 AWO5778 ESTs, Weakly similar to
6 S$51797 vasodilator-
stimulated phosphoprotein
(H.sapiens)
1.1136 -2.73154 14.37 Down 1.61E-02 Z70519  H.sapiens FASApo 1

mRNA for FAS soluble
protein (clone FAS
Exo4Del). /PROD=FAS
soluble protein

1.389794 -2.42829 14.1 Down 1.11E-02 BG49869 ESTs
9
1312148 -2.42325 13.32 Down 5.09E-04 U32500 Human type 2

neuropeptide Y receptor
mRNA, complete cds.
/PROD=type 2
neuropeptide Y receptor
/FL=gh:U42766.1
gb:U36269.1 gb:U32500.1
2.62025 -1.04008 12.64 Down 1.04E-03 AA625683 ESTs

3.268087 -0.32148 12.04 Down 1.86E-04 AF345910 Homo sapiens NYD-SP14
mRNA, complete cds.
/PROD=NYD-SP14
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28.24 Down 0.997895 -3.793735 27.7 Down 4. 756657 0.005012 26.94 Down 4.803291
0. 085342 26.32 Down 1.124153 -3.582082 26A Down 0. 874376 -3.810554 25.72 Down
( DKFZP564A03%9 2008163 | RI ROD=DKFZR564A0 32 protei n / FL=d5TAS2YENH§481

gb: AL050267. 1 gb: AB013847.1 gb: NM 015474. 1 7.43E-03 NM 1523 Honp sapi ens

32chronosone 14 open reading frame 47 (Cl4orf47),

MRNA.

/ FL=gb: NM 152332. 1

8. 80E- 04 N21096 ESTs 7.22E-03 NM 0030 Hono sapi ens SH3- 26domai n GRB2-1i ke 2

(SH3GL2), nRNA. /BRED=SHB; domai e, GRB2- | i kee2 of Khaahs AEFE6288, T 'gb: NM 003026. 1

6.777916

1.143234
2.36447

4.285883

5.023981

2.590871

2.332751

1.577138

0.831091

2.350127

3.231028 11.69 Down 3.37E-05 U15174
-2.39818 11.64 Down 6.01E-04 BF437711
-1.1716 11.6 Down 3.57E-04 NM_0051
81
0.804811 11.17 Down 3.89E-04 AL038787
1.567701 10.98 Down 2.66E-04 NM_0064
72
-0.83277 10.73 Down 2.00E-03 NM_0165
69
-1.07983 10.65 Down 2.06E-02 NM_0000
77
-1.83389 10.64 Down 3.70E-03 M15329
-2.57623 10.61 Down 1.77E-02 NM_1530
36
-1.04844 10.55 Down
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Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gb:AF002697 .1
gb:NM_004052.2
gb:U15174.1

ESTs

Homo sapiens carbonic
anhydrase lll, muscle
specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2
6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4

Homo sapiens
upregulated by 1,25-
dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM_006472.1
gbh:S73591.1

Homo sapiens TBX3-iso
protein (TBX3-iso),
MRNA. /PROD=TBX3-iso
protein
/FL=gb:NM_016569.1
gb:AF216750.1

Homo sapiens cyclin-
dependent kinase inhibitor
2A (melanoma, p16,
inhibits CDK4) (CDKN2A),
MRNA. /PROD=cyclin-
dependent kinase inhibitor
2A (melanoma,p16,
inhibits CDK4)
/FL=gb:NM_000077 1
gh:L27211.1

Human interleukin 1-alpha
(IL1TA) mRNA, complete
cds. /PROD-=interleukin 1-
alpha /FL=gb:M15329.1
Homo sapiens
hypothetical protein
FLJ32239 (FLJ32239),
mRNA.
/FL=gb:NM_153036.1

2.83E-03 AK026106 Homo sapiens cDNA:



7.93E-05 NM 0071 Hono sapiens Wit 9linhibitory factor-1 (WF-1), nRNA

/ RROD=Wt inhibitory factor-1 /FL=gh: AF122922.1 gb: NM 007191.1 3. 19E- 05
AWL9369 DKFZWG‘WM}QI‘Z? 3protein 1.21E-04 BE672659 ESTs 3.PSTRISYRIMMP592 ESTs,
Weakly simlar 8to 138588 reverse transcriptase honol og (H sapiens) 6.55E- 05
AV715309 ESTs, Weakly simlar to ALU7_HUMAN ALU SUBFAM LY SQ SEQUENCE

CONTAM NATI ON WARNI NG ENTRY (H. sapiens) 7.34E-05 AA628440 nucl ear recept or
subfam ly 1, group I, nember 3 5.42E-03 W52934 ESTs, E%@Aﬁy gﬁ&mgr to simlar
to serinethreoni ne kinase (C. el egans) 2. 24E-02 U826739H@m5mhens chr onosone
Xq28 nel anoma antigen famly A2a (NAGEAZA) mel anorrasa)iehstg@u -lifegem |y Al 2
(MAGEAI 2), nel anong an;@i%en famn | REtian mRAf gen family A3

(NAGEAZ) . calt 1 ACPTHE (TS NABCRFR dehyt BLHA0E: |ﬁ%Nﬁfg§’f§Ejﬁnth DH), ..

cds /FL=gb:NM_001955.1

2951696 -0.34119 9.8 Down 5.52E-04 AB019562 Homo sapiens mRNA
expressed only in
placental villi, clone
SMAP41.

-0.42962 -3.66853 9.44 Down 3.14E-02 D28364 Human mRNA for annexin
I, SUTR (sequence from
the 5cap to the start
codon).

3.030236 -0.19682 9.36 Down 3.06E-04 AA812232 upregulated by 1,25-
dihydroxyvitamin D-3
/[FL=gb:NM_006472.1

gb:S73591.1
4528627 1.33908 9.12 Down 1.86E-04 NM_0031 Homo sapiens
55 stanniocalcin 1 (STC1),
mMRNA.

/PROD=stanniocalcin 1
[FL=gb:U25997 .1
gb:NM 003155.1
gb:U46768.1

2660133 -0.51613 9.04 Down 3.37E-05 AF277174 Homo sapiens PNAS-137
mMRNA, complete cds.
/PROD=PNAS-137
[FL=gb:AF277174.1

2422113 -0.74259 8.97 Down 6.51E-03 AL544576 ESTs

3.806044 0.684261 8.7 Down 3.17E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

3.953402 0.872354 8.46 Down 1.12E-03 BC005369 Homo sapiens,
chromosome 1 open
reading frame 12, clone
MGC:12484, mRNA,
complete cds.
/PROD=chromosome 1
open reading frame 12
[FL=gb:AF277176.1
gb:NM_022051.1
gb:AF229245 1
gb:BC005369.1

3.437271 0.406885 8.17 Down 1.28E-04 AB0239025 Homo sapiens mRNA for
KIAA1102 protein, partial
cds. /PROD=KIAA1102

protein
2.469646 -0.53314 8.02 Down 1.95E-03 N76327  ESTs, Highly similar to
1011297A transferrin
receptor (H.sapiens)
4.255531 1.305501 7.73 Down 2.22E-03 AF096296 Homo sapiens thymic

stroma chemokine-1
precursor, mMRNA,
complete cds.
/[PROD=thymic stroma
chemokine-1 precursor
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0. 621075- 4. 02992825. 12 Down5. 18E- 03 BCO28721 Honp sapiens, Simlar to solute
carrier famly 1 (high affinity aspartategl utanate transporter%, nenber 6,

cl one MGC: 3389200 : 5269300, mRNA, conpl ete cds. /PRESESSHIPEN30 sol ute
carrier famly 1 (highaffinity aspartateglutamate transporter), menb 7.87E-04
BFO57784 ESTs 1.87E-03 Al14201 56 ESTs 1.05E-03 NM 0176 Hono sapi ens

71lhypot hetical protein FLJ20116 (FLJ20116), nRNA /PRCLJ_D:_h¥ ot Q(-;;ti cal protein
FLJ20116 /FL=9b: NM 017671. 1 7.33E-05 NM 0221 Hono safighé. §5El'anona
differentiation associated protein-5 (MDAS), nRNA. /R anoma
differentiation associated protein-5 /FL=gb: AY017378gdARphosmii 022168. 1

gb: AF095844. 1 2. 73E-04 NM 0141 Hono sapi ens 78HSPC156b1¥N49P@i7¥11 (HSPC156), mRNA.
[ PROD=HSPC156 pr'd¥&i’n /FL¥h: \V-GTRY78. 1 ‘g AFTERS05 3 Bak. 0o BoOP8359 Homo
sapi ens, clone | MAGE :4828836, nRNA. 1. 28E-03 NM 0004qHeHecicp@pl ens
39proprotein convertase subtilisinkexin type 1 (PCSKMBC:1mRNARNAPROD=pr opr ot ei n
convertase subtilisinkexin type 1 /FL=gbh: NM 000439. 2cyi'elBe753. 1 WO

2009/ 132063  PCT/ US20091041348 5. 363884 0. 82261 [PROD=parathyroid

hormone-like hormone
/FL=gbh:BC005961.1

5.356771 2.475735 7.37 Down 2.39E-04 W92036 ESTs
4.055862 1.176103 7.36 Down 1.54E-04 AK026815 Homo sapiens cDNA:
FLJ23162 fis, clone
LNG09734.
4782763 1.926881 7.24 Down 2.56E-04 NM_0041 Homo sapiens
99 procollagen-proline, 2-

oxoglutarate 4-
dioxygenase (proline 4-
hydroxylase), alpha
polypeptide Il (P4HA2),
MRNA.
/PROD=procollagen-
proline, 2-oxoglutarate4-
dioxygenase (proline 4-
hydroxylase), alpha

polypeptidell
/FL=gb:NM_004199.1
gb:U904
4.749034 1.911794 7.15 Down 6.01E-04 NM_0021 Homo sapiens 3-hydroxy-
30 3-methylglutaryl-

Coenzyme A synthase 1
(soluble) (HMGCSH1),
mRNA. /PROD=3-
hydroxy-3-methylglutaryl-
Coenzyme A synthase
1(soluble)
/FL=gb:NM_002130.1
gb:L25798.1
gb:BC000297 .1
4501184 1.674786 7.09 Down 3.37E-05 AK000162 Homo sapiens cDNA
FLJ20155 fis, clone
COL08754, highly similar
to ACSA_ECOLI
ACETYL-COENZYME A

SYNTHETASE.
4103964 1.279587 7.08 Down 1.86E-04 AA579773 ESTs
5.294065 2.498324 6.94 Down 3.17E-04 AF279899 Homo sapiens PNAS-145

mRNA, complete cds.
/PROD=PNAS-145
/FL=gb:U03105.1
gb:NM_006813.1
gb:AF279899.1
6.179917 3.394324 6.9 Down 2.56E-04 NM_0001 Homo sapiens glucan
58 (1,4-alpha-), branching
enzyme 1 (glycogen
branching enzyme,
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23.28 Down 7. 68E-05 NM 0070 Homp sapi ens
/ PROD=chondr onodul
gb: AB006000.WO 31934683 _ 0. 577927 23.27 Down 6. 90E- 05 ALSE3L

(CHWHI), NRNA,

I n

15chondronodul in | precursor

precur sor

BUARGAE

IFLA%b:NM 007015.1

transport

of synaptic vesicles 2.086969 -2.410461 22.59 Down 9. 65E-03 AL359055 Hono

sapiens nRNA full length insert cDNA cl one EURO MAGE

3.880272

1.075159

0.031255

5.252439

1.58166

3.732985
6.1137

4.507212

2770179

4633038

1.125517

-1.64214

-2.68323

2.540223

-1.12925

1.022527
3.411176

1.810296

0.094942

1.983552

6.75 Down

6.58 Down

6.56 Down

6.55 Down

6.55 Down

6.55 Down
6.51 Down

6.48 Down

6.39 Down

6.27 Down

2.25E-04 NM_0025
21

2.88E-03 J03580

Andersen disease,
glycogen storage disease
type IV) (GBE1), mRNA.
/PROD=glucan (1,4-alpha-
), branching enzyme
1(glycogen branching
enzyme) /FL=gb:L07956.1
gb:NM_000158.1

Homo sapiens natriuretic
peptide precursor B
(NPPB), mRNA.
/PROD=natriuretic peptide
precursor B
/FL=gb:NM_002521.1
gb:M25296.1

Human, parathyroid-like
protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

1.26E-02 AU142380 Homo sapiens cDNA

1.93E-04 NM_0015
53

3.72E-02 AF207990

8.08E-04 Al459194
2.56E-04 NM_0015
53

1.84E-04 AW19694
0
7.20E-04 AK000345

5.56E-04 NM_0169
31
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FLJ34825 fis, clone
NT2NE2008785, weakly
similar to ANTER-
SPECIFIC PROLINE-
RICH PROTEIN APG.
Homo sapiens insulin-like
growth factor binding
protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

Homo sapiens fer-1 like
protein 3 (FER1L3)
mMmRNA, complete cds.
/PROD=fer-1 like protein 3
/FL=gbh:AF207990.1

early growth response 1
Homo sapiens insulin-like
growth factor binding
protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

ESTs

Homo sapiens cDNA
FLJ20338 fis, clone
HEP12179.

Homo sapiens NADPH
oxidase 4 (NOX4), mRNA.
/PROD=NADPH oxidase 4
/FL=gb:AF261943.1
gb:NM_016931.1



2344436. 0.536704 -3.939442 22.26 Down 4. 78E-03 AL049250 Honp sapi ens nRNA;
cDNA DKFZp564D113 (from cl one DKFZp564D113). 4.260791 -0.214844 22.25
Down 6. 89E- 0%0 ANBB¥8%4 ESTs, Weakly similar to ALU7 HUMRNTASHONNESBEAM LY SQ
SEQUENCE

gb:AF254621.1
gb:AB041035.1

5.099016 2.450575 6.27 Down 4.88E-04 NM 0181 Homo sapiens
92 hypothetical protein
FLJ10718 (FLJ10718),
MRNA.

/PROD=hypothetical
protein FLJ10718
/FL=gb:NM 018192.1
3.41866 0.772516 6.26 Down 1.05E-03 AA149250 ESTs, Weakly similar to

WDNM RAT WDNM1
PROTEIN PRECURSOR
(R-norvegicus)

4506475 1.891343 6.13 Down 2.83E-04 AI300520 stanniocalcin 1
/FL=gb:U25997 .1
gb:NM_003155.1

gb:U46768.1
0.060743 -2.53505 6.05 Down 3.08E-02 NM_0147 Homo sapiens zinc finger
95 homeobox 1B (ZFHX1B),

MRNA. /PROD=zinc finger
homeobox 1B
/FL=gb:NM_014795.1
gb:AB011141.1
1470435 -1.11845 6.02 Down 1.04E-03 L49506  Homo sapiens cyclin G2
mRNA, complete cds.
/PROD=cyclin G2
/FL=gb:L49506 .1
7.564809 4.992443 5.95 Down 2.36E-04 M83248 Human nephropontin
mRNA, complete cds.
/PROD=nephropontin
/FL=gb:M83248.1

3.508683 0.95049 5.89 Down 3.89E-04 AK027231 Homo sapiens cDNA:
FLJ23578 fis, clone
LNG12709.
3.543738 0.987655 5.88 Down 467E-04 NM_0019 Homo sapiens endothelin
55 1 (EDN1), mRNA.

/PROD=endothelin 1
/FL=gb:NM_001955.1
0.279226 -2.24474 5.75 Down 3.73E-02 AF278532 Homo sapiens beta-netrin
mRNA, complete cds.
/PROD=beta-netrin
/FL=gh:AF119916.1
gb:AF297711.1
gb:NM_021229.1
gb:AF278532.1

1.771584 -0.72454 5.64 Down 1.63E-03 BI254089 Homo sapiens full length
insert cDNA clone
ZD50EQ3

5.450694 2.958035 5.63 Down 1.84E-04 AF095771 Homo sapiens PTH-

responsive osteosarcoma
B1 protein (B1) mRNA,
complete cds.
/PROD=PTH-responsive
osteosarcoma B1 protein
/FL=gb:AF095771.1

2648874 0.166558 5.59 Down 1.84E-04 AW00753 Human insulin-like growth
2 factor binding protein 5
(IGFBP5) mRNA
4420733 1.940312 5.58 Down 1.95E-04 NM_0036 Homo sapiens basic helix-
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CONTAM NATI ON WARNI NG ENTRY (H sapiens) 0.121165 -4.34837 22.15 Down

1. 36E-04 A1985987ESTs, Moderately simlar to ALUL HUVAN ALU SUBFAM LY J
WO 2009/132063 PCT/US2009/041348

70 loop-helix domain
containing, class B, 2
(BHLHB2), mRNA.
/PROD=differentiated
embryo chondrocyte
expressed gene1
/FL=gb:AB004066.1
gb:NM_003670.1

1.659275 -0.81556 5.56 Down 6.51E-03 L16895  Human lysyl oxidase
(LOX) gene, exon 7
3.334996 0.86328 5.55 Down 8.21E-04 R40917  phosphodiesterase 4D,

cAMP-specific (dunce
(Drosophila)-homolog
phosphodiesterase E3)
/FL=gb:L.20969.1
gb:NM_006203.1

gb:U02882.1
2.886643 0.429864 5.49 Down 1.63E-03 NM_0220 Homo sapiens G protein-
36 coupled receptor, family

C, group 5, member C
(GPRC5C), transcript
variant 1, mRNA.
/PROD=G protein-coupled
receptor, family C, group
5,member C, isoform a,
precursor
/FL=gb:AF207989.1
gb:NM_022036.1
5.319714 2.870709 5.46 Down 1.84E-04 AL117352 Human DNA sequence
from clone RP5-876B10
on chromosome 1g42.12-
43. Contains the 3 end of
the GNPAT gene for
glyceronephosphate O-
acyltransferase (DHAPAT,
DAPAT, dihydroxyacetone
phosphate
acyltransferase, EC
2.3.1.42), the gene for a

novel protei...
5.398488 2.949509 5.46 Down 3.37E-05 NM_0011 Homo sapiens alpha-
34 fetoprotein (AFP), mRNA.

/PROD=alpha-fetoprotein
/FL=gb:NM_001134.1

gb:J00077.1
3.904705 1.46154 5.44 Down 4.81E-04 NM_0070 Homo sapiens a
38 disintegrin-like and

metalloprotease
(reprolysin type) with
thrombospondin type 1
motif, 5 (aggrecanase-2)
(ADAMTSS5), mRNA.
/PROD=a disintegrin and
metalloprotease
withthrombospondin
motifs-5 preproprotein
/FL=gb:NM_007038.1
gb:AF14209

2.001263 -0.41849 5.35 Down 2.30E-03 U46768 Human stanniocalcin
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SEQUENCE CONTAM NATI ON WARNI NG ENTRY (H .sapiens) 0.437404 -4.019211
21.96 Down 2.48E-02 HO5254ESTs 2.263194 -2.16575 21.54 Down 7. 34E-04 AF052108
Hormo sapi ensV@PYHES2063 23687 nRNA sequence. 4. 055226 PCT/US2009/041348

mMRNA, complete cds.
/PROD=stanniocalcin
/FL=gh:U25997 .1
gb:NM_003155.1

gb:U46768.1
5.095598 2.679984 5.34 Down 3.06E-04 NM_0055 Homo sapiens insulin
42 induced gene 1 (INSIG1),

MRNA. /PROD=insulin
induced gene 1
/FL=gb:NM_005542.1
0.899011 -1.48844 5.23 Down 7.45E-03 NM_0028 Homo sapiens parathyroid
20 hormone-like hormone
(PTHLH), mRNA.
/PROD=parathyroid
hormone-like hormone
/FL=gh:J03802.1
gb:NM_002820.1
2.933166 0.546859 5.23 Down 1.54E-04 NM_0057 Homo sapiens lipoma
80 HMGIC fusion partner
(LHFP), mRNA.
/PROD=lipoma HMGIC
fusion partner
/FL=gb:NM 005780.1
gb:AF098807 .1
2454314 0.080053 5.18 Down 3.37E-05 NM_0132 Homo sapiens fibronectin
81 leucine rich
transmembrane protein 3
(FLRT3), mRNA.
/PROD=fibronectin leucine
rich transmembrane
protein3
/FL=gb:AF169677 .1
gb:NM_013281.1
4.981033 2.626098 5.12 Down 1.14E-03 NM_0006 Homo sapiens serine (or
02 cysteine) proteinase
inhibitor, clade E (nexin,
plasminogen activator
inhibitor type 1), member
1 (SERPINE1), mRNA.
/PROD=serine (or
cysteine) proteinase
inhibitor, cladeE (nexin,
plasminogen activator
inhibitor type 1), membe
5.209052 2.857021 5.11 Down 2.66E-04 Al754404 procollagen-lysine, 2-
oxoglutarate 5-
dioxygenase (lysine

hydroxylase) 2
/FL=gb:NM_000935.1
gb:U84573.1
7.251816 4.921229 5.03 Down 5.18E-04 NM_0007 Homo sapiens annexin A1
00 (ANXA1), mRNA.

/PROD=annexin |
/FL=gh:BC001275.1
gb:NM_000700.1

D) H9P39 at 30 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.
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-0.3701 21.49 Down 1.16E-04 NM 0013 Honp sapi ens cl audin 077 (CLDN7),

/ PROD=cl audi n 7 /| FL=gb: BC001055.1 gb: NM 001307. 1 5. 440506 1.023282 21.

Down 1. 02E- YO RMAA¥E4unan i nterferon- gamma-induci bl e i A&S{UEANYHE3S 3.
di oxygenase (1 DO nRNA, conpl ete cds.

2.169025 -2.207268 20. 77 Down

EXPRES 30 HR DE Ratio Direction

01
-3.61621

-3.12747

-3.26893

-3.62742
-0.27888

-3.88742
1.168713

-2.05438

-0.69028

-1.32044

3.085829

2.633618

2.480892

1.93392
4.672575

0.719139
5.535315

2.234331

3.350018

2.675867

=
4]
=23

104.12 Up

54.23 Up

53.81 Up

47.22 Up
30.94 Up

24.36 Up
20.63 Up

19.54 Up

16.45 Up

15.96 Up

/ FL=gb: NM 002164. 1 gb: M34455. 1

adj. p- Gene
value Identifier
1.25E-03 AL569326

5.47E-04 AV726956

3.52E-04 NM_0017
85

3.24E-03 AA772920
2.20E-04 AF225513

Gene Name

Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds

ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)
Homo sapiens cytidine
deaminase (CDA), mRNA.
/PROD=cytidine
deaminase
/FL=gb:L27943.1

gb:NM 001785.1

ESTs

Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1

2.32E-03 AA180985 ESTs

4.09E-04 NM_0161
39

9.02E-03 BG29090
8

8.76E-04 M16276

1.31E-02 AF017987

B4
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JFL=gb:A

Homo sapiens 16.7Kd
protein (LOC51142),
mRNA. /PROD=16.7Kd
protein
/FL=gb:NM_016139.1
gh:AF078845.1
gb:BC003079.1

ESTs, Moderately similar
to ALU8_HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM_002123.1
Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
87.1

P
o]

¢

MRNA.
37



3.41E- 03 NM 0224 Hono sapiens N 67acet yl gal act osam ne-
4-0-sul fotransf erase (GALNAC- 4-5T1), nRNA. /PROD=N- acet él al act osam ne-
4- Q sul f ot r INQPYPATEOS | FL=gb: NM 022467. 1 gb: AF300612. PCHUOEWYYHE3484 116368

-0.41626 3.4773 14.86 Up 5.42E-04 BF110534 ESTs

-2.69521 1.031628 13.24 Up 7.80E-05 AF282250 Homo sapiens calneuron
1 (CALN1) mRNA,
complete cds.
/PROD=calneuron 1
/FL=gb:AF282250.1

-2.38787 1.314022 13.01 Up 1.37E-02 BC003517 Homo sapiens, clone
IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)

-2.45311  1.22951 12.84 Up 4.18E-02 BC042378 Homo sapiens, clone
IMAGE:5277693, mRNA.

-0.68225 2.956253 12.45 Up 2.72E-04 N48299  ESTs, Moderately similar
to NFY-C (H.sapiens)

-0.18256 3.454591 12.44 Up 2.72E-04 Al583173 major histocompatibility
complex, class Il, DQ beta
1

-0.26005 3.330481 12.05 Up 1.37E-03 R72286  microfibrillar-associated
protein 4

-1.75731 1.805232 11.81 Up 2.70E-02 BC008992 Homo sapiens, clone
MGC:16926

IMAGE:4183000, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:16926)
/FL=gb:BC008992.1

-3.76077 -0.2257 2.57E-02 Al040305 ESTs

o C
o

E~

r¥

s
SN
Gt Q1
& ©

-1.61054 1.918985 11.55 Up
4
-2.30432 1.221219 11.52 Up 3.31E-02 BC017958 Homo sapiens, clone
IMAGE:4607409, mRNA.
-1.16113 2.306767 11.06 Up 6.77E-03 NM_0122 Homo sapiens potassium
81 voltage-gated channel,
Shal-related subfamily,
member 2 (KCND2),
mRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/FL=gb:NM_012281.1
gb:AB028967 .1
gb:AF121104 1
-1.03397 2.369328 10.58 Up 5.45E-04 NM_0030 Homo sapiens secretory
20 granule, neuroendocrine
protein 1 (7B2 protein)
(SGNE1), mRNA.
/PROD=secretory granule,
neuroendocrine protein 1
(7B2protein)
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20. 67 Down 3. 36E-03 NM 0180 Hono sapi ens

WD 2009/ 132063 43 1. 353776

-3.010836 20.6 Down 2.85E-02 AF147427 2.437935 -1.918781 20. 49 Down
8E672557 2. MAQAWY1R06870689 20. 17 Down 4. 16E- 04 NM 0031 FET/US2009/041348
2.294336-2. 02803720. 01 Down7. 10E- 03 U11058 4.534853 0.221559

-1.16952

-0.10733

-0.70855
1.109291

-1.39784

-2.23133

-1.64839

1.470195
-1.66608

2.129685 9.84 Up
3.157091 9.61 Up
2.511903 9.32 Up
4.227073 8.68 Up
1.697082 8.54 Up
0.840905 8.41 Up

1.38707 8.2Up
3533743 847 Up
4.487924 8.1 Up
1.305765 7.85 Up

/FL=gb:BC005349.1
gb:NM_003020.1

NS NWRTaa R SN OSSN RN
34 BETEIY Momo sapis

4. 80E-02 NM 0013 Homo sapiens disabled
43 (Drosophila) homolog 2
(mitogen-responsive
phosphoprotein) (DAB2),
mRNA. /PROD=disabled
(Drosophila) homolog 2
/FL=gbh:U39050.1
gb:NM_001343.1
gb:U53446.1
gb:BC003064.1
2.31E-03 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE :3840937)
2.13E-03 AI917371 ESTs
1.36E-03 NM_0053 Homo sapiens
56 lymphocyte-specific
protein tyrosine kinase
(LCK), mRNA.
/PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gb:M36881.1
1.04E-02 BE222344 splicing factor,
arginineserine-rich 5
8.31E-03 AA044140 nuclear factor of kappa
light polypeptide gene
enhancer in B-cells
inhibitor, beta
2.49E-03 NM_0049 Homo sapiens phorbolin
00 (similar to apolipoprotein B
mRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM _004900.1
gb:U61083.1

4 48E-04 Al676059 ESTs

1.61E-02 BE673445 Homo sapiens
chromosome 19, cosmid
R28379
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19. 88 Down 7. 68E-05 R38389 3.142124 -1.136699 19.41 Down 1.73E-02 AL832535
3.85985 -0.410223 19.29 Down 7.34E-05 R40892 4.557488 0.304559 19. 07 Down

1. 43E- 04 AKOY83Y8 18666394 1.719122 18.99 Down 1. 99E- 04 PATP7EYH1448512373
-3.013161 18.71 Down 5 22E-04 A1564075 2.27629 -1.932316 18.49 Down 1.09E- 04
BC044830

-2.17012 0.717557 7.4 Up 8.40E-03 AB018580 Homo sapiens mRNA for
hluPGFS, complete cds.
/PROD=hIuPGFS
/FL=gb:NM_003739.2

gb:AF149416.2
gb:AB018580.1
gb:D17793.1
-3.17826 -0.30252 7.34 Up 3.88E-02 AI798098 ESTs
-2.62694 0.235765 7.27 Up 1.61E-02 NM_0000 Homo sapiens
55 butyrylcholinesterase

(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gb:M16541.1

gb:M16474.1
gb:NM_000055.1
-2.13754 0.709615 72 Up 1.59E-02 BF000203 ESTs
1.750623 4.592477 717 Up 3.86E-04 AA176289 ESTs
0.923781 3.753533 7.11 Up 5.45E-04 BE897866 ESTs
-1.51616 1.306468 7.07 Up 3.70E-03 AJ272267 Homo sapiens partial

MRNA for choline
dehydrogenase (chdh
gene). /PROD=choline

dehydrogenase
-3.12304 -0.30584 7.05 Up 3.13E-02 NM_0180 Homo sapiens
18 hypothetical protein
FLJ10191 (FLJ10191),
mMRNA.

/PROD=hypothetical
protein FLJ10191
/FL=gb:NM_018018.1

0.828954 3.642692 7.03 Up 1.53E-03 AK026659 Homo sapiens cDNA:
FLJ23006 fis, clone
LNG00414.
3.061783 5.870643 7.01 Up 1.32E-04 BF057809 ESTs
-0.20066 2.598953 6.96 Up 8.90E-04 NM_0016 Homo sapiens acyl-
09 Coenzyme A
dehydrogenase,

shortbranched chain
(ACADSB), nuclear gene
encoding mitochondrial
protein, mRNA.
/PROD=acyl-Coenzyme A
dehydrogenase,
shortbranchedchain
precursor
/FL=gb:U12778.1
gb:NM_001609.1

-0.5777 2.186912 6.8 Up 2.34E-03 BC036592 Homo sapiens, clone
IMAGE:4814184, mRNA.
-2.20139 0.556645 6.76 Up 1.88E-03 AI913749 ESTs
-2.19527 0.555455 6.73 Up 3.02E-03 NM 0133 Homo sapiens EH
33 domain-binding mitotic

phosphoprotein (EPSIN),
mRNA. /PROD=EH
domain-binding mitotic
phosphoprotein
/FL=gb:NM_013333.1
gb:AF073727 .1

194



130 3.18092 -1.007603 18.23 Down 2.598916 -1.553059 17.78 Down 2. 003902
-2.139208 17.67 Down 1.905278 -2.229324 17.56 Down 0.330556 -3.792993 17.43
Down 1. 0442024989905 17. 29 Down 0. 733534 -3.349221 18CEASHYNH13*'8684281

0.194248 2.884093 6.45 Up 3.02E-03 U07236 Human mutant
lymphocyte-specific
protein tyrosine kinase
(LCK) mRNA, complete
cds. /PROD=lymphocyte-
specific protein tyrosine
kinase /FL=gb:U07236.1
gb:NM_005356.1
gh:M36881.1

-1.4606 1.195222 6.3 Up 1.88E-03 AW07210 Homo sapiens mRNA;
2 cDNA DKFZp434H205
(from clone
DKFZp434H205)

-0.41404 2.208672 6.16 Up 1.88E-03 AI332407 secreted frizzled-related
protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

-1.98038 0.627155 6.09 Up 9.18E-03 NM 0024 Homo sapiens Musashi
42 (Drosophila) homolog 1
(MSI1), mRNA.

/PROD=Musashi

(Drosophila) homolog 1

/FL=gb:AB012851.1

gb:NM_002442 .1
-3.12055 -0.51875 6.07 Up 4 51E-02 AW78000 ESTs

qbhiN A .

-2.06656 0.511613 5.97 Up 1.81E-02 AF141339 Homo sapiens LYST-
interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting
protein LIP3

-1.18368 1.389404 5.95 Up 1.12E-03 AB011152 Homo sapiens mRNA for
KIAAQ580 protein, partial
cds. /PROD=KIAA0580

protein
0.884916  3.44953 5.92 Up 2.61E-04 NM_0001 Homo sapiens cytochrome
04 P450, subfamily I (dioxin-

inducible), polypeptide 1
(glaucoma 3, primary
infantile) (CYP1B1),
mRNA.
/PROD=cytochrome P450,
subfamily | (dioxin-
inducible), polypeptide 1
/FL=gb:U03688.1
gb:NM_000104.2
1.380324 3.936779 5.88 Up 4.48E-04 NM_0068 Homo sapiens histamine
95 N-methyltransferase
(HNMT), mRNA.
/PROD=histamine N-
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-1.394654 16.9 Down 4.572354 0.512428 16. 68 Down 2. 313549 -1.734907 16.55 Down
0. 679665 -3.355919 16.4 Down 4.099873 0.092088 16.09 Down 1.459269 -2.519
15. 76 Down W9BWHI¥EPA gene, clone MGC: 35062 | MAGE: 5166 PEF/ USHtRX138onpl et e
cds. /PROD=Simlar to RIKEN cDNA 1700011F14 gene /FL=gb: BC044830.1 1.29E-03
AJ011712 Honop sapi ens TNNT1 gene, exons 1-11 (and joined CDS) 2.46E-03
AWO05159 ESTs, Mdderately lsimlar to unnanmed protein tprlod ct (H sapiens)
4. 71E-03 BF109660 ESTs 5. 05E-04 NM 0189 Hono sapi ens ,“;ggégwﬁgﬁg&qr rier famly
37 (glycerol -3-phosphate transporter), nenber 1 (SLC3/hibras rNGsoes PROD=so0l ute
carrier famly 3A3tgbyserai- 3- phHopphat etxaRSpAY 15E¥4) Homesabers cNA
FLJ12935 fis, clone
NT2RP2004982
-2.3444 0.189019 5.79 Up 3.32E-03 AW05758 ESTs
9
-1.09181  1.43832 5.78 Up 2.62E-02 Al653050 ESTs, Weakly similar to
HPPD_HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)
0.270429 2.788184 5.73 Up 2.50E-02 AF493872 Homo sapiens guanine
nucleotide binding protein
gamma 4 (GNG4) mRNA,
complete cds.
/PROD=guanine
nucleotide binding protein
gamma 4
/FL=gb:AF493872.1
2.453593 4.950008 5.64 Up 4.67E-04 NM_0054 Homo sapiens
10 selenoprotein P, plasma,
1 (SEPP1), mRNA.
/PROD=selenoprotein P
precursor
/FL=gb:NM_005410.1
-1.88254 0.61166 5.63 Up 6.09E-03 BF694956 Human DNA sequence
from clone RP1-187J11
on chromosome 6q11.1-
22.33. Contains the gene
for a novel protein similar
to S. pombe and S.
cerevisiae predicted
proteins, the gene for a
novel protein similar to
protein kinase C inhibitors,
the 3 end of the
0.462867 2.940232 5.57 Up 8.05E-03 Al807026 ESTs
-0.04543 2.430022 5.56 Up 1.88E-03 AB037730 Homo sapiens mRNA for
KIAA1309 protein, partial
cds. /PROD=KIAA1309
protein
-0.01122 2.462282 5.55 Up 2.31E-03 AI356398 butyrate response factor 2
(EGF-response factor 2)
/FL=gb:BC005010.1
gb:NM_006887.1
1.285793 3.745524 5.5 Up 2 58E-03 Al949827 ESTs
1.37261 3.832097 55Up 4 48E-04 BC040605 Homo sapiens, clone
IMAGE:5271039, mRNA.
-0.67823 1.780805 55 Up 3.24E-04 AA040057 protocadherin 20
-1.41031 1.030229 543 Up 1.98E-02 Al832477 serclogically defined colon
cancer antigen 43
1.076427 3.500322 5.37 Up 1.17E-03 Al640307 protocadherin 10
-0.35323 2.051621 53 Up 2.59E-03 BM66601 Homo sapiens cDNA
0 FLJ23803 fis, clone
HEP22811.
0.040412 2442774 5.29 Up 3.56E-04 AA960844 Homo sapiens, clone
IMAGE:4081483, mRNA
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| FL=gb: NM 018964. 1 3. 26E- 04 BE972639 ESTs 1.23E-02 AL529104 ESTs 4. 39E-03
BF061389 ESTSs, V\éaklé/ simlar to JC1405 6- pyruvoyltetrahydropteri n synthase
(H. sapi ens) “WO8WEI¥403RF449063 col | agen, type XIV, al phaP HQWP@W 5. 89E- 04
BF437747 ESTs, Weakly simlar to ALU7 HUVMAN ALU SUBFAM LY SQ SEQUENCE

CONTAM NATI ON WARNI NG ENTRY (H sapi ens) 6. 84E— 03 AV726956 ESTs, Weakly simlar
to C35826 hypothetical 13K prote| n A(H ns% 1 43E— 03 BCO00568 Hono

sapi ens, clone M $3640°° iRNA, C%?r"fi?l ete cecPé % P& n for

MGC: 3040) / FL=gbBE0O0GE8215 6. E-R5 AlOEﬂz@éas ﬁfe’ﬁsmghu; ay.erﬁ,lasné ar to T42654
hypot heti cal protein DKFZp434Gl115.1 (H . sapi ens) AGEEG357BM, OBOL Hono

sapi ens 77pheny|7&iP n@46619322098% Ur]l . 7337‘15:§E@.§A‘514&9@\@6”2%%&?17'“@92“‘140906 15. 48

Down 1.529971 -2.399749 L AF193613.1
gb:NM_014141.1
0.143628 2.506522 5.14 Up 1.36E-02 AB037763 Homo sapiens mRNA for

KIAA1342 protein, partial
cds. /PROD=KIAA1342

protein
/FL=gb:AF299075.1
-0.46577 1.883396 5.1 Up 6.92E-04 AW05159 ESTs, Moderately similar
1 to unnamed protein
product (H.sapiens)
0.780689 3.126868 5.08 Up 7.58E-04 Al016316 ESTs
3.409815 -2.82988 75.57 Down 1.48E-02 NM_0165 Homo sapiens neuritin
88 (LOC51299), mRNA.

/PROD=neuritin
/FL=gb:NM_016588.1
gh:BC002683.1
gb:AF136631.1
0.757197  -4.3571 34.64 Down 4.81E-03 AF213459 Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM_005233.1

gb:M83941.1
gb:AF213459.1
5.388254 0.288621 34.29 Down 4.14E-05 NM_0042 Homo sapiens solute
07 carrier family 16

(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207 .1
4.092731 -0.8862 31.54 Down 7.12E-04 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
gb:NM_004207.1

2306111 -2.22732 23.16 Down 8.51E-04 Al632223 hypothetical protein
DKFZp434F2322
3.030236  -1.2974 20.08 Down 8.31E-03 AA812232 upregulated by 1,25-

dihydroxyvitamin D-3
/FL=gb:NM_006472.1

gb:S73591.1
4505436 0.504147 16.01 Down 1.23E-04 W57613 ESTs
3.025351 -0.90728 15.27 Down 2.53E-04 AW59092 ESTs
5
3.268087 -0.54228 14.03 Down 2.76E-05 AF345910 Homo sapiens NYD-SP14

MRNA, complete cds.
/PROD=NYD-SP14
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15. 24 Down 0. 255558 - 3. 655262 15. 04 Down 0.970967 -2.921559 14. 85 Down 2.38092
-1.504443 14.78 Down 3.779853 -0.095194 14. 67 Down 1.651332 -2.189895 14. 33
Down hydr oyP3Ye& 1298  nRNA. / PROD=phenyl al ani ne hydr &Y {\&3WYP#48gh: U49897. 1
gb: NM 000277.1 1. 34E-04 AF237813 Honp sapi ens NPDO09 nRNA, conpl ete cds.

/ PROD=NP0O009 | FL=gb: NM 020686. 1 gbh: AF237813. 1 6. 89E— 05 NM 0025 Honp sapi ens
93procol | agen C- endopepti dase enhancer (PCOLCE) RCD:procoI | agen

Cendopept i dase gg;; ger_zgg =gb: BONO P74 1, QQOyMG%g)%;gE;gfA5%45%§608549 1

gb: L33799. 1 2. 29 H%D%@P' NS.00E-05 U15174  Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
/FL=gh:AF002697 .1
gb:NM_004052.2

gb:U15174.1
2.590871 -1.03729 12.36 Down 1.53E-03 NM_0165 Homo sapiens TBX3-iso
69 protein (TBX3-iso),
mMRNA. /PROD=TBX3-iso
protein

IFL=gb:NM_016569.1
gb:AF216750.1

4.152765 0.533234 12.29 Down 2.53E-04 AW00317 stanniocalcin 1
3
4528627 0.921256 12.19 Down 7.80E-05 NM_0031 Homo sapiens
55 stanniocalcin 1 (STC1),
mRNA.

/PROD=stanniocalcin 1
/FL=gh:U25997 .1
gb:NM _003155.1

gb:U46768.1
1.544409  -1.9767 11.48 Down 4.92E-02 NM_0005 Homo sapiens insulin-like
99 growth factor binding

protein 5 (IGFBP5),
mRNA. /PROD=insulin-
like growth factor binding
protein 5
/FL=gb:M65062.1
gb:M62782.1
gb:NM_000599.1
gb:AF055033.1
5.023981 1.530419 11.26 Down 2.80E-04 NM_0064 Homo sapiens
72 upregulated by 1,25-
dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM_006472.1

gb:S73591.1
2.36447 -1.00627 10.34 Down 1.88E-03 NM_0051 Homo sapiens carbonic
81 anhydrase lll, muscle

specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2
4.285883 0.94478 10.13 Down 7.80E-05 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4
4.782763 1.624946 8.92 Down 4.14E-05 NM_0041 Homo sapiens
99 procollagen-proline, 2-
oxoglutarate 4-
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89hypot het i cal

3. 45E- 03 NM 0071 Honp sapi ens 81mitogen-acti vated prﬂ'ﬁ%ﬁ LK

ki nase 1 (MAP4K1), nRNA. /PROD=mitogenactivated pr ot ghfpekitdid@e-4c) nase

protein FLJ22529 (FLJ22529), nRNA. /PROD=hypothetical protein
FLJ22529 /FL=9b: NM24789. 1 4. 26E-03 BCO39509 Honp sapi ens, clone

| MAGE: 55780780 24p%\jRV634  46E- 03 A1144156 ESTs 4. 36E- 04 AFGEIPPYHHSsapi ens
osteoprotegerin |igand nRNA, conpl ete cds. /PROD=osteoprotegeri n |igand

[ FL=gb: AF053712. 1 gb: AF019047. 1 3. 22E-04 AV646597 ESTs, Weakly simlar to
ALU7_HUVAN ALU SUBFAM LY SQ SEQUENCE CONTAM NATI ON WARNI NG I%I\FI'RY (H sapi ens)

8%*ki nase ki nase

ki naseki nase 1 /F1=91)1166464.1 WO 2009/132063 PChRNS2009/ 041348
gb: NM 007181.1 3.786136 -0.030985 14.1 Down 1. 49E- 04/ABOO5TI3PIESTs 3. 257726

- 0. 553697

2660133

1.99849

4927935

5.356771
3.806044

2.350127

5.450694

2.208449

2.951696

3.953402

-0.48383

-1.11713

1.83445

2.317383
0.77917

-0.67445

2473087

-0.76852

-0.00873

0.998843

8.84 Down

8.67 Down

8.54 Down

8.22 Down
8.15 Down

8.14 Down

7.88 Down

7.87 Down

7.78 Down

7.75 Down

proline, 2-oxoglutarate4-
dioxygenase (proline 4-
hydroxylase), alpha
polypeptidell
/FL=gb:NM _004199.1
gb:U904

3.01E-04 AF277174 Homo sapiens PNAS-137
mRNA, complete cds.
/PROD=PNAS-137
IFL=gb:AF277174 1

1.48E-02 NM_0023 Homo sapiens lysyl

17 oxidase (LOX), mRNA.

/PROD=lysyl oxidase
/FL=gb:AF039291.1
gb:NM 002317.1
gb:M94054 .1

4.77E-04 J0O5008 Homo sapiens endothelin-
1 (EDN1) gene, complete
cds /FL=gb:NM_001955.1

1.92E-05 W92036 ESTs

1.32E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

1.86E-02 AK026106 Homo sapiens cDNA:
FLJ22453 fis, clone
HRCO09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mRNA.

2.35E-04 AF095771 Homo sapiens PTH-
responsive osteosarcoma
B1 protein (B1) mMRNA,
complete cds.
/PROD=PTH-responsive
osteosarcoma B1 protein
/FL=gb:AF095771.1

5.20E-03 AI806338 T-box 3 (ulnar mammary
syndrome)
/FL=gb:AF170708.2
gb:NM_005996.1

4.48E-04 AB019562 Homo sapiens mRNA
expressed only in
placental villi, clone
SMAP41.

2.51E-04 BC005369 Homo sapiens,
chromosome 1 open
reading frame 12, clone
MGC:12484, mRNA,
complete cds.
/PROD=chromosome 1
open reading frame 12
/FL=gb:AF277176.1
gb:NM_022051.1
gb:AF229245 1
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14. 04 Down 4. 48E-04 NM 0043 Hono sapi ens bone
/ PROD=bone marrow st romal
gb: D28137. 1 W9 241388963 4 146199 14.03 Down 4. 21E- 03 13E98883521Y
simlar to ALU4 HUVAN ALU

2 (BST2), NRNA,

4507212

4.055862

4.103964
2.001263

1.1136

2.332751

5.187988
4.255531

4.501184

2.770179

6.1137

4.506475

1.576505 7.62 Down
1.195121 7.26 Down

1.24922 7.23 Down
-0.84882 7.21 Down
-1.73388 7.2 Down
-0.46123 6.94 Down
2.402941 6.89 Down
1.471522 6.89 Down

1.72274 6.86 Down
0.000064 6.82 Down
3.356776 6.76 Down
1.751272 6.75 Down

SUBFAM LY SB2

35marrow stromal cell antigen
antigen 2 | FL=gb: NM 004335. 2
MB\weakl y

cel |

SEQUENCE

gb:BC005369.1
2.04E-04 AW19694 ESTs

0

5.45E-04 AK026815 Homo sapiens cDNA:
FLJ23162 fis, clone
LNG09734.
8.28E-05 AA579773 ESTs
3.24E-03 U46768 Human stanniocalcin
MRNA, complete cds.
/PROD=stanniocalcin
JFL=gh:U25997 .1
gb:NM_003155.1
gb:U46768.1
H.sapiens FASApo 1
mRNA for FAS soluble
protein (clone FAS
Exo4Del). /PROD=FAS
soluble protein
1.69E-04 NM_0000 Homo sapiens cyclin-

77 dependent kinase inhibitor
2A (melanoma, p16,
inhibits CDK4) (CDKN2A),
mRNA. /PROD=cyclin-
dependent kinase inhibitor
2A (melanoma,p16,
inhibits CDK4)
/FL=gb:NM_000077.1
gb:L27211.1

3.52E-04 AAQ74145 proline oxidase homolog
3.24E-04 AF096296 Homo sapiens thymic
stroma chemokine-1
precursor, mRNA,
complete cds.
/PROD=thymic stroma
chemokine-1 precursor
JFL=gb:AF142434 1
gb:AF096296.1
gb:AF124601.1
gb:AB010447 .1
gb:NM_006072.1
7.80E-05 AK000162 Homo sapiens cDNA
FLJ20155 fis, clone
CQOL08754, highly similar
to ACSA_ECOLI
ACETYL-COENZYME A
SYNTHETASE.
2.31E-03 AK000345 Homo sapiens cDNA
FLJ20338 fis, clone

3.21E-04 Z70519

HEP12179.
2.20E-04 NM_0015 Homo sapiens insulin-like
53 growth factor binding

protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

2.53E-04 AI300520 stanniocalcin 1
/FL=gb:U25997 .1
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CONTAM NATI ON WARNI NG ENTRY (H. sapiens) 0.349102 -3.450633 13.93 Down
1. 30E- 02 BM58235 Honmp sapi ens cDNA 2FLJ37204 fis, clone BRALZ2006976.
2.172559 - 1.%923W9834% 9 Down 2. 32E- 03 BE673445 Honp sapit&€ddSeitbHé¥one 19,
cosm d R28379 0.381933

gb:NM_003155.1

gb:U46768.1

3.404056 0.670009 6.65 Down 4.14E-05 A1623211 lymphocyte-specific
protein 1

2469646 -0.26027 6.63 Down 4.40E-03 N76327  ESTs, Highly similar to
1011297 A transferrin
receptor (H.sapiens)

5.252439 2.542675 6.54 Down 3.24E-04 NM_0015 Homo sapiens insulin-like

53 growth factor binding

protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

5.294065 2.607826 6.44 Down 1.45E-03 AF279899 Homo sapiens PNAS-145
mMRNA, complete cds.
/PROD=PNAS-145
/FL=gb:U03105.1
gb:NM 006813.1
gb:AF279899.1

1.312148 -1.30796 6.15 Down 2.85E-04 U32500 Human type 2
neuropeptide Y receptor
mRNA, complete cds.
/PROD=type 2
neuropeptide Y receptor
/FL=gh:U42766.1
gb:U36269.1 gb:U32500.1

6.179917 3.561259 6.14 Down 3.24E-04 NM_0001 Homo sapiens glucan

58 (1,4-alpha-), branching

enzyme 1 (glycogen
branching enzyme,
Andersen disease,
glycogen storage disease
type IV) (GBE1), mRNA.
/PROD=glucan (1,4-alpha-
), branching enzyme
1(glycogen branching
enzyme) /FL=gb:L07956.1
gb:NM_000158.1

0.959227 -1.64817 6.09 Down 2.57E-02 AB033831 Homo sapiens hSCDGF
mRNA for spinal cord-
derived growth factor,
complete cds.
/PROD=spinal cord-
derived growth factor
/[FL=gb:NM_016205.1
gb:AB033831.1
gb:AF091434 .1
gb:AF244813.1

0.579765 -1.99563 5.96 Down 2.00E-02 AI393930 ESTs

3.508683 0.978051 5.78 Down 4 14E-05 AK027231 Homo sapiens cDNA:
FLJ23578 fis, clone
LNG12709.

1.577138 -0.9435 5.74 Down 1.09E-02 M15329  Human interleukin 1-alpha

(IL1A) mRNA, complete

cds. /PROD=interleukin 1-

alpha /FL=gb:M15329.1
2982965 0.463474 5.73 Down 5.03E-04 AK026829 Homo sapiens cDNA:
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-3.390833 13.67 Down 1.84E-02 A1913749ESTs 1.120467 -2.648498 13. 63 Down

1. 85E- 03 8E672607 ESTs 1.924097 -1.801676 13.23 Down 8. 92E- 03 AW24292 ESTs
0 1.491527 -WO2¥3d346313 14 Down 7. 01E- 05 BOR25813ESTs PLTASHWHBEFS. 1. 652733
13.12 Down 5. 63E-03 Al 269290solute carrier famly 18

FLJ23176 fis, clone
LNG10452.

3.86075 1.347537 5.71 Down 7.64E-04 U85995  Cluster Incl.
U85995:Human clone
IMAGE-22181 unknown
protein MRNA, partial cds
/eds=(0,1291)
/gh=U85995 /gi=1835749
/ug=Hs.79340 /len=1696

264743 0.138623 5.69 Down 2.04E-04 Al702438 ESTs

3.437271 0.928673 5.69 Down 5.45E-04 AB029025 Homo sapiens mRNA for

KIAA1102 protein, partial
cds. /PROD=KIAA1102

protein
2.886643 0.386181 5.66 Down 1.25E-03 NM_0220 Homo sapiens G protein-
36 coupled receptor, family

C, group 5, member C
(GPRC5C), transcript
variant 1, mRNA.
/PROD=G protein-coupled
receptor, family C, group
5,member C, isoform a,
precursor
/FL=gh:AF207989.1
gb:NM_022036.1

5.099016 2.60798 5.62 Down 4.48E-04 NM_0181 Homo sapiens
92 hypothetical protein
FLJ10718 (FLJ10718),
mMRNA.

/PROD=hypothetical
protein FLJ10718
/FL=gb:NM_018192.1

5.807319 3.321529 5.6 Down 3.21E-04 NM_0180 Homo sapiens
04 hypothetical protein
FLJ10134 (FLJ10134),
mRNA.

/PROD=hypothetical
protein FLJ10134
/FL=gb:NM_018004.1

1.659275 -0.80393 5.51 Down 2.08E-03 L16895  Human lysyl oxidase
(LOX) gene, exon 7
2.060071 -0.40069 5.51 Down 5.45E-04 AA004300 hypothetical protein
DKFZp5661133
3.094055 0.633797 5.5 Down 6.17E-04 AW18819 tumor necrosis factor,
8 alpha-induced protein 6
[FL=gh:NM _007115.1
1.865674 -0.57364 5.42 Down 1.88E-03 AU156421 Homo sapiens cDNA
FLJ13457 fis, clone
PLACE1003343
5.207569 2.775215 5.4 Down 1.32E-04 AAQ83478 Homo sapiens mRNA full

length insert cDNA clone
EUROIMAGE 746039

2.322104 -0.10923 5.39 Down 1.89E-03 AW29136 ESTs
9

3.862686 1.433656 5.39 Down 1.88E-03 NM 0071 Homo sapiens tumor
15 necrosis factor, alpha-

induced protein 6
(TNFAIPS6), mRNA.
/PROD=tumor necrosis
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(vesi cul ar nonoam ne),

AF393369 Honp sapi ens

4.881197

5.318139

3.41866

2.28595
1.143234
2.164901

0.38149

2271332

2933166

3.77776

3.113698

7.564809

5.209052

nmenber

si gna

2.470702

2.908344

1.024231

-0.10789

-1.2451
-0.22261
-2.00456

-0.11134

0.558335

1.406437

0.751705

5.218561

2.875305

2 [ FL=gb: L14269.1 gb: L23205.1 gb:L09118.1

gb: NM 003054. 1 2.886142 -0.811762 12.98 Down 4.93E-04 U83115Human non-| ens
beta gamma- N¥Y3EIPH 1 i ke protein (AIM) nRNA partial PELS2ONNBEOD—non- | ens
beta ganma-crystallin [ike protein 0.626797 -3.063928 12. 91 Down 4.51E-02

1C adaptin (AP1S3) nRNA, conplete cds.

5.32 Down

5.31 Down

5.26 Down

5.26 Down
5.24 Down
5.23 Down
5.23 Down

5.22 Down

5.19 Down

5.17 Down

5.14 Down

5.09 Down

5.04 Down

factor, alpha-induced
protein 6
/FL=gb:NM _007115.1
1.33E-03 NM_0019 Homo sapiens enolase 2,
75 (gamma, neuronal)
(ENO2), mRNA.
/PROD=enolase 2,
(gamma, neuronal)
/FL=gb:NM 001975.1
gb:BC002745.1
gb:M22349.1
4.67E-04 U87408  Cluster Incl.
U87408:Human clone
IMAGE-74593 unknown
protein MRNA, partial cds
/cds=(0,1362)
/gb=U87408 /gi=1842104
/ug=Hs.79340 /len=1982
1.40E-03 AA149250 ESTs, Weakly similar to
WDNM RAT WDNM1
PROTEIN PRECURSOR
(R.norvegicus)
1.74E-03 BE504838 ESTs
2.07E-03 BF437711 ESTs
2.00E-03 AI559300 ESTs
1.36E-02 725433  H.sapiens protein-
serinethreonine kinase
gene, complete CDS.
/PROD=protein-
serinethreonine kinase
/FL=gb:725433 .1
1.88E-03 NM_0151 Homo sapiens KIAA0633
98 protein (COBL), mRNA.
/PROD=KIAAQ0633 protein
/FL=gb:NM_015198.1
1.04E-03 NM_0057 Homo sapiens lipoma
80 HMGIC fusion partner
(LHFP), mRNA.
/PROD=lipoma HMGIC
fusion partner
/FL=gb:NM_005780.1
gb:AF098807 .1
3.24E-04 BU729850 hypothetical protein

LOC153469
7.12E-04 NM_0021 Homo sapiens insulinoma-
96 associated 1 (INSM1),
mRNA.

/PROD=insulinoma-
associated 1
/FL=gb:NM_002196.1
gh:M93119.1
5.70E-04 M83248 Human nephropontin
mMRNA, complete cds.
/PROD=nephropontin
/FL=gb:M83248.1
3.17E-04 Al754404 procollagen-lysine, 2-
oxoglutarate 5-
dioxygenase (lysine
hydroxylase) 2

203



/ PROD=si gma 1C adapti n [ FL=gb: AF393369. 1 1.575227 -2.112834 12.89 Down

1. 85E- 03 BE856544 ot hetical protein FLJ22573 0.4785 -3.197824 12. 78 Down
1. 72E- 04 B@ﬁ?é@?’ﬁf%@rl n, al pha 4 O(anti gen CD49D, alPSAAS2WY%MIdhunit of
VLA-4 receptor) 1.707178

/FL=gb:NM_000935.1

gb:U84573.1
1.639038 -0.68383 5 Down 2.00E-03 AW02787 ESTs, Weakly similar to
9 NBHUCS8 decorin

precursor (H.sapiens)

E) H9P39 at 48 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 48 HRS Ratio Direction adj. p- Gene Gene Name
01 DE value Identifier
-3.62742 4.403382 261.52 Up 9.26E-04 AA772920 ESTs
-3.26893 4.712617 252.75 Up 7.47E-05 NM_0017 Homo sapiens cytidine
85 deaminase (CDA), mRNA.
/PROD=cytidine
deaminase

/FL=gb:L27943.1
gb:NM 001785.1
-4.01441  3.67249 206.06 Up 1.83E-04 AB028021 Cluster Incl.
AB028021:Homo sapiens
HNF-3beta mRNA for
hepatocyte nuclear factor-
3 beta, complete cds
/cds=(196,1569)
/gb=AB028021
/gi=4958949
/ug=Hs.155651 /len=1944
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-1.969084 12.78 Down 1. 84E-02 AF043179 Hono sapiens T cell
conpl ete cds.
| FL=gb: AF04398"""1EYGOE- 03 AF311324 Honp sapi ens ubi qui tHAMSPRY
/ PROD=ubi qui ti
1. 49E- 04 AL133653 Honp sapi ens nRNA; cDNA DKFZp434M2415 (from cl one
3. 70E-03 NM 0124 Honp sapi ens 19regu| ator
Si gnal I ing 17 (RGSl?)

(TCRBV13Sl1-
MRNA, conp

DKFZp434M2415) .

| ete cds.

TCRBJ2S1) nRNA,

/ PROD=T cel |

receptor
r eceﬁ)t or

beta chain
beta chain

F1¢8i on protein

n-1ike fusion protein /FL=gh: AF311324.1

i,
it
e
s
reg
>

-3.7558  2.70012

-0.83997
-0.26005

5.315997
5.721539

-1.32044 4.378147

-3.12747 2.481837

-0.69028 4.779809

-4.79201 0.661683

87.79 Up

71.31 Up
63.19 Up

51.93 Up

48.82 Up

44.33 Up

43.83 Up

1.88E-03 AWA7365 E

6
2.36E-04 Al821669
1.82E-04 R72286

4.06E-03 AF017987

ESTs
microfibrillar-associated
protein 4

Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

4.18E-04 AV726956 ESTs, Weakly similar to

1.82E-04 M16276

3.06E-04 NM_0124
3

205

C35826 hypothetical 13K
protein A (H.sapiens)
Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM_002123.1
gb:M16276.1
gb:M60028.1
gb:M17564.1
gb:M81141.1
gb:M81140.1

Homo sapiens sema
domain, immunoglobulin
domain (Ig), short basic
domain, secreted,
(semaphorin) 3E
(SEMAS3E), mRNA.
/PROD=sema domain,
immunoglobulin domain
(Ig), shortbasic domain,
secreted, (semaphorin) 3E
/FL=gb:NM 012431.1

‘of Gproteln
I aﬂlng 17



[/ PROD=chr onograni n A / FL=gb: BC001059. 1 gh: NM 001275. 2 gb: J03915.1 gbh:J03483.1
4. 62E- 03 AW0310 ESTs 7 1.27E-03 NM 0005 Hono sapi ens ATP- 93bi ndi ng cassette,
sub- fam |y “BOGNHRREAR) . nenber 2 (ABCB2), nRNA. / PROD=ATEBIUWHINY edsset t e,
subfam |y B, nenber 2 /FL=gb: NM 000593. 2 gb: L21205.1 gh: L21206. 1 gb: L21207.1
gb: L21204.1 gb: L21208.1 3.6906750. 08641412. 16 Downl. 85E- 03 AW27401 ESTs 8

1.283746-2. 31704412. 13 Down4. 10E- 03 NM 0140 Hono sapi ens VLCS- 31 1-11 protein

(VLCS-H1), nRNA. _/ | opg=chai n acyl.: t Bafz%fz % g 1

| FL=gb: AF064254. 1-55% lilﬂ 6851731{031?%83%67003};%?%‘g’%ﬁ%‘%? 2 °dﬁ¢%_ f{%; B02 AL117530
Hono sapi ens nRNA;, WO 2009/ 132063 PCT/ US20091041348ivalispbitnind 348172 (from
cl one DKFZp434B172); partial cds. /PROD=hypotheti cal appirsdirrete, 16402 - 0. 955567

12.09 Down 3.80E;Q2,:NM Q132 HOpm,:SAPI ens breastwoossd LGRhe s dbyb @i nase (GA),
2

-2.45311 287165 40.08 Up 1.40E-02 BC042378 Homo sapiens, clone
IMAGE:5277693, mRNA.
-3.103567 2.19103 39.25 Up 6.25E-05 NM_0014 Homo sapiens forkhead
53 box C1 (FOXC1), mRNA.

/PROD=forkhead box C1
/FL=gb:NM_001453.1
-0.27888 4.97765 38.23 Up 7.98E-05 AF225513 Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
-0.81978 4.345795 35.89 Up 3.86E-04 Al824037 ESTs, Weakly similar to
FCE2 MOUSE LOW
AFFINITY
IMMUNOGLOBULIN
EPSILON FC RECEPTOR
(M.musculus)
-2.4051 2.697137 34.35 Up 6.25E-05 NM_0210 Homo sapiens
20 F37Esophageal cancer-
related gene-coding
leucine-zipper motif
(FEZ1), mRNA.
/PROD=F37Esophageal
cancer-related gene-
codingleucine-zipper motif
/FL=gb:AF123659.1
gb:NM_021020.1
0.756526 5.856918 34.31 Up 7.98E-05 NM 0030 Homo sapiens secreted
12 frizzled-related protein 1
(SFRP1), mRNA.
/PROD=secreted frizzled-
related protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

041626 4.620452  32.82 Up 2.24E-04 BF110534 ESTs
239338 2.604622  31.96 Up 3.59E-03 M17955 Human MHC class Il HLA-

DQ-beta mRNA, complete
cds. /FL=gb:M33907.1
gb:M17955.1
gb:M16996.1
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MRNA. / PROD=br east cel |l gl utam nase / FL=9b: AF110331. 1 gb: AF110330. 1

gb: AF223944. 1 gb: NV 013267. 1 1. 858597 -1.724557 11.98 Down 5 O1E- 04 AA757457
ESTs 0. 9453380 2494%8693 11. 97 Down 2. 41E- 03 BC040959 HoST4ApIEKE348¢| one

| MAGE : 5242616, mRNA. 3.795925 0.223304 11.9 Down 1.71E-03 NM 0046 Hono

sapi ens N-nyc 88(and STAT) interactor

gb:M17563.1
gb:M20432.1
gb:M26042.1
-0.5292 4.348346 29.4 Up 1.25E-03 Al127440 ESTs

-4.15276 0.716875 29.24 Up 1.59E-04 AA129444 Homo sapiens mRNA for
KIAA1263 protein, partial
cds

-0.18256 4.556137 26.7 Up 5.90E-05 AI583173 major histocompatibility
complex, class I, DQ beta
1

-3.47945 1.255979 26.64 Up 2.39E-04 NM_0008 Homo sapiens glutathione

54 S-transferase theta 2

(GSTT2), mRNA.
/PROD=glutathione S-
transferase theta 2
/FL=gb:L38503.1
gb:BC002415.1
gb:NM 000854.2
-3.39007 1.340459 26.55 Up 9.26E-03 NM_0066 Homo sapiens cell
14 adhesion molecule with
homology to L1CAM
(close homologue of L1)
(CHL1), mRNA.
/PROD=cell adhesion
molecule with homology to
L1CAM(close homologue
of L1) /FL=gb:AF002246.1
gb:NM_006614.1

-1.61054 3.073011 25.7 Up 6.48E-04 AW26420 ESTs
4
-0.68225 3.994036 25.57 Up 8.92E-05 N48299  ESTs, Moderately similar
to NFY-C (H.sapiens)
-2.69284  1.94677 24.93 Up 1.03E-02 R33964  Homo sapiens cDNA
FLJ11022 fis, clone
PLACE1003771
-3.3099 1.316389 24.7 Up 4.00E-03 NM_1720 Homo sapiens retinol
37 dehydrogenase 10 (all-

trans) (RDH10), mRNA.
/PROD=retinol
dehydrogenase 10
[FL=gb:NM_172037.1
gb:AF456765.1
-2.23941 2.381967 24.61 Up 2.32E-03 NM_0054 Homo sapiens sine oculis
13 homeobox (Drosophila)
homolog 3 (SIX3), mRNA.
/PROD=sine oculis
homeobox (Drosophila)
homolog 3
/FL=gb:NM_005413.1
-2.6422 1.964075 24.36 Up 8.92E-05 BF589787 ESTs
-2.05438 2.54631 24.26 Up 6.59E-03 BG29090 ESTs, Moderately similar
8 to ALU8_HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
1.168713 5.686572 22.91 Up 2.60E-04 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
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(NM), nRNA / PROD=N- myc and STAT i nteractor / FL=gb: BC001268. 1 gb: NM
004688. 1 gh: U32849. 1 2.074972 -1.490898 11.84 Down 2. 94E-03 NM 0179 Honp
sapi ens MAYYWOLHE cal protein FLJ20701 ( FLJ20701)PCTHHIRGRI041348

MRNA. /PROD=16.7Kd
protein
/[FL=gb:NM 016139.1
gb:AF078845.1
gb:BC003079.1

-0.77864 3.712574 22.49 Up 5.77E-04 NM 0220 Homo sapiens reserved

55 (KCNK12), mRNA.

/PROD=tandem pore
domain potassium
channel THIK-2
/FL=gb:NM_022055.1
gb:AF287302.1

-0.70855 3.762307 2217 Up 7.67E-04 AI917371 ESTs

-2.06656 2.392721 22 Up 2.94E-03 AF141339 Homo sapiens LYST-
interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting

protein LIP3
3.042634 7.476267 21.61 Up 5.90E-05 NM_0054 Homo sapiens
42 eomesodermin (Xenopus
laevis) homolog (EOMES),
MRNA.

/PROD=eomesodermin
(Xenopus laevis) homolog
/FL=gb:AB031038.1
gb:NM_005442 .1
-1.28224 3.131936 21.32Up 2.22E-04 NM_0055 Homo sapiens LIM

68 homeobox protein 1
(LHX1), mRNA.
/PROD=LIM homeobox

protein 1
/FL=gb:NM_005568.1
gb:U14755.1

-2.83906 1.564539 2116 Up 4.15E-04 T15545 ESTs

-0.5777 3.802538 20.82 Up 8.57E-04 BC036592 Homo sapiens, clone

IMAGE:4814184, mRNA.

-3.88742 0.452273 20.25 Up 2.18E-03 AA180985 ESTs

-1.95127 2.384447 20.19 Up 2.26E-03 L12468  Homo sapiens

aminopeptidase A mRNA,
complete cds.
/PROD=aminopeptidase A
/FL=gb:L12468.1
gb:NM_001977 .1

gb:L14721.1
-4.63418 -0.31383 19.98 Up 2.41E-02 BF112218 ESTs
-2.30432 1.94413 19.01 Up 1.88E-02 BC017958 Homo sapiens, clone
IMAGE:4607409, mRNA.
-2.9769 1.2531 18.77 Up 1.55E-02 AW61211 ESTs
1
0.420056 4.641313 18.65 Up 7.47E-05 NM_0122 Homo sapiens dickkopf
42 (Xenopus laevis) homolog

1 (DKK1), mRNA.
/PROD=dickkopf
(Xenopus laevis) homolog
1 /FL=gb:AF177394.1
gb:NM_012242 1
gb:AF127563.1

-0.41404 3.780442 18.31 Up 4 24E-04 Al332407 secreted frizzled-related
protein 1
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/ PROD=hypot heti cal protein FLJ20701
11. 71 Down 1.54E-03 AK023699 Honb sapi ens cDNA FLJ13637 fis, clone
PLACE1011163Y0309A¥8@4 0. 195658 11. 69 Down 1. 19E- 04 T62F¢THSeHPUEAS e-

associ ated protein 7

-2.90798 1.272589

-3.84662 0.311955
-0.48487 3.656098

0.442286 4.570914

-2.0457 2.013773
-1.37391 2.670539

-3.51429 0.527621
-0.15629 3.869435
-0.81856 3.176308
-2.38787 1.575045

-1.39784  2.47691

-2.20139 1.663866
-3.18081 0.676419

-2.14545  1.70837

-2.233 1.502044

-0.21464 3.518576

18.13 Up

17.86 Up
17.64 Up

17.49 Up

16.67 Up
16.5 Up

16.47 Up
16.29 Up
15.94 Up
15.59 Up

14.67 Up

14.57 Up
14.49 Up

14.46 Up

13.32 Up

13.3 Up

[/ FL=gb: NM 017933. 1 -0.42571 -3.975429

/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

1.07E-04 NM_0016 Homo sapiens

43 apolipoprotein A-ll

(APOA2), mMRNA.
/PROD=apolipoprotein A-
Il precursor
/FL=gb:M29882.1
gb:NM_001643.1
gb:BC005282.1

2.27E-02 BF445031 ESTs

7.98E-05 BG15053 ESTs

4
1.50E-04 NM_0017 Homo sapiens CD48
78 antigen (B-cell membrane

protein) (CD48), mRNA.
/PROD=CDA48 antigen (B-
cell membrane protein)
/FL=gb:NM_001778.1
gb:M37766.1
gb:M59904.1

9.72E-04 Al422986 ESTs

1.44E-02 NM_0066 Homo sapiens ret finger

05 protein-like 2 (RFPL2),

MRNA. /PROD-=ret finger
protein-like 2
/FL=gb:NM_006605.1

2.50E-03 AA352113 ESTs

4.57E-04 AI799018 ESTs

8.74E-05 Al129628 ESTs

9.00E-03 BC003517 Homo sapiens, clone
IMAGE:3542589, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3542589)

2.38E-03 BE222344 splicing factor,
arginineserine-rich 5

7.98E-05 Al913749 ESTs

2.33E-04 AW44981 KIAAQ0918 protein

3
3.27E-03 NM_0158 Homo sapiens
31 acetylcholinesterase (YT

blood group) (ACHE),
transcript variant E4-E5,
MRNA.
/PROD=acetylchalinestera
se Pl-linked form
precursor
/FL=gb:NM_015831.1
1.33E-03 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAA0307),
mRNA. /PROD=KIAAQ307
gene product
/FL=gb:AB002305.1
gb:NM_014862.1
5.92E-04 NM_0050 Homo sapiens reelin
45 (RELN), mRNA.
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/ FL=gb: NM 003980. 1 1.621518 -1.924672 11.68 Down 2. 63E-02 NM 0037 Honob sapi ens
250xi dative 3 al pha hydroxysteroid dehydrogenase; retinol dehydrogenase; 3-
hydr oxyst er Y9 2¥31¥EBase (RODH), nRNA. / PROD=0xi dat i Y&TASZY 48

hydr oxyst eroi d dehydr ogenase; reti nol dehydrogenase; 3- hydroxysteroid

epi ner ase | FL=gb: AF016509. 1 gb: A 6.0767772.56642511. 4 Down6. 90E- 05 AF229180
Hono sapi ens al pha- am noadi pate sem al dehyde syntha§e NRNA, 3. 758058

0. 25238 1136 Down FLean 797161

gb:NM _005045.1
-0.96765 2.760723 13.25 Up 1.83E-04 NM_0244 Homo sapiens Wilms
26 tumor 1 (WTH1), transcript

variant D, mRNA.
/PROD=Wilms tumor 1
isoform D

[FL=gb:NM 024424.1
gb:NM_ 024426 .1

1.076427 4.796662 13.18 Up 6.25E-05 AI640307 protocadherin 10

1.197921 4.916826 13.17 Up 6.25E-05 AW15072 hypothetical protein
0 FLJ10262

0.366041 4.082294 13.14 Up 1.82E-04 Al242583 Homo sapiens cDNA

FLJ11550 fis, clone

i
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o2

]
coitr
G
e

E~

GRNR '

WIS T8
-2.08299 1.631534 13.13 Up 3.64E-02 NM_0020 Homo sapiens growth
48 arrest-specific 1 (GAS1),
mRNA. /PROD=growth
arrest-specific 1
/FL=gb:NM_002048.1

gb:L13698.1
0.502235 4.214192 13.1Up 2.47E-04 NM_0148 Homo sapiens KIAA0878
99 protein (KIAA0878),
mRNA. /PROD=KIAA0878
protein

/FL=gb:NM 014899.1
gb:AB020685.1
0.500662 4.2088 13.07 Up 4 57E-04 AB043703 Homo sapiens FZD8
MRNA for seven-
transmembrane receptor
Frizzled-8, complete cds.
/PROD=seven-
transmembrane receptor
Frizzled-8
[FL=gb:AB043703.1
-1.80959 1.846066 12.6 Up 2.72E-03 BF447246 KIAA0960 protein
0.804491 4.446299 12.48 Up 2.36E-04 AA583044 bone morphogenetic
protein 2
/[FL=gb:NM 001200.1
0937118 4.57509 12.45 Up 7.47E-05 AU151342 Homo sapiens cDNA
FLJ12935 fis, clone
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B
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3.797019 0.297284 11.31 Down 2.469508 -1.020673 11.24 Down 1.048359 -2.438018
11.21 Down 3. 146674 -0.339455 11.21 Down 1.627801 -1.848139 11.13 Down
1.594689 -1.¥%893%H3329% 11 Down 2.806504 -0.6571 11.03 DoWsTASEIERIEI80 364324
11. 02 Down 2.99034 -0.471936 11.02 Down

=
1

-4.25059 -0.61821 12.4 Up 2.17E-02 AL834407 Homo sapiens mRNA;
cDNA DKFZp547H074
(from clone
DKFZp547H074).
-2.64131  0.98784 12.37 Up 4.22E-02 AU157303 ESTs
1.370117 4.998653 12.37 Up 2.02E-04 M33653 Human (clones HT-
(125,133)) alpha-2 type IV
collagen (COL4A2)
mMmRNA, complete cds.
/PROD=alpha-2 type IV
collagen
/FL=gh:M33653.1
-0.05814 3.523836 11.98 Up 5.01E-04 BF308645 KIAA1415 protein
0.85401 4.424822 11.88 Up 3.70E-04 NM_0017 Homo sapiens calcitonin
42 receptor (CALCR), mRNA.
/PROD=calcitonin
receptor
[FL=gh:AB022177.1
gb:NM_001742.1
gb:U26553.1 gh:U26554.1
-0.4843 3.086083 11.88 Up 1.07E-04 NM_0017 Homo sapiens CD1D
66 antigen, d polypeptide
(CD1D), mRNA.
/PROD=CD1D antigen, d

polypeptide
/FL=gb:NM_001766.1
gb:J04142.1

-3.03319 0.529885 11.82 Up 3.86E-02 AI378026 ESTs

-0.45718 3.095926 11.74 Up 2.21E-04 BF939489 glycoprotein M6A
/FL=gb:D49958.1

-1.35345 2.18761 11.64 Up 3.72E-03 AW15757 ESTs, Weakly similar to

1 T00331 hypothetical

protein KIAA0555
(H.sapiens)

1.829497 5.364987 11.6 Up 2.65E-04 AA534817 ESTs, Weakly similar to

ALU8_HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
0.828954 4.325235 11.28 Up 4.08E-04 AK026659 Homo sapiens cDNA:
FLJ23006 fis, clone
LNG00414.
-1.68521 1.795916 11.17 Up 5.31E-03 NM_0027 Homo sapiens protease,
70 serine, 2 (trypsin 2)

(PRSS2), mRNA.
/PROD=protease, serine,
2 (trypsin 2)
[FL=gb:M27602.1
gb:NM_002770.1
-1.75731  1.71717 1112 Up 2.72E-02 BC008992 Homo sapiens, clone
MGC:16926
IMAGE: 4183000, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:16926)
[FL=gb:BC008992.1

211



conpl ete cds. /PROD=al phaam noadi pate sem al dehyde synt hase /FL=gb: AF229180. 1
1. 89E- 04 NM 0053 Honmp sapi ens 561 ynphocyte-specific protein tyrosine kinase
(LCK), nRNAVY? PRI A phocyt especific protein tyrosi ne KICAZSEYH1348b: UD7236. 1
gb: NM 005356. 1 gb: M36881. 1 2. 69E- 04 A1871745 ESTs 9. 14E- 04 W3754 Hono sapi ens
MRNA for gycosyltransferase (ORF1l) 1.39E-02 AA464273 ESTs 1. 26E-04 BF435773
cortactin SH3 domain- binding protein 3.70E-0Q3 139833Honp sapi ens (clone
hKvBet a3) K+ channé® p&t’d™s uburﬁ:}'qg TWRNA,  COTIpPefE-€ls T PRRERK channel

bet a- subunit /FL=gb: U16953. 1 gb: L39833.1 4. 03E-02 AJE@_@%@H shjornssapi ens mMRNA
for pak5 protein. /PROD=pak5 protein /FL=gh: NM 020168R0ODginosAR2F6893. 1 1. 21E- 04
NM 0036 Honmp sapiens fatty- 45aci d-Coenzynme A |igasescage4 ong- chain 1
(FACVL1), nRNA. /PROD=very |ong-chain fatty-aci dCoenéEzX?_éé 2%@525% 1

| FL=gb: AF096290. }sge1 OBS383. 1 ghs7NW 00364552 0Ha5RE305sBHA0156 Hond sapi ens
MRNA; 8cDNA DKFZp4 81 23558f r om.&upne DKFZpd84sikaB3) rsparti al cds 7. 16E-04 NM
0029 Hono sapi engs&tal 0.55832nducd-BlUp cyt ol60E0SBHIRLEAS HymBsapiEpsbXCys) , nenber 6
(granul ocyte chenotactic protein 2) (SCYB6), nRNA. 1"F i nduci bl e

f
cyt oki ne subf am | yed36 CygaXeys) ,10mber 6 (QE KL B%1 é)s Aol Heti c protein 2)
[ FL=gb: U81234. 1 @lsMl D398 1079 up 5.00E-04 BF112171 DKFZP56400423 protein
182351 1607197  10.78 Up 1.13E-03 AAB03467 ribosomal protein S11

M RAIRT A DATR8Y S S0 Y 5 SAaTT A BN
L F0SEY DLBSTEGY 10,83 Up 1008

Ay

S
3288

of VEAE n
0.1187 3.529403 10.63 Up 1.31E-04 N21184  Cluster Incl.
N21184:yx41a10.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-
264282 [clone_end=3
/gh=N21184 /gi=1126354
/ug=Hs.93605 /len=619

-3.12055 0.266255 10.46 Up 1.87E-02 AW78000 ESTs
6

-0.27888 3.087584 10.31 Up 1.05E-04 NM_0030 Homo sapiens SWISNF
78 related, matrix associated,

actin dependent regulator
of chromatin, subfamily d,
member 3 (SMARCD3),
MRNA. /PROD=SWISNF
related, matrix associated,
actindependent regulator
of chromatin, subfamily d,
member 3

/FL=gb:NM_003078.1 gb
1.223968 4.582504 10.26 Up 1.32E-04 AL574912 ESTs, Weakly similar to
serine protease
(H.sapiens)
-0.52859 2.828373 10.25 Up 6.20E-03 AW59061 ESTs
4
-1.20714 2.140319 10.18 Up 1.22E-03 BC042378 Homo sapiens, clone
IMAGE:5277693, mRNA.
1.69762 4.944335 10.17 Up 1.33E-03 NM 0186 Homo sapiens core
49 histone macroH2A2.2

(MACROH2A2), mRNA.
/PROD=core histone
macroH2A2.2
/FL=gb:AF151534.1
gh:NM_018649.1
-0.75724 2.582097 10.12 Up 5.49E-03 AL445192 Human DNA sequence
from clone RP11-269H4
on chromosome 20
Contains the 3 end of the
KIAA1415 gene similar to
T-Lymphona invasion and
metastasis inducing
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3. 7885990. 32946711 Down8. 58E- 05 NM 0022 Hono sapi ens 52pot assi um vol t age-

gated channel, del aﬁjed rectifier,
Hge- gat ed channel del ayed-rectifier,

/ PROD=pot asSYHRYWt

| FL=gb: AF043472.1 gb: NMD02252. 1 gb: BC0O04987. 1 gb: B(D04148. 1

4.3972780.93917610. 99 Downl. 22E-04 NM 0216 Hono sapi ens 14pot assi um
i nternmedi atesmal | conduct ance cal ci um acti vat ed channel

(KCNN2) . nRNA. / PROD=pot assi um i nt er medi at esnal | con

channel , subfamdgagdhs sEEEer

10.6d UpFL=gb:d¥¥E 02140 o1l H

AR i

AE&%QﬁacBmaqe 1.027188

subfamly S, nenber 3 KCNS3 MRNA.
PCISPUNI41YSS  menber 3

. menber
ctivated

2

-2.423197 10.93 Down 1. 22E- 03 BG16983adenyl at eoki nase4®, subfardify Fidogis: NM 012093. 1
gb: AF062595.1 1 022495 -2.421211 10. 88 Down 2. 47E-02

Simlar to butyrophilin,

-2.62694

1.388898
0.345528

1.563993

0.923781
-1.64839

0.829254

-0.62897
1.040647
-2.10316
-0.67823
-0.27302

0.205308
-0.13427

0.700178

4.709109
3.626449

4.835093

4.188917
1.585806

4.053354

2.594105
4.25749
1.110711
2.5328
2.923702

3.376912
3.027131

10.04 Up

9.99 Up
9.72 Up

9.65 Up

9.61 Up
9.41 Up

9.34 Up

9.34 Up

9.3 Up
9.28 Up
9.26 Up
9.17 Up

9.01 Up
8.95 Up

subfam |y 3, nenber

8.15E-03 NM_0000
55

1.48E-04 BE620739
6.25E-05 AW27618
6

7.47E-05 NM_0024
13

7.47E-05 BE897866

1.44E-03 NM_0049
00

1.19E-04 AV697515

2.12E-02 Al694545

6.25E-05 Al348094

1.17E-02 H49805

1.82E-04 AA040057

3.58E-04 NM_0142
71

1.73E-04 BF509230
1.71E-04 D49958
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'”B&B@BB@@ b sapi ens,

(glaucoma 3, primary
infantile) (CYP1B1),
MRNA.
/PROD=cytochrome P450,
subfamily | (dioxin-
inducible),polypeptide 1
/FL=gh:U03688.1
gb:NM_000104 .2

Homo sapiens
butyrylcholinesterase
(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gh:M16541.1
gb:M16474.1
gb:NM_000055.1

ESTs

major histocompatibility
complex, class I, DQ beta
1

Homo sapiens microsomal
glutathione S-transferase
2 (MGST2), mRNA.
/PROD=microsomal
glutathione S-transferase
2 [FL=gb:NM_002413.1
gb:U77604.1

ESTs

Homo sapiens phorbolin
(similar to apolipoprotein B
MRNA editing protein)
(DJ742C19.2), mRNA.
/PROD=phorbolin (similar
to apolipoprotein B
mRNAediting protein)
/FL=gb:NM 004900.1
gb:U61083.1

hypothetical protein
FLJ10262

ESTs

KIAA0882 protein

ESTs

protocadherin 20

Homo sapiens interleukin
1 receptor accessory
protein-like 1 (IL1RAPL1),
MRNA. /PROD-=interleukin
1 receptor accessory
protein-like 1
/FL=gb:AF284435.1
gb:NM_014271 1
gb:AF181284.1

ESTs

Homo sapiens mRNA for



A2, clone IVGC' 3790, nRNA, conpl ete cds. /[ PROD=Si m | ar to butyrophilin,
subfam |y 3, nmember A2 / FL=9b: U90144. 1 gb: NM 007047. 1 gb: U90546. 1
gb: BC002832.W03"341¥9¢3 - 3. 122447 10.81 Down 1. 70E- 03 A19’€26§%|§§*I4§34f 673874
-1.728682 10.57 Down

membrane glycoprotein
M6, complete cds.
/PROD=membrane
glycoprotein M6
/FL=gb:D49958.1

-0.95386 2.202339 8.91 Up 5.60E-04 AF312769 Homo sapiens cryptic
mRNA, complete cds.
/PROD-=cryptic
/FL=gb:AF312769.1

-1.39976 1.747599 8.86 Up 1.07E-04 NM_0052 Homo sapiens mitogen-

04 activated protein kinase

kinase kinase 8
(MAP3K8), mRNA.
/PROD=mitogen-activated
protein kinase kinase
kinase8
[FL=gb:NM_005204.1
gb:D14497 .1

-1.12824 2.007285 8.79 Up 9.57E-05 AK021452 Homo sapiens cDNA
FLJ11390 fis, clone
HEMBA1000561, weakly
similar to ZINC FINGER

PROTEIN 91.
4042679 7.170301 8.74 Up 2.33E-04 NM_0054 Homo sapiens cerberus 1
54 (Xenopus laevis) homolog

(cysteine knot
superfamily) (CER1),
mRNA. /PROD=cerberus
1 /FL=gb:NM 005454.1
2.430238 5.551898 8.7 Up 7.47E-05 NM_0049 Homo sapiens calbindin 1,
29 (28kD) (CALB1), mRNA.
/PROD=calbindin 1
/FL=gb:NM_004929.2

-3.17826 -0.07573 8.59 Up 2.88E-02 Al798098 ESTs
0.424882 3.515001 8.52 Up 1.13E-03 Al692659 heat shock 90kD protein
1, alpha
219676 5.285103 8.51 Up 6.25E-05 AW26410 ESTs
2
-1.16113 1.925599 8.5Up 9.58E-03 NM_0122 Homo sapiens potassium
81 voltage-gated channel,

Shal-related subfamily,
member 2 (KCND2),
mRNA. /PROD=potassium
voltage-gated channel,
Shal-relatedsubfamily,
member 2
/FL=gb:NM_012281.1
gb:AB028967 .1
gb:AF121104 1

1.071985 4.144927 8.41 Up 9.57E-05 NM_0045 Homo sapiens receptor

60 tyrosine kinase-like

orphan receptor 2
(ROR2), mRNA.
/PROD=receptor tyrosine
kinase-like orphan
receptor 2
/FL=gb:M97639.1
gb:NM_004560.1

1.750623 4.809696 8.33 Up 2.20E-04 AA176289 ESTs
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2. 25E- 03 NM 0059 Honp sapi ens nyosin,

/ PROD=nyosin, |ight

-3.004508 13¥93

-1.25995

0.828899

1.690321

1.979568

-0.75007

2.109037

1.380324

0.143628

-0.20066

WO 2009/ 132063

1.783805

3.847136

4.701963

4.987789

2.251382

5.094219

4.364081

3.121397

2.775234

8.25 Up

8.1 Up

8.06 Up

8.05 Up

8.01 Up

7.92 Up

7.91 Up

7.88 Up

7.87 Up

651 i ght pol ypepti de ki nase ( MYLK),

MRNA.

1. 443731 -1.955774 10.55 Down 0. 383563

#H30. 995551 - 2. 39165 10.46 Down 3. 455FETHSHPYBYES10. 44 Down
3.527039 0.143408 10. 44 Down 2.950823

1.48E-03 AK026607 Homo sapiens cDNA:

6.55E-04 NM_0012
00

1.26E-04 NM_0140
45

7.98E-05 M17565

1.88E-03 Al681917

5.90E-05 AW01492
7

2.74E-04 NM_0068
95

FLJ22954 fis, clone
KATO09813, highly similar
to AF010315 Homo
sapiens Pig11 (PIG11)
MRNA.

Homo sapiens bone
morphogenetic protein 2
(BMP2), mRNA.
/PROD=bone
morphogenetic protein 2
precursor
/FL=gb:NM_001200.1
Homo sapiens
DKFZP564C1940 protein
(DKFZP564C1940),
mRNA.
/PROD=DKFZP564C1940
protein
/FL=gb:BC000424.1
gh:AF131760.1
gh:NM_014045 .1

Human MHC class Il DQ-
beta associated with
DRw6, DQw1 protein,
complete cds.
/FL=gb:M17565.1

ESTs, Highly similar to
IRX3 MOUSE IROQUOIS-
CLASS HOMEODOMAIN
PROTEIN IRX-3
(M.musculus)

calbindin 1, (28kD)
/FL=gb:NM_004929.2
Homo sapiens histamine
N-methyltransferase
(HNMT), mRNA.
/PROD=histamine N-
methyltransferase
/FL=gb:NM 006895.1
gh:D16224.1 gbh:U08092.1

7.94E-03 AB037763 Homo sapiens mRNA for

4.95E-04 NM_0016
09

215

KIAA1342 protein, partial
cds. /PROD=KIAA1342
protein
/FL=gb:AF239075.1
Homo sapiens acyl-
Coenzyme A
dehydrogenase,
shortbranched chain
(ACADSB), nuclear gene
encoding mitochondrial
protein, mRNA.
/PROD=acyl-Coenzyme A
dehydrogenase,
shortbranchedchain
precursor
/FL=gb:U12778.1
gh:NM_001609.1



-0.418278 10.33 Down 1.55078 -1.80799 10.26 Down 5.005827 1.649812 10.24 Down
0. 760646 -2.590248 10.2 Down 2.209313 -1.126222 10.09 Down -0.10418 -3.43217
10. 04 Down M93¥3dB¢. 722855 10 Down PCT/ US2009/ 041348315y P&kt e ki nase
/| FL=gb: AB037663. 1 gb: AF069601. 2 gbh: NM 005965. 1 1. 43E-03 AJ272267 Honp sapi ens
partial nRNA for choline dehydrogenase (chdh gene). /PROD=choline

dehydr ogenase 2.48E-02 A1377688 ESTs 5. 14E-03 NM 0053 Honp sapi ens
-2.16611 0.806244 7.85 Up 2.70E-02 NM_0019 Homo sapiens glutamyl

77 aminopeptidase
(aminopeptidase A)
(ENPEP), mRNA.
/PROD=glutamyl
aminopeptidase
(aminopeptidase A)
/FL=gb:L12468.1
gb:NM_001977.1
gb:L14721.1

0.007601 2.978021 7.84 Up 3.96E-04 N63706 ESTs

1.186033 4.154093 7.82 Up 1.02E-04 Al627704 ESTs, Weakly similar to
T17346 hypothetical
protein
DKFZp58601624.1
(H.sapiens)

1.207341 4.163803 7.76 Up 7.98E-05 M31213  Human papillary thyroid
carcinoma-encoded
protein mRNA, complete
cds. [FL=gb:M31213.1

0.106425 3.062268 7.76 Up 1.05E-04 NM_0183 Homo sapiens
71 hypothetical protein
FLJ11264 (FLJ11264),
MRNA.

/PROD=hypothetical
protein FLJ11264
/FL=gb:NM_018371.1
1.997597 4.940494 7.69 Up 8.49E-05 BC005997 Homo sapiens, clone
MGC:14801, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:14801)
/FL=gb:BC005997.1

-0.29145 2.648165 7.67 Up 8.78E-04 Al197932 ESTs
-1.20098 1.732939 7.64 Up 8.76E-03 NM_0017 Homo sapiens cadherin 4,
94 type 1, R-cadherin (retinal)

(CDH4), mRNA.
/PROD=cadherin 4, type
1, R-cadherin (retinal)
/FL=gb:L34059.1
gb:NM_001794 .1

-0.96106 1.954749 7.55 Up 3.03E-04 AU153412 Homo sapiens cDNA
FLJ13136 fis, clone
NT2RP3003139

4072718 6.987624 7.54 Up 3.42E-04 AU144598 cell recognition molecule
Caspr2

/FL=gb:AF193613.1
gb:NM_014141 1
1.754933 4.669573 7.54 Up 1.40E-04 NM_0132 Homo sapiens fibronectin
31 leucine rich
transmembrane protein 2
(FLRT2), mRNA.
/PROD=fibronectin leucine
rich transmembrane
protein2
/FL=gbh:AB007865.1
gb:AF169676.1
gb:NM_013231.1
-2.81405 0.095993 7.52 Up 9.09E-03 Al694325 ESTs

216



86neuronatin (NNAT), nmRNA. /PROD=neuronatin /FL=gb: NM 005386.1 gb: BCO01768. 1
gb: AB002392 b: U25033. 1 1. 94E-04 AV733308 integrin, alpha 6 5.95E-05 B&28379
ESTs 0 1. SSEV@gWNMZB@SG Hormp sapi ens fatty-45aci d- Coenzfﬁgluﬂzqo?’&ﬂ%‘@ very

| ong-chain 1 (FACVL1), nRNA. /PROD=very |ong-chain fatty-aci dCoenzyme A |igase
1 / FL=gb: AF096290. 1 gbh: D88308. 1 gb: NM 003645. 1 3. 70E- 03 H28597t hynopoi eti n

1. 90E- 04 NM 0030  Honp 58 i ens ZOSecretory ranul e, neuroendocrine protein 1
(782 protein) (SGRELY," .1 PRADEsecr et’ SO gh4nldte noBRlIPBEndacrine protein 1
(7B2protein) /FL=gb: BO0O05349. 1 gb: NM_003020. 1 2. 29E- QL 3ARNOB J?3983E)STS 3 5.95E-05
AA747379 calcitonin-rel ated pol ypeptide, beta /FL= gmeM\OOO728 4. 66E- 03 NM
0176 Hono sapi ens 55hypot hetical_protein FLJ20075 ( FIEyZh0¥5)52508R—NA

/ PROD=hy pot het i caﬁGOBB?o&“’aﬁ%LJzoﬁﬁ I FL=gb*NR? 641%555p ;Ek,pggfggfa %8599Human

uvonorulin (E- cadherin) (UYO nRNA, conplete cds. uvormru

2009/ 132063 PCDUWH230 097768348 7.38 Up 2.10E-03 80005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.

/PROD=Unknown (protein
for IMAGE:3840937)

-1.44407 1.430083 7.33 Up 1.37E-02 U91903 Human Fritz mRNA,
complete cds.
/PROD=Fritz
/FL=gb:U24163.1
gb:U68057.1
gb:NM_001463.1
gb:U91903.1

2.383898 5.242759 7.25 Up 9.57E-05 BF476502 hypothetical protein
FLJ11585

-1.74597 1.112559 7.25 Up 3.28E-02 AW26981 hypothetical protein

8 FLJ23403

/FL=gb:NM_022068.1

-2.26295 0.569202 7.12Up 1.70E-02 AI735586 ESTs

-1.6164 1.213758 7.11 Up 2.52E-02 X00452 Human mRNA for DC

classll histocompatibility
antigen alpha-chain.
/PROD=DC classl|
histocompatibility
antigenalpha-chain

-0.13959 2.687835 71 Up 3.70E-04 BG10985 Homo sapiens clone
5 TUAS8 Cri-du-chat region
MRNA
-0.88175 1.936253 7.05 Up 3.50E-03 Al650874 ESTs
-1.37453 1.440655 7.04 Up 1.15E-02 AF126966 Homo sapiens voltage-

dependent calcium
channel alpha 1G subunit
a isoform (CACNA1G)
mRNA, complete cds.
/PROD=voltage-
dependent calcium
channel alpha 1Gsubunit
a isoform
/FL=gb:AF190860.1
gb:AF126966.1

-3.09265 -0.28152 7.02 Up 9.07E-03 Al093492 ESTs

-0.54935 2.252035 6.97 Up 1.12E-03 NM_0068 Homo sapiens guanosine

77 monophosphate

reductase (GMPR),
mRNA.
/PROD=guanosine
monophosphate
reductase
/FL=gb:M24470.1
gb:NM_006877.1

1.956109 4.750668 6.94 Up 2.21E-04 Al332979 potassium voltage-gated
channel, subfamily G,
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[/ FL=gb: NM 004360. 1 gb: 108599.1 1.858219 -1.457169 9. 95 Down 1. 81E-03 NM 0050
Hono sapi ens 84phosphol i pase A2, group VII (platelet-activati ng factor
acet yl hydr ol¥488"}{8%nm) (PLA2G7), nRNA. | PROD=phospR&6T{Y5ELEM4134800 — gr oup
VI1 (plateletactivatingfactor acetyl hydrol ase, pl asmg) [ FL=gb: U20157. 1
gb: U24577. 1 gb: NM 005084. 1

member 1

[FL=gb:NM_002237.1
gb:AF033383.1

-1.26967 1.520668 6.92 Up 7.48E-03 AW16671 KIAA0403 protein
1

-0.23726 2.551912 6.91 Up 3.23E-04 AA912476 Homo sapiens cDNA
FLJ13221 fis, clone
NT2RP4002075

2.093848 4.875184 6.87 Up 5.90E-05 AC004010 Human BAC clone GS1-
99H8

-0.96264 1.812987 6.85 Up 6.20E-03 AB028998 Homo sapiens mRNA for

KIAA1075 protein, partial
cds. /PROD=KIAA1075

protein
-2.33994 0.434528 6.84 Up 3.67E-02 AL134708 ESTs
-2.08762 0.681751 6.82 Up 2.01E-02 AF052117 Homo sapiens clone
23809 mRNA sequence.
0.323675 3.088394 6.8 Up 8.50E-03 M32577 Human MHC HLA-DQ

beta mMRNA, complete
cds. /[FL=gb:M32577 .1

3.287037 6.047807 6.78 Up 5.77E-04 Al633559 ESTs

-2.02151 0.737644 6.77 Up 3.93E-03 BF062244 ESTs

-1.66608 1.08864 6.75 Up 1.86E-02 BE673445 Homo sapiens
chromosome 19, cosmid
R28379

0.449168 3.190138 6.69 Up 1.96E-04 Al688418 plexin A2

0.798972 3.539942 6.69 Up 4.35E-04 Al082827 hypothetical protein
FLJ11585

0.83572 3.564527 6.63 Up 1.99E-03 N21138  KIAA0878 protein

/FL=gb:NM 014899.1
gb:AB020685.1

1.231172 3.958844 6.62 Up 2.36E-04 Al949419 ESTs

-2.31389 0.411671 6.61 Up 1.05E-02 AF302494 Homo sapiens voltage-
gated K+ channel subunit
MIRP2 (KCNE3) mRNA,
complete cds.
/PROD=voltage-gated K+
channel subunit MIRP2
/FL=gb:NM 005472.1
gb:AF076531.1
gb:AF302494 1

1415513 4.132936 6.58 Up 3.18E-04 AI692703 potassium voltage-gated
channel, Isk-related
family, member 3

0.631332 3.346113 6.56 Up 5.92E-04 Al130705 ESTs, Weakly similar to
A46302 PTB-associated
splicing factor, long form
(H.sapiens)

3.954335 6.666275 6.55 Up 7.98E-05 AB020675 Homo sapiens mRNA for
KIAAQ0868 protein, partial
cds. /PROD=KIAA0868
protein
/FL=gb:AF193613.1
gb:NM_014141.1

-1.09181 1.620124 6.55 Up 2.00E-02 Al653050 ESTs, Weakly similar to
HPPD_HUMAN 4-
HYDROXYPHENYLPYRU
VATE DIOXYGENASE
(H.sapiens)
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1.910263 -1.3945 9.88 Down 1.27E-03 NM 0069 Honp sapi ens
MRNA. / PROD=but yr ophi | i n,
#9934 84 Down

subfam |y

3, nenber

3, menber A3

WQZ0PE243h: U90548. 1 gb: NM 006994. 2 2. 001097 PCTW

1.888188

-1.83503
-2.08627
-1.2719

2444644

-1.10551

-1.30127

-0.22337

-1.25121

-1.55104

-2.47063
0.373467

1.861693
-1.73396

1.586056

4.581731

0.855966
0.604316
1.416234

5.126622

1.574234

1.354641

2.432405

1.403996

1.102459

0.175591
3.018454

4.496649
0.890885

4.195825

( BTN3A3)

6.47 Up

6.46 Up
6.46 Up
6.44 Up

6.42 Up

6.41 Up

6.3 Up

6.3 Up

6.3 Up

6.29 Up

6.26 Up
6.25 Up

6.21 Up
6.17 Up

6.1 Up

3.37E-04 AW34031 ESTs
1
6.85E-03 AA552969 ESTs
1.75E-03 N50714  ESTs
4.00E-03 NM_0204 Homo sapiens
06 polycythemia rubra vera 1;
cell surface receptor
(PRV1), mRNA.
/PROD=polycythemia
rubra vera 1; cell
surfacereceptor
/FL=gb:NM_020406.1
gb:AF146747 1
2 48E-04 AA789332 ESTs, Moderately similar
to KIAA1215 protein
(H.sapiens)
1.76E-02 AL136859 Homo sapiens mRNA;
cDNA DKFZp434P1735
(from clone
DKFZp434P1735);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AL136859.1
4 69E-04 Al003579 solute carrier family 6
(neurotransmitter
transporter, GABA),
member 1
/FL=gb:NM_003042.1
5.31E-03 NM 0218 Homo sapiens phorbolin-
22 like protein MDS019
(MDS019), mRNA.
/PROD=phorbolin-like
protein MDS019
/FL=gb:AF182420.1
gb:NM_021822.1
1.13E-03 R62432  Cluster Incl.
R62432:yg52e11.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
/clone _end=3
/gb=R62432 /gi=834311
/ug=Hs.12321 /len=487
7.99E-04 AU157716 Homo sapiens cDNA
FLJ13585 fis, clone
PLACE1009150
1.53E-02 H09657 ESTs
1.79E-03 AU151239 Homo sapiens cDNA
FLJ12927 fis, clone
NT2RP2004743
3.70E-04 AI374739 ESTs
1.62E-02 AU145336 Homo sapiens cDNA
FLJ11655 fis, clone
HEMBA1004554
4 .67E-04 783851 Human DNA sequence
from clone 989H11 on
chromosome 22q13.1-
13.2. Contains part of a
novel gene, ESTs, GSSs
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1. 19E- 03 BCO28721 Hono sapiens, Simlar to solute carrier famly 1 (high
affinity aspartateglutamate transporter), nmenber 6, clone M3C:. 33092 | MAGE

: 5269300, KRS Ptete cds. /PROD=Si mlar to solute cACIEFYEHSy 1
(highaffinity aspartateglutamate transporter), menb 5.0202831.7237919. 83
Downl. 63E- 04 AK025084 Honop sapi ens cDNA: FLJ21431 fis, clone COL0O4214, highly
simlar to HSU80736 Honp sapiens CAGF9 nRNA. 2.474373-0.8115629. 75

Down5. 94E- 03 NM 0132 Hormp sapi ens sol ute 72carrier fafiTyPP"( G gani c anion
transporter), maEees 1d17882C21A LUy MRNA. 3 sPROMF0dLLemEapibisessué ami |y 21
(organi c aniontransporter), nmenber 11 /FL=gb: N 0132%RbiRr gfb: AF205074. 1

gb: AB031050. 2 gh: AF187816.1 2.116702-1. 163089. 71 Domg‘ﬁf%%%ﬁﬂr%S% Honmo
sapi ens 2.472358 -0.803312 9.68 Down 0.384182 -2.8 2.394742
~0. 866876 9.59 Down 1.319792 CTIMPS), RN~ oA

/PROD=tissue inhibitor of
metalloproteinase
3precursor
/FL=gb:NM_000362.2
gb:U14394.1 gb:U67195.1

gb:U02571.1
-2.13754  0.46922 6.09 Up 2.02E-02 BF000203 ESTs
0.013383 2.617624 6.08 Up 5.42E-03L10374 Human (clone CTG-A4)
mRNA sequence.
1.250788 3.85327 6.07 Up 1.09E-04 AF077040 Homo sapiens SIH003

mRNA, complete cds.
/PROD=SIH003
/FL=gbh:AF077040.1
-1.09421 1.502221 6.05 Up 2.38E-03 AK023621 Homo sapiens cDNA
FLJ13559 fis, clone
PLACE1007852, highly
similar to Homo sapiens
MmRNA for KIAA0878

protein.
0.466394 3.059875 6.04 Up 5.79E-04 NM_0031 Homo sapiens Spi-B
21 transcription factor (Spi-

1PU.1 related) (SPIB),
mRNA. /PROD=Spi-B
transcription factor (Spi-
1PU.1 related)
/FL=gb:NM_003121.1

-0.18863 2.401303 6.02 Up 3.85E-03 AV700724 GATA-binding protein 4
/FL=gb:NM_002052.1
gb:L34357.1 gb:D78260.1

2.182526 477117 6.02 Up 8.49E-05 NM 0040 Homo sapiens dystrophin

10 (muscular dystrophy,
Duchenne and Becker
types), includes DXS142,
DXS164, DXS206,
DXS230, DXS239,
DXS$268, DXS269,
DXS$270, DXS272 (DMD),
transcript variant
Dp427p2, mRNA.
/PROD=dystrophin
Dp427p2 isoform
/FL=gb:NM_004010.1
1.08211 3.666711 6 Up 9.72E-04 AF010314 Homo sapiens Pig10
(PIG10) mRNA, complete
cds. /PROD=Pig10
/FL=gb:AF059611.1
gb:AF010314.1
gb:NM_003633.1
gb:BC000418.1
gb:AF005381.1
-1.4606 1.112751 5.95 Up 1.20E-03 AW07210 Homo sapiens mRNA;
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-1.930717 9.52 Down 3.859451 0.610002 9.51 Down 3.009579 -0.239729 9.51 Down
2.600702 -0.646217 9.49 Down 0.971941 -2.274152 9.49 Down 0.414323 -2.829854
9.48 Down nEAPYENRYSr i nespecific Gol gi protein p55 (XLACHHESV'BEAME  axon XL2
and conpl ete cds 2. 33E-03 NM 0003 Honp sapi ens 63troponin I, cardiac (TNN 3),
MRNA. / PROD=troponin |, cardiac /FL=gb: M64247.1 gb: NM 000363. 1 4. 26E— 03
NM 0058 Honp sapi ens RAS 25guanyl releasing protein 2 (cal %I4um2
DAG regul at ed) (RASGRP2), nmRNA. / PROD=RAS guan§ll rel % ?(ﬁ ‘b%’f 815n 2 (cal cium
andDAG eqgul at ed) /FL=gb: AF043723. 1 gb: NM 005825. 1 DKFZp434H205)
2.092702 4.657439 5.92 Up 6.25E-05 AA700440 ESTs
0513482 3.076608 591 Up 3.96E-04 AU154504 cytochrome P450,
subfamily | (dioxin-
inducible), polypeptide 1
(glaucoma 3, primary
infantile) /FL=gh:U03688.1
gb:NM_000104.2
-1.13676 1.422546 5.89 Up 6.80E-03 AB023144 Homo sapiens mRNA for

KIAAQ927 protein, partial
cds. /PROD=KIAA0927

protein
1.297014 3.854685 5.89 Up 1.02E-04 NM_0057 Homo sapiens G protein-
56 coupled receptor 64

(GPR64), mRNA.
/PROD=G protein-coupled
receptor 64
/FL=gb:NM_005756.1
-0.68272 1.867351 5.86 Up 5.59E-03 AF159447 Homo sapiens Suppressor
of Fused mRNA,
alternatively spliced form
2, complete cds.
/PROD=Suppressor of
Fused
[FL=gb:NM_016169.1
gb:AF159447 1
gb:AF175770.1

-3.12304 -0.58481 5.81 Up 4.03E-02 NM_0180 Homo sapiens
18 hypothetical protein
FLJ10191 (FLJ10191),
mMRNA.

/PROD=hypothetical
protein FLJ10191
/FL=gb:NM 018018.1

1.163123 3.692873 5.77 Up 1.63E-04 NM_0027 Homo sapiens protein
42 kinase C, mu (PRKCM),
mRNA. /PROD=protein
kinase C, mu
/FL=gb:NM_002742.1
-0.35867 2.162789 5.74 Up 1.69E-04 NM_0019 Homo sapiens endothelin
57 receptor type A (EDNRA),
mMRNA.
/PROD=endothelin
receptor type A
/FL=gb:NM_001957.1
gb:L06622.1
2405473 4925144 573 Up 6.25E-05 Al283093 ESTs
-1.58235 0.936512 5.73 Up 1.59E-03 NM 0184 Homo sapiens SRY (sex
19 determining region Y)-box

18 (50X18), mRNA.
/PROD=SRY (sex
determining region Y)-box
18 /FL=gb:AF270652.1
gb:AB033888.1
gb:NM_018419.1
-1.88254 0.627373 5.7 Up 6.20E-03 BF694956 Human DNA sequence
from clone RP1-187J11
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1. 57E- 04 A1733027 ESTs, Weakly simlar to RET2 HUVAN RETI NCL- Bl NDI NG PROTEI N
1, CELLULAR (H sapiens) 5.95E-05 ML8767 Human conpl enment subconponent C s,
al pha- and D¥PAMEWE'Hs, conpl ete cds. /FL=gb: J04080.1 gBCi878Y 41348

gb: NM 001734.1 5. 73E- 04 AJ242502 Honmp sapi ens nRNA for E-MAP-115105 ( MAP
gene). /PROD=epithelial mcrotubul eassoci ated protein 5.22E-04 AB037730 Hono
sapi ens nRNA for KIAA1309 protein, partial cds. /PROD=KI AA1309 protein

1. 43E-02 AA740186 biliverdin reductase A /FL=gb: NM_OQ@)?@‘@Q?@@“%S??. 1
7.72E-04 NM 0180 Hono sapi ens 18hypot hetical prot ei niFhrbld b@iinGikal 10191) ,
MRNA. / PROD=hypot heti cal protein FLJ10191 /FL=gb: NM @180t®e andd. 30E- 03 AF283777
Honmo sapi ens cl one TCBAPO702 nmRNA WO 2009/ 132063 PTY/SIBSPetrE041348
sequence. 6.139688 2.900659 9.44 Down 4.48E-04 BOO36AFS A~ Eabfens, cl one

protein kinase C inhibitors,
the 3 end of the

-0.68545 1.817815 5.67 Up 5.99E-03 BC035640 Homo sapiens, clone
IMAGE:5547405, mRNA.

-1.92555 0.569805 5.64 Up 1.75E-03 BE856597 ESTs

3.313759 5.801354 5.61 Up 1.18E-04 AB020657 Homo sapiens mRNA for

KIAAO850 protein,
complete cds.
/PROD=KIAA0850 protein
/FL=gb:AB020657.1
gb:AF161553.1
gb:AF205218.1
gb:NM_016389.1

4.49505 6.977964 5.59 Up 6.25E-05 AK093435 Homo sapiens cDNA
FLJ36116 fis, clone
TESTI2022338.
0.618056 3.100379 5.59 Up 1.33E-04 BG16533 ESTs
3
-1.12392 1.354596 5.57 Up 2.50E-03 782147 ESTs
-1.17289 1.304294 5.57 Up 6.03E-03 AW02598 ESTs, Weakly similar to
0 A47582 B-cell growth
factor precursor
(H.sapiens)
-0.66753 1.784294 5.47 Up 9.05E-04 AF284435 Homo sapiens TIGIRR-2

mRNA, complete cds.
/PROD=TIGIRR-2
/FL=gb:AF284435 .1
gb:NM_0142711
gb:AF181284.1
-0.04543 2.399112 5.44 Up 1.46E-03 AB037730 Homo sapiens mRNA for
KIAA1309 protein, partial
cds. /PROD=KIAA1309
protein
-2.47478 -0.03132 5.44 Up 8.96E-03 NM_1526 Homo sapiens
87 hypothetical protein
FLJ33641 (FLJ33641),
MRNA.
/FL=gb:NM_152687.1
-1.89695 0.545787 5.44 Up 3.46E-03 AL136944 Homo sapiens mRNA;
cDNA DKFZp586J0624
(from clone
DKFZp586J0624);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AF215636.1
gb:NM_014585.1
gb:AF231121.1
gb:AF226614.1
gb:AL136944 1
1.095538 3.529324 54 Up 1.59E-04 AF319520 Homo sapiens ARGS9
mRNA, complete cds.
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MGC: 43145 | MAGE: 5261574,

(protein for MEC. 43145)
WO 2009/132063

2.130365 4.562488

3.686635 6.118029

1.298769 3.727597
1.182358 3.610132

-1.39667 1.02491
-0.47241 1.946888

-0.68921 1.725879

-0.17505 2.238912

-0.20099 2.21229
2377335 4.79048

-0.98665 1.425455

2.264046 4.672118

nRNA, conpl ete cds.
/ FL=9b: BCC36488. 1

5.4 Up

5.39 Up

5.38 Up
5.38 Up

5.36 Up
5.35 Up

533 Up

5.33 Up

5.33 Up
5.33 Up

5.32 Up

5.31 Up

/ PROD=Unknown

PCT/US2009/041348

/PROD=ARG99
/FL=gb:AF319520.1

8.49E-05 BC005047 Homo sapiens, clone

1.82E-04 AF205218

2.76E-04 Al123815
1.82E-04 AW27013
8

6.51E-03 Al018174

6.80E-03 NM_0066
04

1.34E-04 NM_0165

46

1.05E-04 AA995925

1.55E-03 BF984830
4.69E-04 NM_0053
28

1.34E-02 NM_0014
63

1.25E-04 AL049589
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MGC:12852, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:12852)
/FL=gb:NM_001946.1
gb:AB013382.1
gb:BC003562.1
gb:BC003143.1
gb:BC005047.1

Homo sapiens NS1-
binding protein-like protein
MRNA, complete cds.
/PROD=NS1-binding
protein-like protein
/FL=gh:AB020657.1
gb:AF161553.1
gb:AF205218.1
gb:NM_016389.1

ESTs

Homo sapiens mRNA for
KIAA1729 protein, partial
cds

ESTs

Homo sapiens ret finger
protein-like 3 (RFPL3),
MRNA. /PROD-=ret finger
protein-like 3
/FL=gb:NM_006604.1
Homo sapiens
complement C1r-like
proteinase precursor,
(LOC51279), mRNA.
/PROD=complement C1r-
like proteinase precursor,
/FL=gb:AF178985.1
gb:NM_016546.1

Homo sapiens clone
23741 mRNA sequence
retinoic acid induced 1
Homo sapiens hyaluronan
synthase 2 (HAS2),
MRNA.
/PROD=hyaluronan
synthase 2
/FL=gbh:U54804 .1
gb:NM_005328.1

Homo sapiens frizzled-
related protein (FRZB),
MRNA. /PROD=frizzled-
related protein
/FL=gbh:U24163.1
gb:U68057.1

gb:NM 001463.1
gb:U91903.1

Human DNA sequence
from clone 570L12 on



1. 569503 -1.668679 9.44 Down 1.24E-03 BF195118 ESTs,

HUMAN ALU SUBFAM LY SQ
sapi ens) 1. 6888Y3132463567308

-0.35323

3.472109

0.977201

2.732975

1.592667
1.008383

0.134434

1.496791
0.329872
-0.39856

0.462867
0.385307

-1.10371

1.094591

2.046488

5.867303

3.368558

5.121756

3.976725
3.391251

2.516313

3.877324
2.705019
1.964554

2.81993
2.742224

1.252512

3.449692

SEQUENCE

5.28 Up
5.26 Up
5.25 Up
5.24 Up

5.22 Up
5.22 Up

5.21 Up

5.21 Up
5.19 Up
5.14 Up

512 Up
5.12 Up

512 Up

5.12 Up

PCT/US2009/041348

chromosome Xq13.1-21.1.
Contains the PGK1 gene
for phosphoglycerate
kinase 1, the gene for a
novel protein similar to
TAF2G (TATA box binding
protein (TBP)-associated
factor, RNA polymerase Il,
G, 32kD) (TAF...
2.37E-03 BM66601 Homo sapiens cDNA
0 FLJ23803 fis, clone
HEP22811.
7.98E-05 AW06972 Homo sapiens mRNA;
9 cDNA DKFZp434B2119
(from clone
DKFZp434B2119); partial
cds
7.47E-05 Al656807 ESTs
6.52E-04 AC005378 Homo sapiens PAC clone
RP5-1137M13 from 7q33-
q35
6.48E-04 AlI978754 ESTs
8.23E-04 BE397715 pre-B-cell leukemia
transcription factor 2
/FL=gb:NM_002586.1
3.13E-04 AV758821 ESTs, Weakly similar to
Z132 HUMAN ZINC
FINGER PROTEIN 13
(H.sapiens)
8.49E-05 BF338045 calumenin
1.05E-04 AI652899 ESTs
1.29E-03 BC019064 Homo sapiens, Similar to
hypothetical protein
FLJ14743, clone
MGC:29781
IMAGE:4590587, mRNA,
complete cds.
/PROD=Similar to
hypothetical protein
FLJ14743
/FL=gb:BC019064.1
8.02E-03 AI807026 ESTs
4.37E-04 BF435123 bromodomain and PHD
finger containing, 3
9.04E-04 NM_00598 Homo sapiens snail 1
85 (drosophila homolog), zinc
finger protein (SNAI1),
mRNA. /PROD=snail 1
(drosophila homolog), zinc
fingerprotein
/FL=gb:AF125377 1
gb:NM_005985.1
1.02E-04 NM_0240 Homo sapiens
64 hypothetical protein
MGC5363 (MGC5363),
MRNA.
/PROD=hypothetical
protein MGC5363
/FL=gb:BC001000.2
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9.4 Down 8. 63E-04 AF282250 Hono sapi ens cal neuron 1 (CALNl) nRNA, conplete
cds. / PROD=cal neuron 1 /| FL=gb: AF282250. 1 4.319584 1. 104655 9.29 Down
5. 53E- 04 AASYBAYY 140 sapi ens cDNA: FLJ23597 fis, clPGA&S29PNEP5281
4.436354 1.227541 9.25 Down 2. 94E-04 Al 912275B-cel| CLLI ynphona

gb:NM_024064.1
2167442 4520183 511 Up 4.37E-04 NM_0015 Homo sapiens insulin-like
52 growth factor-binding
protein 4 (IGFBP4),
mRNA. /PROD=insulin-
like growth factor-binding
protein 4
IFL=gb:M62403.1
gb:NM_001552.1

2.49682 4.845096 5.09 Up 2.00E-04 NM_0149 Homo sapiens KIAA0854
43 protein (KIAA0854),
mRNA. /PROD=KIAA0854
protein

IFL=gb:NM_014943.1
gb:AB020661.1

0.089114 2.430633 5.07 Up 5.31E-03 AW01473 ESTs
4
0.208844 2.544219 5.05 Up 4.90E-04 HO9780 Human (clone CTG-A4)
MmRNA sequence
1.38879 3.721503 5.04 Up 1.05E-04 D21254  Human mRNA for OB-

cadherin-1, complete cds.
/PROD=0B-cadherin-1
{FL=gh:L34056.1
ghb:NM_001797.1

gb:D21254 1
-0.07494 2.251273 5.01 Up 8.04E-04 NM_0013 Homo sapiens dual
94 specificity phosphatase 4

(DUSP4), mRNA.
/{PROD=dual specificity
phosphatase 4
[FL=gh:NM _001394.2
gh:BC002671.1
gh:U48807.1 gh:U21108.1
2115363 4.439619 5.01 Up 1.50E-04 NM_0187 Homo sapiens zinc-
00 binding protein Rbcc728
(Rbcc728), mRNA.
/{PROD=zinc-binding
protein Rbcc728
{FL=gh:NM_018700.1
1.361153 -4.07391 43.26 Down 4.28E-04 NM_0143 Homo sapiens POU
52 transcription factor
(OCT11), mRNA.
/{PROD=POU transcription
factor
[FL=gh:NM _014352.1
gb:AF133895.1
gh:AF162278.1
1.312148 -3.67593 31.74 Down 2.15E-02 U32500 Human type 2
neuropeptide Y receptor
MRNA, complete cds.
/{PROD=type 2
neuropeptide Y receptor
[FL=gbh:U42766.1
gh:U36269.1 gb:U32500.1
3.409815 -1.40094 28.07 Down 4.88E-03 NM 0165 Homo sapiens neuritin
88 (LOC51299), mRNA.
/PROD=neuritin
[FL=gb:NM_016588.1
gh:BC002683.1
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11A (zinc finger protein)

0.757197

5.187988
3.862686

0.579765
3.77776

2.951696

1.143234
3.268087

3.113698

4927935

4897427

2271332

3.025351

0.961816

1.840613

2.350127

-4.01309

0.925716
-0.33976

-3.61266
-0.38219

-1.16992

-2.96901
-0.81338

-0.8325

1.009599

1.053368

-1.54277

-0.68158

-2.64027

-1.75619

-1.16435

| FL=gb: NM 022893. 1 gbh: NM 018014.1 1. 923237
-1.283751 9. 23 Down 3. 70E-03 AW7210 Honp sapi ens nRNA; 2cDNA DKFZp434H205
(from cl one WO 2MRERHMPI4AH205) 2. 59299 - 0. 613677 9. 23 DowtCT/US2009/041348

27.29 Down

19.19 Down
18.41 Down

18.28 Down
17.88 Down

17.41 Down

17.29 Down
16.93 Down

15.41 Down

15.12 Down

14.36 Down

14.07 Down

13.06 Down

12.14 Down

12.1 Down

11.43 Down

gb:AF136631.1
5.31E-03 AF213459 Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM_005233.1
gb:M83941.1
gb:AF213459.1
1.82E-04 AA074145 proline oxidase homolog
1.79E-03 NM_0071 Homo sapiens tumor
15 necrosis factor, alpha-
induced protein 6
(TNFAIPS6), mRNA.
/PROD=tumor necrosis
factor, alpha-induced
protein 6
/FL=gb:NM_007115.1
1.63E-03 AI393930 ESTs
4.99E-04 BU729850 hypothetical protein
LOC153469
5.31E-03 AB019562 Homo sapiens mRNA
expressed only in
placental villi, clone
SMAP41.
1.60E-04 BF437711 ESTs
1.82E-04 AF345910 Homo sapiens NYD-SP14
mMmRNA, complete cds.
/PROD=NYD-SP14
/FL=gbh:AF345910.1
6.25E-05 NM_0021 Homo sapiens insulinoma-
96 associated 1 (INSM1),
MRNA.
/PROD=insulinoma-
associated 1
/FL=gb:NM_002196.1
gb:M93119.1
1.75E-04 J05008 Homo sapiens endothelin-
1 (EDN1) gene, complete
cds /FL=gb:NM_001955.1
6.25E-05 R06655  ESTs, Moderately similar
to AF078844 1 hgp0376
protein (H.sapiens)
1.21E-02 NM_0151 Homo sapiens KIAA0633
98 protein (COBL), mRNA.
/PROD=KIAA0633 protein
/FL=gb:NM 015198.1
6.25E-05 AW59092 ESTs
5
1.38E-02 Al796169 GATA-binding protein 3
/FL=gb:NM_002051.1
gb:M69106.1
gb:BC003070.1
1.31E-02 Al949760 ESTs, Weakly similar to
unnamed protein product
(H.sapiens)
1.75E-03 AK026106 Homo sapiens cDNA:
FLJ22453 fis, clone
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1. 94E- 04 NM 0038 Honmp sapi ens 87devel opnment and di fferentiati on enhanci ng
factor 2 (DDEF21)‘, MRNA. / PROD=ADP- ri bosyl ati on fact orgat directed
GTPaseact i va¥? AY?pt8t%ei n / FL=gb: AB007860. 1 gh: NM 003&8F/Ub289"%33¥3 0. 002668
9.19 Down

HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mRNA.
2.36447 -1.11975 11.19 Down 1.26E-04 NM_0051 Homo sapiens carbonic
81 anhydrase lll, muscle
specific (CA3), mMRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897 .1
gb:NM_005181.2
3.806044 0.35797 10.91 Down 5.32E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence
5.023981 1.579769 10.88 Down 1.50E-04 NM_0064 Homo sapiens
72 upregulated by 1,25-
dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM_006472.1
gb:S73591.1
7.564809 4.126951 10.84 Down 6.52E-04 M83248 Human nephropontin
mRNA, complete cds.
/PROD=nephropontin
/FL=gb:M83248.1

4.055862 0.664604 10.49 Down 9.57E-05 AK026815 Homo sapiens cDNA:
FLJ23162 fis, clone
LNG09734.

3437271 0.12475 9.94 Down 3.82E-04 AB029025 Homo sapiens mMRNA for

KIAA1102 protein, partial
cds. /PROD=KIAA1102
protein

2129273  -1.1448 9.67 Down 1.66E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

4847114 1.573515 9.67 Down 1.73E-04 NM_0064 Homo sapiens lung type-I

74 cell membrane-associated

glycoprotein (T1A-2),
transcript variant 2,
MRNA. /PROD=lung type-
| cell membrane-
associatedglycoprotein,
isoform 2 precursor
/FL=gb:NM_006474.1
gb:AF030428.1

1577138 -1.67271 9.51 Down 7.76E-03 M15329  Human interleukin 1-alpha
(IL1A) mRNA, complete
cds. /PROD=interleukin 1-
alpha /FL=gb:M15329.1

4505436 1.287267 9.31 Down 9.57E-05 W57613 ESTs

3.508683 0.294832 9.28 Down 1.97E-04 AK027231 Homo sapiens cDNA:
FLJ23578 fis, clone
LNG12709.

2.62025 -0.53251 8.89 Down 5.60E-04 AA625683 ESTs

1.659275 -1.48435 8.84 Down 9.40E-04 L16895  Human lysyl oxidase
(LOX) gene, exon 7

5.207569 2.064859 8.83 Down 2.72E-04 AA083478 Homo sapiens mRNA full

length insert cDNA clone
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5. 80E- 04 AF220153 Hono sapiens four and a half LIMdomains 1 protein isoformCC
(FHL1) nRNA, conplete cds, alternatively spliced. / PROD=f our and a hal f

LI M donai ns WORMHE'H i sof orm C | FL=gb: AF220153. 1 1. 6§333%02441585373 9 16
Down 2.46E-03 NM 0312 Honp sapiens testis 72expressed sequence

EUROIMAGE 746039

2.306225 -0.8129 8.69 Down 2.76E-04 AW44476 ESTs
1
2.000419 -1.10961 8.63 Down 5.03E-03 NM_0312 Homo sapiens testis
72 expressed sequence 14

(TEX14), mRNA.
/PROD~=testis expressed
sequence 14
/FL=gb:NM_031272.1
5.450694 2.394209 8.32 Down 9.84E-05 AF095771 Homo sapiens PTH-
responsive osteosarcoma
B1 protein (B1) mMRNA,
complete cds.
/PROD=PTH-responsive
osteosarcoma B1 protein
/FL=gb:AF095771.1
5.252439 2.196404 8.32 Down 1.18E-03 NM_0015 Homo sapiens insulin-like
53 growth factor binding
protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding

protein 7
/FL=gb:NM_001553.1
gb:L19182.1
4507212 1.458704 8.27 Down 1.26E-04 AW19694 ESTs
0
3.543738 0.544705 7.99 Down 4.95E-04 NM_0019 Homo sapiens endothelin
55 1 (EDN1), mRNA.

/PROD=endothelin 1
/FL=gb:NM_001955.1

3.334996 0.337521 7.99 Down 1.34E-05 R40917  phosphodiesterase 4D,
cAMP-specific (dunce
(Drosophila)-homolog
phosphodiesterase E3)
/FL=gb:L20969.1
gb:NM_006203.1
gb:U02882.1

4.092731 1.098988 7.97 Down 7.83E-04 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gb:U81800.1
gb:NM_004207 1

3.19487 0.215496 7.89 Down 2.37E-03 NM_1735 Homo sapiens
53 hypothetical protein
FLJ25801 (FLJ25801),
mRNA.
/FL=gb:NM_173553.1
5.388254 2.421904 7.82 Down 3.23E-04 NM_0042 Homo sapiens solute
07 carrier family 16

(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207.1
3.094055 0.128818 7.81 Down 3.00E-04 AW18819 tumor necrosis factor,
8 alpha-induced protein 6
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14 (TEX14), nRNA /| PROD=testis expressed sequence 14 /FL=gb: NM 031272.1
3.026209-0. 1679819. 15 Down6. 90E- 05 BCO32302 Honp sapiens, simlar to

UDP- gl ucose W8PYHI 8%yl ucosyl transferasel i ke 2. cl one MPEEUAYYERH348

| MAGE: 5169731, nRNA. conplete cds. /PROD=sim|ar to UDP-glucose

ceram degl ucosyl transf erase-like 2 | FL=gh: BCO32302.1 7.93E-05 NM 0179 Hono
sapi ens 47hypot hetical protein FLJ20733 (FLJ20733), %IBL\IA_. M/ goggéﬁhypf)t heti cal
protein FLJ2073 =gh: 017947. . 68E-Q3 6 sapi ens cl one 725237
nRNA sequence 7?233{’3%6;6&%%1807%\?—%?\'%- b2%§3?3§¥7@$§®h5 dagt%#gsﬁ i'ngigi[gerri a viral
oncogene honol og 3 1. 86E-04 AV691491 Honop sapi ens nmRRAmeaRINA, PEKFZp564D1462
(from cl one DKFZp564D1462) 2.67E-02 BF970287 Human DNAbiséGHOfe@N2Aom cl one
RP1- 310013 on chronpsonme 20qgll.2. Contains (part of E‘eiﬂnﬁdléﬁtﬁrfo;@:gyﬁmigrenes, ESTs,
STSs, GSSs and four putative CpG i slands 2A (melanoma,p16,

inhibits CDK4)
/FL=gb:NM_000077.1
gb:L27211.1

1.10782 -1.84525 7.74 Down 3.46E-03 BC029425 Homo sapiens, Similar to
KIAA1275 protein, clone
IMAGE:4616553, mRNA.

3.655193 0.705514 7.73 Down 3.18E-04 Al659927 Homo sapiens cDNA:
FLJ22547 fis, clone
HSI00356
5.356771 2.412135 7.7 Down 1.86E-04 W92036 ESTs
2.28595 -0.65294 7.67 Down 2.78E-03 BE504838 ESTs
6.1137 3.198978 7.54 Down 2.22E-04 NM_0015 Homo sapiens insulin-like
53 growth factor binding

protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1

4738703 1.825888 7.53 Down 1.59E-04 NM_0140 Homo sapiens

33 DKFZP586A0522 protein

(DKFZP586A0522),
MRNA.
/PROD=DKFZP586A0522
protein
/FL=gb:NM_014033.1

4633038 1.723613 7.51 Down 7.34E-05 NM_0169 Homo sapiens NADPH

31 oxidase 4 (NOX4), mRNA.

/PROD=NADPH oxidase 4
[FL=gb:AF261943.1
gb:NM 016931.1
gb:AF254621.1
gb:AB041035.1

0.831091 -2.07313 7.49 Down 1.64E-02 NM_1530 Homo sapiens
36 hypothetical protein
FLJ32239 (FLJ32239),
mMRNA.
/FL=gb:NM_153036.1
3.030236 0.148098 7.37 Down 1.06E-03 AA812232 upregulated by 1,25-

dihydroxyvitamin D-3
/FL=gb:NM_006472.1
gb:S73591.1

5.715937 2.845518 7.31 Down 6.25E-05 U85658  Human transcription factor
ERF-1 mRNA, complete
cds. /PROD=ERF-1
/FL=gb:NM_003222.1

gb:U85658.1
2.597946 -0.264 7.27 Down 1.96E-04 AW13814 ESTs
3
2.798327 -0.06241 7.26 Down 1.59E-04 BF062943 protocadherin 18
2590871  -0.2675 7.25 Down 5.03E-03 NM_0165 Homo sapiens TBX3-iso
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2. 61E- 03 NM 0159 Honmp sapi ens germ 82cel | specific Y-box binding protein
(L0051087), nRNA. /PROD=germ cel |l specific Y-box bindin rotein / FL=gb: NM
015982. 1 gh:MPAY83EY31 2. 73E-02 NM 0030 Honp sapi ens o73’€ Y18 (SEMAL) ,
MRNA. / PROD=senenogel in | /FL=gb: J04440.1 gb: NM 003007. 1 3. 90E- 04 AA469071
Cluster Incl. AA469071:nel7f11.s1 Hono sapiens cDNA, 3 end /cl one=I MAGE881517
/ cl one end=3 / gh=AA469071 / gi =2195605 /ug=Hs. 180479 /| en=758 3.113317

-0. 040507 8.9 Down 2.36E-03 AL565745 ESTs, Weakly si BREANLA 2108402A

carnitine pal mtoyltransferase 1 (H sapiens) 5.019328 1.86984 8.82 Down
3. 28E- 04 AK027006 Honmo sapi ens cDNA: /FL=gb:NM_016569.1
gb:AF216750.1
2.967768 0.161666 6.99 Down 2.73E-03 AL121753 Human DNA sequence
from clone RP4-61404 on
chromosome 20911.1-12
Contains the 3 part of the
MMP24 (matrix
metalloproteinase 24
(membrane-inserted))
gene, the ITGB4BP
(integrin beta 4 binding
protein) gene, the 3 end of
a novel gene, the 3 end
o...
1.041706 -1.73204 6.84 Down 3.48E-02 BF196010 ESTs

0424388 -2.34418 6.81 Down 3.04E-03 NM_0024 Homo sapiens myelin
33 oligodendrocyte

glycoprotein (MOG),
mRNA. /PROD=myelin
oligodendrocyte
glycoprotein
/FL=gb:U18798.1

gb:U64564.1
gb:NM_002433.1
6.307554 3.554438 6.74 Down 3.96E-04 NM_0066 Homo sapiens serum-
22 inducible kinase (SNK),

mRNA. /PROD=serum-
inducible kinase
/FL=gb:AF059617.1
gb:NM_006622.1
gb:AF223574 1

3.876749 1.137352 6.68 Down 1.28E-03 AL574184 hydroxyprostaglandin
dehydrogenase 15-(NAD)
/[FL=gh:NM_000860.1

gb:L76465.1
7.67265 4935152 6.67 Down 3.86E-04 NM_0029 Homo sapiens S100
66 calcium-binding protein

A10 (annexin Il ligand,
calpactin |, light
polypeptide (p11))
(S100A10), MRNA.
/PROD=S$100 calcium-
binding protein A10
/[FL=gb:M81457 .1

gh:M38591.1
gb:NM_002966.1
3.127666 0.401912 6.62 Down 4.36E-04 NM_0035 Homo sapiens
77 undifferentiated embryonic

cell transcription factor 1
(UTF1), mRNA.
/PROD=undifferentiated
embryonic cell
transcriptionfactor 1
/FL=gb:NM_003577.1
gh:AB011076.1
2677334 -0.04099 6.58 Down 4.48E-04 NM_0000 Homo sapiens collagen,

230



FLJ23353 fis, clone HEP14321, highly simlar to HSU80736 Hono sapi ens
CAGF9 nRNA. 3.249727 0.113464 8.79 Down 2. 14E-04 BC001745 Hono sapi ens, clone
MGC: 3328, nmRKA2M&d3#t%t e cds. / PROD=Unknown PCT/US2009/041348

94 type VI, alpha 1
(epidermolysis bullosa,
dystrophic, dominant and
recessive) (COL7A1),
mRNA. /PROD=collagen,
type VII, alpha 1
(epidermolysisbullosa,
dystrophic, dominant and
recessive)
/FL=gh:L02870.1
gb:NM_000094.1
4.796495 2.100178 6.48 Down 2.14E-05 Al653107 ESTs
1.075159  -1.6205 6.48 Down 2.02E-02 J03580  Human, parathyroid-like
protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1
3.86075 1.187353 6.38 Down 1.59E-04 U85995  Cluster Incl.
U85995:Human clone
IMAGE-22181 unknown
protein MRNA, partial cds
leds=(0,1291)
/gh=U85995 /gi=1835749
/ug=Hs.79340 /len=1696

0.300578 -2.35535 6.3 Down 244E-02 Al110886 prothymosin, alpha (gene
sequence 28)

0.182328 -2.47093 6.29 Down 1.88E-02 BC036917 Homo sapiens, clone
MGC:46457

IMAGE:5201433, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:46457)
/FL=gb:BC036917.1
6.568635 3.918368 6.28 Down 1.51E-04 AL031602 Human DNA sequence
from clone RP5-1174N9
on chromosome 1p34.1-
35.3. Contains the gene
for a novel protein with
IBR domain, a (pseudo?)
gene for a novel protein
similar to MT1E
(metallothionein 1E
(functional)), ESTs, STSs,
GSSs and two putative

Cp...
1.639038 -1.00453 6.25 Down 5.77E-04 AW02787 ESTs, Weakly similar to
9 NBHUCS decorin
precursor (H.sapiens)
4.038177 1.406797 6.2 Down 1.02E-04 BF449053 ESTs
6.008797 3.380703 6.18 Down 1.64E-03 W72516  dihydropyrimidinase-like 3
/FL=gb:NM_001387.1
gb:D78014.1
2.098906 -0.52676 6.17 Down 2.78E-03 NM_0039 Homo sapiens cyclin A1
14 (CCNAT1), mRNA.

/PROD=cyclin A1
/FL=gb:NM_003914.1
gb:U66838.1

1.99849 -0.59877 6.05 Down 5.92E-04 NM_0023 Homo sapiens lysyl
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(protein for MZC: 3328)
-1.601117 8.77 Down 3.19E-03 A1796813advillin 5.063502 1.934512 8.75 Down
1. 01E- 04 ABM 824911380 sapi ens nmRNA for Kl AA0746 prot ei RCTREMYE1348ds.

/ PROD=KI AA0O746 protein 1.934415 -1.192238 8.73 Down 3. 13E-03 NM 0013Honp

sapi ens del et ed

2.982965

3.08363

0.857744

7.251816

5.318139

0.668218
4.103964
0.549053

2.98904

3.280973

2.750597

3.880272

0.397911

0.500579

-1.71151

4.700433

2.768691

-1.87886
1.558115
-1.9953

0.457127

0.749482

0.238017

1.369596

6 Down

5.99 Down

5.94 Down

5.86 Down

5.85 Down

5.84 Down
5.84 Down
5.83 Down

5.78 Down

5.78 Down

5.71 Down

5.7 Down

/ FL=gb: BC0O01745.1 gb: NM 014392. 1 1.532208

17 oxidase (LOX), mRNA.
/PROD=lysyl oxidase
/FL=gb:AF039291.1
gb:NM_002317 .1
gb:M94054 .1
1.82E-04 AK026829 Homo sapiens cDNA:
FLJ23176 fis, clone
LNG10452.
1.74E-04 U73778 Human collagen type XII
alpha-1 precursor
(COL12A1) mRNA.
/PROD=collagen type XII
alpha-1
/FL=gb:NM_004370.3
4 12E-03 AB085901 Homo sapiens DBL mRNA
for DBL proto-oncogene
splicing variant 1,
complete cds.
/PROD=DBL proto-
oncogene splicing variant
1 /FL=gb:AB085901.1
3.86E-04 NM_0007 Homo sapiens annexin A1
00 (ANXA1), mRNA.
/PROD=annexin |
[FL=gb:BC001275.1
gb:NM_000700.1
9.51E-05 U87408  Cluster Incl.
U87408:Human clone
IMAGE-74593 unknown
protein MRNA, partial cds
leds=(0,1362)
/gb=U87408 /gi=1842104
/ug=Hs.79340 /len=1982
1.56E-02 BE048571 ESTs
8.74E-05 AA579773 ESTs
4 41E-02 AI825645 ESTSs, Weakly similar to
GBX2_HUMAN
HOMEOBOX PROTEIN
GBX-2 (H.sapiens)
7.98E-05 AW13814 ESTs
3
2.21E-04 AL139377 Human DNA sequence
from clone RP11-251J8
on chromosome 13
Contains ESTs, STSs,
GSSs and a CpG island.
Contains two novel genes
with two isoforms each
and the KIAA0610 gene
with two isoforms
1.92E-02 NM_0069 Homo sapiens SRY (sex
42 determining region Y)-box
20 (SOX20), mRNA.
/PROD=SRY (sex
determining region Y)-box
20 /FL=gb:NM_006942.1
gh:BC000985.1
gh:AB006867.1
1.82E-04 NM_0025 Homo sapiens natriuretic
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51in azoosperm a-1like (DAZL), nRNA. /| PROD=del eted i n azoosperm a-|ike

[ FL=gb: U66726. 2 gb: NM 001351. 1 gb: U65918. 1 gb: U66078. 1 2.522705 -0.592752 8. 67
Down 9. 13E- %0 &73%¥8¢unan nmut ant | ynphocyt e- speci fi c pr dC& Y2 P48 ne ki nase
(LCK) nRNA, conpl ete cds.

21 peptide precursor B
(NPPB), mRNA.
/PROD=natriuretic peptide
precursor B
/FL=gb:NM_002521.1
gb:M25296.1

2.324824 -0.18374 5.69 Down 2.00E-04 AL096771 Human DNA sequence
from clone RP1-238D15
on chromosome 6q12-
14.3 Contains part of
COL12A1 (collagen, type
XIl, alpha 1) gene and

STSs
6.179917 3.681421 5.65 Down 6.25E-05 NM_0001 Homo sapiens glucan
58 (1,4-alpha-), branching

enzyme 1 (glycogen
branching enzyme,
Andersen disease,
glycogen storage disease
type IV) (GBE1), mRNA.
/PROD=glucan (1,4-alpha-
), branching enzyme
1(glycogen branching
enzyme) /FL=gb:L07956.1
gb:NM_000158.1

6.777916 4.283022 5.64 Down 3.42E-04 U15174  Homo sapiens
BCL2adenovirus E1B
19kD-interacting protein 3
(BNIP3) mRNA, complete
cds.
/PROD=BCL2adenovirus
E1B 19kD-interacting
protein 3
[FL=gb:AF002697 .1
gb:NM_004052.2
gb:U15174.1

3.560033 1.066273 5.63 Down 4.18E-04 U38945 Human hypothetical 18.1
kDa protein (CDKN2A)
mRNA, complete cds.
/FL=gh:U38945.1

gb:U26727 .1
2.64743 0.1565 5.62 Down 7.06E-03 AI702438 ESTs
4981033 2.492173 5.61 Down 7.98E-05 NM_0006 Homo sapiens serine (or
02 cysteine) proteinase

inhibitor, clade E (nexin,
plasminogen activator
inhibitor type 1), member
1 (SERPINE1), mRNA.
/PROD=serine (or
cysteine) proteinase
inhibitor, cladeE (nexin,
plasminogen activator
inhibitor type 1), membe
5.13621 2.649783 5.6 Down 1.82E-04 BC013944 Homo sapiens, Similar to

myosin, heavy polypeptide
7, cardiac muscle, beta,
clone IMAGE:4064393,
MRNA.

2648874 0.170587 5.57 Down 2.39E-04 AW00753 Human insulin-like growth
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/ PROD=I ynphocyt especi fic protein tyrosi ne kinase [ FL=gb: U07236. 1

gb: NM 005356. 1 gb: M36881. 1 3.995648 0.881994 8. 66 Down

6. 55E- 05A19Y23MRIRAF308 gene product /| FL=gb: AB01835FCT/ 5184729 1
2.077151 -1.020617 8.56 Down 7.33E-05 BF223193 nucl ear receptor subfamly 1,
group |, nenber 3 WD 2009/132063 6.650173 3.554864 8.55 Down 1.440541

2 factor binding protein 5
(IGFBP5) mRNA
4285883 1.811154 5.56 Down 1.26E-04 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4
3.41866 0.980192 5.42 Down 3.42E-04 AA149250 ESTs, Weakly similar to

WDNM RAT WDNM1
PROTEIN PRECURSOR
(R.norvegicus)
3.932141  1.49687 5.41 Down 6.25E-05 NM_0044 Homo sapiens growth
90 factor receptor-bound
protein 14 (GRB14),
MRNA. /PROD=growth
factor receptor-bound
protein 14
/FL=gh:L76687.1
gb:NM_004490.1
4.64236 2.208805 5.4 Down 4.99E-04 AB019695 Homo sapiens mRNA for
thioredoxin reductase I
beta, complete cds.
/PROD=thioredoxin
reductase |l beta
/FL=gb:AB019695.1

2.256481 -0.17666 5.4 Down 2.51E-03 NM_0184 Homo sapiens NAG22
95 protein (LOC55873),
mMRNA. /PROD=NAG22
protein

/FL=gb:AF247820.3
gb:NM 018485.3
293223 0.515985 5.34 Down 1.40E-03 J05594  Homo sapiens NAD+-
dependent 15-
hydroxyprostaglandin
dehydrogenase (PDGH)
MRNA, complete cds.
/PROD=NAD+-dependent
15-
hydroxyprostaglandindehy
drogenase
/FL=gb:J05594 .1
3.557525 1.145962 5.32 Down 1.74E-04 BF514079 Kruppel-like factor 4 (gut)
6.844763 4.45073 5.26 Down 5.92E-04 AF003114 Homo sapiens CYR6
MRNA, complete cds.
/FL=gb:AF003114.1
3.947271 1.57134 5.19 Down 3.82E-04 AI928035 ESTs
4.835771 2.460275 5.19 Down 1.74E-04 AL574210 serine (or cysteine)
proteinase inhibitor, clade
E (nexin, plasminogen
activator inhibitor type 1),

member 1
/FL=gb:NM_000602.1
gb:M16006.1
5.332534 2.96686 5.15 Down 2.34E-04 AW18988 protocadherin 18
5
5.43052 3.069652 5.14 Down 2.73E-04 AU154455 lung type-l cell membrane-
associated glycoprotein
3.041407 0.703421 5.06 Down 1.48E-04 NM_0044 Homo sapiens forkhead
72 box D1 (FOXD1), mRNA.

/PROD=forkhead box D1
/FL=gb:U59832.1
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-1.650241 8.52 Down 1.344522 -1.721548 8.37 Down 4.319671 1.253603 8.37 Down
2.575606 -0.489298 8.37 Down 1.070412 -1.992167 8.35 Down 3.083054 0.021788
8. 35 Down 6.W93Y%332463015223 8. 34 Down 0. 779095 - 2. 27952 PETASB2BN(KH34¥ 227241
1.173625 8.3 Down 1.139113

gb:NM_004472.1

F) H9P39 at 72 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 72HRS Ratio Direction adj. p- Gene Gene Name
01 value

§ir o8
up 8.3

fugsh 51 Ao {gdd

-4,79201 3.675687 354.02 Up 7.11E-05 NM_0124 Homo sapiens sema

31 domain, immunoglobulin
domain (Ig), short basic
domain, secreted,
(semaphorin) 3E
(SEMA3E), mRNA.
/PROD=sema domain,
immunoglobulin domain
(Ig), shortbasic domain,
secreted, (semaphorin) 3E
/FL=gb:NM_012431.1
gb:AB002329.1

-5.25658 3.066715 320.3 Up 5.36E-05 AW00557 putative 47 kDa protein

-3.8752 4.204423 270.53 Up 1.89E-05 AB028021 Homo sapiens HNF-3beta
MRNA for hepatocyte
nuclear factor-3 beta,
complete cds.
/PROD=hepatocyte
nuclear factor-3 beta
/FL=gb:AB028021.1
gb:NM_021784 1

-3.26893 4.729085 255.65 Up 3.66E-05 NM_0017 Homo sapiens cytidine
85 deaminase (CDA), mRNA.
/PROD=cytidine
deaminase
/FL=gb:.27943.1

235



-1.908335 8.27 Down 3.120689 0.079671 8.23 Down 3.499377 0.460367 8.22 Down
PCT/ US21109/ 041348 8. 55E-04 NM 0043 Hono sapi ens 60cadherin e 1, E-
cadherin (epYPRYPIEIS (CDHL), nRNA. / PROD=cadherin 1, tfﬁglufzwﬁ‘)‘é herin
(epithelial) /FL=gb: NM 004360.1 gb: L08599.1 1.11E-03 BE503640 ESTs 1.97E-02
AW7170 di peptidyl peptidase VI 5 1.05E-04 AF063002 Hono sapiens LIMprotein
SLI MVMER nRNA, conpl ete cds. /PROD=LIM protein SLI MVER [ FL=gb: AF063002. 1

gb: AF098518. 1 1. 24E- 03, BCD16785. HQND sapi ens .- &M othetical protein
PROL722, clone | MAGE: 4096414, nRNA" 7. 29E-04 AF070642,:...M,¢ Lens cl one 24488
MRNA sequence. 2. 33E-03 BCO26969 Honp sapi ens, cl one sidvi MRNA,
partial cds. 1.35E-04 NM 0014 Hono sapi ens four

SR, J
\ .x.\\.'\\‘!

-4.50758 2.853368 164.39 Up 5.73E-05 AU118882 endothelln receptor type A
/FL=gb:NM_001957.1
gb:L06622.1

ERE Ry 15 Py
SEETTEER 8344882 183

o
W
o
o
-

-0.26005 7.057553 159.52 Up 8.58E-05 R72286 FﬁicrofibriIIar—aésociated

protein 4
-3.62742 3.595825 149.42 Up 1.19E-03 AA772920 ESTs
-3.61621 3.595293 148.21 Up 7.06E-04 AL569326 Homo sapiens cAMP-

dependent protein kinase
inhibitor beta mMRNA,
complete cds

-1.32044 5.888668 147.96 Up 1.62E-03 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /[PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
gb:AF001900.1

-0.83997 6.288395 139.91 Up 1.06E-04 AI821669 ESTs

-1.89695 5.066236 124.78 Up 5.04E-05 AL136944 Homo sapiens mMRNA;
cDNA DKFZp586J0624
(from clone
DKFZp586J0624);

complete cds.
/PROD=hypothetical
protein
/FL=gb:AF215636.1
gb:NM_014585.1
gb:AF231121.1
gb:AF226614.1
gb:AL136944 1
-2.90798 4.005677 120.56 Up 7.41E-05 NM_0016 Homo sapiens
43 apolipoprotein A-ll
(APOA2), mRNA.
/PROD=apolipoprotein A-
Il precursor
/FL=gb:M29882.1
gb:NM_001643.1
gb:BC005282.1
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49and a half LIMdomains 1 (FHL1), nRNA. /PROD=four and a half LIMdomains 1
[/ FL=gb: U60115. 1 gb: NM 001449. 1 gb: U29538. 1 1.58E-02 AF497717 Honb sapi ens

ti ssue- type¥PaMG #tnown nRNA. 3. 47E- 04 Al 193252 ESTs, PAEARPYIAIMS ar to
AF133270 1 SLIT2 (H sapiens) 1.40E-02 Al741469 ESTs 6. 27E- 04 UW01874 Human
me20m nMRNA, conpl ete cds. /PROD=nme20m / FL=gb: NM 006928. 1 gbh: BC001414.1

gb: U01874.1 2. 16E-03. NM 0245 Honp sapi ens, 2h pot het i cal prot ein FLJ12691
(FLJ12691), nRNATPRODERYPot hetT'¢al proterh L\jizé‘gj:‘.jﬁ ";Q*Nl’\j/‘l‘og%?z 1
2.568736- 0. 4630228. 18 Down4. 78E- 03 AA531287 ESTs )\

EXPRESSI ON OF GENES BETWEEN UNDI FFERENTI ATED ENMBRYONI«© ST:EM %&:b\s CULTURED ON
MATRI GELTm AND EXPRES 01(A) AND 02(B) CELLS CULTURED*\Q&\QT*‘S‘ A%, | 19P39 at 2 hr
DE stage vs EXPRES 01- Intensity values are in Log2 f\f“’ 1| EX RES\ 01 2 HR DE
Rati oDirection adj. p-GeneGene Nane val ueldentifier \fi 3. 301718

-4.63418 1.846961 89.33 Up 5.54E-03 BF112218

-2.0457 4.332524 83.18 Up 1.95E-04 Al422986
0.756526 7.130796 82.96 Up 244E-05 NM_0030 Homo sapiens secreted
12 frizzled-related protein 1

(SFRP1), mRNA.
/PROD=secreted frizzled-
related protein 1
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

-3.17056 3.112711 77.88 Up 5.66E-05 Al801626 ESTs, Moderately similar
to ALU4_ HUMAN ALU
SUBFAMILY SB2
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

-2.5679 3.691959 76.63 Up 1.85E-05 AL121722 Human DNA sequence
from clone RP4-788L20
on chromosome 20
Contains the HNF3B
(hepatocyte nuclear factor
3, beta) gene. a novel
gene based on ESTs,
ESTs, STSs, GSSs and

CpG Islands
-3.12184 3.093954 74.33 Up 1.27E-04 Al700341 ESTs
-3.51429 2.6835 73.4 Up 7.26E-04 AA352113 ESTs
0.502235 6.679567 72.37 Up 8.17E-06 NM_0148 Homo sapiens KIAAQ878
99 protein (KIAA0878),
MRNA. /PROD=KIAAQ878
protein

/FL=gb:NM 014899.1
gb:AB020685.1
-3.7619 2.400862 71.64 Up 4.61E-05 NM_0161 Homo sapiens transient
79 receptor potential channel

4 (TRPC4), mRNA.
/PROD-=transient receptor
potential 4
/FL=gb:NM_016179.1
gb:AF175406.1

-1.66311  4.46486 69.94 Up 3.60E-04 S69738 MCP-1=monocyte
chemotactic protein
(human, aortic endothelial
cells, MRNA, 661 nt).
/PROD=MCP-1

-2.26295 3.775709 65.74 Up 1.21E-03 Al735586 ESTs
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120.92 Up 0.001179 AL569326 Honmpo sapi ens cAMP- dependent protein kinase

| nhi bitor beta nRNA, conplete cds -1.32044 4.320344 49.89 Up 0.005081 AF017987
Hormo sapi ensVQWPR128% apoptosis related protein 2 ( SRRBPSZWRIA3Bconpl et e
cds. | PROD=secreted apoptosis related protein 2 | FL=gb: AF056087. 1 gb: NM
003012. 2 gb: AF017987. 1 gb: AF001900. 1 -3.12747 2.33 072 43.97 Up 0.000718

AV726956 ESTSs, V\éakI)( simlar to ,
-3.20091 2823883 65.11 Up 8.22E-03 NM_0026 Homo sapiens PDZ

14 domain containing 1
(PDZK1), mRNA.
/PROD=PDZ domain
containing 1
/FL=gb:NM 002614.1
gb:AF012281 1
-0.81978 5.17876 63.94 Up 1.52E-04 Al824037 ESTs, Weakly similar to
FCE2 MOUSE LOW
AFFINITY
IMMUNOGLOBULIN
EPSILON FC RECEPTOR
(M.musculus)
-3.10357 2.888163 63.63 Up 1.85E-05 NM_0014 Homo sapiens forkhead
53 box C1 (FOXC1), mRNA.
/PROD=forkhead box C1
/FL=gb:NM_001453.1
-0.41404 5.48675 59.75 Up 1.39E-04 AI332407 secreted frizzled-related
protein 1
/FL=gb:AF056087 .1
ghb:NM_003012.2
gb:AF017987.1
gb:AF001900.1
-4.29055 1.60372 59.48 Up 5.86E-05 Al337300 Homo sapiens, clone
MGC:4604, mRNA,
complete cds
/FL=gb:BC004219.1
-1.70149 4.121658 56.62 Up 6.46E-04 AF225426 Homo sapiens HT016
mRNA, complete cds.
/PROD=HTO016
/FL=gb:AF225426.1
-2.07937 3.707398 55.21 Up 2.52E-03 NM_0016 Homo sapiens
43 apolipoprotein A-ll
(APOA2), mRNA.
/PROD=apolipoprotein A-
Il precursor
/FL=gb:M29882.1
ghb:NM_001643.1
gh:BC005282.1
0.800949 6.56634 54.39 Up 2.72E-07 NM 0307 Homo sapiens scavenger
81 receptor with C-type lectin
(SRCL), mRNA.
/PROD=scavenger
receptor with C-type lectin
/FL=gb:NM_030781.1

-2.72686 2.973219 51.99 Up 1.82E-04 Al692180 PTPRF interacting protein,
binding protein 2 (liprin
beta 2)

-1.55323 4.113731 50.81 Up 2.92E-05 Al821586 ESTs, Moderately similar

to JE0284 Mm-1 cell
derived transplantability-
associated protein 1b
(H.sapiens)

-3.53873 2127137 50.77 Up 4 17E-04 Al675836 Human DNA sequence
from clone RP11-446H13
on chromosome 10.
Contains the 3 end of the
gene for a novel protein
similar to KIAA1059
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035826 hypot heti cal

13K protein A (H sapiens)
0. 000229 U17496Human proteasone subunit LMP7 (allele

cds. / PROD=pr¥¥? é4¢d#8%subuni t LMP7

4.715023 31.86 Up 0.000339 AF225513 Honmp sapi ens cAMP- dependent protein

ki nase

-2.3376 2.787516 34.9 Up
MRNA, conp

LMP7B

| ete

| FL=g b: U 17497.1 §6TYP7AY1t148. 0. 27888

I nhi bitor beta nRNA, conplete cds.

-2.45311

-2.91295

-1.44407

-0.77864

-3.90126

1.388898
-3.91992
-2.50168
-1.71797

-0.5292
-0.69028

0.83572

-2.61405

-3.54017

3.17372

2.704851

4173723

4.836717

1.704039

6.98175
1.582406
2.984782
3.748284

4.934946
4.756395

6.263504

2.778049

1.841563

49.41 Up
49.1 Up

49.1 Up

49.02 Up

48.68 Up

48.26 Up
45.33 Up
44.83 Up
44.21 Up

4414 Up
43.61 Up

43.05 Up

41.99 Up

4169 Up

(ortholog of mouse VPS10
domain receptor protein
SORCS), an RPL23A
(608 ribosmal protein
23A) pseudogene, ESTs,
STSs an

1.17E-02 BC042378 Homo sapiens, clone

5.98E-03 AW00557
2
1.23E-03 U91903

2.61E-04 NM_0220
55

2.65E-04 Al004009

IMAGE:5277693, mRNA.
putative 47 kDa protein

Human Fritz mRNA,
complete cds.
/PROD=Fritz
/FL=gh:U24163.1
gb:U68057.1
gb:NM_001463.1
gb:U391903.1

Homo sapiens reserved
(KCNK12), mRNA.
/PROD=tandem pore
domain potassium
channel THIK-2
/FL=gb:NM 022055.1
gb:AF287302.1

ESTs, Moderately similar
to ALU7 HUMAN ALU
SUBFAMILY SQ
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

1.85E-05 BE620739 ESTs

1.28E-04 AL553774
6.69E-03 X16468

2.10E-03 AL524520

7.15E-04 AlI127440
1.42E-04 M16276

8.83E-05 N21138

4.08E-05 U71207

9.86E-04 NM_0020
91

239

KIAA1462 protein

Human mRNA for alpha-1
type Il collagen.

G protein-coupled
receptor 49

ESTs

Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM 002123.1
gb:M16276.1
gb:M60028.1
gb:M17564.1
gb:M81141.1
gb:M81140.1

KIAAO0878 protein
/FL=gb:NM_014899.1
gb:AB020685.1

Human eyes absent
homolog (Eab1) mRNA,
complete cds.
/PROD=Eab1

/FL=gb:NM 005244 .1
gb:U71207.1

Homo sapiens gastrin-
releasing peptide (GRP),
MRNA. /PROD=gastrin-



| PROD=cAMP- dependent protein kinase inhibitor betal/FL=gb: AF225513. 1 - 1. 56608
3.343812 30. 06 Ug/(lo. 009753 NM 0007 Hono sapi ens cytochrone 67P450,

subfamily |02
/ PROD=cyt ochr one P450,

-2.39338

-1.77041

-0.27888

-2.4051

-2.16079

-2.6422
-1.09421

-3.7558

-3.21708

subfam |y

2.964195

3.564655

5.053648

2.925248

3.152396

2.666218
4.204596

1.527474

2.015336

41 Up

40.37 Up

40.29 Up

40.23 Up

39.76 Up

39.63 Up
39.36 Up

38.94 Up

37.59 Up

Enobar bi t al -i nduci bl e), pol ypept i de PET(LEHSYEBEFS nRNA.
il pol ypep

I | B(phenobar bi tal i nduci bl e), pol ypepti de
1FL=gb: NM 000767. 2 gh: AF182277.1 gbh: M29874. 1 0. 756. 526 5. 558453

2.62E-03 M17955

1.48E-03 NM_0039

4.00E-05 AF225513

2.25E-05 NM_0210

4.00E-05 NM_0005

1.85E-05 BF589787
7.37E-05 AK023621

3.02E-03 AW47365

1.57E-04 NM_0044
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66

20

52

6

38

releasing peptide
/FL=gb:NM_002091.1
gb:K02054.1
gb:BC004488.1

Human MHC class Il HLA-
DQ-beta mRNA, complete
cds. [FL=gb:M33907 .1
gb:M17955.1
gb:M16996.1
gb:M17563.1
gb:M20432.1
gb:M26042.1

Homo sapiens sema
domain, seven
thrombospondin repeats
(type 1 and type 1-like),
transmembrane domain
(TM) and short
cytoplasmic domain,
(semaphorin) 5A
(SEMASA), mRNA.
/PROD=sema domain,
seven thrombospondin
repeats (type1 and type 1-
like), transmem

Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
Homo sapiens
F37Esophageal cancer-
related gene-coding
leucine-zipper motif
(FEZ1), mRNA.
/PROD=F37Esophageal
cancer-related gene-
codingleucine-zipper motif
/FL=gb:AF123659.1
gb:NM_021020.1

Homo sapiens von
Willebrand factor (VWF),
mRNA. /PROD=von
Willebrand factor
precursor
/FL=gb:NM_000552.2
ESTs

Homo sapiens cDNA
FLJ13559 fis, clone
PLACE1007852, highly
similar to Homo sapiens
mRNA for KIAA0878
protein.

ESTs

Homo sapiens EphA4
(EPHA4), mRNA.



27,89 tip 0.000271 1% 1.17_ 12 nmRN f PRODnsecre.:ed frizzied-rthlted prc=ten
1 TFL=0: AF056087.1 O.:NM..063012 2 «cit.':AF017937.1 i2b: AF0OG1900.1 1.03397
3. 68833526. AYPRYBHYS08 NM 0030 Honp sapi ens secretory FEGFAAYPE1348

neur oendocrine protein 1 (7B2 protein) (SGNEl), nRNA. ! PROD=secretory granule,
neur oendocrine protein 1 (7132protein) /FL=gbh: BC0O05349.1 gb: NM 003020. 1
1.64839 2.65416519. 73 Up0. 000963 NM 0049 Honop sapi ens, h9,£ tgol in O0(simlar to
apol i poprotein B nRNA editing protein) (DJ742C19.2), diRN\ %GQg?szphorbol in
(simlar to apolipoprotein B nRNAediting protein) 1Fgsgh:obiMs§04900. 1

gh: U61083.1 0. 404826 33.88291193&GH Up0. 000GBE-H1 33847 mgjeviset@batoriiyzz| ed- r el at ed
protein 1 /FL=gbh: AF056087. 1 gb: NM 003012. 2 gb: AF017987PEX§l§ssAFD®1900. 1

4.55112 -0.4960716,62 Ln0,Q40292, M 0180 Homm, 5ani80% 143hyAot hetial protein
FLJ10261 (FLJ10261), nRNA. /PROD= hypot heti cal prot eifxdlhd 026d: 4 FL=gb: NM
018043.1 2.38787 1.63963416. 31 Up0. 010236 BCO03517 Henwawsapi ens, clone

| MAGE: 3542589, nRNA partial cds. /PROD=Unknown ggrot%ph“n’i‘*o?r | MAGE: 3542589)
-2.69284 "2.499705 36.57 Up 6.7/7E-03 R33964 Homo sapiens cDNA

FLJ11022 fis, clone

PLACE1003771
0.804491 5.966318 358 Up 4 00E-05 AA583044 bone morphogenetic
protein 2
/FL=gb:NM_001200.1
0.828899 5.985645 35.67 Up 4 40E-05 NM_0012 Homo sapiens bone
00 morphogenetic protein 2
(BMP2), mRNA.
/PROD=bone
morphogenetic protein 2
precursor
/FL=gb:NM 001200.1
0.663834 5.813725 355 Up 7.23E-05 AI817041 G protein-coupled
receptor
-2.83906 2.291355 35.03 Up 8.28E-05 T15545 ESTs
-3.25309 1.849989 34.37 Up 1.65E-03 AL0O50154 Homo sapiens mRNA;
cDNA DKFZp586L0120
(from clone
DKFZp586L0120).
0.713597 5.813528 34.3 Up 2.17E-04 BF508344 ESTs
-1.61054 3.372801 31.63 Up 6.80E-04 AW26420 ESTs
4
-3.31261 1.666545 31.54 Up 5.69E-04 BG39785 major histocompatibility
6 complex, class Il, DQ
alpha 1
-1.35345 3.621423 3145 Up 7.05E-04 AW15757 ESTs, Weakly similar to
1 T00331 hypothetical
protein KIAA0555
(H.sapiens)
-0.81856 4.154852 3142 Up 2.94E-05 Al129628 ESTs
-0.45718 4.48679 30.78 Up 6.26E-05 BF939489 glycoprotein M6A
/FL=gh:D49958.1
0.424882 5.366945 30.74 Up 1.58E-04 Al692659 heat shock 90kD protein
1, alpha
-0.95386 3.986146 30.7 Up 7.87E-05 AF312769 Homo sapiens cryptic
MRNA, complete cds.
/PROD=cryptic
/FL=gbh:AF312769.1
-1.39784 3.506506 29.95 Up 9.97E-04 BE222344 splicing factor,
arginineserine-rich 5
-047614 4.408298 29.54 Up 3.38E-05 BF508639 Homo sapiens mRNA,;
cDNA DKFZp434E082
(from clone
DKFZp434E082)
-3.12747 1.716365 28.72 Up 9.08E-04 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)
-2.81405 2.019329 28.51 Up 9.96E-04 Al694325 ESTs
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-2.506 1.48204215. 87 Up0. 000737 AW9369 DKFZP566K1924 protein 3 1.89835
2.07629915. 72 Up0. 000308 AL122010 Human DNA sequence from cl one RP5-997D16 on
chronpsome MP83MISWEG 3 Contains part of the gene for DASTASHNYIEPH, STSs,
GSSs and a CpGisland 2.80061 1.02708714.2 Up0O. 005931 NM 0146 Hono sapi ens
8100 24cal ci um binding protein A6 (cal cyclin) (8100A6), nRNA. /PROD=S100

cal cium binding protein A6 | FL=gh: NM 014624, 2 g%: BC00N1431.1 1,56046
2.25193414. 05 UpG 809772\ 0183 Hibmo sapi®ehs® §ot %E\éggc FEP SR Bni 1y 21
(organic anion transporter), nenber 12 (SLC21Al 2), nBDEraMitRR&D=0r gani c
1.109291 4.853054 13.4 Up -2.69521 1.04038 13.32 Up $EQGSICE3 4. 897416 13.26 Up

-3. 05488 0.645316 13 Up -0.10733 3.574485 12.83 Up \?VOA';L';“,'\\I"(';N?GOR'i

(H.sapiens)

-1.42034 3.409373 28.44 Up 4.12E-04 BE737251 Homo sapiens cDNA:
FLJ22482 fis, clone
HRC10859, highly similar
to IRO180147 Homo
sapiens mRNA full length
insert cDNA clone
EUROIMAGE 180147

1.563993 6.383462 28.24 Up 1.85E-05 NM_0024 Homo sapiens microsomal

13 glutathione S-transferase

2 (MGST2), mRNA.
/PROD=microsomal
glutathione S-transferase
2 /JFL=gb:NM 002413.1
gb:U77604.1

1.314051 6.126464 28.1 Up 1.89E-05 BC000740 Homo sapiens,
cholecystokinin B
receptor, clone
MGC:2199, mRNA,
complete cds.
/PROD=cholecystokinin B
receptor /[FL=gb:L07746.1
gb:L08112.1 gb:S70057.1
gb:BC000740.1

gb:L04473 .1
gb:NM_000731.1
0.420056 5.197721 27.43 Up 1.85E-05 NM_0122 Homo sapiens dickkopf
42 (Xenopus laevis) homolog

1 (DKK1), mRNA.
/PROD=dickkopf
(Xenopus laevis) homolog
1 /FL=gb:AF177394.1
gb:NM_012242 1
gb:AF127563.1
-1.54464  3.22856 27.34 Up 5.11E-05 Al743534 Homo sapiens mRNA;
cDNA DKFZp564B1162
(from clone
DKFZp564B1162);
complete cds
/FL=gb:AL136646.1

-4.15276 0.598294 26.93 Up 1.83E-04 AA129444 Homo sapiens mMRNA for
KIAA1263 protein, partial
cds

-1.83503 2.912585 26.86 Up 8.60E-04 AA552969 ESTs

0442286 5.16846 26.47 Up 1.85E-05 NM_0017 Homo sapiens CD48

78 antigen (B-cell membrane

protein) (CD48), mRNA.
/PROD=CD48 antigen (B-
cell membrane protein)
/FL=gb:NM_001778.1
gh:M37766.1
gb:M59904.1

-2.05438 2.666454 26.37 Up 5.65E-03 BG29090 ESTs, Moderately similar
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-3.12055 0. 460578 11.97 Up -0.8902 2.675714 11.84 Up -2.233 1.292642 11.52 Up
-1.16113 2.362911 11.5 Up -2.7484 0.710709 11 Up anion transporter QATP-E

| FL=gb: ABO3T¥82!1/13863NM 016354. 1 gb: AF205072. 1 gb: AF1878EF 12270008 NV 0053
Hono sapi ens 561 ynphocyte-specific protein tyrosine kinase (LCK), nRNA

! PRCD=I ynphocyt especi fic protein tyrosine kinase !FL=gb: U07236.1

gb: NM 005356. 1 gb: M36881. 1 0. 000271 AF282250 Hom) sa |ens cal neuron 1 (CALN1)
mRNA, conpl ete cds. | PROD=cal neuron 1 |F L=gb: AF2822 i\“ﬁL J001059 NM 0161 Hono
sapiens 16. 7Kd 39protein (L0051142), nRNA. ! PROD=16. § Ugmcgtel n ! FL=gb: NM
016139.1 gh: AF078845. 1 gb: BC003079.1 0. 001719 A1569804NESMSATION01042 BCO05107

Hono sapi ens, clone WARNING ENTRY
(H.sapiens)
-3.25961 1.457558 26.3 Up 1.49E-02 NM_0163 Homo sapiens pancreas-
41 enriched phospholipase C

(LOC51196), mRNA.
/PROD=pancreas-
enriched phospholipase C
/FL=gb:AF117948.1
gb:NM_016341.1
gb:AF190642.2
-0.68225 4.022195 26.07 Up 4.08E-05 N48299  ESTs, Moderately similar
to NFY-C (H.sapiens)
-0.37709 4.293707 25.47 Up 5.32E-05 AU152102 Homo sapiens cDNA
FLJ12993 fis, clone
NT2RP3000197
-0.13959 4.521681 25.3 Up 5.89E-05 BG10985 Homo sapiens clone
5 TUAS8 Cri-du-chat region
mRNA
-1.80965 2.799751 24.41 Up 4.74E-03 NM_1525 Homo sapiens
06 hypothetical protein
FLJ32835 (FLJ32835),
MRNA.
/FL=gb:NM_152506.1
1.275191 5.879425 24.32 Up 3.33E-05 AI587307 hypothetical protein
FLJ12838
/FL=gb:NM 024641.1
-3.79684 0.804733 24.28 Up 2.78E-04 AK026720 Homo sapiens cDNA:
FLJ23067 fis, clone
LNG04993.
-0.13427 4.467037 24.27 Up 2.87E-05 D49958 Homo sapiens mRNA for
membrane glycoprotein
M6, complete cds.
/PROD=membrane
glycoprotein M6
/FL=gb:D49958.1
1.997597 6.595913 24.22 Up 2.84E-05 BC005997 Homo sapiens, clone
MGC:14801, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:14801)
/FL=gb:BC005997 .1

-2.9769 1.607498 23.99 Up 1.19E-02 AW61211 ESTs
1
-3.10679 1.463399 23.76 Up 3.41E-04 N59476  ESTs
-2.06656 2.502146 23.73 Up 2.55E-03 AF141339 Homo sapiens LYST-

interacting protein LIP3
mRNA, partial cds.
/PROD=LYST-interacting

protein LIP3

0.007601 4.558709 23.44 Up 1.02E-04 N63706 ESTs

-0.15629 4.385668 23.3 Up 2.61E-04 Al799018 ESTs

-3.10838 1.4221 23.11 Up 3.43E-04 N50412  ESTs

-2.50006 1.997519 22.59 Up 1.83E-03 U66061  Human germline T-cell
receptor beta chain
TCRBV17S1A1T,
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| MAGE: 3840937, nRNA, partial cds. !PROD=Unknown (protein for | MAGE: 3840937)

0. 018849 AWS8000 ESTs 6 0.001172 NM 0220 Honmp sapi ens estrogen 34 regul ated
gene 1 (ERGWY 200HRA63 | PROD=est rogen regul ated gene 1 |¢CE4§H%°%(¢436§835. 1 gb: NM
022034.1 0.002196 NM 0148 Homo sapi ens Kl AA0307 62gene product (Kl AA0307).
MRNA. | PROD=KI AA0307 gene product TFL=gb: AB002305.1 gh: NM 014862.1 0. 007894 NM
0122 Honp sapi ens potassi um 81lvol t age- gat ed channel §hal -related subfamly,
menber 2 (KCNDZ2), nRNA. ! PROD=pot assi um vol t age- gat e&cwg@lgl :

Shal -rel at edsubfam |y, menber 2 /FL=gb: NM 012281. 1 ghcARO2E967. 1 gb: AF121104. 1
0. 006544 BCO00568 Homo sapi ens, clone M3C: 3040, nmRNAJTCRBW25189467 0. 509405

10.59 Up -1.66608 1.669381 10.09 Up -1.38062 1.947023CRBVI5ST,
TCRBV11S1A1T, HVB

relic, TCRBV28S1P,
TCRBV34S51,
TCRBV14S1, TCRBV3S1,
TCRBV4S1A1T, TRY4,
TRY5, TRY6, TRY7,
TRY8, TCRBD1,
TCRBJ1S1, TCRB...
-0.98665 3.469502 21.95 Up 1.93E-03 NM_0014 Homo sapiens frizzled-
63 related protein (FRZB),
mRNA. /PROD=frizzled-
related protein
/FL=gb:U24163.1

gb:U68057.1
gb:NM_001463.1
gb:U91903.1
-0.62897 3.790333 21.4 Up 7.95E-03 Al694545 ESTs
0500662 4.91845  21.37 Up 1.92E-04 AB043703 Homo sapiens FZD8

MRNA for seven-
transmembrane receptor
Frizzled-8, complete cds.
/PROD=seven-
transmembrane receptor
Frizzled-8
/FL=gb:AB043703.1

-0.10733 4.302037 21.25 Up 2.88E-04 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3840937)

-0.70855 3.6919 2112 Up 4 93E-04 AI917371 ESTs
-3.53207 0.857843 20.97 Up 1.12E-03 NM_0027 Homo sapiens protease,
69 serine, 1 (trypsin 1)

(PRSS1), mRNA.
/PROD=protease, serine,
1 (trypsin 1)
/FL=gb:M22612.1
gb:NM_002769.1

1.168713 5.556831 20.94 Up 2.43E-04 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
mRNA. /PROD=16.7Kd
protein

/FL=gb:NM _016139.1
gb:AF078845.1
gb:BC003079.1
-1.68521 2.69622 20.84 Up 2.06E-03 NM_0027 Homo sapiens protease,
70 serine, 2 (trypsin 2)
(PRSS2), mRNA.
/PROD=protease, serine,
2 (trypsin 2)
/FL=gb:M27602.1
gb:NM_002770.1
-2.14813 2.233148 20.84 Up 2.55E-04 NM_0060 Homo sapiens p53-
34 induced protein (PIG11),
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10.04 Up 1.12675 4.40089 9.67 Up -0.04543 3.208344 9.54 Up -3.12304 0.081126
9.22 Up -2.26295 0.940715 9.21 Up 3.061783 6.265115 9.21 Up -1.57619 1.598447
9.03 Up 1.26¥838Y43466898 8.55 Up -1.79406 1.19242 7.93PGYUSINYBHSE 1 703716

mRNA. /PROD=p53-
induced protein
/FL=gb:AF010315.1
gb:BC000443.1
gb:BC003010.1
gb:NM_006034.1

-0.5982 3.780076 208 Up 1.63E-02 AIB06510 putative 47 kDa protein
0449168 4.82657 20.78 Up 2.33E-05 Al688418 plexin A2
1.223968 5.565279 20.27 Up 1.85E-05 AL574912 ESTs, Weakly similar to
serine protease
(H.sapiens)

YN e 0O NS N MM ARSN L RN Bl
2.4 Up JO0E08 ASZE3486 Homw b

-1.83333 2.487663 19.99 Up 2.10E-03 NM_0065 Homo sapiens myelin-
01 associated
oligodendrocyte basic
protein (MOBP), mMRNA.
/PROD=myelin-associated
oligodendrocyte basic
protein /FL=gbh:D28113.1
gb:NM_006501.1
-2.16064 2.095432 19.11 Up 1.23E-02 NM_0004 Homo sapiens nuclear
75 receptor subfamily O,
group B, member 1
(NROB1), mRNA.
/PROD=adrenal
hypoplasia protein
/FL=gb:NM_000475.2

1.861693 6.103583 18.92 Up 2.59E-05 AI374739 ESTs
-3.47945 0.755598 18.83 Up 5.51E-04 NM_0008 Homo sapiens glutathione
54 S-transferase theta 2

(GSTT2), mRNA.
/PROD=glutathione S-
transferase theta 2
/FL=gh:L38503.1
gb:BC002415.1
gb:NM_000854 .2
-1.25995 2.973193 18.81 Up 2.98E-04 AK026607 Homo sapiens cDNA:
FLJ22954 fis, clone
KATQ9813, highly similar
to AF010315 Homo
sapiens Pig11 (PIG11)

mRNA.
-0.27888 3.946435 18.7 Up 2.46E-05 NM_0030 Homo sapiens SWISNF
78 related, matrix associated,

actin dependent regulator
of chromatin, subfamily d,
member 3 (SMARCD3),
mRNA. /PROD=SWISNF
related, matrix associated,
actindependent regulator
of chromatin, subfamily d,

member 3
/FL=gb:NM _003078.1 gb
1.740607 5.961556 18.65 Up 2.25E-05 NM_0021 Homo sapiens
60 hexabrachion (tenascin C,

cytotactin) (HXB), mRNA.
/{PROD=hexabrachion
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7.75 Up -2.01579 0.901094 7.55 Up 0.194248 3.083487 7.41 Up conplete cds.

I PROD=Unknown rotein for M3C: 3040) | FL=gb: BCO00568.1 0.010729 AWA7120 ESTs 5
0. 01208 BE67M244IEHY sapi ens chronpsonme 19, cosnid R28FFFUFZHYBUFF NMm 0025
Hono sapi ens 90prot ocadherin 8 (PCDH8). nRNA. ! PROD=protocadherin 8 |IFL=gh: NM
002590. 2 gh: AF061573. 2 0. 000277 AA206141 ESTs 0.000875 AB037730 Honp sapi ens
MRNA for Kl AA1309 protein, partial cds. /PROD=KI AA1309 protein 0.025215 NM
0180 Hono sapi ens 18hypothetical protein FLJ10191 (FiJ)IU: XQOEWA

/ PROD=hypot heti cal protein FLJ10191 | FL=gb: NM 018018 4ini{.00:8876 A1735586 ESTS
0. 000149 BF0O5780928E8Ts1.980@17078.68\WMD7279 CloRE-acAin235F 6STB. 000408 AA404269 ESTsS

3.042634 7.250084 18.47 Up 2.33E-05 NM_0054 Homo sapiens
42 eomesodermin (Xenopus
laevis) homolog (EOMES),
MRNA.

/PROD=eomesodermin
(Xenopus laevis) homolog
[FL=gb:AB031038.1
gb:NM_005442.1

1.192657 5.39941 18.47 Up 1.18E-04 NM_0246 Homo sapiens
41 hypothetical protein
FLJ12838 (FLJ12838),
mRNA.

/PROD=hypothetical
protein FLJ12838
/FL=gb:NM_024641.1

-2.81453 1.375898 18.26 Up 3.27E-02 BC014585 Homo sapiens, clone
IMAGE:4047715, mRNA.
0476688 4.64635 18 Up 1.14E-04 NM_0245 Homo sapiens
81 hypothetical protein
FLJ13942 (FLJ13942),
mRNA.

/PROD=hypothetical
protein FLJ13942
/FL=gb:NM_024581.1
-2.14545 2.018966 17.93 Up 2.47E-03 NM_0158 Homo sapiens

31 acetylcholinesterase (YT
blood group) (ACHE),
transcript variant E4-E5,
MRNA.
/PROD=acetylcholinestera
se Pl-linked form

precursor
/FL=gb:NM_015831.1
-2.24406 1.891442 17.58 Up 4.96E-05 NM_0032 Homo sapiens
75 tropomaodulin (TMOD),
mMRNA.

/PROD=tropomodulin
/FL=gb:NM_003275.1

gb:M77016.1
gb:BC002660.1
-0.5777 3.557171 17.57 Up 5.59E-04 BC036592 Homo sapiens, clone
IMAGE:4814184, mRNA.
-0.05814 4.076316 17.56 Up 1.83E-04 BF308645 KIAA1415 protein
-1.27748 2.846094 17.43 Up 1.96E-04 D78260  Homo sapiens mRNA for

GATA-4 transcription
factor, complete cds.
/PROD=GATA4
transcription factor
/FL=gb:NM_002052.1
gb:L34357.1 gb:D78260.1

-2.64131 1.466395 17.24 Up 2.99E-02 AU157303 ESTs

-1.82351 2.283948 17.24 Up 3.95E-04 AA603467 ribosomal protein S11

1.59762 5.701737 17.2 Up 5.72E-04 NM_0186 Homo sapiens core
49 histone macroH2A2.2

(MACROH2A2), mRNA.
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0. 023768 NM 0047 Hono sapiens solute 3lcarrier famly 16 (nonocarboxylic acid
transporters), nmenber 7 (SLC16A7), nRNA. /PROD=solute carrier famly 16
(onocar boxyV9 2M%d328¢% ansport ers). menber 7 ! FL=gb: AFO5E6BBISINYBIAR 004731, 1
0. 000875 R62432CI uster Incl. R62432:yg52ell.sl Hono sapiens cDNA, 3 end

I cl one=1MAGE- 36023 | cl one_end=3 |1 gh=R62432 | gi =834311 | ug=Hs. 12321 i 1en=487
0. 014339 A1937060 Kl AA1151 protein 0.002413 U07236 H man_ mut ant

| ynphocyt e- speci fic protein tyrosine kinase (LCK) nR Q@?ﬁ]sg’f”ee cds.
PROD=I ynphocyt especific protein tyrosine kinase |FL= gin glglajfzs?,gm gb: NM 005356. 1
gb: M36881.1 WD 20091132063 -2.17012 0. 714641 7. 3oNvp184911075 AB018580
1. 872557 4. 7413@8.290_93 8()44000371@ LR38389 1.99E-04 BF984830 retinoic acid induced 1
-0.41626 3.652079 16.78 U 2.69E-04 BF110534 ESTs
2.377335 6.437231 16.68 Up 1.89E-05 NM 0053 Homo sapiens hyaluronan
28 synthase 2 (HAS2),
mRNA.
/PROD=hyaluronan
synthase 2

IFL=gb:U54804.1
gb:NM_005328.1

-0.29145 3.768186 16.68 Up 2.40E-04 Al197932 ESTs
-3.88742 0.162889 16.57 Up 2.95E-03 AA180985 ESTs
-0.75724 3.289214 16.52 Up 2.66E-03 AL445192 Human DNA sequence

from clone RP11-269H4
on chromosome 20
Contains the 3 end of the
KIAA1415 gene similar to
T-Lymphona invasion and
metastasis inducing
protein 1, ESTs, STSs and
GSSs
-2.30432 1.732166 16.41 Up 2.23E-02 BC017958 Homo sapiens, clone
IMAGE:4607409, mRNA.
-3.30412 0.716129 16.23 Up 3.22E-02 AU157224 Homo sapiens cDNA

FLJ11570 fis, clone
HEMBA1003309

-3.4744 0.544234 16.21 Up 8.79E-03 132867 Homo sapiens alpha 2,8-
sialyltransferase mRNA,
complete cds.
/PROD=alpha 2,8-
sialyltransferase
/FL=gh:L 43494 1
gbh:D26360.1 gb:L32867.1
gb:NM_003034.1

-3.09265 0.925475 16.2 Up 2.03E-03 Al093492 ESTs
-1.39277 2.622602 16.17 Up 2.73E-04 Al629041 ESTs
0.366041 4.354631 15.87 Up 8.71E-05 Al242583 Homo sapiens cDNA
FLJ11550 fis, clone
HEMBA1002970
-0.35867 3.62672 15.84 Up 3.71E-05 NM_0019 Homo sapiens endothelin
57 receptor type A (EDNRA),
mRNA.
/PROD=endothelin
receptor type A
/FL=gb:NM_001957.1
gb:L06622.1
-0.66587 3.318505 15.83 Up 9.18E-05 NM_0013 Homo sapiens deiodinase,
62 iodothyronine, type Ill
(DIO3), mRNA.

/PROD=thyroxine
deiodinase type Il
/FL=gb:NM 001362.1

gb:S79854 .1
-1.80959 2.172774 15.81 Up 1.70E-03 BF447246 KIAAQ960 protein
-3.95752 0.007632 15.62 Up 1.52E-02 NM_0014 Homo sapiens epiregulin
32 (EREG), mRNA.
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-1.81469 1.042382 7.25 Up 0.007408 AF052108 -1.51616 1.329372 7.19 Up 0. 007084
AJ272267 -0.54428 2.289592 7.13 Up 0. 000308 AF053712 -3.17826 -0.38807 6.92 Up
0. 040995 A17M83¥4132463383254 0. 903098 6.9 Up 0. 007894 BF6F438E2MY9F892 1. 501511

/PROD=¢piregulin
precursor
/FL=gb:D30783.1
gb:NM_001432.1
-0.22337 3.730539 15.5 Up 9.97E-04 NM_0218 Homo sapiens phorbolin-
22 like protein MDS019
(MDS019), mRNA.
/PROD=phorbolin-like
protein MDS019
/FL=gh:AF182420.1
gb:NM_021822.1

-2.56291 1.390726 15.49 Up 1.14E-02 BG53269 integrin, alpha 4 (antigen
0 CD49D, alpha 4 subunit of
VLA-4 receptor)
-2.89467 1.029195 15.18 Up 4.69E-03 AW97120 ESTs
5
-1.16952 2.748825 15.12 Up 2.94E-02 NM_0013 Homo sapiens disabled
43 (Drosophila) homolog 2
(mitogen-responsive
phosphoprotein) (DAB2),

mRNA. /PROD=disabled
(Drosophila) homolog 2
/FL=gh:U39050.1
gb:NM_001343.1

gb:U53446.1
gb:BC003064.1
0.798972 4674672 14.68 Up 5.97E-05 AI082827 hypothetical protein
FLJ11585
-0.33264 3.541617 14.66 Up 3.49E-05 NM_0203 Homo sapiens
53 phospholipid scramblase

4 (LOC57088), mRNA.
/PROD=phospholipid
scramblase 4
/FL=gh:NM_020353.1
gb:AF199023.1

-0.88175 2.988123 14.62 Up 1.30E-03 Al650874 ESTs
-0.11092 3.758565 14.62 Up 4.96E-05 BF591483 ESTs
1.370117 5.237165 14.59 Up 7.39E-05 M33653 Human (clones HT-

(125,133)) alpha-2 type IV
collagen (COL4A2)
mMmRNA, complete cds.
/PROD=alpha-2 type IV

collagen
/FL=gh:M33653.1
0.041468 3.902142 14.53 Up 9.62E-04 BF130943 ESTs
-0.41994 3.432925 14.45 Up 1.98E-03 Al686957 KIAA1494 protein
-3.44709 0.392958 14.32 Up 3.27E-02 H39185 ESTs
1.071985 4.903249 14.23 Up 1.89E-05 NM_0045 Homo sapiens receptor
60 tyrosine kinase-like

orphan receptor 2
(ROR2), mRNA.
/PROD=receptor tyrosine
kinase-like orphan
receptor 2
/FL=gb:M97639.1
gb:NM_004560.1
-0.60671 3.220921 14.2 Up 2.49E-03 NM_0004 Homo sapiens
58 transcription factor 2,
hepatic; LF-B3; variant
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6.85 Up 0.036787 U11058 0.69028 2.0413766. 64 Up0. 001589 ML6276 Human MHC
class Il HLA- DR2-Dwl2 nRNA DOwl- beta, conplete eds. |FL=gb: NM 002123.1

gb: ML6276. 1 YB2MBHEIE. 1 gb: ML7564. 1 gb: MB1141. 1 gb: MB1146TTS10%HEES
3.7638736. 62 Up0. 00068 R40892 ESTs -1.4606 1.252436.56 Up0.001042 AWO07210
Hono sapi ens nRNA; 2cDNA DKFZp434H205 (from cl one DKFZ2434H205) 2.07873
0.6294216. 53 UpO. 006819 Al 269290 solute carrier famly 18 ('vefsi cul ar

monoani ne), menber 2 /FL=gb: L14269.1 gb:L23205.1 gb: gé%i;s;higg 2 NWV 003054, 1
1.17422 1.5320186.53 Up0. 009466 A1962169 ESTs 1.85153,4n8441986.48 Up0. 022892
AL359062 Honmp sapiens nmRNA full length insert cDNA clrroo=tkeuURMGIMAGE 1913076.
0.32746 2.3554496. 42 Up0. 000657 L39833Hono sapi ens (&EF@itesti®mBet a3) K+ channel

beta subunit nRNAg.complets cd | PROD=K+ £hanpel &e@ﬁ%’w‘ off.?FL:g b: U
16053, 1 gb: 13983300 63583 2 hE4B066. 35 The D00LE0 Rk EA A T sapi ens
del eted in 5lazoosperm a-|i ke (DAZL), nRNA. ! PROD=debeted azoosperm a-1i ke

| FL=gb: U66726. 2 gb: NM 001351. 1 gb: U65918. 1 gb: U66078.(D|_g':29@)36@31@?3-3 2.6192663. 4
Up0. 001042 NM ( 3 - sapi tint 9Lliphiki & - .
Qbkaliomm532P! 6015 31 Nt _Q5R0) gﬁr_z%%g%(%;%:?%ﬁs%ﬂ_e o

nr4, NA. / PROBt 4Wht r; hthitory factor-1 | FL4: 1 RAIRA: Ji 071, 31;
0462867 3.1082476. 26 Up0. 006847 A1807026 ESTs 1. 37262onble@@80976. 21 UpO. 000311
BC040605 Honp sapi ens, clone | MAGE: 5271039, nRNA /PROD=caineuron 1
/FL=gh:AF282250.1
-2.70961 1.095539 13.98 Up 2.03E-02 AK055534 Homo sapiens cDNA
FLJ30972 fis, clone
HEART2000492.
-0.65009 3.149996 13.93 Up 2.55E-04 NM 0179 Homo sapiens
31 hypothetical protein
FLJ20699 (FLJ20699),
MRNA.
/PROD=hypothetical
protein FLJ20699
/FL=gb:NM 017931.1
-1.6164 2.173017 13.83 Up 9.97E-03 X00452 Human mRNA for DC
classll histocompatibility
antigen alpha-chain.
/PROD=DC classlI
histocompatibility
antigenalpha-chain
-3.47125 0.312463 13.77 Up 3.91E-02 BF114815 ESTs
-217973  1.59463 13.68 Up 1.03E-03 BE379542 chromodomain helicase
DNA binding protein 3
/FL=gb:U91543.1
-1.95127 1.804379 13.51 Up 3.31E-03 L12468  Homo sapiens
aminopeptidase A mRNA,
complete cds.
/PROD=aminopeptidase A
/FL=gb:L12468.1
gb:NM_001977.1
gb:L14721.

IR R A B T R A AG iy AT Nd FORARTT I
G 440833 4203433 13,48 Un A4 ZAI83Y 0 Hs

1
M

0.502333 4.255116 13.48 Up 3.46E-04 AF211891 Homo sapiens Mix-like

homeobox protein 1

(MILD1) mRNA, complete
cds. /PROD=Mix-like
homeobox protein 1
/FL=gb:AF211891.1

0.151239 3.88836 13.33 Up 5.61E-05 BE644809 ESTs

0.631332 4.364524 13.3 Up 8.23E-05 Al130705 ESTSs, Weakly similar to
A46302 PTB-associated
splicing factor, long form
(H.sapiens)
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0. 997757 3.610644 6.12 Up 0.000246 AU144892 Hono sapiens cDNA FLJ11569 fis,

cl one HEMBA1003304 2.214091 4.823976.1 Up0. 000277 N98595 ESTs 4158317

2. 0184P$36 A0 BB 1880412 AL563460 GATA-bi ndi ng protein FETHS2WA4HRS686" 91. 1
3.21441 -0.621516. 03 Up0. 033157 NM 0219 Honmpo sapiens pre-1NK 8lcell associated
protein (1D12A), nRNA. | PROD=pre-TNK cell|l associated protein /FL=gb:L17325.1
gb: NM 021981.1 5. 96 Up0O, Q05872 AW6420 ESTs 4 5,85 Up0. 00021 AW5159 ESTs,
Mbder at el y si i | 2P°8 o' WAtdmed 'protei n produét (¥ SApPBELEY:B 284" Up0. 027071
A1653050 ESTs, Weakly simlar to HPPD HUVAN 4- HYDROX®HEMNYLPYRU VATE

DI OXYGENASE ( H. sap®ns)445082 Upe7000875 AWZ-098M TS HamdsagiehsUp0. 005081 NM 0025
Hono sapi ens neuronal 22pentraxin | (NPTX1), nf@NA. | PROfeepPRal pentraxin |
precursor | FL=gb: NM 002522. 1 gb: U61849. 1 5.75 Up0. 00111 BF672975" 1 i popr ot ei n

| i pase ! FL=gb: ML5856. 1 gb: NM 000237.1 5.75 Up0. 01551 /pRkB82388RQtddon0 sapi ens
cDNA FLJ13838 fis, clone THYR01000756, weakly si m | aproteio FLJ11316

ALPHA- NACETYLGALACTOSAM N | DE ALPHA- 2, 6- S1ALYL TRANSIFERASI 0188887, 4. 99 -) .

S

| FL=gb: NM 013443 '1%gbH: ABo3517313 % ¥¢ 4848

251

\;:}.r\: ST
-0.4843 3.220215 13.04 Up 2.66E-05 NM 0017 Homo sapiens CD1D
66 antigen, d polypeptide
(CD1D), mRNA.
/PROD=CD1D antigen, d
polypeptide
/FL=gb:NM_001766.1
gh:J04142.1
-3.18081 0.521542 13.02 Up 3.11E-04 AW44981 KIAA0918 protein
3
-1.17885 2.522906 13.01 Up 7.75E-04 AB002155 Homo sapiens mRNA for
human uroplakin Ib,
complete cds.
/PROD=human uroplakin
Ib /FL=gb:NM_006952.1
gb:AB015234.1
gh:AF042331.1
gh:AB002155.1
2.383898 6.070755 12.88 Up 2.59E-05 BF476502 hypothetical protein
FLJ11585
3.2061 6.89075 12.86 Up 2.73E-05 NM_0066 Homo sapiens
81 neuromedin U (NMU),
MRNA.
/PROD=neuromedin U
/FL=gb:NM 006681.1
0.454394 4.138042 12.85 Up 2.43E-04 AL036088 KIAA1479 protein
-2.233 1.436726 12.73 Up 1.41E-03 NM_0148 Homo sapiens KIAA0307
62 gene product (KIAAQ307),
MRNA. /PROD=KIAA0307
gene product
/FL=gb:AB002305.1
gb:NM_014862.1
-2.50335 1.160623 12.68 Up 4. 71E-04 AA781795 ESTs
0.414809 4.075067 12.64 Up 3.71E-05 NM_0161 Homo sapiens transient
79 receptor potential channel
4 (TRPC4), mRNA.
/PROD=transient receptor
potential 4
/FL=gb:NM_016179.1
gb:AF175406.1
-0.40798 3.250175 12.62 Up 3.66E-05 Al143879 phosphodiesterase 10A
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5.74 Up0. 001082 A1659533 ArgAbl -interacting protein ArgBP2 5.68 Up0. 00079
AWO05758 ESTs 9 5.68 Up0O. 006868 BC040321 Hono sapiens, Simlar to LI M honeobox
protein 8. NVBAYWIIMEE: 4839343, nRNA. 5.61 Up0. 016088 BESHIPEYMEMS sapi ens,
Simlar to carnitine palmtoyltransferase I, liver, clone M3C 1772, nRNA,
conplete cds. PROD=Simlar to carnitine pal i t oyl transferase ' | i ver

I FL=gb: BC0O00185.1 5. 61 Up0. 002033 AK026546 Honp sapi ens  cDNA: FLJ22893 fis,

cl one KAT04792. 5.5 Up0. 002048 NM 0069 Hono sapi ens %ﬁbﬁﬂ 0% in, subfamily
3, menber A3 (BTN3A3), nRNA. ! PROD=butyrophilin, subgsmm oyeeaﬂrrerrber A3

I FL=gb: U90548. 1 -1Red1h USRE®®/ 0413x18)pgh: NM I0B9DECR2H8 48ndiplerB4Thy 9 BG29090

ESTs, Moderately simlar 8to ALUS HUMAN ALU_SUBFAM | YAGK:-58¢,
CONTAM NATI ON WARRIRE 27 (H'5¥pPens) 524 Opf)" GOTLOR @,ﬁ%@gsn Veak! y

simlar to 21084Q024y36asdtsdeone palsUpt oyl t ransheraserd klakhsapbens) 5. 38

Up0O. 004073 AWL17453sgseur.@bgsrm n ©.431p3 UpO. 104@6858M N0 B6bo dpi8 sapi ens pepti de

82transporter 3 (L0051296), cerebroside (3-
phosphoadenylylsulfate:g
alactosylceramide 3)
sulfotransferase (CST),
MRNA.
/PROD=galactosylceramid
e sulfotransferase
/FL=gb:NM_004861.1
gb:D88667.1

0.81871 4.448452 12.38 Up 9.04E-05 X06268 Human mRNA for pro-

alpha 1 (llI) collagen 3end
C-term. triple helical and
C-terminal non-helical
domain. /PROD=pro-alpha
1 (Il) collagen (313 AA; AA

975-271c)
/FL=gb:NM_001844.2
1.040647 4.667276 12.35 Up 2.25E-05 AI348094 KIAAO0882 protein
-2.2316 1.390239 12.31 Up 1.38E-02 AAT57630 ESTs
1.076427 4.696942 12.3 Up 3.12E-05 Al640307 protocadherin 10
-1.28224 2.327697 12.21 Up 3.34E-04 NM_0055 Homo sapiens LIM
68 homeobox protein 1

(LHX1), mRNA.
/PROD=LIM homeobox
protein 1
/FL=gb:NM_005568.1
gb:U14755.1

-1.99136 1.617733 12.2 Up 4.20E-03 AL109653 Human DNA sequence
from clone GS1-115M3 on
chromosome Xq27.1-28
Contains a gene for a
novel protein, CXorf1
(chromosome X open
reading frame 1), ESTs,
STSs, GSSs and a CpG

Island
-3.12055 0.469175 12.04 Up 1.54E-02 AW78000 ESTs
6
0.1187 3.707767 12.03 Up 5.97E-05 N21184  Cluster Incl.

N21184:yx41a10.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-
264282 /clone_end=3
/gb=N21184 /gi=1126354
/ug=Hs.93605 /len=619

-1.40826 2.177544 12.01 Up 7.18E-04 AB046770 Homo sapiens mRNA for
KIAA1550 protein, partial
cds. /PROD=KIAA1550
protein

1.316429 4.899037 11.98 Up 7.87E-05 Al769688 Homo sapiens clone
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MRNA. / PROD=pepti de transporter 3 |FL=gb: NM 016582.1 gb: AB020598.1 5.24

UpO. 003841 NM 0007 Hono sapi ens cytochronme 67P450, subfamly 11B

( phenobar bi t*4P 2{"4d7¢¢%bl e) , pol ypeptide 6 (CYP2B6), nRNA.PCTﬂ’éWE@?‘@chrone
P450, subfam |y I1B(phenobarbitalinducible). polypeptide 6 /FL=gb: NM 000767. 2
gb: AF182277.1 gb: M29874.1 5. 22 Up0. 005872 A1741439 ESTs 5 2 Up0. 000339 NM 0070
Hono sapi ens 15chondronmodulin 1 precursor (CH ROD=chondr onodul i n
1 precursor |FL=gh: NM 007015. 1 gb: ABO06000. 1 5 14 Up@> %‘1’% %QO‘N 0047 Hono
sapi ens | eci t hi n.14duet s patocacyhigzansf er asesz€phrspeat | Ix EdTURE=cus I €t i nol
O0-acyl transferase) (LRAT), nRNA 1PROD=l ecithin reti MEFINITION=HSPTKR

acyl transf erase(phosphati dyl choline--retinol O- acyﬁtsﬁ%ﬁﬁg'f“é*?Z MA | FL=gb: NM
004744. 1 gb: AF071510. 1 5. 13 Up0. 027018 AL050090 Horp % “%HE?S' *° cDNA
DKFZp586F1018 (f pesse! @sperddKFZphd3af1018) 4ggER§mtgymptbﬂgtl cal protein 5.11
Up0. 001589 BGb4252 pyruvate dehydrogenase lphogphatase /FL=gb: NM 018444.1
gb: AF155661. 1 5. 1()458%%05@0@34%2‘6@8@4 Home?- 98Bt Brf3321¢ Folte | MAGE: 4081483, nRNA
5.01 Up0. 000576 P31 Biio sapfi'éRs pyr AAE 4&’217831%@ Mg

-2.33994 1.211956 11.73 Up 1.74E-02 AL134708 ESTs
-0.52859 3.016773 11.68 Up 4 43E-03 AW59061 ESTs

4
-1.77455 1.768056 11.65 Up 1.17E-02 AF140507 Homo sapiens

Ca2+calmodulin-
dependent protein kinase
kinase beta (CAMKKB)
MmRNA, complete cds.
/PROD=Ca2+calmodulin-
dependent protein kinase

kinasebeta
/FL=gb:AF 140507 .1
-2.84187 0.695267 11.61 Up 1.89E-03 NM_0022 Homo sapiens potassium
44 inwardly-rectifying

channel, subfamily J,
inhibitor 1 (KCNJN1),
MRNA. /PROD=potassium
inwardly-rectifying
channel, subfamilyJ,

inhibitor 1
/FL=gb:NM 002244.1
4.042679 7.571956 11.55 Up 2.86E-05 NM_0054 Homo sapiens cerberus 1
54 (Xenopus laevis) homolog

(cysteine knot
superfamily) (CER1),
MRNA. /PROD=cerberus
1 /FL=gb:NM_005454.1
0.581614 4.103441 11.49 Up 1.82E-04 AF005775 Homo sapiens caspase-
like apoptosis regulatory
protein 2 (clarp) mRNA,
alternatively spliced,
complete cds.
/PROD=caspase-like
apoptosis regulatory

protein 2
/FL=gb:AF005775.1
3.287037 6.806239 11.47 Up 3.78E-05 Al633559 ESTs
0.661121 4.174547 11.42 Up 4.53E-05 AA502609 Homo sapiens ankyrin-like

with transmembrane
domains 1 (ANKTM1),

mRNA
1.888188 5.396458 11.38 Up 4 53E-05 AW34031 ESTs
1
-1.24923 2.257525 11.37 Up 1.03E-03 R42166 ESTs, Weakly similar to

AXO1_HUMAN AXONIN-
1 PRECURSOR
(H.sapiens)
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phosphat ase (PDP), mRNA. | PROD=pyruvate dehydrogenase phosphatase |FL=gh: NM
018444. 1 gb: AF155661. 1 86. 18 DownO. 000948 NM 0165 Honmp sapi ens neuritin
88(L0051299)WO ARAS2Y3pROD=neuri ti n | FL=gh: NM 016588. 1 gﬁcﬁﬂa@w%’%‘ﬁﬂf

gb: AF136631. 1 44.95 Down0O. 000308 NM 0042 Hono sapiens solute O7carrier famly
16 (nDnocarboxyIic acid transporters), menber 3 (SLCL6A3), nRNA. /PROD=sol ute
carrier famly gnnnocarboxyllc aC|dtrans orters%j menber 3 | FL=9b: U31800. 1
gb: NMD04207. 1 3505 Dowrt0° 000277\ 0134 HORD® AT D Bece”

45decar boxyl ase 1 (brain, 67kD) (GADl), transcript VvaRodbbeitAD25, MRNA.
1PROD=gl ut amat e decar boxyl ase 1, isoform GAD25 | F L=¢LigpN7811013445. 1

gb: AF178853. 1 gh;, B02815. 1 25, 25 Down0. 000149 AL5139t1W§6$0€1%b carrier famly
16 (nonocar boxyli¢ 48 y° franspOrTers) menber- ﬁ“iﬁl—@ TUBTR0 ‘iigb NM 004207. 1
25.1 Down0. 012588 NM 0134 Honp sapi ens gl utamate 45daqanhgx¥ka$£ 1 (brain,
67kD) (GAD1l), transcript variant GAD25, nRNA. 1PROD=gtuthawat &ecarboxylase 1,
i sof orm GAD25 | FL=gb: NM 013445. 1 gb: AF178853. 1 gb: BCOD281%:8
Down0. 000465 U15174 Honp sapi ens BCL2adenovirus El B;
3 (BNIP3) nRNA, conpl ete cds. /PROD=BCL2adenovi rus
Down

£8Pt i ng protein
brnki32868 19. 68

i RUE D

4.897427 -1.39089 78.16 Down 7.30E-04 R06655 ESTs Moderately similar
to AF078844 1 hqp0376
protein (H.sapiens)

3.409815 -2.69915 69.02 Down 1.89E-05 NM_0165 Homo sapiens neuritin

88 (LOCS1299), mRNA.
/PROD=neuritin
/FL=gb:NM_016588.1
gb:BC002683.1
gh:AF136631.1
2.62025 -2.80479 42.96 Down 6.27E-03 AA625683 ESTs

0.757197 -4.55188 39.65 Down 2.02E-04 AF213459 Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM 005233.1

gb:M83941.1
gh:AF213459.1
3.113698 -2.03811 35.55 Down 291E-04 NM 0021 Homo sapiens insulinoma-
96 associated 1 (INSM1),
mRNA.

/PROD=insulinoma-
associated 1
/FL=gb:NM_002196.1

gb:M93119.1
2.36447 -2.49724 29.08 Down 2.24E-03 NM_0051 Homo sapiens carbonic
81 anhydrase lll, muscle

specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2

3.77776  -1.04395 28.28 Down 5.05E-05 BU729850 hypothetical protein
LOC153469
3.862686 -0.6228 22.4 Down 5.05E-05 NM_0071 Homo sapiens tumor
15 necrosis factor, alpha-

induced protein 6

(TNFAIPS), mRNA.

/PROD=tumor necrosis

factor, alpha-induced

protein 6

/FL=gb:NM_007115.1
0.579765 -3.59498 18.06 Down 5.51E-04 AI393930 ESTs
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2.306111 -1.98162 19.53 Down 3.834572 -0.18549 16.22 Down 1.790331 -2.19355
15.82 Down 2. 770179 -1.16728 15.32 Down 3.025351 -0.90644 15.26 Down 4.505436
0.7876 13. 16VPWH1#Y2419034 1. 283923 11. 04 Down 2. 792215 PCHUSENYH134E 78 Down
1. 80547 -1.58337 10.47 Down

0.300578 -3.86457 17.94 Down 5.00E-04 Al110886 prothymosin, alpha (gene
sequence 28)
2.28595 -1.84349 17.5 Down 2.27E-02 BE504838 ESTs
4507212 0.466223 16.46 Down 1.27E-04 AW19694 ESTs
0
3.025351 -0.89578 15.15 Down 8.71E-05 AW59092 ESTs
5
6.568635 2.65029 15.12 Down 6.26E-05 AL031602 Human DNA sequence

from clone RP5-1174N9
on chromosome 1p34.1-
35.3. Contains the gene
for a novel protein with
IBR domain, a (pseudo?)
gene for a novel protein
similar to MT1E
(metallothionein 1E
(functional)), ESTs, STSs,
GSSs and two putative

Cp...
2.000419 -1.85226 14.45 Down 1.06E-02 NM_0312 Homo sapiens testis
72 expressed sequence 14

(TEX14), mRNA.
/PROD-=testis expressed
sequence 14
/FL=gb:NM_031272.1

1.361153 -2.47081 14.24 Down 6.49E-03 NM_0143 Homo sapiens POU

52 transcription factor

(OCT11), MRNA.
/PROD=POU transcription
factor
/FL=gb:NM_014352.1
gb:AF133895.1
gh:AF162278.1

2.350127 -1.47399 14.16 Down 7.74E-03 AK026106 Homo sapiens cDNA:
FLJ22453 fis, clone
HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mMRNA.

7.360687 3.631772 13.26 Down 4 64E-05 BF217861 metallothionein 1E
(functional)
0.372329 -3.25088 12.32 Down 3.04E-02 AV648405 polymerase (RNA) IlI
(DNA directed) (32kD)
0.82229 -2.77919 12.14 Down 1.29E-02 AB017269 Homo sapiens TMEFF2

MRNA, complete cds.
/FL=gb:AB017269.1
gb:NM_016192.2
gb:AF179274.2
gb:AF242222 1

3.806044 0.220062 12.01 Down 7.25E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

2.967768 -0.60775 11.92 Down 1.42E-02 AL121753 Human DNA sequence
from clone RP4-61404 on
chromosome 20g11.1-12
Contains the 3 part of the
MMP24 (matrix
metalloproteinase 24
(membrane-inserted))
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5.095598 1.712881 10.43 Down 3.268087 -0.094 10.28 Down El B 19kD-interacting
protein 3 /FL:gb: AF002697. 1 gb: NM 004052. 2 gb: U15174. 1 0.035416 N7/6327ESTs,

Hi ghly simi I 2%8/138%1297A transferrin receptor (H. sapi &%3)USyHtis¥4 A1632223
hypot heti cal protein DKFZp434F2322 0. 001082 NM 0026 Hono sapi ens pyruvate
10dehydr ogenase ki nase, isoenzyne 1 (PDK1), nuclear gene encodi ng

m tochondrial protein, nmRNA /PROD=pyruvate dehydrogenase kinase, isoenzyne 1
| FL=gb: NM 002610. 2 gb: L42450. 1 0. 001383 AA775681 hypfifiatl&al nr.otei n FLI23091
0. 000149 AKO00345 Honp sapi ens cDNA FLJ20338 fis, cl gldRinfdchlad £9ad . 000718
AWS9092 ESTs 5 0.000277 Wb7613 ESTs 0.001992 NM 0021 ahkiprgesape el 3- hydr oxy-
303- et hyl gl ut ary| - Coené;;me A sg}/nt hase 1 (sol ubl 3’)6 HMECS1) , nRNA. / PROD=3-
v oxy- 3+ et hyl SPIRTAr o1 Ganz y HeoA=em: nase S AGrTe BN e 002130, 1

gb: L25798. 1 gb: BC000297. 1 9928 expressed sequence

2951696 -0.61466 11.85 Down 8.28E-05 AB019562 Homo sapiens mRNA
expressed only in
placental villi, clone

SMAPA41.
0.860464 -2.69824 11.78 Down 2.25E-02 NM_0030 Homo sapiens
o7 semenogelin | (SEMG1),
mMRNA.

/PROD=semenogelin |
/FL=gb:J04440.1
gb:NM_003007 .1

3.557525 0.063117 11.27 Down 1.07E-03 BF514079 Kruppel-like factor 4 (gut)
3.094055 -0.35326 10.91 Down 4 64E-05 AW18819 tumor necrosis factor,
8 alpha-induced protein 6
/FL=gb:NM_007115.1
4.847114 1.490225 10.25 Down 6.76E-05 NM_0064 Homo sapiens lung type-I
74 cell membrane-associated

glycoprotein (T1A-2),
transcript variant 2,
MRNA. /PROD=lung type-
| cell membrane-
associatedglycoprotein,
isoform 2 precursor
/FL=gb:NM_006474.1
gb:AF030428.1

6.426778 3.157882 9.64 Down 1.85E-05 AF313413 Homo sapiens putative
small membrane protein
NID67 mRNA, complete
cds. /PROD=putative
small membrane protein
NID67
/FL=gb:AF313413.1

4927935 1.661339 9.62 Down 8.71E-05 JO5008 Homo sapiens endothelin-
1 (EDN1) gene, complete
cds /FL=gb:NM_001955.1

3.268087 0.027916 9.45 Down 1.05E-03 AF345910 Homo sapiens NYD-SP14
mMmRNA, complete cds.
/PROD=NYD-SP14
/FL=gb:AF345910.1

3.655193 0.425727 9.38 Down 2.88E-04 Al659927 Homo sapiens cDNA:
FLJ22547 fis, clone
HSI00356

7.149479 3.957802 9.14 Down 3.56E-05 M10943 Human metallothionein-If
gene (hMT-If)

1.143234 -2.04451 9.11 Down 1.25E-02 BF437711 ESTs

1.588735 -1.59544 9.09 Down 4.64E-02 AF279774 Homo sapiens clone N4
NTera2D1
teratocarcinoma mRNA.

7.144308 3.960669 9.09 Down 2.18E-05 BF246115 RNA helicase-related
protein

3.437271 0.276071 8.95 Down 4. 7T4E-05 AB029025 Homo sapiens mRNA for

KIAA1102 protein, partial
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cl one | MAGE: 4285317,
67kD)

0. 000308 BC017942 Homo sapiens, Simlar to otoconin 90,
MRNA. 0. 003516 NM 0008 Honop sapi ens gl utamate 17decar boxlyl ase 1 (brain,
(GAD1), tran¥®pPiBdsd%iant GAD67, nRNA. / PROD=gl ut amat e F§étarHy/i4dse 1,
i sof orm GAD67 ; FL=gb: NM 000817.1 gb: MB1883.1 gbh:L16888.1 0.003841 NM 0055 Hono
sapiens insulin 42induced gene 1 (INSIGl), nRNA. /PROD=i nsulin induced gene 1
| FL=gb: NM 005542. 1 0. 000308 AF345910 Honp sapi ens NYI% SP14D_m|?NA conpl ete cds.
; PROD=NYD- SP14 WD 20091132063 4: 161028 0.81203210. 12;@55\% »1%51935 - 0. 7011910
Down 1.840613 - 14236886785 8DowWng ¢b.03@9 794 2.4be 830M 39593 Borkd3Biert. 075159

-2.152369. 37 Down 0. 757197 -2.445749. 21 Down 0583109ie@io868501HL6 Down 4. 507212
1.3147619. 14 Down 1.194285 -1.995689.13 Down 3. 03023%"185&@%{%%. 97 Down
2.422113 -0.731758.9 Down 6.091008 2.9763418. 66 Down' 5 H2388T 12420268, 57 Down

4.285883 1. 193881887533 [omsyo

4.253624 1.120681

5.398488 2.316218

3.947271
7.768254

0.8794
4.72435

6.813053

3.774649

7.426418

4.406989

2.332751

-0.66491

4.738703 1.752163

5.601289 2.627505

8.84 Down

8.77 Down

8.47 Down

8.39 Down
8.25 Down

8.22 Down

8.11 Down

7.99 Down

7.93 Down

7.86 Down

3.10E-03 AF098641

4.72E-05 NM_0033
85

6.93E-05 NM_0011
34

2.51E-04 Al928035
2.44E-05 NM_0059
53

2.87E-05 NM_0059
50

1.89E-05 NM_0059
52

5.08E-03 NM_0000
77

4.08E-05 NM_0140
33

1.20E-04 AF039555
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Homo sapiens CD44
isoform RC (CD44)
mRNA, complete cds.
/PROD=CD44 isoform RC
/FL=gb:AF098641.1
Homo sapiens visinin-like
1 (VSNL1), mRNA.
/PROD=visinin-like 1
/FL=gb:AF039555.1
gb:U14747 1
gb:AB001104.1
gb:NM_003385.1

Homo sapiens alpha-
fetoprotein (AFP), mRNA.
/PROD=alpha-fetoprotein
/FL=gb:NM 001134.1
gb:J00077 1

ESTs

Homo sapiens
metallothionein 2A
(MT2A), mRNA.
/PROD=metallothionein
2A /FL=gh:NM_005953.1
Homo sapiens
metallothionein 1G
(MT1G), mRNA.
/PROD=metallothionein
1G /FL=gb:NM _005950.1
Homo sapiens
metallothionein 1X
(MT1X), mRNA.
/PROD=metallothionein
1X /FL=gb:NM_005952.1
Homo sapiens cyclin-
dependent kinase inhibitor
2A (melanoma, p16,
inhibits CDK4) (CDKN2A),
mRNA. /PROD=cyclin-
dependent kinase inhibitor
2A (melanoma,p16,
inhibits CDK4)
/FL=gb:NM_000077.1
gb:L27211.1

Homo sapiens
DKFZP586A0522 protein
(DKFZP586A0522),
mMRNA.
/PROD=DKFZP586A0522
protein
/FL=gb:NM_014033.1
Homo sapiens visinin-like
protein 1 (VSNL1) mRNA,



PCl 1 US20091041348 / FL=gb: AF345910. 1 0. 01551 B0005807 Hono sapi ens, clone

M3C: 10264, , ete cds. /PROD=Unknown (protein for M3C:. 10264)

/| FL=gb: Bcno%@?‘)"i”@n%ozl% AA625683 ESTs 0. 004024 A1949F60/USHIEVIRELK] v
simlar to unnanmed protein product (H sapiens) 0.001383 BX49869 ESTs 9

0. 002413 J03580Human, parathyroid-like protein (associated wi th hunoral
hypercal cem a of malignancy) nRNA, conplete cds. !FL=gb; J03580.1 0.036787
AF213459 Hono sapi ens ephrin receptor EPHA3 conpl ete,ﬁ%@e B L EPHAR), . TRNA,

conpl ete cds. /PROD=ephrin receptor EPHA3 conpl ete f@vpm:dblﬂze@ shM 005233. 1

gb: MB3941.1 gb: AF213459.1 0. 026606 NM 1530 Honp sapi engt436hypot hetical protein
FLJ32239 (FLJ32239), nRNA. | FL= a%AEPQRA@‘SBO%. 1 0.000772
AW19694 ESTs 0O 6 001 sa \ 1), nRNA

/ PROD=cyst at i n ety g%’SMgI%?O?BBf'%EPNM BEies Wé%)@oqﬁm Jeom 32" upregul at ed
by 1,25- dihydroxyvitamn D-3 | FL=gb: NM 006472. 1 gb: $R®59kpiodnt012832 AL544576

ESTs 0.000149 BCR0935 Honp sapjens, Simlar to [FL=gb:M83248.1
3.602406 0.633934 Down 5.32E-05 Al493245 CD44 antigen (homing
function and Indian blood
group system)
3.08363 0.127792 7.76 Down 9.96E-04 U73778 Human collagen type XII
alpha-1 precursor
(COL12A1) mRNA.
/PROD=collagen type XII
alpha-1
/FL=gb:NM_004370.3
3.030236 0.074899 7.76 Down 9.24E-03 AA812232 upregulated by 1,25-
dihydroxyvitamin D-3
/FL=gb:NM_006472.1

gb:S73591.1
7.493544 4550383 7.69 Down 2.85E-05 NM_0024 Homo sapiens
50 metallothionein 1L

(MT1L), mRNA.
/PROD=metallothionein
1L /FL=gh:NM_002450.1

3.19487 0.252626 7.69 Down 1.19E-04 NM 1735 Homo sapiens
53 hypothetical protein
FLJ25801 (FLJ25801),
MRNA.
/FL=gb:NM_173553.1
3.127666 0.186544 7.68 Down 5.32E-05 NM_0035 Homo sapiens
77 undifferentiated embryonic

cell transcription factor 1
(UTF1), mRNA.
/PROD=undifferentiated
embryonic cell
transcriptionfactor 1
/FL=gb:NM_003577.1
gh:AB011076.1

2514693 -0.40391 7.56 Down 4.74E-05 NM_1450 Homo sapiens
32 hypothetical protein
MGC21636 (MGC21636),
mMRNA.

/FL=gb:BC020572.1
gb:NM_145032.2
5.207569 2.290724 7.55 Down 5.33E-05 AA083478 Homo sapiens mRNA full
length insert cDNA clone
EUROIMAGE 746039

0.041471 -2.87232 7.54 Down 4.34E-02 AW16221 Homo sapiens cDNA
0 FLJ11490 fis, clone
HEMBA1001918
5.13621 2.236529 7.46 Down 5.86E-05 BC013944 Homo sapiens, Similar to

myasin, heavy polypeptide
7, cardiac muscle, beta,
clone IMAGE:4064393,
mRNA.
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otoconin 90. clone | MAGE: 4277593, nRNA. 0.000702 NM 0064 Hono sapiens
72upregul ated by 1, 25- di hydroxyvitam n D-3 (VDUPL1l), nRNA. ! PROD=upregul at ed
by 1, 25-di hm)a*i'eyfmﬁm n D-3 | FL=gb: NM 006472. 1 gb: S735FETASYYBaBs AL038787
6- phosphof ruct o- 2- ki nasefructose-2, 6- bi phosphatase 4 0.000277 A1950472 ESTs
0. 000728 B0005369 Hono sapi ens, chr onosone 1 open reading franme 12, clone

MSC: 12484, nRNA, corrpl et e cds. chromsone_ 1 gpen readin frarre 12

| FL=gb: AF277176.428! NM%6%%051. 145&8"”%22962;’4%%’*@86 %@{ Qﬁk,ﬁmﬁoozw A1692523
ESTs 0.018647 BF437711 ESTs 0.000358 NM 0051 Homp Sapl&isr, ®akkoni ¢ 8lanhydrase
[11, nuscle specific (CA3), nRNA. | PROD=ca tonic anhydmgsed.| |

| FL= gb: BCO04897. 1 gb: NM _005181. 2 0. 000412 NM 1450 Ho MO8zt rTli}?rﬁs%mf?}ﬂlzhypot heti cal
protein M3C21636 (M3C21636), nRNA. | FL=gbh: BCO20572. 1“@5‘ Tﬂ 4125 .2 0.045693
NM 0052 Hono sapi ens coagul ation 42factor Il (thr orrbbmpog@@@pt or-I i ke 1
(F2RL1), nRNA. | PROD=coagul ation factor Il (thronbi nyo:argesspt.or-1i ke | precursor
| FL=gb: U34038. 1 gb: NM 005242.2 0.000149 4A579773 ESst/GﬁOO%EHQ AK000162 Hono

2.
sapi ens cDNA FLJ, L cl one, 875 g g& BoPE> hoSA ECOL
ACETYL- COENZYME A @Err ez .c?%ﬁz AES95 98 %onnpgmlegmd ST137 NRNA,
conpl ete cds. | PROD=PNAS- 137 | FL=9b: AF277174. 1 LNG09734.
4715355 1.834956 7.36 Down 6.18E-04 AA788946 ESTs, Moderately similar
to CA1C RAT COLLAGEN
ALPHA 1(XIl) CHAIN
(R.norvegicus)

2597946 -0.27094 7.31 Down 6.26E-05 AW13814 ESTs
3
4796495 1.938561 7.25 Down 1.82E-04 Al653107 ESTs
3.508683 0.663662 7.19 Down 1.82E-04 AK027231 Homo sapiens cDNA:
FLJ23578 fis, clone
LNG12709.
5441963 262358 7.05 Down 3.09E-05 NM_0166 Homo sapiens
51 heptacellular carcinoma

novel gene-3 protein
(LOC51339), mRNA.
/PROD=heptacellular
carcinoma novel gene-3
protein
/FL=gb:NM_016651.2
gb:AF251079.2

1.389794 -1.42311 7.03 Down 4.34E-03 BG49869 ESTs
9
2.194683 -0.60003 6.94 Down 3.56E-02 U63296 Human 15-

hydroxyprostaglandin
dehydrogenase mRNA,
complete cds. /PROD=15-
hydroxyprostaglandin
dehydrogenase
/FL=gb:U63296.1
5.450694 2.658196 6.93 Down 1.85E-05 AF095771 Homo sapiens PTH-
responsive osteosarcoma
B1 protein (B1) mRNA,
complete cds.
/PROD=PTH-responsive
osteosarcoma B1 protein
/FL=gb:AF095771.1
0.907338 -1.88392 6.92 Down 3.84E-02 NM_0252 Homo sapiens solute
43 carrier (SLC19A3), mRNA.

/PROD=solute carrier
/FL=gb:NM_025243.1
gb:AF271633.1

6.93459 4.14838 6.9 Down 9.04E-05 AF078844 Homo sapiens hqp0376
protein mRNA, complete
cds. /PROD=hqp0376
protein
/FL=gb:AF078844 .1
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0. 049122 BF979497 squal ene epoxi dase 0.047414 AM 10886 prot hynosin, al pha
(gene sequence 28) 0.008646 AF116616 Honp sapi ens PR0O0998 nRNA, corrpl ete cds.

| PROD=PRO09 980 PP LIeAF116616. 1 6. 33E-05 NM 0040 Horo s&pbi'éd"EB&EE2adenovi rus
E1B 19kD-interacting protein 3 (BN P3), nuclear gene encoding mtochondrial
4.897427 2.262649 6.21 Down 4.424942 1.790634 6.21 Down 2.28595 -0.34058 6.18

Down 2.276913 0 33923 6. 13 Down 2 33099 -0.27829 6.1 Down 5.3 9714 2. 718977
724257 7 -0.05687 Down 7.43E04 A’B552534 Human mRNA for

antigen, 5UTR (sequence
from the 5cap to the start
codon).

3.86075 1.090793 6.82 Down 1.89E-05 U85995  Cluster Incl.
U85995:Human clone
IMAGE-22181 unknown
protein mRNA, partial cds
/eds=(0,1291)
/gb=U85995 /gi=1835749
/ug=Hs.79340 /len=1696

2.982965 0.222537 6.78 Down 1.19E-03 AK026829 Homo sapiens cDNA:
FLJ23176 fis, clone
LNG10452.
0.873551 -1.88238 6.75 Down 5.65E-03 AW29337 ESTs
6
5.023981 2.272773 6.73 Down 8.41E-05 NM_0064 Homo sapiens
72 upregulated by 1,25-

dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM_006472.1

gb:S73591.1
3.932141 1.1878 6.7 Down 3.66E-05 NM_0044 Homo sapiens growth
90 factor receptor-bound

protein 14 (GRB14),
MRNA. /PROD=growth
factor receptor-bound
protein 14
/FL=gb:L76687.1
gb:NM_004490.1

5.356771 2.61556 6.69 Down 4 A0E-05 W92036 ESTs

2770179 0.05935 6.55 Down 1.17E-04 AK000345 Homo sapiens cDNA
FLJ20338 fis, clone
HEP12179.

3.462851 0.769123 6.47 Down 2.19E-04 BE673800 ESTs, Moderately similar
to KIAA1238 protein
(H.sapiens)

7424722 4734219 6.46 Down 7.86E-05 AF333388 Homo sapiens

metallothionein 1H-like
protein mRNA, complete
cds.
/PROD=metallothionein
1H-like protein
/FL=gb:AF333388.1
3.610367 0.921088 6.45 Down 4.21E-05 BC004372 Homo sapiens, Similar to
CD44 antigen (homing
function and Indian blood
group system), clone
MGC:10468, mRNA,
complete cds.
/PROD=Similar to CD44
antigen (homing function
andIndian blood group

system)

/FL=gb:BC004372.1
2.798327 0.114281 6.43 Down 4.31E-04 BF062943 protocadherin 18
2.387268 -0.26492 6.29 Down 2.59E-04 BF063186 ESTs
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6. 07 Down 6.618477 4.029022 6.02 Down 2.658828 0.094296 5.92 Down 3.806044
1.246883 5.89 Down 4.782763 2.225157 5.89 Down protein, nRNA

| PROD=BCL2ad¥A3VPP3El B 19kD-interacting protein 3  [P</UBS0Xi482697 . 1

gb: NM 004052. 2 gb: U15174. 1 0. 000149 RO6655ESTs, Moderately simlar to AF078844
1 hgp0376 protein (H sapiens) 0.010942 AF493929 Honp sapi ens regul ator of G
protein signalli ng 5 (RGSSB) MRNA,. conpl ete cds, [ PROD=r equl at or of
G protein signalt¥Hg’ 5 YRt Rgh: AFASSE39. 1404.06'8%'2"’17“%15%3}; g%,gggj,fg 0. 045179
AK025909 Homp sapi ens cDNA: FLJ22256 fis, clone H NMedd243405 NM 0040
Hono sapi ens ar rszssion, 2.66awet a 1 6(2ARRB1L) , ZATEBNS0I0FH  Vamangoh3 ARNATRNA.

/ PROD=arrestin beta 1, isoform A /FL=gb: BC003636. 1 gBRE)8AFAMY3).

. complete cds.
gb. NM_004041. 2 /PROD=proteoglycan PG-

M(V3) /FL=gb:D32039.1
055251 -3.18076 6.18 Down 2.91E-02 AI277662 ESTs, Weakly similar to
TRP7 HUMAN
TRANSIENT RECEPTOR
POTENTIAL CHANNEL 7

o))

(H.sapiens)

2.060071 -0.56473 6.17 Down 8.28E-05 AA004300 hypothetical protein
DKFZp5661133

1.892794 -0.71503 6.1 Down 5.25E-04 AL138349 KIAAO0367 protein

3.822765 1.223367 6.06 Down 2.86E-04 AL567376 G protein-coupled
receptor 39

0.803559 -1.78647 6.02 Down 8.07E-04 BF673779 ESTs

4.038177 1.461889 5.96 Down 1.52E-04 BF449053 ESTs

3.280973 0.707817 5.95 Down 1.37E-03 AL139377 Human DNA sequence

from clone RP11-251J8
on chromosome 13
Contains ESTs, STSs,
GSSs and a CpG island.
Contains two novel genes
with two isoforms each
and the KIAA0610 gene
with two isoforms
3.059444 0.490104 5.94 Down 3.30E-02 NM_0073 Homo sapiens pleckstrin
50 homology-like domain,
family A, member 1
(PHLDA1), mRNA.
/PROD=pleckstrin
homology-like domain,
family A,member 1
/FL=gb:NM_007350.1
3.876749 1.313133 5.91 Down 1.25E-03 AL574184 hydroxyprostaglandin
dehydrogenase 15-(NAD)
/FL=gb:NM_000860.1
gh:L76465.1
5.318139 2.762676 5.88 Down 2.55E-04 U87408  Cluster Incl.
U87408:Human clone
IMAGE-74593 unknown
protein mRNA, partial cds
/cds=(0,1362)
/gb=U87408 /gi=1842104
/ug=Hs.79340 /len=1982
1.99849 -0.55448 5.87 Down 1.01E-03 NM_0023 Homo sapiens lysyl
17 oxidase (LOX), mRNA.
/PROD=lysyl oxidase
/FL=gb:AF039291.1
gh:NM_002317.1
gh:M94054.1
1.312148 -1.23479 5.84 Down 1.36E-04 U32500 Human type 2
neuropeptide Y receptor
MRNA, complete cds.
/PROD=type 2
neuropeptide Y receptor
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0. 00034 AL117352 Hurman DNA sequence from cl one RP5-876B10 on chronpbsone
1qg42. 12- 43. Contains the 3 end of the GNPAT gene for gl yceronephosphate O-
acyl transf er'Q8"PHIMSAT, DAPAT, di hydr oxyacet one phosph F@“@@VWF

2.3.1.42), the gene for a novel protei..

dehydr ogenase ki nase,

protein FLJ11588 (FLJ11588),

H3sf er ase,
0. 000267 AU 146532 pyruvate

EC

i soenzyne 1 0.000277 NM 0246 Hono sapi ens 03hypot heti cal

MRNA. / PROD=hypot hetical_protejn FLJ11588

/ FL=gb: NM_024603. 1 0.001383 AV734646 DNA segnent on Ghrd3ofs/GhB ;%06 yni que) 9928

expressed sequenegsQs 0229 NM HH4bwioND H2RLERNSIFPESRO

agen-proline,

2-

oxogl ut arate 4- xbigooygesmase (prodoimoen 4- HIE-OXGH6aEB) catt@bphm(ypabypept | de | |
(P4HA2), nRNA. WD 20091132063 PCPUS20091041348 !PR@E@b%@@@ﬁ@agenproline,

2- oxogl ut ar at e4- “8fRygERESe (pr&THe 4- HYEPORIY AR My
/ FL=gb: NM 004199. 1 gb: U904 2. 350127-0. 15742 5. 69 Dol S
FLJ22453 fis,

sapi ens cDNA:

4.505436
2.98904

0.424388

3.560033

1.840613

4.178686

2.324824

5.041032

1.294482

3.732985
1.117304

6.120177

2.001428
0.488717

-2.06318

1.077194

-0.62498

1.713153

-0.13601

2.59268

-1.14923

1.29318
-1.32124

3.682667

cl one
5.67 Down
5.66 Down

5.61 Down

5.59 Down

5.52 Down

5.52 Down

5.51 Down

5.46 Down

5.44 Down

5.43 Down
5.42 Down

5.42 Down

hio

/PROD=thioredoxin
reductase Il beta
/FL=gb:AB019695.1
9.04E-05 W57613 ESTs
2.78E-04 AW13814 ESTs

3
2.92E-02 NM_0024 Homo sapiens myelin
33 oligodendrocyte

glycoprotein (MOG),
MRNA. /PROD=myelin
oligodendrocyte
glycoprotein
/FL=gb:J18798.1
gb:U64564.1
gb:NM_002433.1

1.52E-04 U38945 Human hypothetical 18.1
kDa protein (CDKN2A)
MRNA, complete cds.
/FL=gb:1U38945 1
gb:U26727 .1

9.50E-05 Al949760 ESTs, Weakly similar to
unnamed protein product

(H.sapiens)
1.61E-04 NM_0032 Homo sapiens tissue
56 inhibitor of

metalloproteinase 4
(TIMP4), mRNA.
/PROD-=tissue inhibitor of
metalloproteinase
4precursor
/FL=gb:NM_003256.1
gb:U76456.1

2.39E-04 AL096771 Human DNA sequence
from clone RP1-238D15
on chromosome 6q12-
14.3 Contains part of
COL12A1 (collagen, type
XIl, alpha 1) gene and
STSs

2.25E-05 AK022686 Homo sapiens cDNA
FLJ12624 fis, clone
NT2RM4001754.

2.97E-02 AA723810 cDNA for differentially
expressed CO16 gene
/FL=gb:BC001291.1

4.32E-03 Al458194 early growth response 1

1.63E-02 AL046992 G protein-coupled
receptor 1
/FL=gb:NM_005279.1

1.93E-04 NM_0017 Homo sapiens caveolin 1,

53 caveolae protein, 22kD
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HRC09679, highly simlar to AF059516 Honp sapiens tolloid-like 2 protein
(TLL2) nmRNA. 5.9795323.475949 5. 67 Down 0. 038914 U18197Human ATP:citrate |yase
MRNA, conpl Y@ 2Wd32063 | pROD=ATP: citrate | yase /FL=gb: Bfg1§70q/041348
2.322104-0. 13595 5.49 Down 0.001082 AW9136 ESTs 9 2.9516960. 4944 5. 49 Down
0. 004024 AB019562 Honp sapi ens nRNA expressed only in placental vlU clone

SMAPA1. (CAV1), mRNA.

/PROD=caveolin 1
/FL=gb:NM 001753.2

3.365852 0.931215 5.41 Down 8.41E-05 NM_0033 Homo sapiens wingless-

92 type MMTV integration

site family, member 5A
(WNT5A), mRNA.
/PROD=wingless-type
MMTYV integration site
family,member 5A
/FL=gb:NM_003392.1
gb:L20861.1

5.752704 3.318587 5.4 Down 5.75E-04 R94644  Homo sapiens versican
Vint isoform, mRNA,
partial cds

2256481 -0.17157 5.38 Down 1.10E-04 NM_0184 Homo sapiens NAG22

95 protein (LOC55873),

MRNA. /PROD=NAG22
protein
/[FL=gb:AF247820.3
gb:NM_018495.3

5.522456 3.095555 5.38 Down 9.25E-05 BG05484 ras homolog gene family,
4 member E
/[FL=gb:NM_005168.1
3.660753 1.237109 5.37 Down 1.10E-04 BE903880 zinc finger protein 6
(CMPX1)
2418198 0.007534 5.32 Down 9.96E-04 AI860150 ESTSs, Weakly similar to

A49134 Ig kappa chain V-I
region (H.sapiens)

1.659275 -0.74924 5.31 Down 240E-03 L16895 Human lysyl oxidase
(LOX) gene, exon 7
5.715937 3.314142 5.28 Down 1.74E-04 U85658  Human transcription factor

ERF-1 mRNA, complete
cds. /PROD=ERF-1
/[FL=gb:NM_003222.1
gb:U85658.1
2572851 0.172113 5.28 Down 2.43E-04 AW59256 KIAA0455 gene product
3
5807319 3.410152 5.27 Down 6.54E-05 NM_0180 Homo sapiens
04 hypothetical protein
FLJ10134 (FLJ10134),
MRNA.
/PROD=hypothetical
protein FLJ10134
/[FL=gh:NM _018004.1
4.138808 1.745346 5.25 Down 1.40E-03 AW59019 lung type-I cell membrane-
6 associated glycoprotein
6.003141 3.615412 5.23 Down 7.14E-04 M25915  Human complement
cytolysis inhibitor (CLI)
mRNA, complete cds.
/FL=gb:J02908.1
gb:NM_001831.1
gb:M64722 1
gb:M25915.1
1.05854 -1.32898 5.23 Down 1.59E-03 AI703321 wingless-type MMTV
integration site family,
member 5A
4.285883 1.901821 5.22 Down 6.26E-05 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
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2.265595-0. 17155 5.42 Down 0. 00303 NM 0221Honp sapi ens myodul in 44protein
(L0O064102), nRNA. /PROD=nyodulin protein ! FL=gb: AB055421.1 gh: AF191770. 1
gb: NM 022144Y9 24 1®#€334259. 1 5. 6065063. 176643 5. 39 Down PETAOINAG 1R 0134Hono

sapiens follistatin

| PROD=follistatin i soform

6.959783

1.10782

5.252439

6.881969

3.543738

4.229884

3.035594
6.307554

2.271332

3.584234

6.883803

transcript variant FST344, nRNA.

FST344 precursor

09( FST) .
4576665 5.22 Down
-1.27174 5.2 Down
2.877592 5.19 Down
4510778 5.17 Down
1.178007 5.15 Down
1.871489 5.13 Down
0.680769 5.12 Down

3.95342 5.11 Down
-0.08272 5.11 Down
1.244979 5.06 Down
4.552208 5.03 Down

biphosphatase 4
1.85E-05 NM_0143 Homo sapiens
67 hypothetical protein,
estradiol-induced (E21G5),
mRNA.

/PROD=hypothetical
protein, estradiol-induced
/FL=gb:NM 014367.1
gb:AF191020.1
1.99E-04 BC029425 Homo sapiens, Similar to
KIAA1275 protein, clone
IMAGE:4616553, mRNA.
5.32E-05 NM_0015 Homo sapiens insulin-like
53 growth factor binding
protein 7 (IGFBP7),
mRNA. /PROD=insulin-
like growth factor binding
protein 7
/FL=gb:NM_001553.1
gb:L19182.1
1.85E-05 AF201944 Homo sapiens HGTD-P
(HGTD-P) mRNA,
complete cds.
/PROD=HGTD-P
/FL=gb:AF201944 1
gb:AF250321.1
2.51E-05 NM_0019 Homo sapiens endothelin
55 1 (EDN1), mRNA.
/PROD=endothelin 1
/FL=gb:NM_001955.1
1.55E-04 BC032716 Homo sapiens, clone
MGC:45425
IMAGE:5518697, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:45425)
[FL=gb:BC032716.1
1.37E-03 AI963605 ESTs
7.03E-05 NM_0066 Homo sapiens serum-
22 inducible kinase (SNK),
mRNA. /PROD=serum-
inducible kinase
/FL=gb:AF059617 .1
gb:NM 006622.1
gb:AF223574 1
1.59E-03 NM_0151 Homo sapiens KIAA0633
98 protein (COBL), mRNA.
/PROD=KIAA0633 protein
/FL=gb:NM_015198.1
7.30E-04 AF232772 Homo sapiens hyaluronan
synthase 3 (HAS3)
mRNA, complete cds.
/PROD=hyaluronan
synthase 3
/FL=gb:NM_005329.1
gb:AF232772.1
3.09E-05 AF107495 Homo sapiens FWP0O01
and putative FWP002
mMRNA, complete cds.
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| FL=gb: NM 013409. 1 gb: BC0O04107.1 4.033051. 617698 5.33 Down 0.000512 BE300521
insulin induced gene 1 | FL=gb: NM 005542. 1 5.2940652.87892 5. 33 Down 0.01743
AF279899 Hon¥OSUHIEAS PNAS- 145 nRNA, conpl ete cds. | PREBELSRIRE 4 5

| FL=gb: U03105. 1 gb: NM 006813. 1 gb: AF279899. 1 5.8073193. 40016 5.3 Down 0. 000277
NM 0180 Hono sapi ens O4hypot hetical protein

/PROD=FWP001
/FL=gb:AF107495 1
3.931505 1.606097 5.01 Down 5.32E-05 NM_0006 Homo sapiens CD44
10 antigen (homing function
and Indian blood group
system) (CD44), mRNA.
/PROD=CD44 antigen
(homing function and
Indian bloodgroup system)
/FL=gb:U40373.1
gb:NM_000610.1
gb:M59040.1
gb:M24915 1

G) H9P39 at 96 hr DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 96 HRS Ratio Direction adj. p- Gene Gene Name
01 DE value Identifier
-4.79201 3.803312 386.77 Up 1.32E-04 NM_0124 Ho
31 domain, immunoglobulin
domain (lg), short basic
domain, secreted,
(semaphorin) 3E
(SEMA3E), mRNA.
/PROD=sema domain,
immunoglobulin domain
(1g), shortbasic domain,
secreted, (semaphorin) 3E
/[FL=gb:NM_012431.1
gb:AB002329.1
-5.25658 3.205654 352.69 Up 1.07E-04 AWQ0557 putative 47 kDa protein
2
-4.50758 3.451939 248.92 Up 8.69E-05 AU118882 endothelin receptor type A
/[FL=gb:NM_001957 .1
gb:L06622.1
-3.8752 4.026704 239.17 Up 2.39E-05 AB028021 Homo sapiens HNF-3beta

mRNA for hepatocyte
nuclear factor-3 beta,
complete cds.
/PROD=hepatocyte
nuclear factor-3 beta
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FLJ10134 (FLJ10134), nRNA

018004.1 2.647430. 242871 5.29 Down 0.00111 A1702438ESTs 4.
Down 0. 0002TVRRA'BBE83Homp sapi ens

pr onot er (CRO04), nRNA.

pronot er /FL=gb: NM 006365. 1 gh: U49857. 1 B)
Intensity values are in Log2 format.

01-

-2.90798 4.967321

C ABnE S s Oa
4, 200888 318308

-3.61621

f
.
2

>

e

47

9]

-3.26893 3.979011

—2 0457

5.103681

-0.26005 6.792541

-3.62742 3.409798
-1.89695 5.127766

3.736424

[/ PROD= hypot hetical pr

I PROD=t r anscri pti onal
| -19P39

65t ranscri pti onal

otein FLJ10134 | FL=gb: NM
2575591. 873346 5. 22
a2 B 0g#43t he c-fos
activator of the c-fos

at 6 hr DE stage vs EXPRES

/FL=gb:AB028021.1
gb:NM_021784.1

234.8 Up 2.99E-05 NM 0016 Homo sapiens
43 apolipoprotein A-ll
(APOA2), mMRNA.
/PROD=apolipoprotein A-
Il precursor
/FL=gb:M29882.1
gb:NM_001643.1
gb:BC005282.1
178,88 Up 354808 AYITYANY Homo sapiens
163.44 Up 7.81E-04 AL569326 Homo sapiens cAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds
182.33 Up aj
152 Up 7.78E-05 NM_0017 Homo saplens cytidine
85 deaminase (CDA), mRNA.
/PROD=cytidine
deaminase
[FL=gb:L27943.1
gb:NM_001785.1
141.96 Up 2.15E-04 Al422986 ESTs
13801 Up 288808 NAL_223d M
{FL NN 02245401
132.75 Up 1.17E-04 R72286 mlcroflbnllar—assomated
protein 4
131.34 Up 1.36E-03 AA772920 ESTs
130.21 Up 8.40E-05 AL136944 Homo sapiens mRNA;
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cDNA DKFZp586J0624
(from clone
DKFZp586J0624);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AF215636.1
gb:NM_014585.1



EXPRES 01 6 HR DE RatioDirection -3.61621 3.039489 100.82 Up -1.32044 4.397292
52.63 Up -3.12747 2. 554429 51.34 Up -1.56608 3.285259 28 87 Up 0. 156526

5. 442022 25081063397 3.570137 24.32 Up -0.27888 4. FE43HINYH1FE Up

/ PROD=cAMP- dependent protein kinase inhibitor beta /FL=gh: AF225513. 1

gb:AF231121.1
gb:AF226614 .1
gb:AL136944 1

-1.32044 5.59755 120.93 Up 2.06E-03 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gb:AF056087.1
gb:NM_003012.2
gb:AF017987 .1
gb:AF001900.1

-0.83997 5.897601 106.71 Up 1.78E-04 Al821669 ESTs
-3.51429 3.198717 104.91 Up 1.10E-03 AA352113 ESTs
-2.5679 4.132538 104 Up 7.31E-05 AL121722 Human DNA sequence

from clone RP4-788L20
on chromosome 20
Contains the HNF3B
(hepatocyte nuclear factor
3, beta) gene. a novel
gene based on ESTs,
ESTs, STSs, GSSs and
CpG Islands

-3.53873 2.87541 85.28 Up 7.65E-04 Al675836 Human DNA sequence
from clone RP11-446H13
on chromosome 10.
Contains the 3 end of the
gene for a novel protein
similar to KIAA1059
(ortholog of mouse VPS10
domain receptor protein
SORCS), an RPL23A
(60S ribosmal protein
23A) pseudogene, ESTs,

STSs an
14
~-L8E31T 4.0688488 843 Up 4, 818-D4 SHITIS
0.502235 6.820772 79.81 Up 1.83E-05 NM_0148
99 protein (KIAA0878),
mRNA. /PROD=KIAA0878
protein
/FL=gb:NM 014899.1
gb:AB020685 .1
-2.07937 4.232685 79.45 Up 1.97E-03 NM_0016 Homo sapiens
43 apolipoprotein A-ll
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22.3 Up0. 000713 A1332407 secreted frizzled-related protein 1 |IFL=gh: AF0O56087. 1
gb: NM_003012. 2 gb: AF017987. 1 gb: AF001900.1 17.87 Up0. 001081 NM 0049 Hono

sapi ens phor‘lﬂ%?‘g’ﬁ”@@‘( simlar to apolipoprotein B nRNA edi g "YPoedi n)
(DJ742C19. 2), nRNA. /PROD=phorbolin (simlar to apolipoprotein B nRNAediting
protein) |FL=gb: NM 004900.1 gb: U61083. 1 16. 33 UpO 001963 BC005107 Hono

sapi ens, clone | MAGE: 3840937, nRNA, partial cds. U known (protein for

| MAGE: 3840937) 15. 82 Up0. 000268 AL122010 Human DNA &%hp g gl one

RP5- 997D16 on chronosome 1p34.1- 35.3 Contains part Qbretd@r gene or DAP-1
protein, STSs, GSSs and a CpG island 14.91 UpO. 01241%.8P0Q3HBL7 Hono sapi ens,

cl one | MAGE: 3542589 mRNA, partial cds. /PROD:Unknovxﬁb%it"@teé?‘h for

| MAGE: 3542589) 1 £9090 0161 Haup e| n
(L0051142) , rrRNA%UP??Loﬂ%{:%?GQ?Kd%pE%eu n | FL= gg§§1ﬂ%? gflégé%i oD R Baan. 1

gb: BC003079.1 12.16 Up0. 000639 NM 0053 Hono sapi ens Sebsavphyasyt e- speci fic
protein tyrosine kinase (LCK), nRNA /PROD=I ynphocyt EERENE|i c protein tyrosine
ki nase / FL=gb: U07236. 1 gb: NM_005356. 1 gh: M36881. 1 11\& L| 41335 ML6276
Human MHC class || HLA- DR2-Dwl2 nRNA DOmM- beta, co {688 Cds.
| FL=gb: NM_002123-3%4qb: Mug286. 17¢13:Uv60028.6180604 ML 0584 Hadm@dapiyB hastkib: 1

gb: MB1140.1 2.89467 0.60410211.3 Up0. 009629 A¥D7120 ree&3rg psptide (GRP),
mRNA. /PROD=gastrin-
releasing peptide
/FL=gb:NM_002091.1
gb:K02054 1
gb:BC004488.1

§LTS8538 YO8

-1.44407 4.79513 75.54 Up 9.78E-04 U91903  Human Fritz mRNA,
complete cds.
/PROD=Fritz
[FL=gb:U24163.1
gb:U68057.1
gb:NM_001463.1
gb:U91903.1

-2.72686 3.495506 74.67 Up 2.07E-04 Al692180 PTPREF interacting protein,
binding protein 2 (liprin
beta 2)

-3.20091 3.013879 74.27 Up 7.33E-03 NM_0026 Homo sapiens PDZ

14 domain containing 1
(PDZK1), mRNA,
/PROD=PDZ domain
containing 1
/FL=gb:NM_002614.1
gb:AF012281.1
-3.7619  2.33669 68.53 Up 7.27E-05 NM_0161 Homo sapiens transient
79 receptor potential channel

4 (TRPC4), mRNA.
/PROD=transient receptor
potential 4
/FL=gb:NM_016179.1
gb:AF175406.1

-3.12184 2.909781 65.42 Up 1.61E-04 Al700341 ESTs
0.800949 6.787852 63.42 Up 2.39E-05 NM 0307 Homo sapiens scavenger
81 receptor with C-type lectin

(SRCL), mRNA.
/PROD=scavenger
receptor with C-type lectin
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1. 66608 1.81652411. 18 Up0. 011253 BE673445 Honp sapi ens chronosone 19,

cosm d

R28379 3.061783 6.47610110. 66 Up0. 000192 BF057809 ESTs 1.495888 4.90761710. 64

Up0. 000719 NXP AW o sapi ens home 33oxygenase (decyclPCAGS2HY P48 ) |
1 'FL=gb: NM 002133.1 3.05488 0.245799. 85

1PROD=hene oxygenase (decyc

l'izing)

MRNA.

Up0O. 002819 A1569804 ESTs -2.233 1.0587089 79 UpO0. 002994 NM 0148 Hono sapi ens

KI AA0307 62gene product (KI
I FL=gb: AB002305. ;
2.01579 1_24126832§§55§%Q%

Up0. 053176 NM 0014 Hono sapi ens gal ani n 80recept or
b: NM_001480. 2
p0. 006895985

MRNA. | PROD=gal ani n rece tor
gb: U53511.1 1. 39784°1255%4

AA0307) .
862 1..-
290§%Xf%3
1 |FlL=
349°%4%

588
7060

ARG e

/PROD:KIAAP307

o

1 cq@hloRd)

ene -roduct
ﬁ 'A1743261 ESTs
6864 1.083589. 53

b; 6238§@Wm2§ﬁ L34339. 1
3 3 PR Act or

ar gi ni neserine-ri; 49 41]5679940657]992.%28148 HrsEBPAD3584 AoNM-004 firhieno sapi ens

solute 3lcarrier famly 16 (nmonocarboxylic acid tranﬁwBNAtc&ﬁ;Sétecdﬁ’Eﬂber 7

(SLC16A7), nRNA.
aci dtransporters

3. 0256048. 4 UpO.%STQZ?R%%g
partial cds.

Hono sapi ens 55but
ase precursor

1.388898
0.663834

7.006012
6.273873

-0.41404 5.168897

-0.77864 4.801921

-3.10357 2.474935

-0.81978 4.721279

-2.26295
-2.45311

3.255855
3.005889
s

£ Nne W d
AL18883 DR SR

',-f'

-0.27888 5.117281

nest er ase

49.08 Up
48.84 Up

47.93 Up

47.85 Up

47.79 Up

46.56 Up

45.85 Up
43.99 Up

123
k2
2

o
[
(22

42.11 Up

/ PROD=solute carrier famly 16 m)n%tBQD
R; AF05805
S o Bt A L

yl chol | (BCHE) ,
 PUSEBIEEEPE. 1 gt Neo4a74, £ BONIEA"5 B0 GRE ) oera

MRNA. IQRGoww@y

ely similar
Mm-1 cell
derived transplantability-
associated protein 1b
(H.sapiens)
2.00E-05 BE620739 ESTs
1.42E-04 AI817041 G protein-coupled
receptor
secreted frizzled-related
protein 1
/FL=gb:AF056087 .1
gb:NM 003012.2
gb:AF017987 .1
gb:AF001900.1
Homo sapiens reserved
(KCNK12), mRNA.
/PROD=tandem pore
domain potassium
channel THIK-2
/FL=gb:NM_022055.1
gb:AF287302.1
Homo sapiens forkhead
box C1 (FOXC1), mRNA.
/PROD=forkhead box C1
/[FL=gb:NM 001453.1
ESTs, Weakly similar to
FCE2 MOUSE LOW
AFFINITY
IMMUNOGLOBULIN
EPSILON FC RECEPTOR
(M.musculus)
1.71E-03 AI735586 ESTs
1.26E-02 BC042378 Homo sapiens, clone
IMAGE 5277693 mRNA

2.80E-04 AI332407

3.26E-04 NM_0220
55

1.14E-04 NM_0014
53

2.62E-04 AlI824037

D4 AN
\\\ \\\\

'/4

c‘\q

(\\\ 3 ‘\

1.28E-04 AF225513 Homo sapiens CAMP-
dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
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yl chol i nest er



3.17826 -0.159018. 11 Up0. 032029A1798098 ESTs 1.875596 4.862647.93 Up0. 052512
MLO098 Hunan 185 r RNA gene, conplete. 2.87679 0.0533567.62 Up0. 045164
A1378647 ESTHO 938964 0. 5132387. 49 Up0. 032932 NM 0043 HEASSIUNIEMS catenin
89( cadheri n-associ at ed -1.16113 1.724952 7.39 Up 0.194248 3.078427 7.38 Up
-1.57619 1.300336 7.34 Up 2.284174 5.158015 7.33 Up -1.51992 1.341829 7.27 Up
0. 462867 3.324494 7.27 Up -2.05438

beta /[FL=gb:AF225513.1

-1.83503 3.514396 40.77 Up 1.00E-03 AA552969 ESTs

0.83572 6.138202 39.46 Up 151E-04 N21138  KIAA0878 protein
/FL=gb:NM_014899.1
gb:AB020685. 1

-3.79684 1.484084 38.88 Up 7.14E-05 AK026720 Homo sapiens cDNA:
FLJ23067 fis, clone
LNG04993.
-1.77041 3.498637 38.56 Up 1.69E-03 NM_0039 Homo sapiens sema
66 domain, seven

thrombospondin repeats
(type 1 and type 1-like),
transmembrane domain
(TM) and short
cytoplasmic domain,
(semaphorin) 5A
(SEMA5A), mRNA.
/PROD=sema domain,
seven thrombospondin
repeats (type1 and type 1-
like), transmem

-3.31261 1.945323 38.26 Up 5.68E-04 BG39785 major histocompatibility
6 complex, class I, DQ

alpha 1

0.804491 6.016482 37.07 Up 6.98E-05 AA583044 bone morphogenetic
protein 2
/FL=gb:NM 001200.1

-3.10838 2.083703 36.56 Up 3.89E-04 N50412 ESTs

-2.61405 2.571666 36.4 Up 7.27E-05U71207 Human eyes absent

homolog (Eab1) mRNA,
complete cds.
/PROD=Eab1
/FL=gb:NM_005244.1
gb:U71207 1

-3.12747 2.048588 36.15 Up 6.25E-04 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)

-2.81405 2.361598 36.14 Up 1.28E-03 Al694325 ESTs

-0.69028 4.475046 35.89 Up 2.18E-04 M16276 Human MHC class Il HLA-
DR2-Dw12 mRNA DQw1-
beta, complete cds.
/FL=gb:NM_002123.1
gb:M16276.1
gb:M60028.1
gb:M17564.1
gb:M81141.1
gb:M81140.1

0.713597 5.840181 34.93 Up 2.79E-04 BF508344 ESTs

0.828899 5.924976 34.2 Up 7.27E-05 NM_0012 Homo sapiens bone

00 morphogenetic protein 2

(BMP2), mRNA.
/PROD=bone
morphogenetic protein 2
precursor
/FL=gb:NM_001200.1

-0.47614 4.618034 34.16 Up 6.98E-05 BF508639 Homo sapiens mRNA;
cDNA DKFZp434E082
(from clone
DKFZp434E082)
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0.78321 7.15 Up 0.997757 3.818432 7.06 Up 2.013831 4.834052 7.06 Up -2.26295
0.550594 7.03 Up -1.51616 1.294636 7.02 Up -2.13754 0.667215 6.99 Up 0.466394
3.270039 6. 9%0@(%9/18%& ein), alpha 2 (CTNNA2), nRNA. /PREGICEEERIHMS

(cadheri nassoci ated protein), alpha 2 /FL=gb: NM 004389. 1 gh: MP4151. 2 0. 016804
NM 0122 Honop sapi ens pot assi um 81vo| tage gated channel, Shal-rel ated
subfanily, nenber KCND% Qt assi um vogt age- gated channel,

Shal - r el at edsubf a?v?%éz er éz-?llﬁL—gb NI o G o I@Bo 8967 Jgt\gb AF121104. 1
0.002349 U07236 Human rutant T en i

P

-3.7558 1.259886 3235 Up 4.07E-03 AWA47365 EéTS

6
-0.98665 4.021785 3219 Up 1.71E-03 NM_0014 Homo sapiens frizzled-
63 related protein (FRZB),

MRNA. /PROD=frizzled-
related protein
/FL=gb:U24163.1
gh:U68057.1
gh:NM_001463.1
gb:U91903.1

-4.30972 0.685002 31.88 Up 7.81E-04 AIS11379 hypothetical protein
FLJ11113

-3.25309 1.716276 31.33 Up 2.03E-03 AL050154 Homo sapiens mRNA;
cDNA DKFZp586L0120
(from clone
DKFZp586L0120).

-0.45718 4.508664 31.25Up 1.56E-04 BF939489 glycoprotein M6A
/FL=gb:D49958.1

-2.39338 2.572327 31.25Up 3.48E-03 M17955 Human MHC class Il HLA-
DQ-beta mMRNA, complete
cds. /FL=gb:M33907.1
gb:M17955.1
gh:M16996.1
gh:M17563.1
gh:M20432.1
gh:M26042.1

1.314051 6.278914 31.23 Up 2.39E-05 BC000740 Homo sapiens,
cholecystokinin B
receptor, clone
MGC:2199, mRNA,
complete cds.
/PROD=cholecystokinin B
receptor /FL=gb:L07746.1
gh:L08112.1 gb:S70057 .1
gh:BC000740.1

gb:L04473.1
gh:NM_000731.1
-2.16079 2.736566 298 Up 2.47E-04 NM_0005 Homo sapiens von
52 Willebrand factor (VWF),

mMmRNA. /PROD=von
Willebrand factor

precursor
/FL=gb:NM_000552.2
-1.39784 3.483531 29.47 Up 1.14E-03 BE222344 splicing factor,
arginineserine-rich 5
-3.25961 1.618799 29.41 Up 1.38E-02 NM_0163 Homo sapiens pancreas-
41 enriched phospholipase C

(LOC51196), mRNA.
/PROD=pancreas-
enriched phospholipase C
/FL=gb:AF117948.1
gh:NM_016341.1
gb:AF190642.2

-4.15276 0.707307 29.04 Up 1.84E-04 AA129444 Homo sapiens mRNA for
KIAA1263 protein, partial
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| ynphocyt e-specific protein tyrosine kinase (LCK) nRNA, conplete cds.

/ PROD=I yrrpho%t es/peci fic protein tyrosine kinase /FL=gb: U07236.1 gb: NM
005356. 1 gh:\WBB8¥31324630. 003836 AW7279 contactin 1 0 0. 0FEHED2NWBEEE Human 185
rRNA gene, conplete. 0.008657 AA460960 H. sapi ens nRNA (cl one

| CRFp507L1876) 0.005747 A1807026 ESTs 0.031227 B&9090 FSTs, Mderately
simlar 8to ALUS HUVAN ALU SUBFAM LY SX SEQUENCE CO\FI‘?M NATI ON WARNI NG ENTRY
(H. sapi ens) 0. 00( 92 sapi e | 1 9 fis, clone
HEMBA1003304 0. o%%i%%"gs Hukpﬁﬁﬁjpws r%ﬁﬁg%ﬁ%o%@fg’e&? '!Z”% '??%@@,367 A1735586
ESTs 0. 005536 AJ272267 Honp sapiens partial nRNA for m&hne dehydrogenase (chdh
gene). / PROD=chol82%&7 d SH9&f oge AaPd/r0. 022 FFEEBFOTOLOBEERTYeBlyGONT®6 NM 0031
Hono sapi ens Spi-B 21 transcription factor (SpilPU. 14 Fean AL(USPI B), nRNA

/ PROD=Spi -B transcription factor (Spi 1PU.1 rel ated) 7NV 003121.1 WO
20091132063PCT1US20091041348 6.98 Up0. 0112 AB018580 cehmnamisaporens mRNA f or

hl uPGFS, conpl ete cds. /PROD=h1uPGFS / FL=gb: NM 003739’.%;?‘%@%&9416. 2

gh: AB018580. 1 gb: 9 . 86 02184 4 T 1

51 FL=gb: ABO35356_.1'?&4£7 3?.'74?)21@ 28L.12%Q1p 98691\:[%4 2&93&?g§ﬁgssgglﬁgsc?zl\;A

PLACE1007852, highly
similar to Homo sapiens
mRNA for KIAA0878

protein.
-0.37709 4.429943 27.99 Up 7.27E-05 AU152102 Homo sapiens cDNA
FLJ12993 fis, clone
NT2RP3000197
-3.4744 1.320969 27.77 Up 5.88E-03 L32867 Homo sapiens alpha 2,8-

sialyltransferase mRNA,
complete cds.
/PROD=alpha 2,8-
sialyltransferase
/FL=gb:L 43494 1
gb:D26360.1 gb:L.32867.1
gb:NM_003034.1
-2.4051 2.382948 27.63 Up 7.27E-05 NM_0210 Homo sapiens
20 F37Esophageal cancer-

related gene-coding
leucine-zipper motif
(FEZ1), mRNA.
/PROD=F37Esophageal
cancer-related gene-
codingleucine-zipper motif
/FL=gb:AF123659.1
gb:NM_021020.1

1.563993 6.348869 27.57 Up 2.99E-05 NM_0024 Homo sapiens microsomal

13 glutathione S-transferase

2 (MGST2), mRNA.
/PROD=microsomal
glutathione S-transferase
2 /[FL=gb:NM_002413.1

gb:U77604.1

-4.63418 0.150462 27.56 Up 1.41E-02 BF112218 ESTs

-2.83906 1.924807 2717 Up 1.51E-04 T156545 ESTs

-0.18256 4.580673 27.16 Up 2.39E-05 AI583173 major histocompatibility
complex, class I, DQ beta
1

-1.80965 2.891679 26.02 Up 4.11E-03 NM_1525 Homo sapiens

06 hypothetical protein

FLJ32835 (FLJ32835),
MRNA.
/FL=gh:NM_152506.1

-0.10733 4.583423 25.83 Up 3.29E-04 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.

/PROD=Unknown (protein
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6. 71 Up0. 001423 NM 0220 Honp sapi ens estrogen 34regul ated gene 1 (ERG 1),
MRNA. / PROD=estrogen regul ated gene 1 /FL=gb: AF305835. 1 gb: NM 022034. 1 6. 68
Up0O. 001035 R%‘Q&%"?%Zﬁ%‘t er Incl. R62432:yg52ell.31 Honp s&PTERIUHAS 3 end

/ cl one=I MAGE- 36023 /cl one end=3 i gh=R62432 i gi =834311 | ug=Hs. 12321 | 1en=487

6. 66 Up0. 053176 A1830490 gl ycerol kinase 6.63 Up0.021533 AL359062 Honp sapi ens

MRNA ful | | ength insert cDNA cl one EURO EI}\/IA\C;E 1913076. 6.59

Up0. 0114501 AWBGOQE ST 6,6 56, 1) .0007%635569%72§§%§;‘N§§§:§E%ﬁ&:00724AI 269290
amly

solute carrier f 18 (vesi cular nmonoam ne), nenbeyjzishflazgh: L14269. 1

gb: L23205.1 gh109118.1 gb: NM 003054. 1 6. 52 Up0O. 006908REBHEE6BAQTH stHusran DNA
sequence from clone RP1-187J11 on chronpsone 6qll. 1- o2R01331478om ai ns t he gene
for a novel protein simlar to S. ponbe and S. cerevﬁ%i&%ﬂ%@i'@@@d proteins,
the gene for a novel protein simlar to protein Ki naggR@ﬁMgA@éhg@hbor s, the 3 end
of the 6.48 UpO. 0426 AAG943824-ETH, Mydexrwt-eb yrssemst Ears t 0 ALULFI UVAN ALU
SUBFAM LY J SEQUERGEES CONTAM NATH4ONVAPWARNI NG1ERTRYS8(71% ESBpI ens) 6. 43 UpO. 000315
R38389 ol f act oned#4r el ¥ ER24-BPRI i zed PPeP2H2B4B6ST9p0. 01711 AF141339 Hono

sapi ens LYST- i nL&actsng,Brot g 1 L%I P3 0 -oPéN’A toB@o' ngﬂ'css piens p53-
/ PROD=LYST-i nteracting protein LIP3 1.4606 1318980 L8ucboridopi1394 AND7210
Hono sapi ens nmRNA, mRNA. /PROD=p53-
induced protein
/FL=gb:AF010315.1
gb:BC000443.1
gb:BC003010.1
gb:NM_006034 .1
-1.35345 3.203459 23.54 Up 9.11E-04 AW15757 ESTs, Weakly similar to
1 T00331 hypothetical
protein KIAA0S55
(H.sapiens)
0.424882 4.980575 23.52 Up 2.79E-04 Al692659 heat shock 90kD protein
1, alpha
-2.05438 2.485242 23.26 Up 6.59E-03 BG29090 ESTs, Moderately similar
8 to ALU8 HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)
-0.35867 4.178782 23.22 Up 4.79E-05 NM_0019 Homo sapiens endothelin
57 receptor type A (EDNRA),
mMRNA.
/PROD=endothelin
receptor type A
/FL=gb:NM 001957.1
gb:L06622.1
-0.13427 4.37209 22.73 Up 3.30E-04 D49958 Homo sapiens mRNA for
membrane glycoprotein
M6, complete cds.
/PROD=membrane
glycoprotein M6
/FL=gb:D49958.1
-1.54464  2.95955 22.69 Up 1.14E-04 Al743534 Homo sapiens mRNA;
cDNA DKFZp564B1162
(from clone
DKFZp564B1162);
complete cds
[FL=gb:AL136646.1
-2.16064 2.33987 22.64 Up 1.03E-02 NM_0004 Homo sapiens nuclear
75 receptor subfamily O,
group B, member 1
(NROB1), mRNA.
/PROD=adrenal
hypoplasia protein
/FL=gb:NM 000475.2
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2cDNA DKFZp434H205 (from cl one DKFZp434H205)

UpO. 007542A1962169 ESTs

1.17422 1. 423826. 05
1.27392 1.2938445. 93 Up0. 042956 1J11058Hono sapi ens

| ar ge conduc¥QAWE&1¥4ci um and vol t age- dependent pot assiP&HCHAENKE3al pha

subunit (Maxi K) nRNA, conplete cds.
vol t age- dependent pot assi um channel

gb: NM 002247. 1 g1b AF025999 -0.04433 24t k335, 78 Up

P OURR01) , ShRNR.
Q: NN _007191,1 1.38062 1.1264835.68 UpO. 003297 NM
90pr ot ocadherin 8 (PCDH8), nRNA.

Wie 91bdory Cm, t'8

/ PROD= | arge conduct ance cal ci um and
al pha subunit /FL=gbh: U23767. 1

- PROE WA 07"

0, 601511 NM 71 Hono sapi ens

g@miggﬂ& §i¢ 1 JFLgb: AF1

ARk, /PR 1&AQI ens

gb: AF061573. 2 1.37261 3.876025. 67 Up0. 000713 BQ)4O60153:'-15!It9|*?‘lwI %ﬁiﬁgéns
,ESTs 9 1.60594

0. 8823815. 61 Up0,7ddd7 8320A685009807HamD Sapicanss ARNA1 SUNALLIRZP586F1018 (from

| MAGE: 5271039, nRNA

cl one DKFZp586F1018).
Up0. 030796 A1653050 ESTs,
VATE DI OXYGENASE ( H. sapi ens)

/ PROD= hypot heti cal

sapi ens (cl one hKvBet a3) K+ channel

channel

2.3444 0. 1560635. 66 UpO. 002001

protein

beta subunit nR

otﬁ?%?*
bet a- subunit /FL=gb: U16953.1 gb:L39833.1 0. %Wb026@03875 54

Up0. 000262 AW51595BETE06Kder at®IUp si mi |3HE-23 gV dMia hete pigtsePi

-2.49959 1.953408

1.997597 6.394209

0476688 4.86637

-0.5982
1.275191

3.789814
5.659185

-0.81856
-1.25995

3.56477
3.108032

-2.69284

1.656461

0.449168
-3.9115

4.77336
0.399609

21.9 Up

21.06 Up

20.96 Up

20.94 Up
20.88 Up

20.87 Up
20.65 Up

20.38 Up

20.03 Up
19.85 Up

2.53E-03 NM_0006
23

FLJ13443 fis, clone
PLACE1002853

Homo sapiens bradykinin
receptor B2 (BDKRB2),
MRNA. /PROD=bradykinin
receptor B2
/FL=gb:M88714.1
gb:NM_000623.1

7.27E-05 BC005997 Homo sapiens, clone

1.84E-04 NM_0245
81

1.67E-02 AIB06510
2.29E-04 AI587307

6.98E-05 Al129628

MGC:14801, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:14801)
/[FL=gb:BC005997.1
Homo sapiens
hypothetical protein
FLJ13942 (FLJ13942),
mRNA.
/PROD=hypothetical
protein FLJ13942
/FL=gb:NM_024581.1
putative 47 kDa protein
hypothetical protein
FLJ12838
/FL=gb:NM_024641.1
ESTs

5.74E-04 AK026607 Homo sapiens cDNA:

1.26E-02 R33964

2.99E-05 Al688418
2.57E-03 NM_0057
39
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FLJ22954 fis, clone
KATO09813, highly similar
to AF010315 Homo
sapiens Pig11 (PIG11)
MRNA.

Homo sapiens cDNA
FLJ11022 fis, clone
PLACE1003771

plexin A2

Homo sapiens RAS
guanyl releasing protein 1
(calcium and DAG-
regulated) (RASGRP1),
mRNA. /PROD=RAS
guanyl releasing protein 1
/FL=gb:AF081195.1
gh:NM _005739.2

/ PROD=pr ot ocadher i np8teihFL=gb: NM 002590. 2

cl one

1 h&O S hiod 13848 L95. 56
Weakly simlar to HPPD HUI\/PN@U”) W@R@RN'PHENYLPYRU
0. 32746 2.1472565. 56 U

Hono
[/ PROD=K+



product (H sapiens) 2.19527 0.2414955.41 Up0.017156 NM 0133 Honp sapi ens EH
33donmai n-binding mtotic WD 20091132063 PCT1US20091041348 phosphoprotein
(EPSIN), nRNWO 2YBREPSEH dommi n- bi nding mitotic phosphoprP&TéiSHB?’if’Ll— b: NM
013333.1 gh: AFO73727.1 1.684042 4.109252 5.37 Up 0.000924 8E504979

Wi skott-Aldrich syndrome- |ike W.=gb: D88460.1 gb: NM 003941.1 2.7744 5.196982

5.36 Up 0.001859 4A669799 C uster Incl. AA669799: 8{9&98&)‘7& 1Sl
-1.61054 2.680455 19.58 Up 1.10E-03 AW26420 ESTs
4
-1.40826 2.851659 19.16 Up 6.31E-04 AB046770 Homo sapiens mRNA for

KIAA1550 protein, partial
cds. /PROD=KIAA1550

protein
0.007601 4.206081 18.36 Up 8.27E-05 N63706 ESTs
-0.15629 4.036024 18.28 Up 5.42E-04 Al799018 ESTs
-0.95386 3.225705 18.12 Up 2.80E-04 AF312769 Homo sapiens cryptic

MRNA, complete cds.
/PROD=cryptic
/FL=gb:AF312769.1
-1.16952 2.986121 17.82 Up 2.56E-02 NM_0013 Homo sapiens disabled
43 (Drosophila) homolog 2
(mitogen-responsive
phosphoprotein) (DAB2),
mRNA. /PROD=disabled
(Drosophila) homolog 2
/FL=gb:U39050.1
gb:NM_001343.1

gb:U53446.1
gb:BC003064.1
-0.68225 3.470947 17.79 Up 9.21E-05 N48299  ESTs, Moderately similar
to NFY-C (H.sapiens)
1.861693 6.008305 17.71 Up 2.22E-04 Al374739 ESTs
0.366041 4.503789 17.6 Up 2.15E-04 Al242583 Homo sapiens cDNA
FLJ11550 fis, clone
HEMBA1002970
0.420056 4.533726 17.31 Up 7.27E-05 NM_0122 Homo sapiens dickkopf
42 (Xenopus laevis) homolog

1 (DKK1), mRNA.
/PROD=dickkopf
(Xenopus laevis) homolog
1 /FL=gb:AF177394.1
gb:NM_012242 .1
gb:AF127563.1

-2.64131 1.459191 17.15 Up 3.06E-02 AU157303 ESTs
-1.39277 2.690011 16.94 Up 1.61E-04 Al629041 ESTs
-0.88175 3.200899 16.94 Up 1.09E-03 Al650874 ESTs
-2.14545 1.935001 16.92 Up 3.05E-03 NM_0158 Homo sapiens
31 acetylcholinesterase (YT

blood group) (ACHE),
transcript variant E4-E5,
MRNA.
/PROD=acetylcholinestera
se Pl-linked form

precursor
/FL=gb:NM_015831.1
-0.5777 3.489676 16.76 Up 7.55E-04 BC036592 Homo sapiens, clone
IMAGE:4814184, mRNA.
-3.18582 0.860182 16.52 Up 1.89E-03 AI991033 heparan sulfate

proteoglycan 2 (perlecan)
/FL=gb:M85289.1
gb:NM_005529.2
0.041468 4.081945 16.46 Up 6.89E-04 BF130943 ESTs
-1.6164 2.402639 16.21 Up 8.12E-03 X00452  Human mRNA for DC
classll histocompatibility
antigen alpha-chain.
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Hono sapi ens cDNA, 3 end | cl one=lI MAGE- 1118886 !cl one end=3 / gb=AA669799
/ 91=2631298 /ug=Hs. 6315 fl en=679 0.623369 3. 023579 5. 28 UQ 0. 000791 NM
0063 Honp sapy &e/132063 CT/US2009/041348

/PROD=DC classlI
histocompatibility
antigenalpha-chain

-0.70855 3.310445 16.21 Up 8.09E-04 AI917371 ESTs

1.186033 5.204849 16.21 Up 2.18E-04 Al627704 ESTs, Weakly similar to
T17346 hypothetical
protein
DKFZp58601624.1
(H.sapiens)

-2.70961 1.305453 16.17 Up 1.75E-02 AK055534 Homo sapiens cDNA
FLJ30972 fis, clone
HEART2000492.

1.192657 5.206164 16.15 Up 6.23E-04 NM_0246 Homo sapiens

41 hypothetical protein

FLJ12838 (FLJ12838),
mRNA.
/PROD=hypothetical
protein FLJ12838
/FL=gb:NM_024641.1

-0.41626 3.581554 15.98 Up 4.74E-04 BF110534 ESTs
-0.29145 3.703489 15.94 Up 3.27E-04 AI197932 ESTs
-0.20099 3.787591 15.87 Up 4.75E-04 BF984830 retinoic acid induced 1

-0 62897 3.35485 15.82 Up 1.12E- 02 Al694545 ESTS

AN QSR A& TR 1 ie
7. 8508 I3 TS Up

0.500662 4.465346 15.61 Up 5.59E-04 AB043703 Homo saplens FZD8
mRNA for seven-
transmembrane receptor
Frizzled-8, complete cds.
/PROD=seven-
transmembrane receptor

Frizzled-8
/[FL=gb:AB043703.1
-2.81453 1.143479 15.54 Up 4.26E-02 BC014585 Homo sapiens, clone
IMAGE:4047715, mRNA.
-0.27888 3.6716 15.46 Up 7.27E-05 NM_0030 Homo sapiens SWISNF
78 related, matrix associated,

actin dependent regulator
of chromatin, subfamily d,
member 3 (SMARCD3),
mRNA. /PROD=SWISNF
related, matrix associated,
actindependent regulator
of chromatin, subfamily d,
member 3
[FL=gb:NM 003078.1 gb
2.377335 6.2969 15.13 Up 7.27E-05 NM_0053 Homo sapiens hyaluronan
28 synthase 2 (HAS2),
MRNA.
/PROD=hyaluronan
synthase 2
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34neur obl astoma (nerve tissue) protein (AMY), nmRNA | PROD=neur obl ast ona
(nerve ti ssue{2 @r otein / FL=gb: NM 006334. 1 gb: D82343. 1 -0. 0881 2.307249 5. 26
Up 0.000742 VP 3WEPREOESTs, Weakly similar to 2108402 RCAASHIYPH S

pal m toyl transferase | (H. sapi ens)

/FL=gb:U54804.1
gb:NM_005328.1

-2.84061 1.073185 15.07 Up 1.33E-03 Al123532 ESTs

0.81871 4.722909 14.97 Up 2.18E-04 X06268  Human mRNA for pro-
alpha 1 (Il) collagen 3end
C-term. triple helical and
C-terminal non-helical
domain. /PROD=pro-alpha
1 (Il) collagen (313 AA; AA

975-271c)
/FL=gb:NM_001844.2
3.2061 7.080736 14.67 Up 2.00E-05 NM_0066 Homo sapiens
81 neuromedin U (NMU),
mRNA.

/PROD=neuromedin U
/FL=gb:NM_006681.1
-0.60671 3.260587 14.59 Up 2.39E-03 NM_0004 Homo sapiens
58 transcription factor 2,
hepatic; LF-B3; variant
hepatic nuclear factor
(TCF2), transcript variant
a, mMRNA.
/PROD=transcription
factor 2, isoform a
/FL=gb:NM_000458.1

-3.75063 0.097574 14.4 Up 2.53E-03 AW24315 ESTs
4
-0.66587 3.17829 14.36 Up 2.94E-04 NM_0013 Homo sapiens deiodinase,
62 iodothyronine, type lll
(DIO3), mRNA.

/PROD=thyroxine
deiodinase type Il
/FL=gb:NM_001362.1
gb:S79854 .1
-2.17973 1.654509 14.26 Up 7.81E-04 BE379542 chromodomain helicase
DNA binding protein 3
/FL=gb:U91543.1
-0.40798 3.424074 14.24 Up 3.78E-04 AlI143879 phosphodiesterase 10A
/FL=gb:AB020593.1
gb:AF127479.1
gb:NM_006661.1
1.194285 5.026057 14.24 Up 4.81E-04 NM_0018 Homo sapiens cystatin SN
98 (CST1), mRNA.
/PROD=cystatin SN
/FL=gb:J03870.1
gb:NM_001898.1
-0.22337 3.603991 14.2 Up 1.24E-03 NM_0218 Homo sapiens phorbolin-
22 like protein MDS019
(MDS019), mRNA.
/PROD=phorbolin-like
protein MDS019
/FL=gb:AF182420.1
gb:NM_021822.1

-3.47125 0.352559 14.16 Up 3.65E-02 BF114815 ESTs
-3.95752 -0.14384 14.06 Up 1.63E-02 NM_0014 Homo sapiens epiregulin
32 (EREG), mRNA.
/PROD=epiregulin
precursor

/FL=gb:D30783.1
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0. 225505 2.619908 5.26 Up 0. 000552 A1968440 ESTs -1.67442 0.713629 5.23 Up
0. 008409 AWL1745 neu rotri min 6 0.040412 2.394979 5.11 Up 0.000552
AA960844 Hon¥O SUBIIEAS ¢l one | MAGE: 4081483, nRNA 1. 6383452%8%%9%%56 5. 11 Up
0. 000281 AA603344 ESTs, Weakly simlar to

gb:NM_001432.1

-1.83999 1.973187 14.06 Up 2.96E-04 AK074453 Homo sapiens cDNA
FLJ23873 fis, clone
LNG12941.

-2.9769 0.834997 14.04 Up 2.11E-02 AWB1211 ESTs
1

-1.92059 1.887684 14.01 Up 1.43E-03 Al738662 homeo box HB9
JFL=gb:NM_005515.1

1.868094 5.672805 13.97 Up 7.78E-05 H92988  tyrosine 3-

monooxygenasetryptopha
n 5-monooxygenase
activation protein, eta

polypeptide
-1.42171 2.367519 13.83 Up 1.18E-04 NM_0050 Homo sapiens neuronal
10 cell adhesion molecule

(NRCAM), mRNA.
/PROD=neuronal cell
adhesion molecule
/FL=gh:AB002341.1
gb:NM_005010.1

-3.18081 0.59108 13.66 Up 6.34E-04 AW44981 KIAA0918 protein
3
-0.11092 3.655377 13.61 Up 1.43E-04 BF591483 ESTs
-1.74597 2.018156 13.59 Up 1.45E-02 AW26981 hypothetical protein
8 FLJ23403
/FL=gb:NM_022068.1
1.569762 5.358013 13.55 Up 9.35E-04 NM 0186 Homo sapiens core
49 histone macroH2A2.2

(MACROH2A2), mRNA.
/PROD=core histone
macroH2A2.2
/FL=gb:AF151534.1
gb:NM 018649.1

-2.85208 0.904726 13.52 Up 4 53E-03 Al423201 ESTs
-1.68521 2.068725 13.49 Up 3.53E-03 NM_0027 Homo sapiens protease,
70 serine, 2 (trypsin 2)

(PRSS2), mRNA.
/PROD=protease, serine,
2 (trypsin 2)
/FL=gb:M27602.1
gb:NM_002770.1

0.753353 4.506029 13.48 Up 1.83E-05 NM_0218 Homo sapiens
27 hypothetical protein
FLJ23514 (FLJ23514),
MRNA.

/PROD=hypothetical
protein FLJ23514
/FL=gb:NM_021827.1

-1.54589 2.19498 13.37 Up 7.14E-03 AW08823 ESTs
2
-2.06656 1.672721 13.35 Up 5.12E-03 AF141339 Homo sapiens LYST-

interacting protein LIP3
MRNA, partial cds.
/PROD=LYST-interacting
protein LIP3

1.696658 5.415977 13.17 Up 8.38E-04 L0O1639  Human (clone HSY3RR)
neuropeptide Y receptor
(NPYR) mRNA, complete
cds. /PROD=neuropeptide
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ALU/ HUMAN ALU SUBFAM LY SQ SEQUENCE CONTAM NATI ON WARNI NG ENTRY

(H sapiens) 1.923146 4.275361 5.11 Up 0. 000799 BFO57731 ESTs 1.398961 3.745146
WO 2009/132063 PCT/US2009/041348

Y receptor
/FL=gb:L06797 .1

gb:NM 003467 .1
gb:AF025375.1
gb:AF147204 1
gb:M99293.1 gb:L01639.1

1.633768 5.346711 13.11 Up 2.39E-05 Al733465 collagen, type IX, alpha 2
/FL=gb:NM_001852.1
-0.65009 3.058078 13.07 Up 1.17E-04 NM_0179 Homo sapiens
31 hypothetical protein
FLJ20699 (FLJ20699),
mRNA.

/PROD=hypothetical
protein FLJ20699
/FL=gb:NM_017931.1
0.661121 4.360957 12.99 Up 1.08E-04 AA502609 Homo sapiens ankyrin-like
with transmembrane
domains 1 (ANKTM1),

mRNA
1.048741 4.74741 12.98 Up 4.60E-04 NM 0018 Homo sapiens cystatin S
99 (CST4), mRNA.

/PROD=cystatin S
/FL=gb:NM 001899.1
-2.19527 1.501137 12.96 Up 1.06E-03 NM_0133 Homo sapiens EH
33 domain-binding mitotic
phosphoprotein (EPSIN),
mRNA. /PROD=EH
domain-binding mitotic
phosphoprotein
/FL=gb:NM 013333.1
gb:AFQ73727 1

-2.89467 0.794807 12.9 Up 7.39E-03 AW97120 ESTs
5
-3.30412 0.383694 12.89 Up 3.93E-02 AU157224 Homo sapiens cDNA
FLJ11570 fis, clone
HEMBA1003309
1.223968 4.90936 12.87 Up 8.70E-05 AL574912 ESTs, Weakly similar to
serine protease
(H.sapiens)
-2.30432 1.381011 12.86 Up 3.92E-02 BC017958 Homo sapiens, clone
IMAGE:4607409, mRNA.
2.593137 6.238337 12.51 Up 2.99E-05 NM_0018 Homo sapiens
73 carboxypeptidase E
(CPE), mRNA.

/PROD=carboxypeptidase
E precursor
/FL=gb:NM _001873.1

-1.43446 2.199521 12.41 Up 9.27E-03 AW29148 ESTs
2
0.151239 3.777599 12.35 Up 1.16E-04 BE644809 ESTs
-0.07494 3.527775 12.15 Up 9.39E-05 NM_0013 Homo sapiens dual
94 specificity phosphatase 4

(DUSP4), mRNA.
/PROD=dual specificity
phosphatase 4
/FL=gb:NM _001394.2
gb:BC002671.1
gb:U48807.1 gb:U21108.1
-2.56291 1.033178 12.09 Up 1.48E-02 BG53269 integrin, alpha 4 (antigen
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5.08 Up 0.000972 NM 0240 Honob sapi ens

MRNA. I PROD =hypot heti cal
M 024036. 1 ghoBUYOHIG7. 1 - 0. 2823 2.040956 5 Up 0. 007542 PAVBIBY
82transporter 3 (L0051296).

( M3C3103),

pepti de

-3.10679
-1.71673

1.071985

-0.05814
0.581614

-3.51603
-1.99136

0.454394
-0.41994
1.355965
-2.33835

2.453593

0.240245
-0.28951

0.486734
1.874627

4.656957

3.51961
4.158253

0.057356
1.57545

4.013479

3.13818
4912341
1.203342

5.992042

3.777926
3.242447

12.07 Up
12.05 Up

12 Up

11.94 Up
11.93 Up

11.9 Up
11.85 Up

11.79 Up
11.78 Up
11.76 Up
11.65 Up

11.62 Up

11.61 Up
11.57 Up

36hypot het i

protein M3C3103 | F L=

cal protein

NECBIOB

Pgﬁﬁ sapi ens

MRNA. / PROD=pepti de transporter 3

0

8.34E-04 N59476
9.46E-04 NM_0004
20

6.98E-05 NM_0045
60

8.07E-04 BF308645
1.95E-04 AF005775

2.99E-02 AV724769
8.72E-03 AL109653

3.30E-04 AL036088
2.73E-03 Al686957
2.16E-04 Al141603
2.16E-02 L33477

5.24E-05 NM_0054
10

8.44E-04 BF940761
3.11E-04 NM_0183
88
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CD49D, alpha 4 subunit of
VLA-4 receptor)

ESTs

Homo sapiens Kell blood
group (KEL), mRNA.
/PROD=Kell blood group
antigen
/FL=gh:BC003135.1
gb:NM_000420.1

Homo sapiens receptor
tyrosine kinase-like
orphan receptor 2
(ROR2), mRNA.
/PROD=receptor tyrosine
kinase-like orphan
receptor 2
/FL=gb:M97639.1

gb:NM 004560.1
KIAA1415 protein

Homo sapiens caspase-
like apoptosis regulatory
protein 2 (clarp) mRNA,
alternatively spliced,
complete cds.
/PROD=caspase-like
apoptosis regulatory
protein 2
/FL=gb:AF005775.1
ESTs

Human DNA sequence
from clone GS1-115M3 on
chromosome Xq27.1-28
Contains a gene for a
novel protein, CXorf1
(chromosome X open
reading frame 1), ESTs,
STSs, GSSs and a CpG
Island

KIAA1479 protein
KIAA1494 protein
collagen, type VI, alpha 1
Human (clone 8B1) Br-
cadherin mRNA, complete
cds. /PROD=Br-cadherin
/FL=gb:L. 34057 1
gb:L.33477.1
gb:NM_004061.1

Homo sapiens
selenoprotein P, plasma,
1 (SEPP1), mRNA.
/PROD=selenoprotein P
precursor
/FL=gb:NM_005410.1
ESTs

Homo sapiens
hypothetical protein
FLJ11316 (FLJ11316),
MRNA.
/PROD=hypothetical



| FL=gb: NM 016582. 1 gb: AB020598. 1 3. 409815 -2. 62843 65.72 Down 0.0112 NM
0165Hono sapiens neuritin 88(L0051299). nRNA | PROD=neuritin | FL=gb: NM
016588. 1 gh:‘B2AY2EB4%31 gb: AF136631. 1 5. 388254 0. 0095454 PCELSENAE3H00281 NV
0042 Hono sapiens solute O7carrier famly 16 (nonocarboxylic acid
transporters), nenber 3 (SLC16A3), nRNA. /PROD=solute carrier famly 16
(nonocar boxylic acidtransporters), nmenber 3 | FL=gb: U81800. 1 gb: NMD04207. 1
3.094183 -1.9864333. 84 Down0. 012905 NM 0134 Hono sapf@ﬁ%zw%ﬁg Bt e
45decar boxyl ase b.1¢def ad Me1087KkD)1.£41GADL) , t3ARSLAAMDI65Y BypbBatal frOIRD, MRNA.

| PROD=gl ut amat e decar boxyl ase 1, isoform GAD25 | F L=@gLfo2ebb M 013445. 1

gh: AF178853. 1 gb:'BE80283437¢ 3. 0VP83p1 - 1. F1278998M P45 WAt BOFB56 AWS9092 ESTs 5
33 hypothetical protein
FLJ21276 (FLJ21276),
mRNA.
/PROD=hypothetical
protein FLJ21276
/FL=gb:NM_024633.1

2.59334 6.102285 11.38 Up 6.58E-05 AA045184 ribosomal protein L14
0.451744  3.95936 11.37 Up 2.79E-04 NM_0013 Homo sapiens ectodermal
99 dysplasia 1, anhidrotic
(ED1), mRNA.

/PROD=ectodermal
dysplasia 1, anhidrotic
/FL=gb:AF060999.1
gb:NM_001399.1
gb:AF040628.1
gb:AF061189.1

1.040647 4.542431 11.33 Up 6.98E-05 Al348094 KIAA0882 protein

-1.24923 2.248992 11.3 Up 1.02E-03 R42166  ESTs, Weakly similar to
AXO1 HUMAN AXONIN-
1 PRECURSOR

(H.sapiens)
0.414809 3.908697 11.27 Up 2.78E-04 NM 0161 Homo sapiens transient
79 receptor potential channel

4 (TRPC4), mRNA.
/PROD=transient receptor
potential 4
/FL=gb:NM_016179.1
gb:AF175406.1
-2.9904 0.493882 11.19 Up 2.79E-04 U96136 Homo sapiens delta-

catenin mRNA, complete
cds. /PROD=delta-catenin
/FL=gb:NM_001332.1
gb:U72665.1
gb:AB013805.1
gb:U96136.1
gb:AF035302.1

1.076427 4.559689 11.18 Up 1.88E-04 Al640307 protocadherin 10

-1.08244 2.395089 11.14 Up 2.32E-03 X75208 X75208 /FEATURE=cds
/DEFINITION=HSPTKR
H.sapiens HEK2 mRNA
for protein tyrosine kinase
receptor

-1.25121 2.224638 11.13 Up 3.78E-04 R62432  Cluster Incl.
R62432:yg52e11.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-36023
[clone_end=3
/gb=R62432 /gi=834311
/ug=Hs.12321 /len=487

0.631332 4.097155 11.05 Up 3.78E-04 Al130705 ESTs, Weakly similar to
A46302 PTB-associated
splicing factor, long form
(H.sapiens)

1438639 4.903827 11.04 Up 9.39E-05 BF223214 ESTs
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4.092731 -0.5556325. 08 Down0. 000627 AL513917 solute carrier famly 16 6.777916
2.149128 0.959227 -3.66704 1.470435 -3.07409 4.161028 -0.3587 for M3C: 10264)
/| FL=gb: BCO05%®#!'/13229%46762 - 1. 791918. 88 Down0. 029145 NMPEH8G2494838api ens

S- phase 83 ki nase-associated protein 2 (p45) (SKP2), nRNA. /PROD=S-phase

ki naseassoci ated protein 2 (p45) /FL=gb:U33761.1 gb: NM 005983.1 1.790331
-2.4399518. 77 Down0. 001074 AA775681 hypot hetical protein FLJ23091 4.505436
0.2761418. 76 Down0° 000281676137 E8Ts 2. 7927150 .?sﬁngj{%gmo. 013563
BC017942 Hono sapiens, Simlar to otoconin 90, clonegyp héhedbor 17, MRNA.
4.507212 0.47002916. 42 Down0O. 000262 AWL9694 ESTs 0 2(HHEIBABNA.1l. 5615816. 35
Down0. 000649 N76327ESTs, Highly similar to 1011297A tARGRSTeERPRIfticalcept or

(H. sapi ens) 2.770179 -1.16077 15.25 Down 0.000181 AKQ@@“ﬁhwfggﬁsapi ens cDNA
FLJ20338 fis, clone HEP12179. 3.834572 -0.0746515. 0240md. 1000272 NM 0026 Hono
sapi ens pyruvate 10dehydrogenase ki nase, isoenzyne 1g{mDkdj729.nucl ear gene
encodi ng m t ochodp428l 4 (58ePei nJO-HRNA. / PRAERYAIIRPERS H E!ng%@'ﬁ?ase ki nase,

i soenzyme 1 /FL=gb: NM 002610. 2 gb: L42450.1 2.306111 ?j%%gg? 3M8%A Down0. 004398

S

A1632223 hypot hejdseab PEeéei N %Zm434F2_%_25%E.339239@%36H__—5§9i9 2688geha. 52 Down
0. 006371 4A812232 upregul ated by 1, 25- di hydroxyvi t amicadidighgmédeb=gh: NM 006472. 1

gh: 573591. 1 3.268087 -0.4045512. 75 Down0. 000114 AF343%%grisitn sapi ens NYD- SP14
MRNA, conpl ete cds. /PROD=NYD-SP14 / FL=gb: AF345910. 1 75 0%R08%1°8892612. 17

Down0. 001199 AF2/R3§R9 4158845 aph@syupPNAS- 1ARE 05 BF476502 hypothetical protein

FLJ11585
-2.21968 1.214412 10.81 Up 2.00E-02 AA946876 ESTs
0.999053 4.427902 10.77 Up 2.39E-04 AW12959 tudor repeat associator
3 with PCTAIRE 2
1.750623 5.17881 10.76 Up 7.27E-05 AA176289 ESTs
0.502333 3.925314 10.73 Up 2.47E-03 AF211891 Homo sapiens Mix-like

homeobox protein 1
(MILD1) mRNA, complete
cds. /PROD=Mix-like
homeobox protein 1
/FL=gb:AF211891.1
-2.15454 1.256699 10.64 Up 4.44E-02 NM 0120 Homo sapiens Friend of
82 GATA2 (FOG2), mRNA.
/PROD=Friend of GATA2
/FL=gb:NM 012082.2
gb:AF119334 1

-0.23726 3.166937 10.59 Up 3.27E-04 AA912476 Homo sapiens cDNA
FLJ13221 fis, clone
NT2RP4002075
-2.38435 1.018436 10.58 Up 1.74E-03 Al743137 ESTs
-1.83333 1.555259 10.47 Up 5.26E-03 NM_0065 Homo sapiens myelin-
01 associated

oligodendrocyte basic
protein (MOBP), mMRNA.
/PROD=myelin-associated
oligodendrocyte basic
protein /FL=gh:D28113.1
gb:NM_006501.1
2.168853 5.557183 10.47 Up 2.75E-04 AA284532 tyrosine 3-
monooxygenasetryptopha
n 5-monooxygenase
activation protein, eta

polypeptide
-1.0335 2.347369 10.42 Up 9.35E-04 AL553774 KIAA1462 protein
-1.78964 1.575618 10.3 Up 2.04E-02 NM_0048 Homo sapiens
61 cerebroside (3-

phosphoadenylylsulfate:g
alactosylceramide 3)
sulfotransferase (CST),
mRNA.
/PROD=galactosylceramid
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MRNA, conpl ete cds. / PROD=PNAS- 145 / FL=gb: UC3105. 1 gb: NM 006813. 1

gb: AF279899. 1 0.173113-3.367311. 64 Down0. 006169 NM 1524 Honmp sapi ens
90hypot het i CHP 2P3128¢3n MEC39558 ( MGC39558), nRNA. | FL=gBCBtSpYEBU34 gb: NM
152490.1 0.432613 -3.1059711. 62 Down0. 013508 BC004884 Hono sapi ens, clone
/ PROD=Unknown (protein WD 20091132063

MGC: 11141)
ESTs 5.023981 1.496597 11.53 DRM>H D297 NM 0064 Homp

MZC: 11141, nRNA, conpl ete cds.

Pel | US2009/ 041348 for
Down 0. 000432A1950472
sapi ens

-3.12055

2.194421

-0.75724

-0.92287

-0.38837
-1.06796

-0.65031
-0.2425

& AN
B AMLG §

Fm
)
;
wr

0.561438
-2.62694

-1.75731

3.287037

0.243075

5.519803

2.561949

2.395505

2.924326
2.241523

2.656212
3.063759

3.86147
0.672523

1.539959

6.580588

10.29 Up

10.02 Up

9.98 Up

9.98 Up

9.94 Up
9.91 Up

9.89 Up
9.89 Up

Ex
[+7]
P

3

9.85 Up
9.85 Up

9.83 Up

9.81 Up

I FL=gb: BC004884. 1 6.371229 2.841928 11.55

gb:D88667.1
2.31E-02 AW78000 ESTs
6
8.38E-04 AF348491 Homo sapiens chemokine
receptor CXCR4 mRNA,
complete cds.
/PROD=chemokine
receptor CXCR4
[FL=gb:AF348491.1
5.19E-03 AL445192 Human DNA sequence
from clone RP11-269H4
on chromosome 20
Contains the 3 end of the
KIAA1415 gene similar to
T-Lymphona invasion and
metastasis inducing
protein 1, ESTs, STSs and
GSSs
3.26E-04 AA443280 ESTs, Highly similar to
AF229172 1 class lll
myosin (H.sapiens)
6.37E-04 BE551088 ESTs
3.97E-02 AW66417 hypothetical protein
9 MGC4342
/FL=gb:NM 024329.1
gb:BC003033.1
1.16E-04 AlI760630 ESTs
1.10E-04 NM 0182 Homo sapiens
86 hypothetical protein
FLJ10970 (FLJ10970),
MRNA.
/PROD=hypothetical
protein FLJ10970
/FL=gb:NM 018286.1

© 5
NE M

H

SSHERRS

3.49E-04 BF968270 ESTs
8.33E-03 NM_0000 Homo sapiens
55 butyrylcholinesterase

(BCHE), mRNA.
/PROD=butyrylcholinester
ase precursor
/FL=gb:M16541 .1
gb:M16474.1
gb:NM_000055.1

3.37E-02 BC008992 Homo sapiens, clone
MGC:16926
IMAGE:4183000, mRNA,
complete cds.
/PROD=Unknown (protein
for MGC:16926)
/FL=gb:BC008992.1

7.27E-05 AI633559 ESTs
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72upregul ated by 1, 25- di hydroxyvitamn D3 (VDUPL), nmRNA

I PROD=upregul ated b

gb: 873591. 1 WO 3481

conpl ete cds.

-1.20714

0.937118

0.447082

-3.09265
-2.20597
1.370117

0.205308
1.380324

0.1187

-0.30596

1.008383

-1.28081

-1.80959
0.378586
-1.17885

-2.84187

1, 25-di hydroxyvitamn D3 | F Lﬁaﬁb:N M 006472. 1
2

2.08291

4.225755

3.734688

0.191299
1.071614
4.641246

3.457432
4.628332

3.354157

2.924622

4.233261

1.941655

1.41238
3.596764
2.035986

0.3707

03.1. 4564 11.26 Down 0.023936 U55936H%

9.78 Up

9.77 Up

9.76 Up

9.74 Up
9.7 Up
9.65 Up

9.53 Up
9.5 Up

9.42 Up

9.39 Up

9.35 Up

9.33 Up

9.33 Up
9.31 Up
9.28 Up

9.27 Up

B3 MRNA,

3.66E-03 BC042378 Homo sapiens, clone
IMAGE:5277693, mRNA.

7.27E-05 AU151342 Homo sapiens cDNA
FLJ12935 fis, clone

NT2RP2004982
1.61E-04 NM_0149 Homo sapiens KIAA0957
42 protein (KIAA0957),
mRNA. /PROD=KIAAQ957
protein

/FL=gb:AB023174 .1
gh:NM_014942 1
6.04E-03 Al093492 ESTs
1.05E-02 AI968904 ESTs
7.27E-05 M33653 Human (clones HT-
(125,133)) alpha-2 type IV
collagen (COL4A2)
MRNA, complete cds.
/PROD=alpha-2 type IV
collagen
/FL=gb:M33653.1
1.55E-04 BF509230 ESTs
3.46E-04 NM_0068 Homo sapiens histamine
95 N-methyltransferase
(HNMT), mRNA.
/PROD=histamine N-
methyltransferase
/FL=gb:NM_006895.1
gh:D16224.1 gh:U08092.1
2.39E-05 N21184  Cluster Incl.
N21184:yx41a10.s1
Homo sapiens cDNA, 3
end /clone=IMAGE-
264282 /clone_end=3
/gb=N21184 /gi=1126354
/ug=Hs.93605 /len=619
1.42E-03 BC029835 Homo sapiens, clone
IMAGE:5169759, mRNA.
1.84E-04 BE397715 pre-B-cell leukemia
transcription factor 2
/FL=gb:NM_002586.1
1.10E-03 NM_0017 Homo sapiens
35 complement component 5
(C5), mMRNA.
/PROD=complement
component 5
/FL=gb:M57729.1
gh:NM_001735.1
3.47E-03 BF447246 KIAA0960 protein
3.90E-05 BF109231 ESTs
1.34E-03 AB002155 Homo sapiens mRNA for
human uroplakin Ib,
complete cds.
/PROD=human uroplakin
Ib /FL=gb:NM_006952.1
gh:AB015234 .1
gh:AF042331 .1
gh:AB002155.1
2.06E-03 NM_0022 Homo sapiens potassium
44 inwardly-rectifying
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I PROD=SNAP- 23 I FL=gb: U55936. 1 gb: BC000148. 2 gb: BCO03686. 1 gb: Y09567. 1
1.075159 -2.41498 11.24 Down 0.004979 J03580Human, parathyroid-|like protein

(associ at ed WP eW'Hiftr al hypercal cemi a of malignancy) [USguiéte cds.
1FL=gb: J03580.1 6.091008 2.605414 11.2 Down 0.000741 BCO20935 Hono sapi ens,
Simlar to otoconin 90. clone | MAGE: 4277593, nRNA. 0. 783065 -2.6827 11.05

Down 0. 030265 AB014486 Honop sapi ens nRNA for

channel, subfamily J,
inhibitor 1 (KCNJN1),
mMRNA. /PROD=potassium
inwardly-rectifying
channel, subfamilyd,

inhibitor 1
/FL=gb:NM_002244.1
0.442286 3.651458 9.25 Up 6.22E-04 NM_0017 Homo sapiens CD48
78 antigen (B-cell membrane

protein) (CD48), mRNA.
/PROD=CD48 antigen (B-
cell membrane protein)
/FL=gb:NM_001778.1

gb:M37766.1
gb:M59904.1
-1.58477 1.612357 9.17 Up 3.93E-03 NM_0163 Homo sapiens pancreas-
41 enriched phospholipase C

(LOC51196), mRNA.
/PROD=pancreas-
enriched phospholipase C
/FL=gb:AF117948.1
gb:NM_016341.1

gb:AF190642.2
0.798972 3.993241 9.15 Up 2.02E-05 Al082827 hypothetical protein
FLJ11585
-1.39976 1.793953 9.15 Up 8.10E-04 NM 0052 Homo sapiens mitogen-
04 activated protein kinase

kinase kinase 8
(MAP3K8), mRNA.
/PROD=mitogen-activated
protein kinase kinase

kinase8
/FL=gb:NM_005204.1
gb:D14497 1
-1.2719 1.918316 9.13 Up 2.22E-03 NM_0204 Homo sapiens
06 polycythemia rubra vera 1;

cell surface receptor
(PRV1), mRNA.
/PROD=polycythemia
rubra vera 1; cell
surfacereceptor
/FL=gb:NM_020406.1
gb:AF146747 1

-1.20098 1.986443 9.11 Up 7.28E-03 NM_0017 Homo sapiens cadherin 4,

94 type 1, R-cadherin (retinal)

(CDH4), mRNA.
/PROD=cadherin 4, type
1, R-cadherin (retinal)
/FL=gb:L34059.1
gb:NM_001794 1

0.270283 3.456007 9.1 Up 1.24E-03 Al690433 Homo sapiens mRNA;
cDNA DKFZp434K0621
(from clone
DKFZp434K0621); partial
cds

-3.14727 0.038057 9.1 Up 4.46E-02 NM_0011 Homo sapiens

47 angiopoietin 2 (ANGPT2),

MRNA.
/PROD=angiopoietin 2

284



RA70, conpl ete cds. I PROD=RA70 | F L=gb: AF051323. 1 gh: BC002893. 1
gb: AB014486. 1 gb: AF072166. 1 gb: NM 003930. 1 2. 505869 -0.95096 10.98 Down
0. 001627 Avﬁ‘i%’f’?’lﬁﬁ‘t?sphat i dyl i nositol binding clathrinP&34EAP)*H¥30t ei n
4.749034 1.297636 10.94 Down 0.000464 NM 0021Honmo sapi ens 3- hydroxy-

303- nelhyl gl utaryl -

/FL=gb:AB009865.1
gb:AF004327 1
gb:NM 001147 .1

-2.65285 (0.529695 9.08 Up 5.20E-04 BE549700 ESTs

-0.70603 2.476147 9.08 Up 2.75E-04 X02162 Human mRNA for
apolipoprotein Al (apo
Al)=.
/PROD=preproapolipoprot
ein Al

0.134434  3.31354 9.06 Up 7.31E-05 AV758821 ESTs, Weakly similar to
Z132_HUMAN ZINC
FINGER PROTEIN 13

(H.sapiens)
1.488455 4.666225 9.05 Up 2.39E-05 NM_0001 Homo sapiens gelsolin
77 (amyloidosis, Finnish type)
(GSN), mRNA.

/PROD=gelsolin
(amyloidosis, Finnish type)
/FL=gb:NM_000177.1
0.37879 3.553097 9.03 Up 2.87E-04 BC039295 Homo sapiens, Similar to
down-regulated by
Ctnnb1, a, clone
MGC:39518
IMAGE:5267063, mRNA,
complete cds.
/PROD=Similar to down-
regulated by Ctnnb1, a
/FL=gh:BC039295.1
-2.03929 1.12953 8.99 Up 1.03E-02 NM_0038 Homo sapiens interleukin
55 18 receptor 1 (IL18R1),
mRNA. /PROD-=interleukin
18 receptor 1
/FL=gb:NM_003855.1
gb:U43672.1
-1.95127 1.210788 8.95 Up 6.65E-03 L12468  Homo sapiens
aminopeptidase A mRNA,
complete cds.
/PROD=aminopeptidase A
/FL=gbh:L12468.1
gb:NM_001977 .1
gb:L14721.1
-3.03451 0.120756 8.91 Up 1.30E-03 BF432875 ESTs
0.219552 3.367037 8.86 Up 1.61E-04 BE856336 Homo sapiens mRNA,;
cDNA DKFZp761G151
(from clone
DKFZp761G151); partial
cds
1.091867 4.237655 8.85 Up 3.97E-03 NM_0047 Homo sapiens B-cell
65 CLLlymphoma 7C
(BCL7C), mMRNA.
/PROD=B-cell
CLLIymphoma 7C
/FL=gb:NM_004765.1
-1.37872 1.766362 8.85 Up 2.81E-03 AF063825 Homo sapiens trp-related
protein 4 truncated variant
gamma mRNA, complete
cds. /PROD=trp-related
protein 4 truncated variant
gamma
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Coenzyne A synthase 1 (sol uble) (HMECS1), nRNA. ! PROD=3-

hydr oxy- 3- nethéwg)utar Coenzyne A synt hase 1(sol ubl e | F L=gb: NM

002130. 1 gh:WY93%ga324635,- BOD00297. 1 1. 840613 - 1. 60133 10 P6F 93§15976
A1949760ESTs, Weakly S|n1Iar to unnanmed protein product

/FL=gb:AF063825.1
-0.88126 2.263541 8.84 Up 1.10E-03 BC014364 Homo sapiens, clone
MGC:24252
IMAGE:3932604, mRNA,
complete cds.
/PROD=Unknown (protein

for MGC:24252)
/FL=gb:BC014364.1
0.345528 3.488906 8.84 Up 1.32E-04 AW27618 major histocompatibility
6 complex, class I, DQ beta
1
-1.23083 1.909333 8.82 Up 3.54E-05 AF063824 Homo sapiens trp-related

protein 4 truncated variant
delta mRNA, complete
cds. /PROD=trp-related
protein 4 truncated variant
delta /FL=gb:AF063824.1
-0.95126 2.187719 8.81 Up 8.38E-04 NM_0211 Homo sapiens bHLH
70 factor Hes4 (LOC57801),
mRNA. /PROD=bHLH
factor Hes4
/FL=gb:NM_021170.1
gb:AB048791.1
1.979568 5.115328 8.79 Up 1.83E-05 M17565 Human MHC class |l DQ-
beta associated with
DRw6, DQw1 protein,
complete cds.
/FL=gb:M17565.1
1425392 4.555892 8.76 Up 1.10E-03 AB018195 Homo sapiens ca xi
MRNA for carbonic
anhydrase-related protein
XI, complete cds.
/PROD=carbonic
anhydrase-related protein
Xl /[FL=gb:NM_001217.2
gb:AB018195.1
gb:BC002662.1
gb:AF067662.1
-0.94697 2.181933 8.75 Up 8.53E-03 BG20809 Homo sapiens cDNA
1 FLJ37414 fis, clone
BRAWH1000157.
-2.29059 0.832807 8.71 Up 1.45E-03 NM_0001 Homo sapiens
10 dihydropyrimidine
dehydrogenase (DPYD),
mRNA.
/PROD=dihydropyrimidine
dehydrogenase
/FL=gb:AB003063.1
gb:U09178.1
gb:NM_000110.2
gb:U20938.1
1.409091 4.531365 8.71 Up 3.78E-04 AF026219 Homo sapiens HP protein
(HP) mRNA, complete
cds. /PROD=HP protein
/FL=gb:AF026219.1
gb:AF035119.1
gb:NM_006094.2
0.038661 3.158562 8.69 Up 1.38E-02 AL831967 Homo sapiens mRNA;
cDNA DKFZp451H072
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( H. sapiens) 2.060071 -1.36259 10.72 Down 0.003053 AA004300 hypot heti cal
protein DKFZp5661133 2.990178 -0. 3979 10.47 Down 0.000924 NM 0134Hono
sapi ens gl ut‘%‘tﬂﬁ@é””""MSdecar boxyl ase 1 (brain, 67kD) (GRETJUSHWAHE, | pt
vari ant GAD25, nRNA. I PROD=gl utamate WD 20091132063

(from clone
DKFZp451H072);
complete cds.
/FL=gbh:AL831967.1

-0.75335 2.363345 8.67 Up 7.05E-03 AK023900 Homo sapiens cDNA
FLJ13838 fis, clone
THYRO1000756, weakly
similar to ALPHA-N-
ACETYLGALACTOSAMIN
IDE ALPHA-2,6-
SIALYLTRANSFERASE
(EC 2.4.99.-).
/FL=gb:NM 013443.1
gb:AB035173.1

-3.56757 -045

HOATTENN 8 AN
LA IBa0% 0 .8t

3.409815 -4.69755 275.78 Down 7.78E-05 NM_0165 Hom
88 (LOC51299), mRNA.
/PROD=neuritin
/FL=gb:NM_016588.1
gb:BC002683.1
gb:AF136631.1
2.62025 -3.04157 50.63 Down 2.62E-04 AA625683 ESTs
4897427 -0.73179 49.5 Down 3.89E-04 R06655 ESTs, Moderately similar
to AF078844 1 hqp0376
protein (H.sapiens)
3.77776 -1.65937 43.32 Down 9.82E-04 BU729850 hypothetical protein
LOC153469
0.757197 -4.31965 33.75 Down 9.91E-03 AF213459 Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form
/FL=gb:NM 005233.1
gb:M83941.1
gb:AF213459.1
3.025351 -1.38311 21.24 Down 1.78E-03 AW59092 ESTs
5
2.350127 -1.99242 20.29 Down 2.82E-04 AK026106 Homo sapiens cDNA:
FLJ22453 fis, clone
HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mRNA.
0.860464 -3.44694 19.8 Down 1.25E-02 NM_0030 Homo sapiens
07 semenogelin | (SEMG1),
mRNA.
/PROD=semenogelin |
/FL=gb:J04440.1
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Pel | US2009/ 041348 decar boxyl ase 1, isoform GAD25 /FL=gb: NM 013445. 1

gb: AF178853. 1 gb: BC002815.1 1.143234 -2.23959 10.43 Down 0.00724 BF437711 ESTs
0. 680039 -2.‘%‘38‘{98’1%‘3306 Down 0. 005452 AWPG835ESTs, Hi ghi®TSHIPEH348,
7AF155116 1 NY-REN-60 antigen (H sapiens) 0.757197 -2.55666 9.94 Down 0.012419
AF213459 Hono sapi ens ephrin receptor EPHA3 conpl ete form (EPHA3) nRNA,

conpl ete cds. I PROD=ephrin receptor ab:NM_003007 1

0.579765 -3.42804 16.09 Down 1.83E-03 Al393930 ESTs
4.507212 0.732117 13.69 Down 6.09E-05 AW19694 ESTs
0
3.862686 0.237876 12.34 Down 1.03E-03 NM_0071 Homo sapiens tumor
15 necrosis factor, alpha-
induced protein 6
(TNFAIP6), mRNA.
/PROD=tumor necrosis
factor, alpha-induced
protein 6
/FL=gb:NM_007115.1
2.36447 -1.22861 12.07 Down 2.57E-04 NM 0051 Homo sapiens carbonic
81 anhydrase lll, muscle
specific (CA3), mRNA.
/PROD=carbonic
anhydrase Il
/FL=gb:BC004897.1
gb:NM_005181.2
3.113698  -0.4652 11.95 Down 1.17E-04 NM_0021 Homo sapiens insulinoma-
96 associated 1 (INSM1),
mRNA.
/PROD=insulinoma-
associated 1
/FL=gb:NM_002196.1
gh:M93119.1
1.05854 -2.46305 11.48 Down 2.94E-02 AI703321 wingless-type MMTV
integration site family,
member 5A
3.557525 0.041029 11.44 Down 2.62E-04 BF514079 Kruppel-like factor 4 (gut)
3.806044 0.419409 10.46 Down 7.75E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence
2.64743 -0.69932 10.17 Down 2.48E-03 Al702438 ESTs
3.030236 -0.17175 9.2 Down 4.80E-03 AA812232 upregulated by 1,25-
dihydroxyvitamin D-3
/FL=gb:NM_006472.1
gh:873591.1
5.023981 1.931575 8.53 Down 1.95E-04 NM_0064 Homo sapiens
72 upregulated by 1,25-
dihydroxyvitamin D-3
(VDUP1), mRNA.
/PROD=upregulated by
1,25-dihydroxyvitamin D-3
/FL=gb:NM 006472.1
gh:873591.1
6.426778 3.371755 8.31 Down 2.62E-04 AF313413 Homo sapiens putative
small membrane protein
NID67 mRNA, complete
cds. /PROD=putative
small membrane protein
NID67
/FL=gb:AF313413.1
-0.42962 -3.45743 8.16 Down 2.90E-02 D28364 Human mRNA for annexin
I, SUTR (sequence from
the 5cap to the start
codon).
2.367534 -0.64534 8.07 Down 2.77E-02 AF098641 Homo sapiens CD44
isoform RC (CD44)
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EPHA3 conpl ete form

0. 655224 9. 84 Down 0.000312 BC005369 Honp sapi ens,
cIVREMIISAMBC: 12484, nRNA, conpl ete cds.
| FL=gb: AF277176. 1 gb: NM 022051. 1 gb.AF229245.1

frame 12,
reading franme 12
gb: BC005369. 1

5.13621

2.951696

6.568635

0.237018

3.094055

0.510307
2.514693

5.356771
4.622217

7.360687

5.388254

3.462851

| FL=gb: NM 005233. 1 gb: MB3941. 1 gb: AF213459. 1 3. 953402

2.189627 7.71 Down
0.005808 7.71 Down
3.642312 7.6 Down
-2.68848 7.6 Down
0.187515 7.5 Down
-2.36971 7.36 Down
-0.35098 7.29 Down

2.49399 7.27 Down
1.771706 7.21 Down
4513462 7.2 Down
2.562722 7.09 Down
0.655394 7 Down

cmommmm 10

REBLSHIS S

mMRNA, complete cds.
/PROD=CD44 isoform RC
/FL=gbh:AF098641.1

2.78E-03 BC013944 Homo sapiens, Similar to

myosin, heavy polypeptide
7, cardiac muscle, beta,
clone IMAGE:4064393,
mRNA.

1.79E-02 AB019562 Homo sapiens mRNA

2.61E-04 AL031602

1.69E-02 NM_0028
52

7.78E-05 AW18819
8

5.02E-02 Al040887

5.77E-05 NM_1450
32

2.39E-04 W92036
4 .89E-05 AL537457
5.28E-04 BF217861

4.27E-04 NM_0042
07

expressed only in
placental villi, clone
SMAP41.

Human DNA sequence
from clone RP5-1174N9
on chromosome 1p34.1-
35.3. Contains the gene
for a novel protein with
IBR domain, a (pseudo?)
gene for a novel protein
similar to MT1E
(metallothionein 1E
(functional)), ESTs, STSs,
GSSs and two putative
Cp...

Homo sapiens pentaxin-
related gene, rapidly
induced by IL-1 beta
(PTX3), mRNA.
/PROD=pentaxin-related
gene, rapidly induced by
IL-1beta /FL=gb:M31166.1
gb:NM_002852.1

tumor necrosis factor,
alpha-induced protein 6
/FL=gb:NM_007115.1
ESTs

Homo sapiens
hypothetical protein
MGC21636 (MGC21636),
mRNA.
/FL=gb:BC020572.1
gb:NM_145032.2

ESTs

neurofilament, light
polypeptide (68kD)
/FL=gb:NM_006158.1
metallothionein 1E
(functional)

Homo sapiens solute
carrier family 16
(monocarboxylic acid
transporters), member 3
(SLC16A3), mRNA.
/PROD=solute carrier
family 16 (monocarboxylic
acidtransporters), member
3 /FL=gb:U81800.1
gb:NM_004207.1

5.00E-04 BE673800 ESTs, Moderately similar
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2.660133 -0.625 9.75 Down 0.000281 AF277174 Honpo sapi ens PNAS- 137 nRNA,

conpl ete cds. | PROD=PNAS- 137 | FL=gb: AF277174.1 2.370141 -0.82549 9. 16
Down 0. 0110M0BYPHEE1 Honp sapiens, Sinmilar to pre- B c&UEHE)48enhanci ng
factor, clone MEC. 22427 | MAGE: 4717726, nRNA, conpl ete cds.

to KIAA1238 protein

(H.sapiens)

4749034 1.960178 6.91 Down 1.18E-02 NM_0021 Homo sapiens 3-hydroxy-
30 3-methylglutaryl-
Coenzyme A synthase 1
(soluble) (HMGCSH1),

mRNA. /PROD=3-
hydroxy-3-methylglutaryl-
Coenzyme A synthase
1(soluble)
/FL=gb:NM_002130.1
gb:L25798.1
gb:BC000297.1
4738703 1.971781 6.81 Down 7.81E-04 NM_0140 Homo sapiens
33 DKFZP586A0522 protein
(DKFZP586A0522),
mRNA.
/PROD=DKFZP586A0522
protein
/FL=gb:NM 014033.1
2.28595  -0.4498 6.66 Down 2.03E-03 BE504838 ESTs
1.10782 -1.62775 6.66 Down 9.81E-04 BC029425 Homo sapiens, Similar to
KIAA1275 protein, clone
IMAGE:4616553, mRNA.
4.092731 1.365462 6.62 Down 2.70E-04 AL513917 solute carrier family 16
(monocarboxylic acid
transporters), member 3
/FL=gbh:U81800.1
gb:NM_004207.1
3.437271 0.717704 6.59 Down 1.77E-04 AB029025 Homo sapiens mRNA for
KIAA1102 protein, partial
cds. /IPROD=KIAA1102
protein
2129273 -0.56464 6.47 Down 9.35E-04 AV734646 DNA segment on
chromosome X (unique)
9928 expressed sequence

3.508683 0.85988 6.27 Down 4 89E-05 AK027231 Homo sapiens cDNA:
FLJ23578 fis, clone
LNG12709.

4285883 1.64868 6.22 Down 4.39E-04 AL038787 6-phosphofructo-2-
kinasefructose-2,6-
biphosphatase 4

4847114 2.216008 6.2 Down 6.18E-03 NM_0064 Homo sapiens lung type-I

74 cell membrane-associated

glycoprotein (T1A-2),
transcript variant 2,
MRNA. /PROD=lung type-
| cell membrane-
associatedglycoprotein,
isoform 2 precursor
/FL=gb:NM _006474.1
gb:AF030428.1

5.095598 2.488937 6.09 Down 5.96E-03 NM_0055 Homo sapiens insulin

42 induced gene 1 (INSIG1),

MRNA. /PROD=insulin
induced gene 1
/FL=gb:NM_005542.1

0.547626 -2.03638 6 Down 2.43E-03 Al632015 solute carrier family 12
(sodiumpotassiumchloride
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| PROD=Si m | ar to pre-Bcell col ony-enhancing factor !FL=gb: BCO20691.1 1.250277
-1.93752 9.11 Down 0.02358 BCOB5744 Hono sapi ens, hypothetical protein
HSPC129, cl dH8209133: 46091 | MAGE: 5744745, nRNA, conﬁﬁéﬂ@zwg“}“s

I FL=gb: BCO35744. 1 2. 62025

transporters), member 1
/FL=gb:U58130.1
gb:NM 000338.1
3.127666 0.546103 5.99 Down 1.23E-03 NM_0035 Homo sapiens
77 undifferentiated embryonic
cell transcription factor 1
(UTF1), mRNA.
/PROD=undjifferentiated
embryonic cell
transcriptionfactor 1
/FL=gb:NM 003577.1
gb:AB011076.1

1.389794 -1.18154 5.94 Down 7.75E-04 BG49869 ESTs
9

2.098906 -0.46916 5.93 Down 5.35E-03 NM_0039 Homo sapiens cyclin A1
14 (CCNAT), mRNA.

/PROD=cyclin A1
/FL=gb:NM_003914.1

gb:U66838.1
1.361153 -1.18056 5.82 Down 5.68E-04 NM 0143 Homo sapiens POU
52 transcription factor

(OCT11), mRNA.
/PROD=POU transcription
factor
/FL=gb:NM 014352.1
gb:AF133895.1
gb:AF162278.1
4.308564 1.770347 5.81 Down 3.89E-04 NM_1719 Homo sapiens sal-like 3
99 (Drosophila) (SALL3),
mRNA. /PROD=sal-like 3
/FL=gb:NM_171999.1
2.798327 0.284755 5.71 Down 7.29E-03 BF062943 protocadherin 18
4.255531  1.77831 5.57 Down 8.19E-04 AF096296 Homo sapiens thymic
stroma chemokine-1
precursor, MRNA,
complete cds.
/PROD=thymic stroma
chemokine-1 precursor
/FL=gb:AF142434 1
gb:AF096296.1
gb:AF124601.1
gb:AB010447 .1
gb:NM_006072.1
3.602406 1.138163 5.52 Down 2.16E-04 Al493245 CD44 antigen (homing
function and Indian blood
group system)

1892794 057116 5.52 Down 8.90E-04 AL138349 KIAAO367 protein
4253624 1.806392 5.45 Down 2.55E-03 NM_0033 Homo sapiens visinin-like
85 1 (VSNL1), mRNA.

/PROD=visinin-like 1
/FL=gb:AF039555 .1
gb:U14747 1
gb:AB001104.1
gb:NM_003385.1

4.055862 1.616613 5.42 Down 1.30E-03 AK026815 Homo sapiens cDNA:
FLJ23162 fis, clone
LNG09734.
5441963 3.012923 5.39 Down 5.89E-03 NM_0166 Homo sapiens
51 heptacellular carcinoma
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-0.48479 8.6 Down 0.002377 AA625683 ESTs 4.560288 1.479495 8.46 Down 0.000799
BF979497 squal ene epoxi dase 1.609384 -1.40302 8.07 Down 0.03374 BC0O05961 Honp
sapi ens, par’$®BYP3iM%hor mone-1i ke hornone, clone MECPEABBI MR conpl et e
cds. I PROD =parat hyroi d hornone-1i ke hornone | FL=gb: BC005961. 1 2.422113
- 0.589628. 07 Down0O. 035909 AL544576 ESTs 4.285883 1.2803268. 03 Down0. 000262
AL038787 6-phosphofructo- 2-

7.149479

4.590778
4.560288
5.807319

7.224807

7.144308

3.56272

3.280973

2770179

3.947271

4.725219

2.174965
2.150773
3.418163

4.842369

4.773705

1.19687

0.92641

0.433532

1.623385

5.37 Down

5.34 Down
5.31 Down
5.24 Down

5.21 Down

5.17 Down

5.15 Down

5.11 Down

5.05 Down

5.01 Down

novel gene-3 protein
(LOC51339), mRNA.
/PROD=heptacellular
carcinoma novel gene-3
protein
/[FL=gb:NM 016651.2
gb:AF251079.2

2.79E-04 M10943 Human metallothionein-If
gene (hMT-If)

5.10E-04 BF055311 hypothetical protein

4 80E-02 BF979497 squalene epoxidase

4.84E-04 NM_0180 Homo sapiens

04 hypothetical protein

FLJ10134 (FLJ10134),
mRNA.
/PROD=hypothetical
protein FLJ10134
/FL=gb:NM_018004.1

6.39E-04 NM_0059 Homo sapiens

51 metallothionein 1H

(MT1H), mRNA.
/PROD=metallothionein
1H /FL=gb:NM_005951 .1

4.79E-04 BF246115 RNA helicase-related

protein
2.14E-04 NM_0032 Homo sapiens
47 thrombospondin 2

(THBS2), mMRNA.
/PROD=thrombospondin 2
/FL=gb:NM 003247.1
gb:1.12350.1

8.07E-04 AL139377 Human DNA sequence
from clone RP11-251J8
on chromosome 13
Contains ESTs, STSs,
GSSs and a CpG island.
Contains two novel genes
with two isoforms each
and the KIAA0610 gene
with two isoforms

1.14E-04 AK000345 Homo sapiens cDNA
FLJ20338 fis, clone
HEP12179.

6.54E-04 Al928035 ESTs

H) H9P39 at 5 day DE stage vs EXPRES 01- Intensity values are in Log2 format.

EXPRES 5D DE

01

A BNYaAad
S TE41

Ratio Direction

adj. p- Gene Gene Name
value

S DAT N &
L0484 Ad
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ki nasefruct ose-2, 6- bi phosphatase 4 1.194285 -1.772457. 82 Down0. 029849 NM 0018
Hono sapi ens gstatl n SN 98(CST1), nRNA. | RROD=cystatin SN |FL= gb J03870. 1

gb: NM 001898Y9 28888841 - 2. 070537. 76 Down0. 025326 AV721F58/Us¥PY14348011384

1. 5592547. 68 Down0. 000103 AK000162 Hono sapi ens cDNA FLJ20155 us, clone
COL08754, highly simlar to ACSA ECOLI ACETYL- COENZYME A SYNTHETASE. 2.264785
-0.657827. 58 Down0. 000552 AF005037 Honb sapiens secretory carrier membrane
protein (SCAMPI) nRNA, conplete eds. | PROD=secretory, . Reahy.ane protein
| F L=g b: AF038966.9d70gb 5464485037954 Lgb: NM QRABOSMM  B160 95598 pidns

211667. 38
Down0O. 001394 NM 0055 Honp sapi ens insulin 42i nguced gemmproteif ANSI GL) , nRNA.
' PROD=i nsul in I nduced gene 1 | FL=gb: NM 005542.1 5.97 2)3nRY81767. 37
Down0. 003586 U18197 Human ATP:citrate |yase nRNA, cof ggd@aﬁm@nA-
PROD=ATP: citrate | yase TFL=9b: U18197.1 4. 782763 1. 929: %?, ogs32 pown0. 000451
NM 0041 Honmo sapi ens 99procol | agen prol i ne 2- oxogl ummaowzn di oxygenase
(proline 4- hydrox Iaseg al pha _pol ypepti

PROD=pr ocol | agenp’?'%@? 80858205 o g7 Gt &r at e4- QOJF 8?(9%03?‘%%%%{@ g §beta
hydr oxyl ase), al pha pol ypeptidell IF L=g b: NM 00419948 qac 356771
2.5406147. 04 Down0. 000587 Wp2036 ESTs 1.41468 - 1.38088@e84dDown0. 017389

NM 0184 Honmo sapi ens 70uncharacteri zed hypot hal anus eﬁeﬁatWSOQ (HT009),
mMRNA. PROD=unchar act eri zed hypot hal anus protein HTOO% 3 Et"’AF220183 1
gb: NM 018470.1 7.047717 4.259516. 91 DownO. 000431 NM @p1 sapl ens
-5.25658 3.291398 374.28 Up 1.45E-04 AW00557 putatwe 47 kDa protein
2
479201 3.696679  359.21 Up 1.91E-04 NM_0124 Homo sapiens sema
31 domain, immunoglobulin

domain (lg), short basic
domain, secreted,
(semaphorin) 3E
(SEMA3E), mRNA.
/PROD=sema domain,
immunoglobulin domain
(lg), shortbasic domain,
secreted, (semaphorin) 3E
/FL=gb:NM_012431.1
gb:ABOOZ329.1

420898 THSINE 21OV Up 8.31E08 AYITT0T
L8043 6 RSORES 20244 Up TA5E04 DT

QRN

-2.0457 5.432491 178.3 Up 3 17E-04 A|422986
SLEZNNE .83 17448 Up STE-00 NM 234 N
53

\

g | D234844
-3.20091 4.115748 159.42 Up 4 55E-03 NM_0026 Homo saplens PDzZ
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WD 20091132063PCT/ US2009/ 041348  1.815339 -0.96912 6.89 Down 5.319714 2.54291
6.85 Down 4. 010007 1.2423 6.81 Down 1.390174 -1.34692 6.67 Down 0.831091

-1. 89825 6. 00 BYIN3299333099 - 0. 39642 6.62 Down 1.389794 FPETASINEH3H6 Down
4.424942 1.717072

14 domain containing 1

(PDZK1), mRNA.
/PROD=PDZ domain
containing 1
/FL=gb:NM_002614.1
gb:AF012281.1

-1.55323 5.756709 158.68 Up 1.18E-04 Al821586 ESTs, Moderately similar
to JE0O284 Mm-1 cell
derived transplantability-
associated protein 1b
(H.sapiens)

-1.32044 5.931596 152.43 Up 1.87E-03 AF017987 Homo sapiens secreted
apoptosis related protein 2
(SARP2) mRNA, complete
cds. /PROD=secreted
apoptosis related protein 2
/FL=gh:AF056087.1
gb:NM_003012.2
gb:AF017987.1
gb:AF001300.1

-2.07937 5.100657 145.01 Up 1.38E-03 NM_0016 Homo sapiens

43 apolipoprotein A-l

(APOA2), MRNA.
/PROD=apolipoprotein A-
Il precursor
/FL=gb:M29882.1
gb:NM_001643.1
gb:BC005282.1

-1.44407 5.698139 141.26 Up 7.86E-04 U91903  Human Fritz mRNA,
complete cds.
/PROD=Fritz
/FL=gb:U24163.1
gb:U68057 .1
gb:NM_001463.1
gb:U91903.1

-1.89695 5.224062 139.2 Up 2.36E-04 AL136944 Homo sapiens mRNA;
cDNA DKFZp586J0624
(from clone
DKFZp586J0624);
complete cds.
/PROD=hypothetical
protein
/FL=gb:AF215636.1
gb:NM_014585.1
gb:AF231121.1
gb:AF226614.1
gb:AL136944 1

-1.39784 5.68934 135.97 Up 4 88E-04 BE222344 splicing factor,
arginineserine-rich 5
-0.77864 6.281843 133.48 Up 2.22E-04 NM_0220 Homo sapiens reserved
55 (KCNK12), mRNA.

/PROD=tandem pore
domain potassium
channel THIK-2
/FL=gb:NM_022055.1
gb:AF287302.1

-4.50758 2.549475 133.16 Up 2.17E-04 AU118882 endothelin receptor type A
/FL=gb:NM_001957.1
gb:L06622.1
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6. 53 Down 52BCL2adenovirus E1B 19kD-interacting protein 3 (BN P3), nuclear
gene encodin \?pmtochondrl al protein, nmRNA PROD=BCL2adenovirus E'|l B
C

19kD-i ntera

AY?PiBt%ei n 3 / FL=9b: AF002697. 1 gb: NM 004085135y 1a874 1

0. 011253 BE206621 Honmp sapi ens nmRNA; cDNA DKFZp434P228 (from cl one
DKFZp434P228) 0 000213 AL117352 Human DNA sequence from cl one RP5-876B10 on

chronosone 1qg42

gl yceronephosphaﬁésél?}9 %Zgﬁz@rairi?é%se (Dﬁé@ﬁﬁﬁ%ﬁéﬁ'

phosphat e acyl transfer ase , the gene

ns of the GNPAT gene for

|y§tttyndé yassL one

pro ei...

0. 00398 NM 0065 Hkomossapkens bets-d. 3- N- 7~iaeetylogkmeesammyttnaﬂs;f er ase

(BETA3CGNT), nRNA. /PROD=bet a- 1, 3- Nacet yl gl ucos&mi nyl ¢

006577. 2 gh: AF288208. 1 gb: AF092051. 2 0. 014402 BC0012
MZC. 982 | MAGE: 3354306, nRNA, conpl ete cds. /PROD=Unk

ZANS Y
goM

ey ‘ase | FL=gb: NM
f@pl ens, clone
LQtei n for MX. 982)

| FL=9b: BC001224.1 O. 025217 NM 1530 Hono sapi ens 36hypat: dreti oal wpy otein
FLJ32239 (FLJ32239), Lﬁb NM 153036. 1 0. 000103ARNFBO40 Hom) sapi ens

arrestin, 41beta3f1€(2AR’°R§1976 t FEhSHP pt  vard &AT ALPSRR
i soform A / FL=gb: BC003636. 1 gb: AF084040. 1 gb: NM_0040

© J2pIRRe)

Torer Sl

rr%stln beta 1,
08°B49869 ESTs

9 0.000627 AF493929 Hono sapi ens regul ator of

-1.66311 5.134985 111.28 Up 4.22E-04 S69738
-0.83997 5.93144 109.24 Up 2.98E-04 Al821669
-0.98665 5.726104 104.89 Up 5.59E-04 NM_0014
63
-2.5679 4.137457 104.36 Up 7.79E-05 AL121722
-1.80965 4.847846 100.95 Up 1.46E-03 NM_1525
06
0.502235 7.009369 90.96 Up 6.31E-05 NM_0148
99
-2.72686 3.743779 88.69 Up 2.40E-04 Al692180
-3.53873 2.900762 86.79 Up 7.01E-04 Al675836
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complete cds
MCP-1=monocyte
chemotactic protein
(human, aortic endothelial
cells, mRNA, 661 nt).
/PROD=MCP-1

ESTs

Homo sapiens frizzled-
related protein (FRZB),
mRNA. /PROD=frizzled-
related protein
/FL=gbh:U24163.1
gb:U68057.1

gb:NM 001463.1
gb:U91903.1

Human DNA sequence
from clone RP4-788L20
on chromosome 20
Contains the HNF3B
(hepatocyte nuclear factor
3, beta) gene. a novel
gene based on ESTs,
ESTs, STSs, GSSs and
CpG Islands

Homo sapiens
hypothetical protein
FLJ32835 (FLJ32835),
MRNA.
/FL=gb:NM_152506.1
Homo sapiens KIAA0878
protein (KIAAQ878),
mRNA. /PROD=KIAA0878
protein

/FL=gb:NM 014899.1
gb:AB020685.1

PTPRF interacting protein,
binding protein 2 (liprin
beta 2)

Human DNA sequence
from clone RP11-446H13
on chromosome 10.
Contains the 3 end of the
gene for a novel protein
similar to KIAA1059
(ortholog of mouse VPS10
domain receptor protein



G protein signalling 5 (RGS5) nRNA, conplete cds. | PROD=regul ator of G
protein signalling 5 | FL=gb: AF493929. 1 0. 032029 D84105 Human CD46 nRNA,

conpl ete cdsYORY 6 | FL=gbh: D84105. 1 0. 003781 NM 0136T{45AE4H8ens 01
DKF7P564G092 protein (DKF7P564@092), nRNA. | PROD=DKFZP564@092 protein

| FL=gb: NM 015601. 1 0. 017238 Al 242583 Hono sapi ens cDNA FLJ11550 fis, clone
HEMBA1002970 0. 031092 NM 0028 Hono sapi ens par at hyr oi SR (;horm)ne-l i ke hor none
(PTHLH), nRNA. ! PROD=par at hyroi d hornone-|ike hor rmn%oé 1’ Tﬁt}i&?oz 1 gb: NM
002820. 1 0.045323 NM 0028 Honp sapiens protein 37tyr Qﬂ)ﬂ@u@%&@ t ase,
receptor type, B (PTPRB), nRNA. ! PROD=protein tyrosi 8gssghosphat ase, receptor
type, B | FL=gb: NMS832837842930. 0%81%36 NM 01B2EPbNY 8¢ Herssaggnyproidiet i cal
protein FLJ20315 (FLJ20315), nRNA. PROD=hypot héti cal @Rsf el Fiv20315

| FL=gb: NM 017763. 1 0. 000713 AM 83997 regul ator of G prObEIRSd @Rl i Ng 5
1FL=gb: AB008109. 1 gb: NM 003617.1 gh: AF159570. 1 0. 0302&kdplKERB106 HonD sapi ens
cDNA: FLJ22453 fis, clone HRC09679, highly similar t&LZpP06889%-"1Hono sapi ens

tolloid-like 2 protein (1LL2) nRNA. 0.001697 A145919§§f§%q0f9§071??0vwh response 1

0. 000552 NM 0051 Honp sapi ens carboni ¢ 8lanhydrase | L.arob1e861 €
1.194285 7.539085 81.28 Up 1.91E-04 NM_0018 Homo sapiens cystatin SN
98 (CST1), MRNA.

/PROD=cystatin SN
/FL=gb:J03870.1
gb:NM_001898.1
-3.13458 3.167207 78.89 Up 3.78E-04 Al767388 Human DNA sequence
from clone RP5-1024N4
on chromosome 1p32.1-
33. Contains the gene for
a novel Sodium:solute
symporter family member
similar to SLC5A1
(SGLT1), a pseudogene
similar to part of
butyrophilin family
members, a novel gene,
ESTs, STSs, GS
-2.16064 4.140592 78.86 Up 3.71E-03 NM_0004 Homo sapiens nuclear
75 receptor subfamily O,
group B, member 1
(NROB1), mRNA.
/PROD=adrenal
hypoplasia protein
/FL=ghb:NM 000475.2
-3.54017 2.700772 75.63 Up 7.42E-04 NM_0020 Homo sapiens gastrin-
91 releasing peptide (GRP),
MRNA. /PROD=gastrin-
releasing peptide
/FL=gb:NM_002091.1
gb:K02054.1
gb:BC004488.1
-0.10733 6.129363 75.41 Up 1.89E-04 BC005107 Homo sapiens, clone
IMAGE:3840937, mRNA,
partial cds.
/PROD=Unknown (protein
for IMAGE:3840937)

-0.70603 5.511093 74.39 Up 1.32E-04 X02162  Human mRNA for
apolipoprotein Al (apo
Al)=.
/PROD=preproapolipoprot
ein Al
-1.71797 4.462566 72.53 Up 1.82E-03 AL524520 G protein-coupled
receptor 49
-2.6422 3.482776 69.79 Up 1.32E-04 BF589787 ESTs
-2.55363 3.5449 68.52 Up 7.88E-04 NM_0051 Homo sapiens
43 haptoglobin (HP), mRNA.
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specific (CA3), nRNA. /PROD=carboni c anhydrase ill 1FL=gb: BC004897. 1

gb: NM 005181. 2 0.001394 AY072911 Hono sapi ens coxsacki e- adenovirus-receptor
3.816817 1.26938918'83 Down 2.003811 -0.52279 5.76 Down P&T8538YBHe8463484 5. 61
Down 4.654166 2.17714 5.57 Down 2.590871 0.126582 5.52 Down 2.432066 -0.0298
5.51 Down 5.807319 3.352042 5.48 Down 2.006604

/PROD=haptoglobin
/FL=gb:K00422.1

gb:129394.1
gb:NM_005143.1
-1.68521 4.368534 66.43 Up 8.61E-04 NM_0027 Homo sapiens protease,
70 serine, 2 (trypsin 2)

(PRSS2), mRNA.
/PROD=protease, serine,
2 (trypsin 2)
/FL=gb:M27602.1
gb:NM_002770.1

-0.81978 5.225222 66.03 Up 2.29E-04 Al824037 ESTs, Weakly similar to
FCE2 MOUSE LOW
AFFINITY
IMMUNOGLOBULIN
EPSILON FC RECEPTOR
(M.musculus)

-3.86227 2.17108 65.5 Up 3.68E-03 UO0178 Homo sapiens glycophorin
Erik STA (GPErik) gene
complete cds.
/PROD=glycophorin Erik
(STA) /FL=gb:U00178.1

-1.09421 4.938977 65.49 Up 6.31E-05 AK023621 Homo sapiens cDNA
FLJ13559 fis, clone
PLACE1007852, highly
similar to Homo sapiens
mRNA for KIAA0D878

protein.
0.663834 6.652281 63.49 Up 1.91E-04 AI817041 G protein-coupled
receptor
-0.58181 5.375577 62.14 Up 1.45E-04 NM_0000 Homo sapiens
39 apolipoprotein A-l

(APOA1), mRNA.
/PROD=apolipoprotein A-l
precursor
/FL=gb:M27875.1
gb:M11791.1
gb:NM_000039.1
gb:BC005380.1

-1.564589 4.362835 60.08 Up 1.73E-03 AW08823 ESTs
2
-0.07494 5.828115 59.84 Up 1.54E-04 NM_0013 Homo sapiens dual
94 specificity phosphatase 4

(DUSP4), mMRNA.
/PROD=dual specificity
phosphatase 4
/FL=gb:NM _001394.2
gb:BC002671.1
gb:U48807.1 gb:U21108.1
-4.56294 1.310101 58.61 Up 1.11E-03 NM_0024 Homo sapiens
43 microseminoprotein, beta-
(MSMB), mRNA.
/PROD=microseminoprote
in, beta-
/FL=gb:NM_002443.1
-3.4744 2.363586 572 Up 2.68E-03 L32867 Homo sapiens alpha 2,8-
sialyltransferase mRNA,
complete cds.
/PROD=alpha 2,8-
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-0.43301 5.42 Down 0.72592 -1.71056 5.41 Down 3.805066 1.369345 5.41 Down

i sof orm CAR37 (CXADR) nRNA, conplete cds; alternatively spliced

1PROD=coxsack &UA&R8%% r us-r ecept or i sof orm CAR37 ! FL=gb* %W%@&’&‘”i“so 000279
AF116616 Honop sapi ens PR00998 nRNA, conpl ete cds. ! PROD=PR00998

| FL=gb: AF116616. 1 0. 012377 AKO001291 Hono sapi ens cDNA FLJ10429 fis, clone
NT2RP1000413, highly simlar to Homp sapiens mRNA for AAf; 587 protein.

0. 000268 AB019562 Homp sapi ens NRNA expressed only i Roplaeagial villi, clone
SMAP41. 0.006161 H09085 Honmop sapi ens cl one FLCO675 P&) Z@mr@]\&seﬁ@ﬁpl ete cds
0. 00106 NM 0165 Honp sapi ens TBX3-iso 69protei n ( TBX8b:NB®P303RNA.

| PROD=TBX3-i so prdt¥P n3-460728= gb5NP§1L®16569 14584 ARy §oveihupasy 55 NM 0070 Hono
sapi ens Dnal-1ike 34heat shock protein 40 (HLJ1), nREER iJ-1i ke heat
shock protein 40 |F L=gb: NM 007034. 2 gb: U40992. 2 0. 0Q86i:2 N 01 0 Hono sapi ens
ozt hypot heti cal 1mestoei 7.19192101 3x83(UpL.J 101 B4pE-051R420739 PRGD=hypot heti cal protein

FLJ10134 -4.00586 1.787905 55.48 Up 2.21E-04 Al032108 hepatocyte nuclear factor

4, alpha

-3.79684 1.959873 54.07 Up 2.17E-04 AK026720 Homo sapiens cDNA:
FLJ23067 fis, clone
LNG04993.

-0.66587 5.083659 53.8 Up 1.91E-04 NM 0013 Homo sapiens deiodinase,

62 iodothyronine, type Ill

(DIO3), MRNA.

/PROD-=thyroxine
deiodinase type lll
/FL=gb:NM_001362.1
gb:S79854.1

“
e
e
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7
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I /I
4]
rota
8
s
23]
P
4
e

3
(2
w
e

0.800949 6.531642 53.1Up 1.02E-04 NM_0307 Homo sapiens scavenger
81 receptor with C-type lectin
(SRCL), mRNA.
/PROD=scavenger
receptor with C-type lectin
/FL=gb:NM 030781.1
-1.61054 4.10541 52.56 Up 5.56E-04 AW26420 ESTs
4
-291295 2.78771 52.01 Up 6.07E-03 AW00557 putative 47 kDa protein
2
-2.50006 3.186935 51.52 Up 8.45E-04 U66061  Human germline T-cell
receptor beta chain
TCRBV17S1A1T,
TCRBV2S1,
TCRBV10S1P,
TCRBV29S1P,
TCRBV19S1P,
TCRBV1581,
TCRBV11S1A1T, HVB
relic, TCRBV28S1P,
TCRBV34S1,
TCRBV14S1, TCRBV3S1,
TCRBVA4S1A1T, TRY4,
TRY5, TRY6, TRY7,
TRY8, TCRBD1,
TCRBJ1S1, TCRB...
-1.70149 3.97514 51.15 Up 1.10E-03 AF225426 Homo sapiens HT016
MRNA, complete cds.
/PROD=HT016
/FL=gb:AF225426.1

-2.50335 3.151666 50.39 Up 2 47E-04 AA781795 ESTs
-3.2144 2.380089 48.32 Up 4 61E-03 NM_0209 Homo sapiens
95 haptoglobin-related

protein (HPR), mMRNA.
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| F L=gb: NM 018004. 1 0.000713 NM 0040 Hono sapi ens discs, |arge 87(Drosophil a)

honmol og 1 (DLGL),

nRNA for gl obosi de synt hase,

MRNA.

1PROD=di scs, |arge (Drosophila) honol o? 11F
L=gb: NM_0040%9 2%94#¢313896. 1 0. 014643 AB050856 Honp sapi*&ALSHEY
conpl ete cds, clone:type 2. TPROD=gl obosi de

YHES NACT- 1

synt hase ! FL=gb: AB050856. 1 0. 001099 BG33007 Human al pha-catenin WO
20091132063PCL7US2009/ 041348 6mRNA, partial cds. 3.70002 1 2798925, 35
Down0. 014262 NM 0065 Homo sapi ens SECLO (S. 44cerevi ShaalPPR®™ (SEC10L1),

roteln

MRNA. | PROD=SEC10 (S. cerevisiae)-like 1 !FL=gb: US594p=gh:\gPobdsQ06544. 1
0. 873551 -1.53444%332 ©ovaed. 0342888)p AV 93 3A4ESA 8216385 . 8BBGE2pr3teid431675. 31
Down0. 008657 AF394735 Honp sapi ens MAD2 mitotic arreft=-HeM eHedt’-1i ke 1
variant (MAD2L1)
1 variant | FL=gb: AF394735.1 5. 2524
sapiens insulin-like 53gromh factor binding protei nrefatedlgéseBRing, NMRNA.
| PROD=i nsulinlike growh factor binding protein 7 | FE%G:ZNMFO‘GWSS& 1

gh: L19182.1 1.275104 -1.116165.25 Down0. 031092 AU 14¢§ g

FLJ11985 fi s,

| et €7

cl one HEVMBB1001356

-3.91992

1.65452

-3.39007 2.175099

-1.77041 3.785027

-2.1243

-3.71922

0.282425

1.314051

3.414352

1.808255

5.79006

6.761422

47.65 Up
47.35 Up

47.03 Up

46.48 Up

46.13 Up

45.49 Up

43,63 Up

1P j 0BO9BxEt deficient-1ike
9 2. g%%%%%ﬁ%%l%%%&nw 0015 Hom

’_%pﬁ%a&i ens cDNA

cancer-related gene-
codingleucine-zipper motif
/FL=gb:AF123659.1
gb:NM_021020.1

2.78E-04 AL553774 KIAA1462 protein

5.44E-03 NM 0066 Homo sapiens cell

14 adhesion molecule with

homology to L1CAM
(close homologue of L1)
(CHL1), mRNA.
/PROD=cell adhesion
molecule with homology to
L1CAM(close homologue
of L1) [FL=gb:AF002246.1
gb:NM_006614.1

1.43E-03 NM_0039 Homo sapiens sema

66 domain, seven

thrombospondin repeats
(type 1 and type 1-like),
transmembrane domain
(TM) and short
cytoplasmic domain,
(semaphorin) 5A
(SEMA5SA), mRNA.
/PROD=sema domain,
seven thrombospondin
repeats (type1 and type 1-
like), transmem

7.42E-04 AL590118 Novel human mRNA from
chromosome 22. Splice
variant of
dJ222E13.C22.1.
/PROD=hypothetical

protein
6.31E-05 NM_0123 Homo sapiens atrophin-1
01 interacting protein 1;

activin receptor interacting
protein 1 (KIAAQ705),
mRNA. /PROD=atrophin-1
interacting protein 1;
activinreceptor interacting
protein 1
/FL=gb:NM 012301.1
gb:AF038563.1

2.52E-04 AWT77219 Homo sapiens clone

2 23736 mRNA sequence
8.20E-05 BC000740 Homo sapiens,
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4. 255531 1.8667715. 24 Down0O. 001003 AF096296 Honp sapiens thymc stroma

chenoki ne- 1 recursor, nmRNA, conplete cds. ! PROD=t hym c stroma chenoki ne-1
precur sor QIWIARYB434. 1 gb: AF096296. 1 gb: AF124601. 1 PGB UABHYOUHF 1 gb: NM
006072.1 4 075321 1.6876195. 23 Down0. 000791 A1652662 branched chain

am notransferase 1, cytosolic 3.806044 1.4183635. 23 DovvnO 010886 AV734646 DNA
segnent on chronnsone X (unique) 9928 expressed sequence 2 276913 -0.105685. 21
DownO. 042222 AK025909 Honp sapi ens cDNA: FLJ22256 fi ol HROCR860.
3.264799 0.8834335.21 Down0. 001003 NM 0160 Hono sapi Q.@@g@ midd6 76protein
(L0051029), nRNA. | PROD=COL- 146 protein | FL=gb: NM 0168%6teTigh: AF151904. 1
-0.70217 -3.081225. 2 Down0. 046444 AV735100 ESTs, V\éakﬂ Dsqhﬁ?qy%t?k'nt”@ ALUL_HLI MAN
ALU SUBFAM LY J SEQUENCE CONTAM NATI ON WARNI NG ENTR§5e SRS gﬁg%g‘jﬂ 5.17"

Down0. 001394 BE504838 ESTs 5.13 Down0O. 039624 NM 002495-@¢m0ﬁ prens nyelin

330l i godendrocyte gI ycopr otein (MOG, nRNA. ! PROD=nyet:ions7elii godendr ocyt e

gl ycoprotein I FL=g b; U 18798.1 gb: U64564. 1 b NM 002&‘3’3'\"_1’0@7311 DownO 000281
AF095771 Hono sapqg 1CH) ‘Mgﬁﬁmresp fsiPve ost1e48 ;C ,gzﬁgysagi mRNA.

conpl ete cds. /PROD=PTH responsi ve osteosar corra Bl ppxpgbgg(gst ls=gb: AF095771. 1
5. 04 DownO. 000603 AB033281 Honmp sapi ens BTRCP2 nRNA frorgbfinvbaxssnd WD-r epeat s
protei n i sof or m €26@bnPpl68t’eé cd42-92/UPROD=FIFFRE-ANT72M- r efseiltrdarpysetiatidn bet a- TRCP2

tein 4
I sofornC IF L= gb—'3.'%‘§21)76‘935g14j/' ng%?}Q%328l ]6.92E—O4 NM_0027 ﬂr(())nfcl)nsaplens protease,
69

serine, 1 (trypsin 1)
(PRSS1), mRNA.
/PROD=protease, serine,
1 (trypsin 1)
/FL=gb:M22612.1
gb:NM_002769.1

-0.2425 5.144972 41.86 Up 1.91E-04 NM_0182 Homo sapiens
86 hypothetical protein
FLJ10970 (FLJ10970),
mRNA.

/PROD=hypothetical
protein FLJ10970
/FL=gb:NM_018286.1

-3.14727 2.237789 41.79 Up 9.13E-03 NM_0011 Homo sapiens
47 angiopoietin 2 (ANGPT2),
mRNA.

/PROD=angiopoietin 2
/FL=gbh:AB009865.1
gb:AF004327 .1
gb:NM 001147 .1
-3.69577 1.687554 41.74 Up 3.38E-03 AL133386 Human DNA sequence
from clone RP1-181C24
on chromosome 6p11.1-
12.2. Contains the 3 end
of the BMP5 gene for
bone morphogenetic
protein 5, ESTs, STSs and
GSSs /FL=gb:M60314.1
gb:NM 021073.1
0.828899 6.191145 4113 Up 1.33E-04 NM_0012 Homo sapiens bone
00 morphogenetic protein 2
(BMP2), mRNA.
/PROD=bone
morphogenetic protein 2
precursor
/FL=gb:NM _001200.1
-3.26893 2.058218 40.15 Up 5.08E-04 NM_0017 Homo sapiens cytidine
85 deaminase (CDA), mRNA.
/PROD=cytidine
deaminase
/FL=gh:L27943 .1
gb:NM_001785.1
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5. 04 Down0. 000114 AA579773 ESTs 5. 04 Down0. 005013 AF450454 Hono sapi ens
putative zinc fin protein 42 (ZFP42) nRNA, conplete eds. /PROD=putative
zinc finger P38 %1’-0‘2?2 / FL=gb: AF450454.1 5. 01 Down0. 03288314833 Hono
sapi ens RAB23, 77 nmenber RAS oncogene fam |y (RAB23), nRNA. | PROD=RAB23
protein | FL=gb: NM 016277. 1 gb'ABOS4244 1 C) 119P39 at 24 hr DE stage vs

EXPRES 01- Intenosio;tl% v6a ue7s are i 58mat 5§>8I43RES 01 24 HIt?S DE
Rati oDi rection adj’."p-°Vate G%%?e?é’é’ne Nanle FaeMPerTe 3oB1¥2E73. 252049 116. 9

Up 1.09E-03 AL569326 Hono sapi ens cAMPdependent pr ot @i sypkinés goo.1 | nhi bi tor
beta NnRNA, conpl erev6ecdz0213412738892)p81955 16&E69NWp163 Homo sapiens pancreas-
enriched phospholipase C
(LOC51196), mRNA.
/PROD=pancreas-
enriched phospholipase C
/FL=gb:AF117948.1
gb:NM_016341 1
gb:AF190642.2
-1.83503 3.428167 38.4 Up 1.04E-03 AA552969 ESTs
-1.9473 3.313481 38.34 Up 1.92E-03 U43328 Human link protein mRNA,
complete cds. /PROD=link
protein
/FL=gb:NM_001884.1
gb:U43328.1
1.563993 6.815362 38.09 Up 6.31E-05 NM 0024 Homo sapiens microsomal
13 glutathione S-transferase
2 (MGST2), mRNA.
/PROD=microsomal
glutathione S-transferase
2 /FL=gb:NM_002413.1

gb:U77604.1
0.753353 5.985265 37.58 Up 6.31E-05 NM_0218 Homo sapiens
27 hypothetical protein
FLJ23514 (FLJ23514),
mRNA.

/PROD=hypothetical
protein FLJ23514
/FL=gb:NM_021827.1

-3.95062 1.221052 36.04 Up 2.88E-03 AU144247 Homo sapiens cDNA
FLJ13443 fis, clone
PLACE1002853

-1.92059 3.223801 35.37 Up 7.42E-04 Al738662 homeo box HB9
/FL=gb:NM_005515.1

0.007601 5.147748 35.26 Up 1.45E-04 N63706  ESTs

-3.12184 2.01388 35.16 Up 5.36E-04 AlI700341 ESTs

1.470195 6.597094 34.94 Up 8.20E-05 AlI676059 ESTs

-2.81405 2.284598 34.26 Up 1.27E-03 Al694325 ESTs

-2.83906 2.251765 34.08 Up 1.40E-04 T15545 ESTs

-0.27888 4.797361 33.74 Up 1.91E-04 AF225513 Homo sapiens cAMP-

dependent protein kinase
inhibitor beta mMRNA,
complete cds.
/PROD=cAMP-dependent
protein kinase inhibitor
beta /FL=gb:AF225513.1
-2.80061 2.271493 33.64 Up 1.79E-03 NM_0146 Homo sapiens S100

24 calcium-binding protein A6
(calcyclin) (S100A6),
mRNA. /PROD=S100
calcium-binding protein A6
/FL=gb:NM_014624.2
gb:BC001431.1

-3.7619 1.277348 32.88 Up 1.63E-04 NM_0161 Homo sapiens transient

79 receptor potential channel
4 (TRPC4), mRNA.
/PROD=transient receptor
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5. 09E- 04 AV726956 ESTs, Weakly simlar to C35826 hypothetical 13K protein
A (1-1.sapiens) -0.27888 4.796134 33.71 Up 2. 25E-04 AF225513 Honp sapi ens
cAVPdependentOp18E& ki nase | nhi bitor beta nmRNA, — PC3UDERYRIL8684842
30.99 Up -3.88742 0.690893 23.89 Up -1.32044 3.115913

potential 4
/FL=gb:NM 016179.1
gb:AF175406.1

0.366041 5.37746 32.25 Up 1.45E-04 Al242583 Homo sapiens cDNA
FLJ11550 fis, clone
HEMBA1002970

1.696658 6.703009 32.14 Up 1.02E-04 L0O1639 Human (clone HSY3RR)

neuropeptide Y receptor
(NPYR) mRNA, complete
cds. /PROD=neuropeptide
Y receptor
/FL=gb:L06797 .1
gb:NM_003467.1
gb:AF025375.1
gb:AF147204.1
gb:M99293.1 gb:L01639.1

-3.62742 1.377732 32.11 Up 4.73E-03 AA772920 ESTs
-0.22337 4.733912 31.07 Up 6.84E-04 NM 0218 Homo sapiens phorbolin-
22 like protein MDS019

(MDS019), mRNA.
/PROD=phorbolin-like
protein MDS019
/FL=gh:AF182420.1
gb:NM_021822.1
-2.33835 2.59894 30.64 Up 8.18E-03 L33477 Human (clone 8B1) Br-
cadherin mRNA, complete
cds. /PROD=Br-cadherin
/FL=gb:L.34057 1

gb:L33477.1
gb:NM_004061.1
0.713597 5.633194 30.27 Up 4.33E-04 BF508344 ESTs
0.299946 5.21645 30.2Up 3.47E-03 NM_0013 Homo sapiens cystatin SA
22 (CST2), mRNA.

/PROD=cystatin SA
/FL=gb:NM_001322.1
-1.43446 3.469297 29.93 Up 3.61E-03 AW29148 ESTs
2
-0.11092 4.785145 29.78 Up 2.75E-04 BF591483

N ARTON T AT 0 AR N e A AND N4 A IDSARD W
. AEVRRG T4 292.48 Up TASE-Rd AJR34888 Homo

-2.68947 2.167726 28.98 Up 1.86E-02 AW29140

2
-3.25309 1.589977 28.7 Up 2.04E-03 AL0O50154 Homo sapiens mRNA;
cDNA DKFZp586L0120
(from clone
DKFZp586L0120).
-3.17056  1.66331 28.52 Up 2.66E-04 Al801626 ESTs, Moderately similar

to ALU4_HUMAN ALU
SUBFAMILY SB2
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

-0.41404 4.412864 28.38 Up 3.12E-04 AI332407 secreted frizzled-related
protein 1
/FL=gb:AF056087 .1
gb:NM_003012.2
gb:AF017987.1
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21.65 Up 1.168713 5.393939 18.7 Up -2.69521 1.432079 17.48 Up -2.506 1.523432
16.33 Up -0.10733 3.827249 15.29 Up -3.62742 0.232422 14.52 Up -0.69028
3.077263 13.%89 2(Yy132%96333737 1. 308962 12.97 Up -1.03397 2P€§6§§BWT§?§6 Up

conpl ete cds. ! PROD=cAMP- dependent protein kinase inhibitor beta

/| FL=gb: AF225513. 1

gb:AF001900.1

-047614 4.348662 28.34 Up 2.59E-04 BF508639 Homo sapiens mRNA;
cDNA DKFZp434E082
(from clone
DKFZp434E082)

-0.88175 3.931755 28.12 Up 6.39E-04 Al650874 ESTs

-2.66737 2.145076 28.1 Up 6.31E-05 BF060736 ESTs

-1.42034 3.315265 26.64 Up 7.42E-04 BE737251 Homo sapiens cDNA:

FLJ22482 fis, clone
HRC10859, highly similar
to IRO180147 Homo
sapiens mRNA full length
insert cDNA clone
EUROIMAGE 180147
-3.9115  0.79001 26.02 Up 2.08E-03 NM_0057 Homo sapiens RAS
39 guanyl releasing protein 1
(calcium and DAG-
regulated) (RASGRP1),
mRNA. /PROD=RAS
guanyl releasing protein 1
/FL=gb:AF081195.1
gb:NM_005739.2
gb:AF106071.1

0.041468 4.741042 25.98 Up 4.95E-04 BF130943 ESTs

-245311 2.234445 2577 Up 2.11E-02 BC042378 Homo sapiens, clone
IMAGE:5277693, mRNA.

-2.50168 2.154999 25.22 Up 1.22E-02 X16468 Human mRNA for alpha-1
type Il collagen.

-2.81453 1.810003 24.67 Up 2.55E-02 BC014585 Homo sapiens, clone
IMAGE:4047715, mRNA.

-1.54464 3.064723 24.41 Up 1.58E-04 AlI743534 Homo sapiens mRNA;
cDNA DKFZp564B1162
(from clone
DKFZp564B1162);

complete cds
[FL=gb:Al.136646.1
-0.20114 4.391607 2413 Up 2.40E-04 NM_0002 Homo sapiens paired box
80 gene 6 (aniridia, keratitis)
(PAX6), mRNA.
/PROD=paired box gene

6, isoform a
/FL=gb:NM_000280.1
gb:M93650.1

-2.26295 2.328666 2411 Up 3.38E-03 Al735586 ESTs

2.194421 6.729686 23.19 Up 6.31E-05 AF348491 Homo sapiens chemokine

receptor CXCR4 mRNA,
complete cds.
/PROD=chemokine
receptor CXCR4
[FL=gh:AF348491.1
-2.05438 2.47465 23.09 Up 7.80E-03 BG29090 ESTs, Moderately similar
8 to ALU8 HUMAN ALU
SUBFAMILY SX
SEQUENCE
CONTAMINATION
WARNING ENTRY

(H.sapiens)
-2.56112 1.953388 22.86 Up 3.79E-02 NM_0020 Homo sapiens guanylate
98 cyclase activator 1B

303



1. 95E-04 NM 0017 Hono sapi ens cytidi ne 85deanm nase (CDA), nmRNA. ! PROD=cyti di ne
deam nase ! FL=gh: L27943. 1 gb: NM 001785. 1 2. 83E- 03 AA180985 ESTs 9. 44E-03
AF017987 Horﬂﬁog‘é'ﬁ/il%zﬁ%’ secreted apoptosis rel ated protei FC3/USEREIFERNA,

conpl ete cds. | PROD=secreted apoptosis related protein 2 !FL=gb: AF056087. 1

gb: NM 003012. 2 gb: AF017987. 1 gh: AF001900.1 4. 05E-04 NM 0161 Honp sapi ens

16. 7Kd 39protein (L0051142), nRNA. ! PROD=16. 7Kd protein | FL=gh: NM 016139. 1

gb: AF078845. 1 gb: BCD03079. 1 7. 06E- 05 AF282250 Hono s%ﬁiﬁ?rﬁé{%ﬁﬁhﬁ}&@n 1 (CALN1)
mMRNA, conpl ete cds. ! PROD=cal neuron 1 | FL=gbh: AF282250ciksc?chbr@84 AWL9369
DKFZP566K1924 protein 3 5. 09E-04 BC005107 Hono sapi ensina)¢ilogremMdsMAGE: 3840937,
mMRNA, partial cds. /PROD=Unknown (protein for |MAGE: 3{?&%@9@?}9&1.32502 AA772920
ESTs 8. 84E-04 MHC s | = o PREs !ﬁﬁ@ ta, conplete
cds. | FL=gb: NMNE}%%O%%.F%%@?N&G%&?%%% gb: 50028 1 97%5%%5@4}@”@ -'%1141. 1

gb: MB1140. 1 protein

DKFZp58601624.1
(H.sapiens)

-0.37709 4.122407 22.62 Up 1.32E-04 AU152102 Homo sapiens cDNA
FLJ12993 fis, clone
NT2RP3000197

-3.10838 1.371 22.31 Up 7.67E-04 N50412 ESTs

0.581614 5.04863 2212 Up 1.91E-04 AF005775 Homo sapiens caspase-
like apoptosis regulatory
protein 2 (clarp) mRNA,
alternatively spliced,
complete cds.
/PROD=caspase-like
apoptosis regulatory

protein 2
/FL=gb:AF005775.1
-0.15629 4.305757 22.04 Up 5.69E-04 Al799018 ESTs
-1.22896 3.220593 21.85Up 3.57E-04 AA628967 ESTs, Highly similar to

IHH HUMAN INDIAN
HEDGEHOG PROTEIN
PRECURSOR (H.sapiens)

-0.5982 3.842585 21.72 Up 1.62E-02 AI806510 putative 47 kDa protein
-3.64219 0.7939 21.65 Up 4.82E-02 NM_01638 Homo sapiens testican 3
50 (HSAJ1454), mRNA.

{PROD-=testican 3
/FL=gb:NM_016950.1
gb:BC000460.1
gb:BC003017.1

1.168713 5.589508 21.42 Up 7.42E-04 NM_0161 Homo sapiens 16.7Kd
39 protein (LOC51142),
mRNA. /PROD=16.7Kd
protein

/FL=gb:NM_016139.1
gb:AF078845.1
gb:BC003079.1

-0.35867 4.059826 21.38 Up 3.11E-04 NM_0019 Homo sapiens endothelin

57 receptor type A (EDNRA),

mRNA.
/PROD=endothelin
receptor type A
/FL=gb:NM_001957.1
gb:L06622.1

-2.06656 2.342712 21.25 Up 3.19E-03 AF141339 Homo sapiens LYST-
interacting protein LIP3
mRNA, partial cds.
/PROD=LYST-interacting

protein LIP3
-0.5292 3.876079 2119 Up 1.54E-03 Al127440 ESTs
-3.10357 1.289233 21.01 Up 2.09E-04 NM_0014 Homo sapiens forkhead
53 box C1 (FOXC1), mRNA.

{PROD=forkhead box C1
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1. 24E- 02 BCO03517 Hono sapi ens, clone | MAGE: 3542589, nRNA, partial cds.

/ PROD=Unknown gﬁ’r otein for | MAGE: 3542589) 4.41E-04 NM 0030 Honop sapi ens
secretory 204PaNME3neur oendocrine protein 1 (7B2 prot &EHUSPEERETE  nRNA.

| PROD=secretory granule, 2.05438 1,576656 12.39 Up 0. 756526 4.2504 11.27 Up
-1.39784 2.037775 10.82 Up -3.12304 0.280186 10.58 Up -2.01579 1.387151 10.58

Up -2.19527 1.171426 10.32 Up -1.16113 2.202477 _
IFL=gb:NM_001453.1

0.143286 4.530622 20.93 Up 2.37E-03 AW15754 insulin-like growth factor
8 binding protein 5
/FL=gb:M65062.1
gb:M62782.1

gb:NM_000599.1
gb:AF055033.1

2.7734 1.613669 20.92 Up 2.19E-03 BF515913 ESTs
0.240245 4.617197 20.78 Up 7.42E-04 BF940761 ESTs
1.203777 5.579613 20.76 Up 9.87E-05 AA633203 conserved gene amplified
in osteosarcoma
-0.95126 3.407252 20.51 Up 3.70E-04 NM_0211 Homo sapiens bHLH
70 factor Hes4 (LOC57801),

mRNA. /PROD=bHLH
factor Hes4
/FL=gb:NM_021170.1
gb:AB048791.1

-2.50705 1.830533 20.22 Up 1.44E-02 NM_0011 Homo sapiens Rho

74 GTPase activating protein

6 (ARHGAPS), transcript
variant 2, mRNA.
/PROD=Rho GTPase
activating protein 6
isoform 2
[FL=gb:AF022212.2
gb:NM_001174.2

0.476688 4.813764 20.21 Up 2.22E-04 NM_0245 Homo sapiens
81 hypothetical protein
FLJ13942 (FLJ13942),
MRNA.

/PROD=hypothetical
protein FLJ13942
/FL=gb:NM_024581.1
-3.12747 1.195263 20.01 Up 1.04E-03 AV726956 ESTs, Weakly similar to
C35826 hypothetical 13K
protein A (H.sapiens)
1.868094 6.17918 19.85 Up 1.30E-04 H92988  tyrosine 3-
monooxygenasetryptopha
n 5-monooxygenase
activation protein, eta

polypeptide
-2.08299 2.183935 19.25 Up 2.64E-02 NM_0020 Homo sapiens growth
48 arrest-specific 1 (GAS1),

mRNA. /PROD=growth
arrest-specific 1
/FL=gb:NM_002048.1
gb:L13698.1

0.417034 4.677559 19.17 Up 4.65E-04 AL571375 hypothetical protein
FLJ21032

-1.42686 2.825005 19.05 Up 1.38E-03 NM_0072 Homo sapiens Kruppel-

50 like factor 8 (KLF8),

mRNA. /PROD=Kruppel-
like factor 8
/FL=gb:28282.1
gb:NM_007250.1

1.829497 6.079493 19.03 Up 2.21E-04 AA534817 ESTs, Weakly similar to
ALU8 HUMAN ALU
SUBFAMILY SX
SEQUENCE
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10.29 Up '1.109291 4.425076 9.96 Up -1.66608 1.62119 9.76 Up neuroendocri ne

/ FL=gb: BC005349. 1 gb: NM 003020.1 1.46E-02 E5G&$090
ESTs, Moder HNBPYIINHGf fiar 0 ALUB HUVMAN ALU SURFANI X SXCEESRyeRiH348

CONTAM NATI ON WARMNG ENTRY (H. sapi ens) 1.84E-04 NM 0030 Hono sapi ens secreted

protein 1 (7B2protein

12frizzl ed-related protein 1 (SFRP1),
protein 1 /FL=gb: AF056087.1 gb: NM 003012. 2 gb: AF0179
4. 58E- 03 BE222344 splicing factor,
sapi ens 18hypot heti cal

(EPSIN), nRNA. | PROEEI ATl n btk ng mitGEreAR

MRNA.

ar gi ni neserine-ri

protein FLJ10191 (FLJ10191),
protein FLJ10191-2B38do&gh3okbd7018MEB.Ub 7. 46E-5680MEIBGHESHK AAL151 protein
2.14E-03 NM 0133 Honp sapi ens EH 33donain-bind§n%8nitotic phosphoprotein

e
b

| RROD=secreted frizzl ed-rel at ed

01900.1
02 NM 0180 Hono

nsf PROD=hypot heti cal

gbﬁgﬁrotein | FL=gb: NM

013333. 1 gb: AF073388567 1o &2 RE- 038 V0122 Hogap.osApdsedys epat assi um 81vol t age- gat ed
5.55E-04 AA912476 Homo sapiens cDNA

channel ,

-0.23726

0.02885

1.275191

-2.65285
-2.40046

0.903379

-1.78964

1.641644

-3.18081

-2.49139

0.780949

2.648874

3.987817

4.245437

5.478497

1.547186
1.790023

5.089167

2.376462

5.800724

0.961939

1.64952

4.89808

6.762839

18.7 Up

18.59 Up

18.42 Up

18.38 Up
18.26 Up

18.2 Up

17.95 Up

17.87 Up
17.66 Up

17.64 Up

17.35 Up

17.32 Up

1.45E-04 AL534095

2.30E-04 AI587307

FLJ13221 fis, clone
NT2RP4002075
hypothetical protein
FLJ23091
hypothetical protein
FLJ12838
/FL=gb:NM_024641

5.15E-04 BE549700 ESTs
9.66E-03 NM_0021 Homo sapiens glycophorin

02

5.59E-04 AF229179

9.77E-03 NM_0048
61

9.96E-04 Al922855
2.69E-04 AWA44981

3
2.29E-04 AJ277914

2.32E-04 NM_0056
30

1.18E-04 AW00753
2
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E (GYPE), mRNA.

A

/PROD=glycophorin E
/FL=gh:NM_002102.1

gb:M29610.1

Homo sapiens kidney-
specific membrane protein
NX-17 mRNA, complete
cds. /PROD=kidney-
specific membrane protein

NX-17
[FL=gb:AF229179.1
Homo sapiens
cerebroside (3-

phosphoadenylylsulfate:g
alactosylceramide 3)
sulfotransferase (CST),

mRNA.

/PROD=galactosylceramid

e sulfotransferase
/FL=gb:NM_004861
gb:D88667.1
carboxypeptidase E

A

/FL=gb:NM_001873.1

KIAA0918 protein

Homo sapiens partial

LHX9 gene for LIM-
homeobox 9, 3UTR

Homo sapiens solute

carrier family 21
(prostaglandin

transporter), member 2

(SLC21A2), mRNA.

/PROD=solute carrier

family 21

(prostaglandintransporter),

member 2
/FL=gb:U70867.1
gb:NM_005630.1

Human insulin-like growth
factor binding protein 5



Shal -rel ated subfam |y, menber 2 (KCND2), nRNA. /PROD=pot assi um vol t age- gat ed
channel , Shal -rel at edsubfam |y, nmenber 2 | FL=gb: NM 012281. 1 gb: AB028967. 1
gb: AF121104. WO 3'"38Y64 NM 0053 Honp sapi ens 561 ynphocyt &4BEE1PE345r ot ei n
tyrosi ne kinase (LCK), nmRNA. /PROD=I ynphocytespecific protein tyrosine kinase
/ FL=gb: U07236. 1 gb: NM_005356. 1 gh: M36881. 1 1. 29E-02 8E673445 Honop sapi ens
chronosone 19, cosmd R28379 9.62 Up4.41E-03 NM 0148(%—? sa,\ppi ens KI AA0307

H

Mo
62gene product (| 307),.. MRNA, . / PROD=KI AAQ: Balink =gb: AB002305. 1
gb: NM 014862. 1 9%&%&%%6&-0%@11 $8098 éé?ggg’.zﬂgﬁgﬁ@iiﬁg%éiﬁ%‘inS.:4 Home
sapi ens 42eernc.:sotiermn (Xenopus |ativis) henok, gct{réfoMnE)xq2nRMA.

| PROD, -, : oonpsocierrifin (Xenopus L.-Aw s) honooci | FRtaiislaoaBi3203a. 1

bNI M . p.)5442.1 9.13 Upl.08E-02 NM 0000 Hono sapi ens(”z"ﬁ“rs'wggto'g %hol i nest er ase
(BCHE), nRNA. 1PROD=butyryl cholinester ase precursor, aﬁ;:fgpé %%%41 1

gb: ML6474. 1 gb: NM 000055.1 8. 97 Up5. 08E-02 A1743261 E8ksGSsQbddipts 72E- 02
B0008992 Hono sapi ens, clone M3C. 16926 | MAGE: 4183000/slanRNA, conpl et e cds.
1PROD=Unknown ( prPd8&? n'$26f2 MaC! 189 %6) 1FU%5‘P%%8@9§$§§? ;age(ue%gdaﬁ)seoz NM
0007 Hono sapi ens cytochrome 67P450, subfamily I1B  jg—ovesos0.1

gb:NM_005529.2

2.59334 6.695074 17.17 Up 9.96E-05 AA045184 ribosomal protein L14
-2.28658 1.813753 17.15 Up 4.49E-03 NM_0308 Homo sapiens
17 hypothetical protein
DKFZp434F0318
(DKFZP434F0318),
mRNA.

/PROD=hypothetical
protein DKFZp434F0318
/FL=gb:NM_030817.1
1.603889 5.703513 17.14 Up 2.09E-04 NM 0016 Homo sapiens ADP-
61 ribosylation factor 4-like
(ARF4L), mRNA.
/PROD=ADP-ribosylation
factor 4-like
[FL=gb:U25771.1
gh:L38490.1
gh:NM_001661.1
gb:BC000043.1
-1.44072 2.657871 17.13 Up 9.96E-04 AF260333 Homo sapiens AD036
mRNA, complete cds.
/PROD=AD036
/FL=gb:AF260333.1
-0.74006 3.356451 17.11 Up 6.19E-04 NM_0143 Homo sapiens cardiac
91 ankyrin repeat protein
(CARP), mRNA.
/PROD=cardiac ankyrin
repeat protein
/FL=gb:NM_014391.1
-1.568689 2.507158 17.08 Up 5.06E-04 AI808090 ESTs
0.800778 4.890724 17.03 Up 1.91E-04 AF020769 Homo sapiens cardiac
ventricular troponin C
mRNA, complete cds.
/PROD=cardiac
ventricular troponin C
/FL=gb:NM_003280.1
gb:AF020769.1

-1.39277 2.693344 16.98 Up 3.73E-04 Al629041 ESTs
-0.70855 3.373415 16.94 Up 793E-04 AlI917371 ESTs
-1.18408 2.895859 16.91 Up 1.39E-03 NM_0064 Homo sapiens
56 sialyltransferase (STHM),
mMRNA.

/PROD-=sialyltransferase

/FL=gb:U14550.1

gb:NM_006456.1
1.076427 5.150301 16.84 Up 1.91E-04 Al640307 protocadherin 10
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(phenobarbital -i nduci bl e), pol ypeptide 6 (CYP2B6), nRNA. PROD=cyt ochronme P450,
subfam |y 11B(phenobarbitalinducible), polypeptide 6 | FL=gb: NM 000767. 2

gb: AF182277.MOgW 8874, 1 8. 12 Up2. 63E- 03 NM 0049 Honmp $APIEHYBHBbol i n
OO0(simlar to apolipoprotein B nRNA editing protein) (DJ742C19.2), nRNA.

| PROD=phorbolin (simlar to apolipoprotein B nRNAediting protein) |FL=gb: NM
004900. 1 gh: U61083,.1 8. 04 Up3. 89E-02 AY063451 Honn_sapi ens D21S2088E nRNA
sequence. WD 206§i3f§2(?67§f96nus%d’é’10413zﬂ§‘°E9?’,é%%%ﬁﬁﬂ%{@tm&zo ESTs 4
7.85 Up3. 16E-02 AWS8000 ESTs 6 7.77 Up6. 01E- 04 NM 00Q<dikamnosapi ens ocul ar
73al binism1 (Nettleship- Falls) (0Al), nRNA. PROD=o¢tdagiensal bi ni sm 1

(Net t | eshi p- Fal | $P043 ot ¥P"| FLGE. UM 000 223E-93 M @904uon@pes4 A1356398
butyrate response factor 2 (EGF-response factol® 2) |FiSgBIF fﬁ;ﬁ%o 1 gb: NM
006887.1 7.5 Upl 22E-03 A1332407 secreted frizzl ed-reléadadFeds n 1

| FL=gb: AF056087. 1 gb: NM 003012. 2 gh: AF017987. 1 gb: AFOCEDOEnkrif vadiant Up8. 38E- 04
AB037730 Honmp sapi ens nRNA for Kl AA1309 protein, par?i”ﬁ""“cds., 1 PROD=KI A41309
protein 7.31 Up2. 39E- 04 BF057809 ESTs 7.22 Up3. 35E- oé TEZHYESTs 7. 22

R -
Clo

Up2. 56E- 04 BC040605 Hono sapi ens, clone | MAGE: 527103%, —dat 00458 1
-1.65513 2.402967 16.66 Up 1.07E-02 NM_0049 Homo sapie_ns
23 metallothionein-like 5,

testis-specific (tesmin)
(MTL5), mRNA.
/PROD=metallothionein-
like 5, testis-
specific(tesmin)
/FL=gb:U86074.1
gh:NM_004923.1

-0.45718 3.590445 16.54 Up 4.87E-04 BF939489 glycoprotein M6A
/FL=gh:D49958.1
-1.95127 2.075959 16.3 Up 3.25E-03 L12468  Homo sapiens

aminopeptidase A mRNA,
complete cds.
/PROD=aminopeptidase A
/FL=gb:L12468.1
gb:NM_001977 1
gb:L14721.1

2.168853 6.193675 16.28 Up 8.20E-05 AA284532 tyrosine 3-
monooxygenasetryptopha
n 5-monooxygenase
activation protein, eta
polypeptide

-4.19938 -0.18035 16.21 Up 2.14E-02 BC027866 Homo sapiens, Similar to
sialyltransferase 8D
(alpha-2, 8-
polysialytransferase),
clone MGC:34450
IMAGE:5203343, mRNA,
complete cds.
/PROD=Similar to
sialyltransferase 8D
(alpha-2,8-
polysialytransferase)
/FL=gb:BC027866.1

-2.47297 1.540991 16.16 Up 3.51E-02 NM_0052 Homo sapiens v-erb-a

35 avian erythroblastic

leukemia viral oncogene
homolog-like 4 (ERBB4),
mRNA. /PROD=v-erb-a
avian erythroblastic
leukemia viraloncogene
homolog-like 4
/FL=gb:L07868.1
gb:NM_005235.1

1.166518 5.166811 16 Up 3.17E-04 BC002671 Homo sapiens, dual
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6.88 Upl. 76E-03 U07236 Human nut ant | ynphocyte-specific protein tyrosine

ki nase (LCK) nmRNA, conplete cds. PROD=I ynphocytespecific protein t}/rosi ne

ki nase | FL=ghO &8?3%88¢31 gb: NM 005356. 1 gb: MB6881. 1 6. 69 WsT/UPI|/HH34&B018580
Hono sapi ens nRNA for hl uPGFS, conplete cds. /PROD=h1uPGFS | FL=gh: NM 003739. 2
gb: AF149416. 2 gb: AB018580.1 gh: D17793.1 6. 63 Up2. 01E- 02 AF493872 Homp sapi ens
guani ne nucl eoti de binding protein gamma 4 (GN&) nRNA, conpl ete cds.
PROD=guani ne nucl eoti de binding protein gama 4 | FL:Q@%‘@%@W?&S@:G. 62

Up5. 56E- 03 A1807026 ESTs 6.61 Up5. 18E-04 AWO05758 ESisnpRtcabd Upl. 48E- 02
AF141339 Honp sapiens LYST- interacting protein LI P3/ArRRNAjuaipaecticital cds.

/ PROD=LYST-interacting protein LIP3 1.88254 0.82392Pers8seYn5 94E- 03 BF694956
Human DNA sequence from clone RP1-187J11 on chromso@éﬁ%ﬂ;ﬁ) 13942233, Cont ai ns
the gene for a novel protein simlar to S. ponbe andgsusse@reyiusieg: predi ct ed
proteins, the genesdser2.zsgeavel 1589aipei N Si4H7E-Qs NM @2 Bbred sapikispagesngn i nhi bitors,
the 3 end of the 2.14678 0.548136.48 Up2.59E-%2 AA1ADOGONESZTEe Hi ghly simlar
to 138945 nel anona ubi qui tous nutated protein (H. sapg/ﬂ%?éggj'ﬁ'p Piseq B 7

1.5949176. 44 Up2. 17E-02 A1653050 ESTs, Weakly sim | aipriog-4ARRENsHYMAN 4-
HYDROXYPHENYLPYRU VATE DI OXYGENASE (H. sapi ens) 1.576d&9rthg1073886. 42

Up2. 44E- 03 AWO07279 contactin 1 0 1.42062 1.26223462%2MepeBtid®7E- 02 A1830490
glycerol kinase 1.51992 1.1596626.41 Up4.58E-03 AABBIEIH )Cani ens mRNA

(Cl one | CRFp507L1876) gb:A|g:2.412§4.1 .

gb:AB046569.1
gb:AF291820.1
0.502333 4.476006 15.71 Up 6.47E-04 AF211891 Homo sapiens Mix-like
homeobox protein 1
(MILD1) mRNA, complete
cds. /PROD=Mix-like
homeobox protein 1
/FL=gb:AF211891.1
1.520924 5473417 15.48 Up 4.31E-04 U87460 Human putative
endothelin receptor type
B-like protein mRNA,
complete cds.
/PROD=putative
endothelin receptor type

B-likeprotein
/FL=gh:U87460.1
1.740607 5.665717 15.19 Up 1.78E-04 NM_0021 Homo sapiens
60 hexabrachion (tenascin C,

cytotactin) (HXB), mRNA.
/PROD=hexabrachion
(tenascin C, cytotactin)
/FL=gb:M55618.1
gb:NM_002160.1

0.449168 4.362026 15.06 Up 1.33E-04 Al688418 plexin A2

1.452987 5.359741 15 Up 1.54E-04 Al813654 ESTs, Weakly similar to
T32252 hypothetical
protein T15B7.2 -
Caenorhabditis elegans
(C.elegans)

-1.10807 2.786741 14.87 Up 2.36E-04 BC028058 Homo sapiens, UDP-
GlcNAc:betaGal beta-1,3-
N-
acetylglucosaminyltransfer
ase 5, clone MGC:39847
IMAGE:5175670, mRNA,
complete cds.
/PROD=UDP-
GlcNAc:betaGalbeta-1,3-
N-
acetylglucosaminyltransfer
ase 5 /[FL=gb:BC028058.1
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0. 828954 3.5018076. 38 Up9. 79E- 04 AK026659 Hono sapi ens cDNA: FLJ23006 fis,
cl one LNGD0414. 0.040412 2.695196.3 Up3. 16E- 04 AA960844 Honp sapi ens, clone
| MAGE: 40814 8%0 24p%§RV630. 0881 2. 5553786. 25 Upl. 84E- 04 ALSESFASUHELB\Weqk| y
simlar to 2108402A carnitine palmtoyltransferase | (H sapiens) 0.66924
1.9715316. 24 Upl. 10E-02 A1986120 | atent transform ng growh factor beta

bi ndi ng protei n /FL gb |\/B4057 1ﬁab NM 000627 1 1 251211. 360436Up8. 84E- 04

R62432C ust er ygsijegg s1 Hon}o TSEHMBELERE, 3 end

16
/ cl one=I MAGE- 36%2229519 43E-04 BES56336 Homo sapiens mRNAJD=R62432
i gi =834311 /ug=Hs. 12321 /Ien 487 1 285793 3. 8927696. OSNAIKEZ 874531@4 A1949827

ESTs 1.4606 1.1318576.03 Upl.46E-03 AWO07210 Honp sépinese nRNA; 2cDNA
DKFZp434H205 (from cl one DKFZe434H205) 1.037668 3.589 '622’561%5%5%“@895 04 R40892
ESTs 2.13754 0.4123335,86,Up2. 35,02 BFO0Q203 ESES lioA/Q19a rhicP1d3325. 84

Upl. 93E- 04A1676059 ESTs 0. 780689 3.305245. 75 Up2. 66EmRdRdAQAa3kRESTS 1. 41031
1. 1000055. 7 Up2.17E- 02 A1832477 serol ogically defi ne@rrtcmRM]cmrv@er ant i gen 43
0. 68225 1.8193645. 66 Up3. 04E- 03 N48299ESTs, I\/bderateF 5 F!a'F';t”ts NFY- C

(H. sapi ens) 0.937118 3.4157065.57 Up2. 66E- 04 AU 151542 PEIRSTSAP) ens cDNA
FLJ12935 fis, clonsssNT2Re280498235 ). 4162&?45@616@2@745913@ "39E: 03 BF110534 ESTs

-2.47063 1.370067 14.33 Up 3.55E-03 H09657 ESTs
1.633768 5.465898 14.24 Up 1.32E-04 Al733465 collagen, type IX, alpha 2
/FL=gb:NM_001852.1
-0.94697 2.883335 14.22 Up 4 55E-03 BG20809 Homo sapiens cDNA
1 FLJ37414 fis, clone
BRAWH1000157.
0.177945 4.006546 14.21 Up 3.78E-04 NM_0206 Homo sapiens S100-type
72 calcium binding protein

A14 (LOC57402), mRNA.
/PROD=S100-type
calcium binding protein
A14 [FL=gb:BC005019.1
gh:NM_020672.1
gb:AY007220.1

-0.95386 2.873194 14.19 Up 3.57E-04 AF312769 Homo sapiens cryptic
MRNA, complete cds.
/PROD=cryptic
/FL=gb:AF312769.1

-1.84267 1.976613 14,12 Up 4.45E-02 AF213678 Homo sapiens HAI-2
related small protein (HAI-
2) mRNA, complete cds.
/PROD=HAI-2 related
small protein
/FL=gb:AB038317.1
gb:AF213678.1

-1.42965 2.38124 14.03 Up 5.47E-03 M60721 Human homeobox gene,
complete cds.
/FL=gb:M60721.1
ghb:NM_021958.1

-0.75724 3.050773 14.01 Up 3.87E-03 AL445192 Human DNA sequence
from clone RP11-269H4
on chromosome 20
Contains the 3 end of the
KIAA1415 gene similar to
T-Lymphona invasion and
metastasis inducing
protein 1, ESTs, STSs and

GSSs
-0.53584 3.260892 13.9 Up 5.76E-03 NM_0021 Homo sapiens glycophorin
00 B (includes Ss blood

group) (GYPB), mRNA.
/PROD=glycophorin B
precursor
/FL=gb:J02982.1
gb:NM_002100.2
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2.167442 4.6328565.52 Up2. 19E-04 NM 0015 Hono sapiens insulin-like 52grow h
factor-bindin rotein 4 (1GFBP4), nRNA. ! PROD=i nsulinlike growh

f act or - bi ndm@ &9’6?28?% 4 [ FL=gb: M52403. 1 gb: NM 001552. 1PC6’U%&!95794114.89907375.49
Upl. 62E- 04 AVW05159 ESTs, Moderately simlar 1to unnaned protein product

(H. sapi ens) 1.98038 0 4742315.48 Upl. 22E- 02 NM 0024 Hono sapi ens I\/Usashi
42( Dr osophi | a) hom)l 1 %I\/BI 1 MRNA.  PROD=Musashi ( Dr osophi Ia%5 honol og

| FL=gb: AB012851.°* 6882 NWB 5442147°0 466394 5817958 élefp & 0T A N 0031 Hono
sapi ens Spi - B 21ionenscyépieson faatuyr ( Spisost Bibibosee! abmslapiéroRIRRA for TRNA.

| PROD=Spi -B transcription factor (Spi 1PU. 1 rel ated) heh=8:ghdoOR8121. 1
2.73733 -0.308535.38 Upl. 36E-03 L41944Honp sapi ens |N§é?¢‘lé?t‘€)??3receptor
ifnar2-1 (splice variant |FNAR2-1) nRNA, conplete cd§ E Rt erferon
receptor | FL=gb: NM 000874.1 gh: L41944.1 O. 923781 3. 3 D4gbds Up2. 23E- 04
BE897866 ESTs 1.11884465 398568619%3.788)pUp3. 7309084 B@B&?Borﬁ&'ﬁsuer@ |r@u|ﬁ]u&383
2.375515. 14 Up7. 45E-03 L10374Human (cl one CTG M) WRRV\W@@qteféﬁ@@g 1.39667

0.9650495. 14 Up2. 75E- 03A1018174 ESTs 3.38515 - 1. 060888 G4 -Ih%) 31E- 02 NMm 1723
Hono sapi ens putative 68protein LG30 (G30), nRNA. ! Pg PulRLE Meingr ot ei n LG30
/ FL=0b: AY138548. 1 gb: NM_172368. 1 protein 6

/FL=gb:BC005007.1

gb:M62402.1

gb:BC003507.1
gb:NM_002178.1

0.451744 4.228949 13.71 Up 1.03E-03 NM_0013 Homo sapiens ectodermal
99 dysplasia 1, anhidrotic
(ED1), mRNA.

/PROD=ectodermal
dysplasia 1, anhidrotic
/FL=gb:AF060999.1
gb:NM _001399.1
gh:AF040628.1
gh:AF061189.1

-1.83238 1.938552 13.65 Up 1.15E-02 AI807197 ESTs

-2.85208 0.915477 13.62 Up 4.78E-03 Al423201 ESTs

-0.05814 3.703455 13.56 Up 3.59E-04 BF308645 KIAA1415 protein
-1.25995 2.496941 13.52 Up 7.42E-04 AK026607 Homo sapiens cDNA:

FLJ22954 fis, clone
KAT09813, highly similar
to AF010315 Homo
sapiens Pig11 (PIG11)

MRNA.
-1.42171 2.3129 13.31 Up 4.72E-04 NM_0050 Homo sapiens neuronal
10 cell adhesion molecule

(NRCAM), mRNA.
/PROD=neuronal cell
adhesion molecule
/FL=gb:AB002341.1
gb:NM_005010.1

2.593137 6.314378 13.19 Up 1.91E-04 NM_0018 Homo sapiens

73 carboxypeptidase E

(CPE), mRNA.
/PROD=carboxypeptidase
E precursor
/FL=gb:NM_001873.1

-2.15454 1.548754 13.03 Up 3.70E-02 NM_0120 Homo sapiens Friend of

82 GATA2 (FOG2), mRNA.

/PROD=Friend of GATA2
[FL=gb:NM_012082.2
gb:AF119334 1

-2.23424 1.463376 12.97 Up 3.45E-03 U22178  Human prostatic secretory
protein 57 mRNA,
complete cds.
/PROD=PSP57
/FL=gb:U22178.1
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3.409815 -1.9967242. 42 Down8. 38E- 04 NM 0165 Hono sapiens neuritin
88(L0051299), nRNA. PROD=neuritin | FL=gb: NM 016588. 1 gb: BCD02683. 1

gb: AF136631. 02982981 _ 0. 7549928. 79 Down3. 57E- 04 AL513FEFUSHOYPE3Barri er
famly 16 (nonocarboxylic acid transporters), nmenber 3 |FL=gb: UB1800.1 gh: NM
004207. 1 5.388254 0.59147727.8 Down4. 11E-135 NM 0042 Hono sapi ens sol ute
O7carrier famly 16 (npnocar box |ic acid trans orte er 3 (SLC16A3),
MRNA. / PROD=sol Y&*¢ar 18>t ani VUfG (m)nc?(?ﬁ'% kr’yf %orters) menber
3 | FL=gb: L181800. 1 gb: NM 004207.1 2. 306225 - 2. 244142&|__ Nmeé36]44E- 03 AMI4476
ESTs 1 2.306111 -1.9348318. 91 Down7. 20E- 04 A1632223 bypsvteati cal protein
DKFZp434F2322 3.992%3814.691273130448.487 Dovm16435f2‘EAVLI{H?§59A¥AB@(EF926tESSq‘$at% 0. 757197

-3.4079517. 94 Downd ,19E:03, AFzgf, pheBsseRb E8EAt or EPHA3
conpl ete form (Eﬁ’wﬁ Shle q%e cds.q. B%é@ rﬁf&i@ﬁ@ﬁ@é JEPHAB conpl ete
form 1FL=gb: NM 005233. 1 gb: N83941 1 gb: AF213459 1 0 IFORATON-BSOBR2515. 93

Downl. 27E- 02 AB033831 Hono sapi ens hSCDG- nRNA f or iseregins digf2dnRiy | ved growt h
factor, conplete cds. /PROD=spinal cord-derived gro th” SR YEF PSSy h: NM

016205. 1 gb: AB0338340 1, 4B5/AF0914R4),1 gb: ARBA4SAR odod 1oHPk36,:0. 52491815, 79
Downl. 36E-04 67613 ESTs 0. 942774 -2.9770115. 18 DownBoykdieniA AYRE?78 ESTS,

Weakly simlar to 6S51797 vasodil ator- stinmul ated phedpghieprreteetem ( H. sapi ens)
1.1136 -2.7315414.37 Downl. 61E-02 Z70519H. sapi ens FA%% RNA.
=polycythemia
rubra vera 1; cell
surfacereceptor

/FL=gb:NM_020406.1
gb:AF146747 1

3.042634 6.716272 12.76 Up 1.52E-04 NM_0054 Homo sapiens
42 eomesodermin (Xenopus
laevis) homolog (EOMES),
mRNA.

/PROD=eomesodermin
(Xenopus laevis) homolog
/FL=gb:AB031038.1
gb:NM_005442 1

0.279226 3.951227 12.75 Up 2.73E-04 AF278532 Homo sapiens beta-netrin
MRNA, complete cds.
/PROD=beta-netrin
/FL=gb:AF119916.1
gh:AF297711 .1
gb:NM 021229.1
gh:AF278532 1

1.071985 4.738394 12.7 Up 1.78E-04 NM_0045 Homo sapiens receptor

60 tyrosine kinase-like

orphan receptor 2
(ROR2), mRNA.
/PROD-=receptor tyrosine
kinase-like orphan
receptor 2
/FL=gb:M97639.1
ghb:NM_004560.1

2.839833 6.489379 12.55 Up 1.45E-04 AI078167 nuclear factor of kappa
light polypeptide gene
enhancer in B-cells
inhibitor, alpha
/FL=gb:NM_020529.1
gh:BC002601.1
gh:BC004983.1

gh:M69043.1
-0.28951 3.358536 12.54 Up 3.81E-04 NM_0183 Homo sapiens
88 hypothetical protein
FLJ11316 (FLJ11316),
mMRNA.

/PROD=hypothetical
protein FLJ11316
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MRNA for FAS soluble protein (clone FAS Exo4Del).

1. 389794 -2.4282914.1

/ PROD=t ype 2 neuropeptide Y receptor
2. 62025 -1.0400812. 64 Downl. 0O4E- 03 AA625683 ESTs 3.268087 -0.3214812. 04

I PROD=FAS sol ubl e protein

Downl. 11E- 02 B&X9869 ESTs 9 1.312148 -2.4232513. 32
Down5. 09E- 04Y93¥88#¢Junan type 2 neuropeptide Y recept o’ CHIYEHMS et e cds.

1FL=gb: U42766. 1 gb: U36269. 1 gb: U32500. 1

Downl. 86E- 04 AF345910 Honb sapi ens NYD- SP14 nRNA, coqplete cds. 1PROD=NYD- SP14

| FL=gb: AF345910.
3 6.777916 3. 231

abroediagh, b

1.92
05 Ul

Riincs

19kD-interacting protein 3 (BN P3) nRNA, conp
B 19kD-i nt eract i Ag'PPR ot- €093 | H-dly: AFOOZE@?Oﬂ

1. 143234 -2.3981811. 64 Down6. O1E- 04 BF437711

RO57 8
"D SApkaNkg

1838

nnlocaIC|n 1
'miinOV|rus E

B

| et e cdsydrokiPRRODP=BREkRpdenovi rus E
OKMHGG¢QQQBZmQBﬂU15174 1

s 2.

TRﬂ 1171611. 6

Down3. 57E- 04 NM 0051 Hono sapi ens carboni ¢ 8lanhydr age- bmwbmﬁygqle specific
(CA3), nRNA. PROD=car boni c anhydrase I

4.285883 0. 804812310p4 1725D¢an 31BIEP04 ALP3EF-87AG3¢AD
ki nasefruct ose-2, 6- bi phosphatase 4 5.023981 1.56770
0064 Homo sapi ens 72upregul ated by 1, 25- di hydroxyvi
| PROD=upregul ated by 1, 25-di hydroxyvitam n D-3 | FL= gmeMbQ&64%2 1 gb: S73591.1

| FL=gb: BCO0489i87 igp-ubivbO05181. 2

WP'@I@W@N&
i Cfggzﬁéwz 66E- 04 NM
MRNA.

. (VDUP1)

2.590871 -0.8327710. 73 Down2. 00E- 03 NM 0165 Honp sapiRERE=WBXBtidaso 69pr ot ein
MRNA. / PROD=TBX3-i so protein

(TBX3-1i so0),

-1.71673

1.192657

-1.18483

-2.33994
1.040647
-0.68921

0.631332

0.449933

-0.29145

-0.12863

-1.2534

-3.44338

1.894393

4.801382

2.411486

1.256182
4.635771
2.90298

4.218347

4.035966

3.291186

3.441776

2.309237

0.118393

12.22 Up

12.2 Up

12.09 Up

12.09 Up
12.08 Up
12.06 Up

12.02 Up

12.01 Up

11.98 Up

11.88 Up

11.82 Up

11.81 Up

1.15E-03 NM_0004

2.40E-04 NM_0246

4 .96E-03 BE551416

1.80E-02 AL134708
5.15E-04 AI348094
1.76E-04 NM_0165

2.78E-04 Al130705

20

41

46

1.08E-03 221533

protein
/FL=gb:AL136607.1
Homo sapiens Kell blood
group (KEL), mRNA.
/PROD=Kell blood group
antigen
/FL=gh:BC003135.1
gb:NM_000420.1

Homo sapiens
hypothetical protein
FLJ12838 (FLJ12838),
MRNA.
/PROD=hypothetical
protein FLJ12838
/FL=gb:NM_024641.1
ESTs, Weakly similar to
KIAA1330 protein
(H.sapiens)

ESTs

KIAAQ882 protein

Homo sapiens
complement C1r-like
proteinase precursor,
(LOC51279), mRNA.
/PROD=complement C1r-
like proteinase precursor,
/FL=gb:AF178985.1
gb:NM_016546.1

ESTs, Weakly similar to
A46302 PTB-associated
splicing factor, long form
(H.sapiens)

H.sapiens HEX gene
encoding homeobox
related protein.
/PROD=homeobox related
protein

1.87E-03 Al197932 ESTs
9.23E-04 AV699825 Homo sapiens cDNA

FLJ13221 fis, clone
NT2RP4002075

1.91E-03 AW16772 ESTs

7

5.12E-04 AlI336920 ESTs, Weakly similar to
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| FL=gb: NM 016569. 1 gb: AF216750.1 2. 332751 - 1. 0798310. 65 Down2. 06E- 02 NM 0000
Hono sapi ens cyclin- 77dependent kinase inhibitor 2A (nel anony, inhibits
CDK4) ( CDKN2AP 2UHiRASS / PROD=cycl i ndependent ki nase i nhi B)FtTBJtSZ%ﬂO{)?@l anoma, p16,
i nhi bits CDK4) | FL=gb: NM 000077.1 gb:L27211.1 1.577138 -1.8338910. 64

Down3. 70E- 03 ML5329Human interl eukin 1-al pha (I1LIA) nRNA, conplete eds.

| PROD=i nteri eukin 1- al pha /FL=gb: ML5329. 1 0.831091 -2.5762310. 61 Downl. 77E- 02
NM 1530 Hormp sapi ens 36hypot hetical protein FLJ32239 (ﬁ—fﬁl PreeRRNA,

| FL=gb: NM 153036.1%4537 36812¢ - 1. 0484410. 55 Revwn2wE3& %ot fré@f Honp sapi ens

c DNA: 4.927935 1.558948 10. 33 Down 2.951696 80. 341592908 Down -0.42962

-3.66853 9.44 Down 3.030236 -0, 19682 9.36 Down 4. 528627 NM3%3013.1
-1.28224 227746 11.79 Up 4.88E-04 NM 0055 Homo sapiens LIM

68 homeobox protein 1
(LHX1), mRNA.
/PROD=LIM homeobox

protein 1
/FL=gb:NM_005568.1
gb:U14755.1
-1.28314 2.272713 11.76 Up 1.08E-02 NM_0018 Homo sapiens cartilage
84 linking protein 1 (CRTL1),

mRNA. /PROD=cartilage
linking protein 1
[FL=gb:NM_001884.1

gb:U43328.1
0.085832 3.636571 11.72 Up 5.91E-04 AA639753 ESTs
-0.41626 3.117859 11.58 Up 4 87E-04 BF110534 ESTs
0.134434 3.659063 11.51 Up 4 41E-04 AVT758821 ESTs, Weakly similar to

Z132_HUMAN ZINC
FINGER PROTEIN 13

(H.sapiens)
-0.13959 3.371263 11.4 Up 1.78E-04 BG10985 Homo sapiens clone
5 TUAS8 Cri-du-chat region
MRNA
-0.21951 3.281608 11.32 Up 4 .51E-04 AL575177 noggin
/FL=gb:NM_005450.1
1.470971 4.963113 11.25 Up 1.58E-04 NM 0228 Homo sapiens porcupine
25 (MG61), mRNA.

/PROD=porcupine
[FL=gbh:AF317059.1
gb:AF317058.1
gb:NM_022825.1

-1.77455 1.705193 11.16 Up 9.89E-03 AF140507 Homo sapiens
Ca2+calmodulin-
dependent protein kinase
kinase beta (CAMKKB)
mRNA, complete cds.
/PROD=Ca2+calmodulin-
dependent protein kinase
kinasebeta
[FL=gb:AF140507 .1

-0.63867 2.838534 11.14 Up 1.33E-04 BF508948 phorbolin-like protein
MDS019

1.372194 4.848723 11.13 Up 2.69E-04 Al677701 ESTs, Weakly similar to
$38383 SEB4B protein
(H.sapiens)

2.377335 5.850689 11.11 Up 3.11E-04 NM 0053 Homo sapiens hyaluronan

28 synthase 2 (HAS2),

MRNA.
/PROD=hyaluronan
synthase 2
[FL=gb:U54804.1
gb:NM_005328.1

0.244521 3.706479 11.02 Up 1.54E-04 AF190725 Homo sapiens beta-site
APP cleaving enzyme
(BACE) mRNA, complete
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9.12 Down 2.660133 -0.51613 9.04 Down 2.422113 -0.74259 8.97 Down 3.806044
0.684261 8.7 Down 3.953402 0.872354 8.46 Down 3.437271 0.406885 8.17 Down
2.469646 -0.%33WY1BYF> Down 4. 255531 1.305501 7. 73 Down POE{USPIABHIME 5 | one
HRC09679, highly simlar to AF059516 Honp sapiens tolloid-like 2 protein

(TLL2) nRNA. 6. 84E-04 J05008 Honmp sapi ens endot helinl (EDNl1) gene, conplete
cds | FL=gb: NM 001955. 1 5. 52E- 04 AB019562 Honp sapiengdslPR D%égg%ssed only in
pl acental vl U, clone SVMAP41. : Pl

1.790331

4.897427

2.000419

2.75017

3.862686

0.144221

3.77776

0.99752

3.409815

0.757197

5.251922

5.049671

BOADAAYR
T AREGYE

-0.40571

-2.84891

-1.94826

-0.73843

-4.24111

-0.50822

-3.16289

-0.56562

-3.1394

11.02 Up

10.98 Up

AR SRS T e
18,88 Up

39.48 Down

28.83 Down

25.96 Down

24.27 Down

20.9 Down
19.51 Down

17.88 Down

15.73 Down

14.89 Down

3.68E-04 AA775681

7.29E-04 BE502982

&MY SN RN A A
SR NM G54

54

5.51E-03 R06655
3.77E-03 NM_0312

72

1.63E-04 NM_0148
51

7.42E-04 NM_0071
15

APP cleaving enzyme
/FL=gb:AF200343.1
gb:AF204943.1
gb:AF190725.1
gb:AF201468.1
gb:NM_012104.1
hypothetical protein
FLJ23091

ESTs

ESTs, Moderately similar
to AF078844 1 hqp0376
protein (H.sapiens)
Homo sapiens testis
expressed sequence 14
(TEX14), mRNA.
/PROD=testis expressed
sequence 14

/FL=gb:NM 031272.1
Homo sapiens KIAA0469
gene product (KIAAD469),
mRNA. /PROD=KIAA0469
gene product
/FL=gb:AB007938.1
gh:NM_014851.1

Homo sapiens tumor
necrosis factor, alpha-
induced protein 6
(TNFAIP6), mMRNA.
/PROD=tumor necrosis
factor, alpha-induced
protein 6
/FL=gb:NM_007115.1

1.35E-02 BC028359 Homo sapiens, clone

IMAGE:4828836, mRNA.

1.45E-04 BU729850 hypothetical protein

1.40E-02 AB046400

3.09E-04 NM_0165

88

1.40E-03 AF213459

315

LOC153469

Homo sapiens mRNA for
SCCA2b, complete cds.
/PROD=SCCA2b
/FL=gb:AB046400.1
Homo sapiens neuritin
(LOC51299), mRNA.
/PROD=neuritin
/[FL=gb:NM_016588.1
gb:BC002683.1
gb:AF136631.1

Homo sapiens ephrin
receptor EPHA3 complete
form (EPHA3) mRNA,
complete cds.
/PROD=ephrin receptor
EPHA3 complete form



3. 14E- 02 D28364 Human nRNA for annexin |1, 5UTR (sequence fromthe 5cap to the
start codon). 3.06E-04 AA812232 upregul ated by 1, 25- di hydroxyvitamn D3

/ FL=gb: NM 00¥3#¥1324¢}- 873591. 1 1. 86E- 04 NM 0031 Honmp sapénS2B¥etid$ni ocal cin 1
(STC1), nRNA. /PROD=stanniocalcin 1 |FL=gb: U25997. 1 gb: NM 003155. 1 gb: U46768. 1
3.37E-05 AF277174 Hono sapi ens PNAS-137 nRNA, conpl ete cds. /PROD=PNAS- 137

| FL=gb: AF277174.1 6.51E- 03 AL544576 ESTs 3. 17E-04 AV734646 DNA segnment on
chronmosonme X (unique) 9928 expressed sequence 1. 12EY6E$KA§W%8'1HOWD sapi ens,
chrompsone 1 open reading frane 12, clone MGC: 12484, gkiMsssgonpl et e cds.
PROD=chr onpsone 0l38tgsen-3reetdi ng14.41a0wen 12 | 22REOHNAR2767 Hdte shrigls: NM 022051. 1

gb: AF229245. 1 gb: BC005369. 1 1. 28E-04 AB029025 #ono saypriesisa pARRIA f or Kl AA1102
protein, partial cds. |IPROD=KIAA1102 protein 1.95E- 0%&’[3%@%@7“@%@!@; Hi ghly
simlar to 1011297A transferrin receptor (H sapiens) pkod2EpdidAF096296 Honmo
sapiens thym c stroma chenokine-1 precursor, nRNA comphétlowes. / PROD=t hym c
st roma chenoki ne- 197pgecursor 113 609384 -1.3385 7. 72 DoywrNy 83771 2. 475735

7 37 Down 4. 055@% 1%&:3;23 .77 Down 1.32E-04 AI393930 ESTs

5193 13.59 Down 1.31E-02 Al659927 Homo sapiens cDNA:
FLJ22547 fis, clone
HSI100356
5.303843 1.677393 12.35 Down 4 87E-04 Al129626 ESTs
1.10782 -2.42265 11.56 Down 1.71E-02 BC029425 Homo sapiens, Similar to

KIAA1275 protein, clone
IMAGE:4616553, mRNA.

2.28595 -1.22933 11.43 Down 1.44E-03 BE504838 ESTs
2514693 -0.98766 11.33 Down 3.64E-04 NM_1450 Homo sapiens
32 hypothetical protein
MGC21636 (MGC21636),
mMRNA.

[FL=gb:BC020572.1
gb:NM_145032.2

2.982965 -0.50149 11.19 Down 1.41E-03 AK026829 Homo sapiens cDNA:
FLJ23176 fis, clone
LNG10452.

2.350127 -1.0564 10.6 Down 4 33E-04 AK026106 Homo sapiens cDNA:

FLJ22453 fis, clone
HRC09679, highly similar
to AF059516 Homo
sapiens tolloid-like 2
protein (TLL2) mRNA.

1.892794 -1.50555 10.54 Down 5.19E-03 AL138349 KIAAQ367 protein
1.357098 -1.99222 10.19 Down 1.15E-02 AW02642 Homo sapiens mRNA;
6 cDNA DKFZp761J1324
(from clone
DKFZp761J1324)
0.860464 -2.46893 10.05 Down 1.07E-02 NM_0030 Homo sapiens
07 semenogelin | (SEMG1),
mRNA.

/PROD=semenogelin |
/FL=gb:J04440.1
gb:NM_003007.1

4.308564 0.981775 10.03 Down 2.66E-04 NM_1719 Homo sapiens sal-like 3

99 (Drosophila) (SALL3),

mRNA. /PROD=sal-like 3
/FL=gb:NM_171999.1

0.857744 -2.42855 9.76 Down 3.75E-02 AB085901 Homo sapiens DBL mRNA
for DBL proto-oncogene
splicing variant 1,
complete cds.
/PROD=DBL proto-
oncogene splicing variant
1 /FL=gb:AB085901.1

3.947271 0.673296 9.67 Down 6.85E-03 AlI928035 ESTs
4847114  1.59891 9.5 Down 3.74E-03 NM_0064 Homo sapiens lung type-I
74 cell membrane-associated
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7.36 Down 4.782763 1.926881 7.24 Down 4.749034 1.911794 7.15 Down 4.501184
1.674786 7.09 Down 4.103964 1.279587 7.08 Down 5.294065 2.498324 6.94 Down
6.179917 3. MAWY1IBYG Down | F L=gb: AF142434. 1 gb: AF096F88/UB2YH4g824601. 1
gb: AB010447.1 gb: NM 006072. 1 3.57E-04 BC005961 Hono sapi ens, parathyroid

hor nmone-1i ke hornone, clone M3C: 14611, nRNA, conpl ete cds. /PROD=parathyroid
hor none- | i ke hornone ! FL=gb: BCO05961. 1 2. 39E- 04 W02036 ESTs 1. 54E-04 AK026815

. ) glycoprotein (T1A-2),
Hono sapi ens cDNA: transcript variant 2,

MRNA. /PROD=lung type-
| cell membrane-
associatedglycoprotein,
isoform 2 precursor
/FL=gb:NM_006474.1
gb:AF(030428.1

4.796495 1.557748 9.44 Down 1.32E-04 AI653107 ESTs
4.952105 1.726419 9.35 Down 1.09E-03 BG16436 microtubule-associated
5 protein 1B
/FL=gb:NM_005909.1
5.398488 2.236155 8.95 Down 2.40E-04 NM_0011 Homo sapiens alpha-
34 fetoprotein (AFP), mRNA.
/PROD=alpha-fetoprotein
/FL=gb:NM_001134.1
gb:J00077.1
1.360363 -1.7842 8.84 Down 7.29E-03 BM47903 Homo sapiens, clone
4 IMAGE:5301169, mRNA
2.336954 -0.80072 8.8 Down 5.07E-02 Al632259 ESTs
4788115 1.679617 8.62 Down 1.42E-04 AW01474 ESTs
3
3.094055 -0.00508 8.57 Down 1.58E-04 AW188139 tumor necrosis factor,
8 alpha-induced protein 6
/[FL=gb:NM_007115.1
3.380359 0.288493 8.53 Down 1.58E-04 AlI553933 solute carrier family 30
(zinc transporter), member
1
6.568635 3.486111 8.47 Down 3.77E-04 AL031602 Human DNA sequence
from clone RP5-1174N9
on chromosome 1p34.1-
35.3. Contains the gene
for a novel protein with
IBR domain, a (pseudo?)
gene for a novel protein
similar to MT1E
(metallothionein 1E
(functional)), ESTs, STSs,
GSSs and two putative
Cp...
2.79562 -0.27455 8.4 Down 6.95E-04 NM 0245 Homo sapiens
82 hypothetical protein
FLJ23056 (FLJ23056),
MRNA.
/PROD=hypothetical
protein FLJ23056
/FL=gb:NM 024582.1
4507212 1.466775 8.23 Down 1.45E-04 AW19694 ESTs
0
1.349693 -1.67509 8.14 Down 2.76E-04 Al963083 ESTs
3.19487 0.179371 8.09 Down 2.85E-03 NM_1735 Homo sapiens
53 hypothetical protein
FLJ25801 (FLJ25801),
MRNA.
{FL=gb:NM_173553.1
5.650767 2.645343 8.03 Down 1.24E-03 NM_0020 Homo sapiens fibroblast

06
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growth factor 2 (basic)
(FGF2), mRNA.
/{PROD=fibroblast growth



FLJ23162 fis, clone LNG9734. 2.56E-04 NM 0041 Hono sapi ens
99procol | agen-proline, 2- oxoglutarate 4- di oxygenase (proline 4- hydroxy

| ase), al phd¥P3IYPEHE de 11 (P4HA2), nRNA. | PROD=pr ocol IP&etSpiaP41e,

2- oxogl ut ar at e4- di oxygenase (proline 4- hydroxy |ase), al pha polypeptidell IF
L=gb: NM 004199. 1 gh: U904 6. 01E-04 NM 0021 Hono sapi ens 3-hydroxy-

303-net hyl gl utaryl - Coenzyne A synthase 1 (sol uble) gHI\/GC81 MRNA.  1PROD=3-
hydr oxy- 3- et hyl g | ut aryl Coenzyne A synt hase 1(sol ublliétféfﬁ,fﬁsﬁ%&ghNM 002130. 1
gb: L25798. 1 gb: BC000297. 1 3. 37E-05 AKO000162 Honmp sapyemsre6dNA FLJ20155 fi s,

cl one COLO8754, di1gdeByo.®04m4| ar 1.9 DAGSA ECOUE-OANDEDYL- BORNEYME induliS¥MNTHETASE.

1. 86E-04 AA579773 ESTs 3. 17E-04 AF279899 Hono ¥api engsspians-'INSMhRNA, conpl ete
cds. / PROD=PNAS- 145 | FL=gb: UC3105. 1 gb: NM 006813. 1 gﬁ,%%gizs%gh 9,1 2.56E-04 NM
0001 Honmo sapi ens glucan 58(1, 4-al pha-). branchi ng eB&ydedk ?gfycogen

branchi ng enzyne. Andersen di sease, glycogen storagé&lLehibswagrigype |V) (GBEL),
mMRNA. | PROD=gl ucan Z&I%/I 4- a[%ha), br anchi n enz%;me 1%!9 MBPIER br anchi ng enzyne)

| FL=gb: L07956. 1 gB°Xm b06¥58. 1 88272 128507 WoE-04 NM 0025 Honp
sapiens natriuretic 2lpeptide precursor B (NPPB), nRiyssd) —natriuretic
pepti de precursor B ! FL=9b: NM 002521. 1 gb: M25296. 1 1/FRDPDt6®mbckpcod2d146. 58
Down2. 88E- 03 J03580Human, parathyroid-1ike protein (&43s0¢iae®@d7\With hunoral

hyper cal cem a of Lgr ) nconpl ete_cds. . lEL= ﬁiﬁ% } 0. 031255
_2.683236. 56 Dom%z?.%féébgbg&ﬁu 14;2@2?6“” o 1322%?551@3%6&@9%@ s ﬁ%&]ﬂi@, cl one
NT2NE2008785, weakly simlar to ANTERSPECI FI C PROLI NERn@Qohd”ROTEI N APG.
5.252439 2.5402236.55 Downl. 93E—A%4D NM 0015 Honp sagi ERZrt MR BN- | | ke

4.143011 1.250592 7. owh — 8.26E-04 AW66495 Homo sapiens mRNA;
3 cDNA DKFZp434P1115
(from clone
DKFZp434P1115); partial
cds
4.012773 1.121978 7.42 Down 1.58E-04 NM 0062 Homo sapiens splicing
75 factor, arginineserine-rich

6 (SFRS6), mRNA.
/PROD-=splicing factor,
arginineserine-rich 6
/FL=gb:U30883.1
gb:NM_006275.1

4.178686 1.291693 7.4 Down 1.22E-03 NM_0032 Homo sapiens tissue

56 inhibitor of

metalloproteinase 4
(TIMP4), mRNA.
/PROD-=tissue inhibitor of
metalloproteinase
4precursor
/FL=gb:NM 003256.1
gh:U76456.1

1.179422 -1.69499 7.33 Down 7.84E-03 N21096  ESTs

4.39721 1.545243 7.22 Down 1.25E-02 NM_0180 Homo sapiens
63 hypothetical protein

FLJ10339 (FLJ10339),
mRNA.
/PROD=hypothetical
protein FLJ10339
/FL=gb:NM_018063.1

1.200505 -1.65141 7.22 Down 2.22E-04 AI939511 ESTs
2.763752 -0.07502 7.15 Down 1.05E-02 Al078169 Homo sapiens cDNA:
FLJ23176 fis, clone
LNG10452
2.456617 -0.3811 7.15 Down 1.10E-03 AW27401 ESTs
8
3.806044 0.973798 7.12 Down 3.11E-04 AV734646 DNA segment on

chromosome X (unique)
9928 expressed sequence
1.05854  -1.7603 7.06 Down 1.28E-02 AI703321 wingless-type MMTV
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53growm h factor binding protein 7 (1 GFBP7), nmRNA. PROD=i nsulinlike growh
factor bindin rotein 7 | FL=gb: NM 001553. 1 gb:1L19182.1 1.58166 -1.129256.55
Down3. 72E- 0V 189¢ Hono sapiens fer-1 |ike protein 3PCERRIEI41HENA,
conplete cds. IPROD=fer-1 like protein 3 L=gb: AF207990.1 3. 732985 1.0225276.55
Down8. 08E- 04 A1459194 early growt h response 1 6.1137 3.4111766.51 Down2. 56E- 04
NM 0015 Honop sapiens insulin-like 53growth factor binding Rr otein 7 (1 GFBP7),
MRNA. ! PROD=i nsul inlike growth factor binding protei ﬁteez;a‘fogp\'te:fad“"ﬁ: N M 001553. 1

e

gb: L19182. 1 4. 5(/2dsd2 1o $b608966. A doamnl. Bse OANM\YID B8 Ao apdis whgié£0179

0. 0949426. 39 Down 4.633038 1.9835526.27 Down 0927. 20EPMAROER4En Hono sapi ens
cDNA FLJ20338 fis, clone HEP12179. 5.56E-04 NM 0169 Pisianisagmesiss NADPH 31

oxi dase 4 (NOX4), nRNA. PROD=NADPH oxi dase 4 |FL:gb:%}§g§i\§n i, Qb NM 016931. 1
gb: AF254621. 1 gb: AB041035. 1 5. 099016 2.4505756. 27 Doy Bk sM 0181 Hormo
sapi ens 92hypot hetical protein FLJ10718 (FLJ10718), rRiNAmenibPRBD=hypot heti cal
protein FLJ10718 | FL=gb: NM 018192. 1 3.41866 0. 7725166128 M¥HI205E- 03 AAL49250
ESTs, Weakly i g, t 00 WM RAT: WMV PRQTELN,BREEURRGEL R NATYegi cus)

integration site family,

member 5A
0.951905 -1.82311 6.84 Down 3.46E-02 NM_0030 Homo sapiens SWISNF
70 related, matrix associated,

actin dependent regulator
of chromatin, subfamily a,
member 2 (SMARCA2),
mMRNA. /PROD=SWISNF
related, matrix associated,
actindependent regulator
of chromatin, subfamily a,
member 2
/FL=gb:NM_003070.1 gb

4.715355 1.945181 6.82 Down 5.10E-04 AA788946 ESTs, Moderately similar
to CA1C RAT COLLAGEN
ALPHA 1(XII) CHAIN
(R.norvegicus)

2967768 0.209555 6.77 Down 2.08E-03 AL121753 Human DNA sequence
from clone RP4-61404 on
chromosome 20q11.1-12
Contains the 3 part of the
MMP24 (matrix
metalloproteinase 24
(membrane-inserted))
gene, the ITGB4BP
(integrin beta 4 binding
protein) gene, the 3 end of
a novel gene, the 3 end
o...

3.932141 1.175689 6.76 Down 9.73E-04 NM_0044 Homo sapiens growth

90 factor receptor-bound
protein 14 (GRB14),
MRNA. /PROD=growth
factor receptor-bound
protein 14
/FL=gb:L76687 .1
gb:NM_004490.1

1.515893 -1.22358 6.68 Down 3.73E-04 AF146343 Homo sapiens CYP7A
promoter binding factor
(CPF) mRNA, complete
cds. /PROD=CYP7A
promoter binding factor
/FL=gb:NM_003822.1
gb:AF146343.1
gb:U80251.1

1.264681 -1.46804 6.65 Down 9.80E-03 BF724558 ESTs, Moderately similar
to ALU8 HUMAN ALU
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4.506475 1.8913436.13 Down2. 83E- 04 A1300520 stanniocalcin 1 /FL=gb: U25997.1

gb: NM 003155. 1 gb: U46768. 1 0. 060743 -2.535056. 05 Down3. 08E-02 NM 0147 Hono

sapi ens zi ncw?iz‘gfé/é?z‘)@Shoneobox 1B (ZFHX1B), nRNA. 1PROD=ZAS YB3 honeobox 1B
| FL=gb: NM 014795. 1 gb: ABO11141.1 1.470435 -1 .1 18456.02 Downl. O4E- 03
L49506Honmo sapiens cyclin & nRNA, conplete cds. 1PROD=cyclin &

I FL=gb: L49506. 1 7.564809 4.9924435. 95 Down2. 36E- 04 3248 Human nephropontin
nRNA, conpl ete cds. /PROD=nephropontin | FL=gb: N83248328F@£%g 3 0. 950495. 89
Down3. 89E- 04 AK027231 Honp sapi ens cDNA: FLJ23578 f iconTAMIOAeoN-NG12709.

3. 543738 0.9876555. 88 Down4. 67E- 04 NM 0019 Honp sapi @AgNeisdorRel i n 551 ( EDN1),
MRNA. / PROD=endot helin 1 | FL=gb: NM 001955.01 0, 279226 (Hepiggn 745 75 Down3. 73E- 02

AF278532 Honp s 17’%% E@ggﬁsnet r§: BgmA cé%é % ! gz‘g ESYs -netrin

| FL=gb: AF119916.83?29 :%A 711. 1 °§b KM 021 18 ﬁgﬁé:(iﬁ iﬁﬁ%ﬁﬁ?&wm
-0.724545. 64 Downl. 63E- 03 B1254089 Hono sapi ens full (floergtdh i nsert cDNA cl one
ZD50E03 5. 450694 2.9580355. 63 Downl. 84E- 04 AF095771 P8my43aisPens PTH

responsi ve osteosarcona Bl protein (Bl) nRNA. conpl ef { E_Tsc.ds'he.ca
1PROD=PTH- r esponsi ve osteosarcona Bl protein ! FL=gb: @ Bhﬁpii b 648874

0. 1665585. 59 Downl. 84E- 04 AW0753 Human insulin-1i ke /rgegpattse@Bact or bi ndi ng
protein 5 (1 GFBPSP83¢RNAGA0M 2073858034 (031255683 DBirsl. 95Ean@4ladpint@e36 Hono

; ; [ alpha-1 precursor
sapi ens basic helix (COL12A1) MRNA.

/PROD=collagen type XII

alpha-1

/[FL=gh:NM 004370.3
5.13621 2.424893 6.55 Down 1.22E-03 BC013944 Homo sapiens, Similar to

myosin, heavy polypeptide

7, cardiac muscle, beta,

clone IMAGE:4064393,

mRNA.
2.316204 -0.37946 6.48 Down 4.62E-03 R21486  sal (Drosophila)-like 3
490146  2.20907 6.46 Down 2.13E-03 AB037813 Homo sapiens mRNA for

KIAA1392 protein, partial
cds. /PROD=KIAA1392

protein

3.863484 1.1739 6.45 Down 2.04E-04 BE552428 hypothetical protein
PRO2176

2.11536 -0.56359 6.4 Down 2.50E-04 Al919519 ESTs

7149479 4474262 6.39 Down 4 95E-04 M10943  Human metallothionein-If
gene (hMT-If)

7.360687 4.694371 6.35 Down 4.22E-04 BF217861 metallothionein 1E
(functional)

5.343502 2.678631 6.34 Down 1.35E-02 Al685060 caldesmon 1

JFL=gb:M64110.1
gb:NM_004342 .2

7.144308 4.501103 6.25 Down 7.42E-04 BF246115 RNA helicase-related
protein
1.075159  -1.5631 6.23 Down 4.27E-02 J03580 Human, parathyroid-like

protein (associated with
humoral hypercalcemia of
malignancy) mRNA,
complete cds.
/FL=gb:J03580.1

1.640803 -0.9861 6.18 Down 3.01E-03 BC042832 Homo sapiens, clone
IMAGE:5314747, mRNA.
1.012356 -1.60426 6.13 Down 5.10E-04 BC036731 Homo sapiens, Similar to

KIAA0441 gene product,
clone MGC:45124
IMAGE:5578893, mRNA,
complete cds.
/PROD=Similar to
KIAA0441 gene product
/FL=gb:BC036731.1
2.64743 0.040287 6.09 Down 2.48E-03 Al702438 ESTs
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WD 20091132063PClI | US2009/ 041348 1. 659275 -0. 81556 5.56 Down 3. 334996 0.86328
5.55 Down 2.886643 0.429864 5.49 Down 5.319714 2.870709 5.46 Down 5.398488

2. 949509 5. M0 BYMA3243904705 1.46154 5.44 Down 2.001263 PCO/A18AYE3485 Down

70l oop- hel i x dormai n containing, class B, 2 (BHLHB2), nRNA

| PROD=clifferentiated enbryo chondrocyte expressed genel ! FL=gbh: AB004066. 1

gb: NM 003670. 1 62.3518E- 0?6 %116895HumaDn I ysyl1 qui dasem%LO ene. exon 7 8.21E-04
R40917 phosphodi®éter ade®4D, cAMP-SfRci fi'®'Fdunde®’(Df @%@‘@ﬁ%}“ggﬁ@ml og

14.3 Contains part of
COL12A1 (collagen, type
XIllI, alpha 1) gene and
STSs

1.840613 -0.75086 6.03 Down 1.02E-02 AI949760 ESTs, Weakly similar to
unnamed protein product
(H.sapiens)

4.229884 1.643039 6.01 Down 1.12E-02 BC032716 Homo sapiens, clone
MGC:45425
IMAGE:5518697, mRNA,
complete cds.
/PROD=Unknown (protein

for MGC:45425)
/FL=gb:BC032716.1
1.041771 -1.52819 5.94 Down 2.75E-02 Al798863 ESTs
5.715937 3.148402 5.93 Down 1.89E-04 U85658 Human transcription factor

ERF-1 mRNA, complete
cds. /PROD=ERF-1
/FL=gb:NM_003222.1

gb:U85658.1
1.546166 -1.02082 5.93 Down 1.96E-03 NM_0031 Homo sapiens tachykinin,
82 precursor 1 (substance K,

substance P, neurokinin 1,
neurokinin 2, neuromedin
L, neurokinin alpha,
neuropeptide
K,neuropeptide gamma)
(TACH1), transcript variant
beta, mMRNA.
/PROD=tachykinin 2
precursor, isoform beta

/FL=gb:U3
0.170617  -2.3896 5.9 Down 2.62E-02 Al760495 ESTs
2.262799 -0.29226 5.88 Down 543E-03 AV725365 SWISNF related, matrix

associated, actin
dependent regulator of
chromatin, subfamily a,

member 2
/FL=gb:NM_003070.1
gh:D26155.1

2.256527 -0.29339 5.86 Down 9.65E-05 T68445 ESTs

3.280973 0.732773 5.85 Down 8.36E-03 AL139377 Human DNA sequence

from clone RP11-251J8
on chromosome 13
Contains ESTs, STSs,
GSSs and a CpG island.
Contains two novel genes
with two isoforms each
and the KIAA0610 gene
with two isoforms

2.396883 -0.14976 5.84 Down 9.07E-04 NM_0004 Homo sapiens laminin,
26 alpha 2 (merosin,
congenital muscular
dystrophy) (LAMA2),

MRNA. /PROD=laminin
alpha 2 subunit precursor
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gb: NM 006203. 1 gb: UO2882. 1 1. 63E-03 NM 0220 Honp sapi ens G protein- 36coupl ed

receptor, fam Ia/ C, groups, nmenber C (GPRC5C), transcript variant 1, nRNA

| PROD=G pr ot%¥? Al¢dt#B%ed receptor, famly C, group 5, menB&’UE2MYLEEr m a,

precursor | FL=gb: AF207989. 1 gb: NM 022036.1 1. 84E-04 AL117352 Hurman DNA

sequence from cl one RP5-876810 on chronosonme 1q42.12- 43. Contains the 3 end

Sf ht ge GNPAT gene for gl yceronfaphosphate 0- acyltran§th§rb_zri\lsN§&0 4I13I2§A1\PAT],c DAPAT, I
i hydr oxyacet one p acy sfera | : o ene for a nove

protei... 3. 37E-40§%§A_%%%‘%1Hormé'gs“gd%f“xens ?BEE& ?%Otlgﬁ,fzﬁf%mszéﬁg&, TRNA.

/ PROCD=al pha-fetoprotein /FL=gb: NM 001134. 1 gb: JO0077 (IkFdrs8ddas24 NM 0070 Hono

sapiens a 38disintegrin-like and netal |l oprotease (repRfysin type) wth

t hronbospondin type 1 notif. 5 (aggrecanase-2) (ADAMﬁote. TD’?W.X QS%ﬂ?CD:a

di sintegrin and netal | oprotease w ththronbospondin mgi_L bSMPoRHBAr Opr ot ei n

| FL=gb: NM 007038.6k4agb: AR24209 25 80kw03 ULGII682 Munmss sibraduabiasal cin mMRNA,

conpl ete cds. /PROD=stanni ocal ci n /FL=gb: U25994% 1 gbhM@03086n1 gb: U46768. 1

5.095598 2.6799845. 34 Down3. 06F- 04 NM 0055 Horo sapi En$>FnStl*P#42i nduced gene

1 (INSIGL), nRNA. !PROD=insulin induced gene 1 /FL=gE£:L_ INROPR442.11 0. 899011

-1.488445. 23 Dowrpfs+shdE-2033a5IM 0028 ddend S ayri1ensNpaoadt Ryhddapiend0hor none- | i ke

hor none (PTHLH), nRNA. 1PROD=par at hyroi d hor noffe- | i kérdngesredie 1/ FL=gb: J03802. 1

gb: NM 002820. 1 2.933166 0.5468595. 23 Downl. 54E- 04 NMIERY Miifo sapiens |i poma

80HMA C fusi on partner IFL=gb:NM 003226_1

7.424722 4894249 5.78 Down 3.11E-04 AF333388 Homo sapiens
metallothionein 1H-like
protein mMRNA, complete
cds.
/PROD=metallothionein
1H-like protein
/FL=gh:AF333388.1

3.368771 0.840887 5.77 Down 1.30E-04 BE502594 ESTs
0.899011 -1.62659 5.76 Down 2.54E-02 NM_0028 Homo sapiens parathyroid
20 hormone-like hormone

(PTHLH), mRNA.
/PROD=parathyroid
hormone-like hormone
/FL=gb:J03802.1
gb:NM_002820.1
2.626097 0.101116 5.76 Down 2.74E-03 NM_0011 Homo sapiens ankyrin 3,
49 node of Ranvier (ankyrin
G) (ANK3), transcript
variant 2, mRNA.
/PROD=ankyrin 3, isoform
2 /[FL=gb:NM_001149.1

gb:U43965.1
0.424388 -2.09844 5.75 Down 2.63E-02 NM 0024 Homo sapiens myelin
33 oligodendrocyte

glycoprotein (MOG),
mRNA. /PROD=myelin
oligodendrocyte
glycoprotein
/FL=gb:U18798.1

gb:U64564 .1
gb:NM_002433.1
2572851 0.057742 5.72 Down 1.48E-03 AW59256 KIAA0455 gene product
3
7.768254 5.269899 5.65 Down 2.22E-04 NM_0059 Homo sapiens
53 metallothionein 2A
(MT2A), mRNA.
/PROD=metallothionein
2A /FL=gh:NM_005953.1
2.883717 0.391944 5.62 Down 1.29E-03 NM_0012 Homo sapiens carbonyl
36 reductase 3 (CBR3),

mRNA. /PROD=carbonyl
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(LHFP), mRNA

' PROD=I i pora HM3E C fusion partner
gb: AF098807. 1 2.454314 0. 0800535. 18 Down3. 37E-05 NM 0132 Honp sapi ens
fibronectin WAPWAEIAE rich transnenbrane protein 3 (FLRPSJUS

| FL=gb: NM 005780. 1

1348

/ PROD=fi bronectin | eucine rich transnmenbrane protein3 | FL=gb: AF169677.1 gb: NM
013281.1 4.981033 2.6260985.12 Downl. 14E- 03 NM 0006 Honp sapi ens serine (or

02cystei ne) proteinase inhibitor,
1 (SERPI NE1),

i nhibitor type 1),
pr ot ei nase i nhi bitor,

menbe 5.209052 2.8570215. 11 Down2. 66E- 04 Al754404
oxogl utarate 5- @i3eiygdiaxe (| yxiaRewhyd reply03 %i'?‘sé’?mzHPrFD

menber

cl adeE (nexin,

cl ade E (nexin,

MRNA. 1PRCD:
pl asm nogen act

gh: U84573.1 7.251816 4.9212295. 03 Down5. 18E- 04°"NM 00

00( ANXAL) ,
30 hr

1.578748

5.295204

5.817948

0.915911
3.557525
2.055951

1.657973

4.154511
5.041032
3.795526

4.294951
1.677862

5.43052

2.056044

MRNA. 1PROD=annexi n |
DE stage vs EXPR ES 01-

-0.89916

2.822156

3.354828

-1.54553
1.099544
-0.39628

-0.79412

1.702833

2.594003

1.350041

1.865106
-0.74993

3.00534

-0.36367

pl asm no

pr ocaBobsEgen- |
el SlﬁarN’nM 000935. 1

ec"gi %ﬁens annexin Al
Qé 1 D) 119199 at

1FL=gbh: BO001275. 1 giribk

G

Intensity val ues are i annkog2If or mat .
30 HR DE RatioDirection -3.61621 3.085829 104.12 Up [F879pPEAP8YN. 1633618 54.23 Up

5.57 Down

5.55 Down

5.51 Down

5.51 Down
5.49 Down
5.47 Down

5.47 Down

5.47 Down

5.45 Down

5.45 Down

5.39 Down
5.38 Down

5.37 Down

5.35 Down

2.81E-04 AW8T7466
9
6.08E-04 D32039

1.13E-04 NM_0206
62

2.09E-02 N50912

2.08E-03 BF514079

1.36E-02 NM_0010
35

1.69E-02 NM_0017
09

4.62E-03 AJO10395
1.54E-03 AK022686
6.34E-04 AIB71745
7.73E-04 Al634411

2.64E-02 AW14012
2

3.45E-04 AU154455

2.80E-03 NM_0043
52
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gb: NM | 005181.2
ESTs

Human pgH3 mRNA for
proteoglycan PG-M(V3),
complete cds.
/PROD=proteoglycan PG-
M(V3) /FL=gb:D32039.1
Homo sapiens transporter
similar to yeast MRS2
(MRS2L), mRNA.
/PROD-=transporter similar
to yeast MRS2
/FL=gbh:AF288288.1
gb:NM_020662.1

ESTs

Kruppel-like factor 4 (gut)
Homo sapiens ryanodine
receptor 2 (cardiac)
(RYR2), mRNA.
/PROD=ryanadine
receptor 2 (cardiac)
/FL=gb:NM 001035.1
Homo sapiens brain-
derived neurotrophic
factor (BDNF), mMRNA.
/PROD=brain-derived
neurotrophic factor
/FL=gb:NM_001709.1
Homo sapiens DKCA1
gene, exons 1 to 11
Homo sapiens cDNA
FLJ12624 fis, clone
NT2RM4001754.

ESTs

ESTs

ESTs, Weakly similar to
ALU4 HUMAN ALU
SUBFAMILY SB2
SEQUENCE
CONTAMINATION
WARNING ENTRY
(H.sapiens)

lung type-I cell membrane-
associated glycopratein
Homo sapiens cerebellin 1
precursor (CBLN1),
MRNA. /PROD=cerebellin
1 precursor

gen activator

FELEH (ppctyt i ne)
g0bsTh N |b|tor type 1),
ysi ne,

2-

EXPRES 01



-3.26893 2.480892 53.81 Up -3.62742 1.93392 47.22 Up -0.27888 4.672575 30.94
Up -3.88742 0.719139 24.36 Up 1.168713 5.535315 20.63 Up - 2. 05438 2.234331
19.54 Up -0.%98%818'950018 16.45 Up -1.32044 2.675867 13C4aSEo048634

6. 9Ei 1"" 15.33 Up

IFL=gb:NM_004352.1

gb:M58583.1
2.332365 -0.08446 5.34 Down 3.73E-04 NM_0227 Homo sapiens
83 hypothetical protein
FLJ12428 (FLJ12428),
mRNA.

/PROD=hypothetical
protein FLJ12428
/FL=gb:NM 022783.1
gb:AL136678.1

0.261162 -2.15545 5.34 Down 3.31E-03 AW02322 ESTs
7
5.441963 3.026487 5.33 Down 9.59E-04 NM_0166 Homo sapiens
51 heptacellular carcinoma

novel gene-3 protein
(LOC51339), mRNA.
/PROD=heptacellular
carcinoma novel gene-3

protein
/FL=gb:NM 016651.2
gb:AF251079.2
1.389794 -1.02563 5.33 Down 1.41E-03 BG49869 ESTs
9
1611395 -0.79534 5.3 Down 1.89E-02 Al633640 ESTs
2816671 0.411432 5.3 Down 1.27E-03 AB002438 Homo sapiens mRNA
from chromosome 5q21-
22, clone:FBR89.
3.12458 0.725853 5.27 Down 1.05E-03 AW02807 ESTSs, Highly similar to
5 S21424 nestin (H.sapiens)
2904034 0.514711 5.24 Down 1.73E-02 NM_0175 Homo sapiens surfeit 2
03 (SURF2), mRNA.
/PROD=surfeit 2
/FL=gb:NM_017503.1
1.639038 -0.74617 5.22 Down 4.51E-04 AW02787 ESTs, Weakly similar to
9 NBHUCS decorin
precursor (H.sapiens)
1.861339 -0.51278 5.18 Down 1.56E-03 NM_0038 Homo sapiens nuclear
22 receptor subfamily 5,
group A, member 2
(NR5A2), mRNA.
/PROD=nuclear receptor
subfamily 5, group A,
member 2
/FL=gb:NM_003822.1
gb:AF146343 .1
gb:U80251.1
7.224807 4.851007 5.18 Down 4.41E-04 NM_0059 Homo sapiens
51 metallothionein 1H

(MT1H), mRNA.
/PROD=metallothionein
1H /FL=gb:NM_005951 .1
5.094773 2.721788 5.18 Down 2.50E-03 BC001811 Homo sapiens, Similar to
regulator for ribosome
resistance homolog (S.
cerevisiae), clone
MGC:2755, mRNA,
complete cds.
/PROD=Similar to
regulator for ribosome
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0.416263. 477314. 86 Up5. 42E- 04 BF110534 ESTs 2.69521 1.03162813.24 Up7. 80E-05
AF282250 Honb sapi ens cal neuron 1 (CALN1) nRNA. conplete cds. /PROD=cal neuron
1 /FL:gb:AFz‘ﬁ‘QQ@?YW‘)“z 38787 1.31402213. 01 Upl. 37E- 02 BA&AASIWNEMS sapi ens,

cl one | MAGE: 3542589, nRNA, partial cds. /PROD=Unknown (protein for

| MAGE: 3542589) 2.453111.2295112. 84 Up4. 18E- 02 BC042378 Hono sapi ens, clone

| MAGE: 5277693, nRNA. 0. 68225 2.95625312. 45 Up2. 72E- 04 N48299ES : I\/bderately
similar to NFY-C (H. sapiens) 0.18256 3. 45459112 44 g@g"g leMg%9 R1583173 ngj or
hi stoconpatibility conplex. class Il, DO beta 1 0.2009p:830538048112. 05

Upl. 37E- 03 R722386xp5s# 01.960%9%8| | ars.sws®eci at a@Zﬁn@A\&I&aBMprO&caiﬁaTBiB 1.80523211. 81
Up2. 70E- 02 B0008992 Honp sapi ens, clone M3C. 16926 IMAGE 4183000, nRNA,

conpl ete cds. /PRODEUNKHAWR (protdlPh™ f or MEI1BGIEY % to&ﬁ)°°%08992 1 3.76077
-0.2257211. 59 Up2. 57E-02 A1040305 ESTs 0, 756526 4, 20 fo<gp:Ni &fsoAdp4, 69E- 04 Kim
Hono ..5-, apien ﬂ@@m&t&@sdaﬁThzzw\altro@datedaasE){JeNMOS@RP <5S’anR|‘s|A 1PRODzzsecrel : d

. 162zl ed- r eW ed protein if i..::9417.056087.1 % NNl”@”@'B?@PQe”Q”(gb AF) 179E11.1
gb AFQOCr:900.1 1.61054 1. 91898511 55 Up2. 71E- 03 AW )rJ 2.30432
1.22121911.52 Up3. 31E-02 BCO17958 Honp sapi ens, clonexlr M%@@é_@& MRNA.

1.16113 2. 306767508686 1369487 E- 012N 122 1H40ED4 smzrzenﬂorpr&taaaﬁizum
81vol t age- gat ed channel, Shal-rel ated subfam |y, menbeR3578 {skanpy) , rrRNA.

| PROD=pot assi um ygld.agesgaked channel Shaé1E5£mto§%S¢a%5i@Z£ﬂr>é wolRIIREr 2

intermediatesmall
conductance calcium-
activated channel,
subfamily N, member 2
(KCNN2), mRNA.
/PROD=potassium
intermediatesmall
conductancecalcium-
activated channel,
subfamily N, member 2
/FL=gb:NM 021614.1
gb:AF239613.1

3.396839 1.052549 5.08 Down 3.25E-04 BC043295 Homo sapiens, zinc finger
protein 398, clone
MGC:44469
IMAGE:5298104, mRNA,
complete cds.
/PROD=zinc finger protein
398 /FL=gb:BC043295.1

2.750597 0.411007 5.06 Down 1.55E-02 NM_ 0069 Homo sapiens SRY (sex

42 determining region Y)-box

20 (SOX20), mRNA.
/PROD=SRY (sex
determining region Y)-box
20 /FL=gb:NM_006942.1
gb:BC000985.1
gb:AB006867 .1

1.709228 -0.63019 5.06 Down 1.50E-02 AI375083 ESTs

5.819522 3.484185 5.05 Down 4 28E-04 AK023446 Homo sapiens cDNA
FLJ13384 fis, clone
PLACE1001062, highly
similar to Homo sapiens
MRNA for lysine-
ketoglutarate
reductasesaccharopine

dehydrogenase.
4.038177 1.706644 5.03 Down 6.66E-04 BF449053 ESTs
0.310919 -2.01457 5.01 Down 441E-02 BG05479 ESTs
2
2.360697 0.036146 5.01 Down 2.65E-02 NM_0180 Homo sapiens
42 hypothetical protein

FLJ10260 (FLJ10260),
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| FL=gb: NM 012281. 1 gb: AB028967.1 gh: AF121104.1 1.03397 2.36932810. 58

Up5. 45E- 04 NM 0030 Honb sapi ens secretory 20granul e, neuroendocrine protein 1
(7B2 protei nYORYHENS nRNA. / PROD=secretory granul e, nd&rdeAYdet?e protein 1
(7B2protein) /FL=gb: BCO05349.1 gb: NM 003020.1 -5, 80043 2,58320410. 44

UpO, O8E- 04 D87811Hono sapi ens zni 8NA GATA4, son-ipen? ctis, ! PRODzGATA-6

. 1: L=gb: U66075. 1 gbh: NNL0O55287.1 0: D87011.1 1.16952 2.1296859. 84 Up4.80E-02 NM
0013 Hono sapi ens di sabl ed 43(Drosophila) honol og 2 ‘%o,g/ n-responsi ve
phosphoprotein) (DAB2), nmRNA. /PROD=di sabl ed (Dr osopBidaFLAompl og 2

/ FL=gb: U39050. 1 gb: NM 001343. 1 gb: U53446. 1 gh: BCO03064=¢b:NMI018@4233 3. 1570919. 61
Up2. 31E- 03 BCOOSIO#OPoh&9¥4pi ens?! Revone | MREE! @M@swmwsp P'tafeal cds.

/ PROD=Unknown (protein for | MAGE : 3840937) 0. 70855 2?1’2 o

Up2. 13E- 03A1917371 ESTs 1.109291 4.2270738.68 Upl. 36 ENMF@@ Hono sapi ens
56l ynphocyte-specific protein tyrosine kinase (LCK), /ARRINAphosphate

| PROD=| yrrphocyt especific protein tyrosine kinase /FL 'EV'YU@)WSZE% 1 gb: NM

005356. 1 gh: M36881.1 1.39784 1.6970828.54 Upl. 04E-0 %% spI i cing
factor, arginineserine-rich 5 2.23133 0.8409058. 41 % AA044140

nucl ear factor ofok@ppasihéimght polsyppept i des. @meAMMmﬁaﬁosaneer@Bies i nhi bi tor,
beta 1.64839 1.387078.2 Up2.49E-03 NM 0049 Hono sapP@ﬁ@ OrBoPetdn 00(siml ar
to apolipoprotein B nRNA editing protein) (DJ742C19. @) qpo}37F‘5’RCD:phorboI in
(simlar to apolipoprotein B nRNAediting protein) /F QJQAWSQLQ%OO 1

gh: U61083. 1 0.502333 3.532' 743117 Upi . e8E-83 A21091 HOMO sapi ns M- 5ke
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nonmeobox protein I (M UM rnRNA conpkne cGs, /i>RODt: Mo. |ike noneobox proten
| FL=gbAF211801. 1 1.470195 4.4879248.1 Up4. 48F-04 A1676059 ESTs 1.66608

1. 3057657. 85VQ34983¢302 BE673445 Honp sapi ens chrompson® FYS2WYLHE R28379
2.17012 0.7175577. 4 Up8. 40E- 03 AB018580 Honp sapi ens nRNA for hl uRGFS,

conpl ete cds. /PROD=h1uPGFS /FL=gb: NM 003739. 2 gh: AF149416. 2 gb: AB018580. 1

gb: D17793. 1 3.17826 -0.302527. 34 Up3. 88E-02 A1798098 ESTs 2.62694

0. 2357657. 27 Up 12t Bl-d2rietionooofiferyc s %@C@Sﬁﬁﬁzgé’cﬁ%%ﬁ%é%t erase (BCHE),
MRNA.  PROD=but yEJTRIROY: 496 s8 s aepgitediing giffcieptfatighiolfis 541, 1 gb: ML6474. 1 gb: NM
000055.1 2.13754 0.7096157.2 Upl. 59E-02 BF000203 ESTs 1. 750623 4.5924777. 17
Up3. 86E- 04 AA176289 ESTES0. 923FBRES. RFHRES37. 11 Up5. 45E- 04 BE897866 ESTs
1.51616 1.30646 g Zoyps. 79 - P2 AJ279267 Honmp sapi ens partial nRNA for choline
dehydr ogenase ( sgéene) . ol Ghol i ne dehydrogenase 3.12304 -0.305847.05
Up3. 13E- 02 NM 018@eHonmo sapiens b&bypotdwbi cal protein FLJ10191 (FLJ10191),
MRNA. | RROD=hypekivet i cal poebdei n olskd 101dxhs/ FL=gb: NM 018018. 1 0. 828954
3.6426927. 03 UpMh&3E- 03 AKO026659 olesro sxg2#ens cDNA: FLJ23006 fis, clone
LNQR00414. 3.0613B3P5. 87064379101 Y992 322 B4 BF057809 ESTs 0.20066 2.5989536. 96
Up8. 90E- 04 NM OffftoHHono safit®hs & i enzyme A dehydrogenase,

short branched c ( ACADS ﬁg nugl ear encodi ng m tochondrial protein,
MRNA. | RROD=acylsySQenzyme :ggfﬁhy rPgenase, shortbranchedchai n precursor |FL=g
b: U12778. 1
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gb: NM 001609.1 -0.5777 2.1869126.8 Up2. 34E- 03 BCO36592 Hono sapi ens, clone

| MAGE: 4814184, nRNA. 2.20139 0.5566456.76 Upl.88E-03 A1913749 ESTs 2.19527
0. 5554556. 7VORHYHZES03 NM 0133 Honp sapi ens EH 33donai RCB{USHIOHEHAMSt ot i ¢
phosphoprotein (EPSIN), nmRNA. /10ROD=EH donai n-bi nding mtotic phosphoprotein
| FL=gb: NM 013333. 1 gb: AF073727.1 0.194248 2.8840936. 45 Up3. 02E-03 U07236
Human mut ant | ynphocyte-specific protein tyrosine kinase (LCK) nRNA, conplete
cds. /PRCEtIynphocytes ecific protein tyrosine kinase /FL=9b: U07236. 1

b 005356 1 BN EBB Do resginsn EXPREID 56T & ohnchigeeags RMuOYRE0 Horo

sapi ens MRNA; 2 “tER EASHSANEOE L m cl one DKFZp434H205) 0. 41404
2.2086726. 16 Up 88E- 03 A1332407 secreted frizzled-related protein 1

/ FL=gb: AF056087% 1 gb NM 003012. 2 gb: AF017987. 1 gb: AF001900 1 1. 98038

(NBIl) TRNA. /PRCD:NUsashli(EWOSQ hlba honDBog e gb1AB@4J$5« 1 gb: NM
002442.1 3. 12055180898 7583 %QZUgﬁ?m )‘28‘19 V%?OWWES”P?‘:@‘??%
6. 0113145. 09Up820ER4 JE5 0415, ig?n @él °9“ig °”5v®1 Tk Lo 4 doh SRal i
transform ng prlog@isn ol Kabos 103, 28A Q)3 181 biatoe Plodds
},%J S| Y protein
tor| KI AA0O580

9bl YO1. .. 002007, d300 - P4

interacting prot®&¥%y. :Fﬁowﬂ%&'ﬁf AT e Od¥7éP HEY 1A
7 rﬁq@é é RN

—T T

LIP3 1.18368 13K 4@45%&%@0}?@ OFeADATY

pi ens LYST-

protein, partia SO—prouterm
~ 6 7 8 . 9 |
12682 109029 0.

05688104330
103546102779

02575 [0197910.1805
10.2126] 0. 10.180210.1651

§01661‘ :0.1655: 0.1623

\X\‘
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0. 884916 3.449535.92 Up2. 61E-04 NM 0001 Honmo sapi ens cyt ochr one 04P450,
subfamly 1 ;di oxi n- inducible), polypeptide 1 (glaucom rimary infantile)
(CYP1B1), 2000Re3-cyt ochr one P450. subfanmily | (di ofcﬁ/lis te11Bd8e) |

pol ypeptide 1 /FL=gb: UC3688. 1 gh: NM 000104. 2 1.380324 3.9367795. 88 Up4. 48E- 04
NM_ 0068 Honmo sapi ens hi stam ne 95N-net hyl transferase (HNMI), nRNA.

/ PROD=hi stamine N nethyl transferase ! FL=gh: NM 006895. 1 gb: D16224. 1

gb: U08092.1 0.937188 3.476237 5.81 UP 5.45E-04 AU151342 Honmp sapi ens cDNA
FLJ12935 fis, clone N12RP2004982 -2.3444 0.1890195.79 Up3. 32E- 03 AWW05758 ESTs
9 1.091811.438325. 78clpithi .6aEe®2A165305<ﬁi‘vE§'FS§ié‘t‘Wakl YoucVi dtwedh pla@s HPPD HUMAN 4-
HYDROXYPHENYLPYRU VAIE@ X Yikeh L& 42 “W?ﬁﬁ&&QS 73

(GNG4) nRNA, conpl eteﬁc?d__ 19PROD=guani n&-nu ' i

| FL=gb: AF493872. 1 2.453%93 4?99500085 648. 4 6PE-04 NM.0B84 Hohd..sapi ens
10sel enoprotein P, plf% %'a 3( SEPP1), A, .| PRCD=sel eng r@tef-?\ P precursor

| FL=gb: NM_005410. 1 -1..38254 (f 611665. 63 -fgp6 0 g- 03 BF694 56- pan DNA sequence
from cl one RP1- 187J11 e chrzqm)soms 6g1fs1= 2%433. Contgad ns-tiw-gene for a
novel protein simlar 0 8 sponbe and: S17cer eybsiae pr edect edipr oteins, the
gene for a novel protéin simTar to protein kinase Cinhibitors, the 3 end of
the 0.462867 2.9402325.57 Up8. 05E-03 A1807026 ESTs 0.04543 2.4300225. 56

Upl. 88E- 03 AB037730 Honp sapi ens nRNA for KIAA1309 protein, partial cds.
PROD=KI AA1309 protein 0.01122 2.4622825.55 Up2. 31F-03 A1356398 bhutyrate
response factor 2 (EG--response factor 2) |FL=gb: BC005010.1 gb: NM 006887. 1

el n gammua 4
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1. 285793 3. 7455245.5 Up2. 58E- 03 A1949827 ESTs 1.37261 3.8320975.5 Up4. 48E- 04
BC040605 Honp sapi ens, clone | MAGF: 5271039, nRNA. 0.67823 1.7808055.5

Up3. 24E- 04 AXPAWHB2'Gr ot ocadherin 20 1.41031 1.0302295P43/USHN988E802 A1832477
serol ogically defined colon cancer antigen 43 1.076427 3.5003225. 37

Upl. 17E- 03A1640307 protocadherin 10 0.35323 2.0516215.3 Up2. 59F- 03 BM56601
Hono sapi ens cDNA OFLJ23803 fis, clone HEP22811. 0.040412 2.4427745. 29

Up3. 56E- 04 AA960844 Hono sapi ens, .cl one | NMAGE: 4081483, nRNA

Table TX Expression of cytokines, growth factors, and receptors as measured by
protein arrays

a)
EXPRES 01 EXPRES 01 EXPRES 02 EXPRES 02
Sample #1 Sample #2 Sample #1 Sample #2
POS 54,220 54,220 54,220 54,220
NEG 0 0 0 0
Angiogenin 1,049 957 2,098 1,494
BDNF 461 383 165 219
BLC 173 182 0 2006
BMP-4 0 0 0 29
BMP-6 0 0 0 114
CK beta 8-1 0 0 0 0
CNTF 751 870 745 654
EGF 38 88 118 137
Eotaxin 0 43 0 30
Eotaxin-2 0 0 36 44
Eotaxin-3 0 0 0 0
FGF-6 0 0 0 v
FGF-7 122 12 55 62
Fit-3 Ligand 74 39 33 6
Fractalkine 468 376 457 341
GCP-2 327 209 31 11
GDNF 0 0 0 0
GM-CSF 885 847 655 716
1-309 0 8 0 0
IFN-gamma 792 830 702 841
IGFBP-1 199 142 62 99
IGFBP-2 1,262 1,408 846 867
IGFBP-4 0 0 56 98
IGF-I 1,437 1,368 1,880 1,597
IL-10 L1 125 95 48
IL-13 470 426 348 445
IL-15 758 033 631 553
IL-16 87 0 0 0
IL-1alpha 1.274 1,022 1,053 1.055
IL-1beta 219 53 0 0
IL-1ra 66 103 0 0
IL-2 934 946 815 829
IL-3 825 930 819 904
IL-4 212 230 213 304
IL-5 959 939 851 849
IL-6 930 891 994 975
IL-7 1,214 1,013 1,005 1,074
Leptin 0 0 0 0
LIGHT 0 0 0 0
MCP-1 1,611 1,632 6,146 4,338
MCP-2 22 203 212 257
MCP-3 463 445 364 248
MCP-4 22 170 244 149
M-CSF 267 342 307 282
MDC 218 299 140 252
MIG 898 863 789 976
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MIP-1-delta
MIP-3-alpha
NAP-2
NT-3
PARC
PDGF-BB
RANTES
SCF
SDF-1
TARC
TGF-beta 1
TGF-beta 3
TNF-alpha
TNF-beta

b)

POS
NEG
Activin A
ALCAM
B7-1(CD80)
BMP-5
BMP-7
Cardiotrophin-1
CD14
CXCL- 16
DR6 (TNFRSF21)
Endoglin
ErbB3
E-Selectin
Fas Ligand
ICAM-2
IGF-lI
IL-1 R
IL-10 Rbeta
IL-13 Ralpha2
IL-18 BPalpha
IL-18 Rbeta
IL-2 Ralpha
IL-2 Rbeta
IL-2 Rgamma
IL-21R
IL-5 Ralpha
IL-9
IP-10
LAP
Leptin R
LIF
L-Selectin
M-CSF R
MMP-1
MMP-13
MMP-9

107

EXPRES 01

Sample #1
43,203.88

0.00
1,044.38
926.38
164.38
62.38
203.88
420.38
551.38
144.38
317.88
769.88
453.88
175.88
325.38
165.88
8,897.88
92.38
156.88
362.88
334.88
161.38
0.88
0.00
0.00
452.38
446.88
340.38
364.88
1,194.38
272.38
326.38
83.38
60.38
12.88
158.38
504.38

Ll

316

EXPRES 01

Sample #2
39,506.01

0.00
797.16
812.41
193.08

39.17
1656.35
390.43
581.78
126.52
27812
610.44
383.50
145.47
27211
105.73

9,437.80

2.66

65.05
140.39
267.49

97.87

Q.00

2.20

0.00
43342
302.62
342.83
310.01

1,087.42
20047
89.09
55.35
Q.00
36.86
25.30
450.98

331

145
472
91

69
467
127

168
806

760
247

EXPRES 02

Sample #1
36,640.81

0.00
429.05
1,132.59
183.69
65.41
203.92
330.99
449.28
114.65
254.92
824.79
3562.10
158.63
290.98
97.51
8,026.40
28.91
6541
82.12
415.86
15247
30.23
19.24
0.00
399.156
397.83
454 .55
295.82
3,883.43
179.29
74.64
29.79
21.00
23.63
54.85
282.19

PCT/US2009/041348

281
495

EXPRES 02

Sample #2
42,748.84

0.00
408.73
1,111.92
149.23
67.20
235.90
529.97
504.69
144.58
294.20
738.91
276.14
204.43
421.63
24415
5,317.62
131.69
242.09
312.77
535.13
127.04
0.00
0.00
0.00
458.26
297.81
325.67
382.42
4,764.05
286.46
180.18
97.12
0.00
62.55
144.58
257.05
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MPIF-1
NGF R
PDGF AA
PDGF-AB
PDGF Ralpha
PDGF Rbeta
PECAM-1
Prolactin
SCFR
SDF-1beta
Siglec-5
TGF-alpha
TGF beta2
Tie-1
Tie-2
TIMP-4
VE-Cadherin
VEGF R2
VEGF R3
Internal Control

¢)

POS
NEG
Acrp30
AgRP
Angiopoietin-2
Amphiregulin
AxI
bFGF
b-NGF
BTC
CCL-28
CTACK
Dtk
EGF-R
ENA-78
Fas/TNFRSF6
FGF-4
FGF-9
GCSF
GITR-Ligand
GITR
GRO
GRO-alpha
HCC-4
HGF
ICAM-1
ICAM-3
IGFBP-3
IGFBP-6
IGF-l SR
IL-1 R4/ST2

0.00
30.38
442.38
507.38
278.88
483.38
199.38
312.88
472.88
1,047.88
0.00
113.88
68.38
291.38
57.88
166.88
432.38
510.88
41.38
23,824.38

EXPRES 01

Sample #1
55,531.00

0.00
140.00
221.50

0.00

0.00
210.00

64,959.00

0.00

0.00
455.50

57.00
0.00
83.50
726.00
374.00
232.50
271.00
688.00

0.00

242.00
1,380.00
962.00
162.50

0.00
752.00

0.00
169.00
314.50
236.00
226.00

16.99
43.79
454.68
459.76
228.21
379.34
148.25
218.04
353.92
765.73

0.00
123.29
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What 15 claimed 1s:
1. A method for deriving a population of cells expressing
pluripotency markers and expressing markers characteristic
of the definitive endodern lineage comprising the steps oft
a. [Obtaining] obtaining a population of cells expressing
markers HNF-303, GATA-4, Mixl1, CXCR4 and SOX-
17, characteristic ofthe definitive endoderim lineage, and

b. [Culturing] culturing the population of cells under
hypoxic conditions, on a tissue culture substrate that is
not pre-treated with a protein or an extracellular matrix
in a medivm supplemented with Activin A and [wnt-3A]
a wnt ligand, and IGF-1 or insulin, transferrin and sele-
nium, wherein the cultured cells express the markers of
the delinitive endoderm lineage and pluripotency mark-
ers.

2. The method of claim 1, wherein the population of cells
cxpressing markers characteristic of the definitive endoderm
lineage are cultured in normoxic conditions prior to culturing,
the cells under hypoxic conditions, on a tissue culture sub-
strate that 1s not pre-treated with a protein or an extracellular
matrix. '

3. The method of claim 1, wherein the population of cells
expressing markers characteristic of the definitive endoderm
lineage are cultured in hypoxic conditions prior to culturing,
the cells under hypoxic conditions, on a tissue culture sub- .
strate that is not pre-treated with a protein or an extracellular
malrix.

4. The method of claim 1, wherein the hypoxic conditions
are an O, level from about 1% to about 20%.

5. The method of claim 1, wherein the hypoxic conditions
are an O, level from about 2% to about 10%.

6. The methed of claim 1, wherein the hypoxic conditions
are an O, level of about 3%.

7. The method of claim 1, wherein the cells are cultured
under hypoxic conditions, on a tissue culture substrate that is :
not pre-treated with a protein or an extracellular matrix, in
medium containing serum ai a concentration Irom about 2%
to about 5%.

8. The method of claim 1, wherein the cells are cultured
uider iypoxic conditions, on a lissue culture substrate that is
not pre-treated with a protein or an extracellular matrix, in
medium containing serwkm at a conceniration of about 2%.
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9. The method of claim 1, wherein the population of cells
expressing markers characteristic of the definitive endoderm
lineage are cultured under hypoxic conditions, on a tissue
culture substrate that is not pre-treated with a protein or an
extracellular matrix, in medium containing JGF-1 at a con-
centration from about 25 ng/ml to about 50 ng/ml.

10. The method of claim 1, wherein the population of cells
expressing markers characteristic of the definitive endoderm
lineage are cultured under hypoxic conditions, on a tissue
culture substrate that is not pre-treated with a protein or an
extracellular matrix, in medivm containing IGF-1 at a con-
centration of about 50 ng/ml.

11. The method of claim 1, wherein the population of cells
expressing pluripolency markers express at least one of the
pluripotency markers selected from the group consisting of
ABCG2, cripto, FoxD3, Connexind3, Comexinds, Oct4,
SOX-2, Nanog, hTERT, UTF-1, ZFP42, SSEA-3, SSHA-4,
Tral-60, and Tral-81.

12, The method of claim 1, wherein the cells are cultured
under hypoxic conditions, on a tissue culture substrate that is
not pre-treated with a protein or an extracellular matrix, in
medium containing Activin-A at a concentration from about
50 ng/ml to about 100 ng/ml.

13. The method of claim 1, wherein the cells are cultured
under hypoxic conditions, on a tissue culture substrate that is
not pre-treated with a protein or an extracellular matrix, in
medium containing Activin-A at a concentration of about 100
ng/ml.

14. The method of claim 1, wherein the cells are cultured
under hypoxic conditions, on a (issue culture substrate that is
not pre-treated with a protein or an extracellular matrix, in
medium containing a Wnt ligand at a concentration from
about 10 ng/ml to about 20 ng/ml.

15. The method of claim 1, wherein the cells are cultured
under hyypoxic conditions, on a tissue culture substrate that is
not pre-treated with a protein or an extracellular matrix, in
medivm conlaining a Wnt ligand at a concentration of about
200 ng/ml.

16. The method of claim 1, wherein the Wnt ligand is
Wnt-3a.
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