Sequence listing.ST25.txt
SEQUENCE LISTING

<110> Glycotope GmbH
<120> MUCL Antibodies
<130> 51 878 K

<150> EP 09 009 942.5
<151> 2009-07-31

<150> us 61/230,211
<151> 2009-07-31

<160> 54
<170> PatentIn version 3.3

210> 1

<21l> 35
<212> PRT_
<213> Artificial

<220
<223> (DR H1l

<400> 1

AsSn Tyr Trp Met Asn
1 5

<210> 2

<211> 5

<212> PRT

<213> Artificial

<220>
<223> CDR H1

<400> 2
Qsp Ala Trp Met ?sp

<210> 3

<211> 19

<212> PRT

<213> Artificial

<220>
<223> CDR HZ

<400> 3

Glu Ile Arg Leu Lys Ser Asn Ash Tyr Thr Thr His Tyr Ala Glu Ser
1 5 10 15
val Lys Gly

<210> 4

<211> 19

<312> PRT

<213> Artificial
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sequence 1isting.ST25.txt

<220>
<223> CDR H?

<400> 4
Glu Ile Arg Ser Lys Ala Asn Asn His Ala Thr Tyr Tyr Ala Glu Ser
1 5 10 15

val Lys Gly

<210> 5

<211> 6

<212> PRT

<213> Artificial

<220>
<223> CDR H3

<400> 5
His Tyr Tyr Phe ?sp TYr
1

<210> 6

<211> 7

<2312> PRT

<213» Artificial

<220
<223> CDR H3

<400> 6
§1y Gly Tyr &ly ghe Asp Tyr

<210 7

<211> 30

<212> PRT

<213> Artificial

<220>
<223> FR H1

<220>

<221> MISC_FEATURE
<222> (3)..(3)

<223> Xaa is GIn or Lys

<220>

<221> MISC_FEATURE
<222 (18)..(18)

<223> Xaa is Leu or Met

<220>

<221> MISC_FEATURE
<222> (23)..023)

<223> Xaa is Ala or val

<4Q0> 7
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Sequence 1isting.sST25.txt
i1u val Xaa Leu ga] Glu ser Gly Gly Gly Leu val Gln Pro ggy Gly
10

Ser Xaa Arg Egu Ser Cys Xaa Ala ggr Gly phe Pro pPhe Ser

<210> B8

<211> 30

<212> PRT

<213> Artificial

<220>
<223> FR Hl

<400> 8

Glu val GIn Leu val Glu Ser Gly Gly Gly Leu val GIn Pro Gly Gly
1 5 10 i5
ser Met Arg ESU Ser Cys val Ala ggr Gly Phe Pro Phe Ser

<210> 9

<211> 14

<212> PRT

<213> Aartificial

<220>
<223> FR H2?

<220>

<221> MISC_FEATURE
<222> (5)..(5)

<223> Xaa is Ala or ser

<220>

<221> MISC_FEATURE
<222> (@)..(7"H

<223> Xaa 1is Gly or Glu

<220>

<221> MISC_FEATURE
<222> (14)..(14)

<223> Xaa is Gly or Ala
<400> 9

{rp val Arg Gln éaa Pro Xaa Lys Gly igu Giu Trp val Xaa

<210> 10

<211> 14

<212> PRT

<213> Artiticial

<220>
<223> FR H2

<400> 10
{rp val Arg Glin §1a Pro Gly Lys Gly igu Glu Trp val Gly
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>
<220>
<221>
<222>
223>

<400>

1

11

32

PRT
Artificial

FR H3

MISC_FEATURE
(11):.(11)
Xaa 15 Asn or Ser

MISC_FEATURE
(13.,.03)
Xaa is Leu or val

MISC_FEATURE
GBL..CL
xaa 1is Thr or Ala

11

Sequence Tisting.ST25.TXT

Arg Phe Thr Ile ger Arg Asp Asp Ser iﬁs Xaa 5er Xaa Tyr &gu Gln

Mat Asn Ser Lgu Lys Thr Glu Asp Thr ala val Tyr Tyr gﬁs Xaa Arg
2 25

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

32

PRT
artificial

FR M3
12

Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser Leu Tyr Leu Gin
1 5 10 15

Met Asn Ser Egu Lys Thr Glu Asp ;gr Ala val Tyr Tyr ggs Thr Arg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

i3

11

PRT
Artificial

FR H4

MISC_FEATURE
(7)..(7H

Xaa is val or Leu
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Sequence listing.ST25,txt
<400> 13

Irp Gly GIn Gly Thr Leu Xaa Thr val Ser Ser
5

<210> 14

<211> 11

<212> PRT

<213> Artificial

<220>
<223> FR H4

<400> 14
Irp Gly GIn Gly ;hr Leu val Thr val Egr ser

<210> 15

<211> 117

<212> PRT

<213> Artificial

<220>
<223> heavy chain variable region

<220>

<221> MISC_FEATURE
<222> (3)..(3)

<223> Xaa is Gln or Lys

<220>

<221> MISC_FEATURE
<222> (18)..(18

<223> Xaa is Leu or Met

<220>

<221> MISC_FEATURE
<222> (23)..(23)

<223> Xaa is Ala or val

<220>

<221> MISC_FEATURE
<222> (40)..(40)

<223> Xaa is Ala or Ser

<220>

<221> MISC_FEATURE
<222> (42)..(42)

<223> Xaa is Gly ar Glu

<220>

<221> MISC_FEATURE
<222> (49)..(49)

<223> Xaa is Gly or Ala

<220>

<221> MISC_FEATURE
<222> (79)..(79)

<223> Xaa is Asn or Ser

<220>

<221> MISC_FEATURE
<222> (81)..(8L)

<223> Xaa is Leu or val
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<220>
<221> MISC_FEATURE
<222> (99)..(99)
<223> Xaa 1is Thr or Ala
<220>
<7221> MISC_FEATURE
<222> (113)..{113)
<223> Xaa is val or Leu
<400> 15
Glu val Xaa Leu val Glu Ser
1 5
ser Xaa Arg ESU ser Cys Xaa
Trp Met ggn Trp val Arg GlIn
Xaa Glu Ile Arg Leu Lys Ser
50 55

ser val Lys Gly Arg Phe Thr
65 70
Xaa Tyr Leu GIn ggt Asn Ser
Tyr Cys Xaa QS His Tyr Tyr
Xaa Thr val Ser Ser

115
<210> 186
<211> 117
<212> PRT
<213> Artificial
<220>
<223> heavy chain variable
<400> 16

1

Glu val ﬂnLﬁugﬂ Glu Ser

Ser Met Arg Egu ser Cys val

Trp Met ggn Trp val Arg GIn

Sequence 1isting.ST25.txt

Gly

Ala

Xaa

40

Asn

Ile

Leu

Phe

Gly

Ser

25

Pro

ASn

Ser

Lys

region

Gly
Ala

Ala
40

Gly

ser
25

Pro

Gly Glu Ile Arg Leu Lys Ser Asn Asn

Gly Leu val
10

Gly phe Pro
Xaa Lys Gly

Tyr Thr Thr
60

Arg Asp Asp
75

Thr Glu Asp
90

Tyr Trp Gly

Gly Leu va)
10

Gly Phe Pro
Gly Lys Gly

Tyr Thr Thr
page 6

GlIn

Phe

Leu

43

His

ser

Thr

GIn

Gln

Phe

Leu

45

His

Pro

Ser

30

Glu

TYr

Lys

Ala

Gly
110

Pro
ser
30

Glu

TYr

Gly
15

Asnh
Trp
Ala
Xaa
val
95

Thr

Gly
15
Asn

Trp

Ala

Gly

Tyr

val

Glu

ser

80

Tyr

l.eu

Gly

TYyr

val

Glu



50

Sequence1istingé§?5.txt

ser val Lys Gly Arg Phe Thr ITe Ser Arg Asp Asp Ser Lys Asn Ser
65 70 75 80

Leu Tyr Leu Gln ggt Asn Ser Led Lys ggr Glu Asp Thr Ala ggT Tyr

Tyr Cys Thr Arg His Tyr Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Leu
100 105 110

val Tthr {31 ser Ser

<210>
<211>
<212
<213>

<220>
<223>

<400>

17

16

PRT
Artificial

CDR L1
iz

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Ile Thr Tyr Phe Phe
1 5 10 i5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

16

PRT
Artificial

CDR L1
18

Arg ser Ser G1n Ser Ile val His Ser Asn Gly Asn Thr Tyr Leu Giu
1 5 10 15

<210>
<Z211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

19

7

PRT
artificial

CDR L2
19

6In Met Ser Asn Leu Ala Ser
5

20

7

PRT .
Artificial

CDR L2
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Sequence 1isting.ST25.tXt
<400> 20

&ys val Ser Asn grg Phe Sser

<210> 21

<211l> 9

<212> PRT

<213> Artificial

<220>
<223> CDR L3

<400> 21

Ala GIn Asn Leu ?1u Leu Pro Pro Thr
1

<210> 22

<211> 9

<212> PRT

<213> Artificial

<220>
<223> CDR L3

<400> 22

Phe GIn Gly Ser gis val Pro Leu Thr
1

<210> 23

<211> 23

<212> PRT

<213> Artificial

<220>
<223> FR L1

<220>

<221> MISC_FEATURE
<222> (11)..(11)

<223> Xaa is Leu or Asn

<220>

<221> MISC_FEATURE
<222> (17)..(17)

<223> Xaa 15 Giu or Asp

<400> 23

Asp Ile val Met Thr GIn Ser Pro Leu Ser Xaa Pro vVal Thr Pro Gly
1 5 10 15

Xaa Pro Ala Ser Ile Ser Cys

<210> 24

<211> 15

<212> PRT

<213> aArtificial
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Sequence listing.ST25.txt

<220>
<223> FR L2

<400> 24

Irp Tyr Leu Gln %ys Pro Gly GIn Ser ;ro GIn Leu Leu Ile Igr

<210> 25

<211> 32

<212> PRT

<213> Artificial

<220>
<223> FR L3

<220>

<221> MISC_FEATURE
<222> (18)..(18)

<223> Xaa 1is Lys or Arg

<400> 25

Gly val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr

1 5 10 15

Leu Xaa Ile ser Arg val Glu Ala Glu asp val Gly val Tyr Tyr Cys
20 25 30

<210> 286

<211> 12

<212> PRT

<213> Artificial

<220>
<223> FR L4

<220>

<221> MISC_FEATURE
<222> (3)..03)

<223> Xaa is Gln or Gly

<400> 26
;he Gly Xaa Gly Thr Lys val Glu Ile Lgs Arg Ala
5 1

<210> 27

<211> 114

<212> PRT

<213> Artificial

<220>
<223> light chain variable region

<220>

<221> MISC_FEATURE
<222> (11)..{1L

<223> Xaa is Leu or Asn
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(17),.an
Xaa i1s Glu or Asp

MISC_FEATURE
(79)..(79
Xaa is Lys or Arg

MISC_FEATURE
{105)..(105)
Xaa is GIn or Gly

27

ésp ITe val Met ghr GIn Ser

Xaa Pro Ala ggr Ile Ser Cys

Asn Gly gge Thr Tyr Phe Phe

Pro GIn Leu Leu Ile Tyr GlIn
50 55

Asp Arg Phe Ser Gly Ser Gly

65 70

Ser Arg val Glu gga Glu Asp

Leu Glu Leu Pro Pro Thr pPhe

100

Arg Ala

<210> 28

<211> 114

<212> PRT

<213> Artificial

<220>

<223> Tight chain vatiable

<400> 28

?sp Ile val Met ghr Gln Ser

Glu Pro Ala ggr Ile Ser Cys

Asn Gly Ile Thr Tyr Phe Phe

Sequence 1isting.ST25.txt

Pro

Arg

Trp

40

Met

Ser

val

Gly

Leu

Ser

25

TYr

Ser

Gly

Gly

Xaa
105

region

Pro

Leu

Ser Xaa
10

Ser Lys

Leu Gin

Asn Leu

Thr Asp
75

val Tyr
90

Gly Thr

Pro

Ser

LYys

Ala

60

Phe

Tyr

Lys

val

Leu

Pro

45

Ser

Thr

Cys

val

sar Asn Pro val
10

Arg ggr Ser Lys Ser Leu

Trp Tyr Leu GIn Lys Pro

page 10

Thr

Leu

30

Gly

Gly

Leu

Ala

Glu
110

Thr

Pro
15

His
Glin
val
Xaa
Gln
95

Ile

Pro
15

Gly

Ser

Ser

Pro

Ile

80

Asn

LyS

Gly

Leu His Ser
3

Gly GIn Ser



35

Pro Gin Leu Leu Ile

50

ggp Arg phe Ser Gly

ser Arg val Glu Ala
85

Leu Glu Leu Pro Pro

Arg

aAla

<210>
<21l>
<212>
<213>

<400>
Glu val Lys Leu
1

ser

Trp

Ala

ser

65

val

Tyr

Leu

Met

Met

Glu

50

val

Ser

cys

Thr

<210>
<211>
<212>
<213>

<400>

29
117
PRT

100

Mus musculus

29

Lys

Asn

Ile

Lys

Leu

Thr

val

115

30
114
PRT

Leu

20

Trp

Arg

Gly

GIn

Arg

Ser

val

5

Ser

val

Leu

Arg

Met

85

His

Ser

Mus musculus

30

TYr

Ser

70

Glu

Thr

Glu

Cys

Arg

Lys

Phe

70

Asn

TYr

Gln
55
Gly

Asp

Phe

ser

val

GIn

Ser

55

Thr

Asn

Tyr

sequence Jisting.sST25.txt
40 45

Met Ser Asn
Ser Gly Thr

val Gly val
90

Leu
Asp
75

TYr

Gly GIn Gly Thr

105

Gly Gly Gly
10

Ala ser Gly
25

ser Pro Glu
40

AsSn Asn Tyr
Ile ser Arg
Leu Arg val

90

Phe Asp Tyr

page 11

Leu

Phe

Lys

Thr

Asp

75

Glu

Trp

Ala ser Gly
60

Phe Thr

Tyr

LysS

val

Thr

Gly

Thr

60

ASp

ASp

Gcly

cys

val

GIn

Phe

Leu

45

His

ser

Thr

Gln

Leu

Ala

Gluy
110

Pro

Sar

30

Glu

TYyr

Lys

Gly

Gly
110

val

Arg

GlIn

95

Ile

Gly
i5

Asn

Trp

Ala

Ser

ITe

95

Thr

Pro
Ile
80

Asn

Lys

Gly

Tyr

val

Glu

Ser

80

TYT

Thr



Asp Ile val Met Thr Gln

1 S

Thr Ser Ala ser Ile Ser

20

Asn Gly Ile Thr Tyr Phe
35

Pre Gln Leu Leu Ile Tyr

50

Asp Arg Phe Ser Ser Ser

65 70

Ser Arg val Glu Ala Glu

8S
Leu Glu Leu Pro Pro Thr
100

Arg Ala

<210> 31

<211l> 446

<212> PRT

<213> Artificial

<220>

<223> heavy chain of a

<400> 31

g]u val GIn Leu

Ser

Trp

Gly

Ser

65

Leu

Tyr

Met

Met

Glu

50

val

TYr

Cys

Arg

ASn

35

Ile

Lys

Leu

Thr

Leu

20

Trp

Arg

Gly

Gln

Arg

val
5

Sep
val
Leu
Arg
Met

85

His

Glu

Cys

Arg

Lys

Phe

70

Asn

Tyr

Ala

Cys

Phe

GlIn

35

Gly

ASp

Phe

sequence 1isting.ST25.txt

Ala Phe igr Asn Pra val Thr

Arg

Trp

40

Met

ser

val

Gly

Ser Ser Lys
25

Tyr Leu Gln
ser Asn Leu
Gly Thr Asp

75

Gly val Tyr
50

Gly Gly Thr
105 Y

humanized antibody

ser Gly Gly Gly Leu
10

val

Gln

ser

55

Thr

Ser

Tyr

Ala

Ala

40

ASn

Ile

Leu

Phe

ser Gly phe
25

Pro Gly Lys
Asn Tyr Thr

Ser Arg Asp
75

Lys Thr Glu
90

ser

Lys

Ala

60

Phe

Tyr

Lys

val

Pro

Gly

Thr

60

Asp

Asp

Leu

Pro

45

Ser

Thr

cys

Leu

GIn

Phe

Leu

45

His

Ser

Thr

Asp Tyr Trp Gly Gln

page 12

Leu

30

Gly

Gly

Leu

Ala

Glu
110

Pro

ser

30

Glu

Tyr

Lys

Ala

Gly

Leu
15

His

Leu

val

Arg

Gln

95

Ile

Gly
15

Asn

Trp

Ala

ASn

val

95

Thr

Gly

Ser

ser

Pro

Ile

80

ASN

Lys

Gly

Tyr

val

Glu

ser

80

Tyr

Leu



val

Pro

va'l

145

Ala

Gly

Gly

LYyS

225

Leu

Glu

Lys

Lys

Leu

305

Lys

Lys

ser

Lys

Thr

ser

130

Lys

Leu

Leu

Thr

val

210

Pro

phe

val

Phe

Pre

290

Thr

val

Ala

Arg

Gly

val

115

Ser

ASD

Thr

Tyr

Gln

195

Asp

Pro

Pro

The

Asn

275

Arg

val

sSer

Lys

AsSp

355

Phe

100

Ser

Lys

Tyr

ser

Ser

180

Thr

Lys

Cys

Pro

Cys

260

Trpe

Glu

Leu

Asn

TYr

Gly

Ser

Phe

TYr

Lys

Pro

245

val

Tyr

Glu

His

Leu

Pra

ser

Thr

Pro

150

val

Ser

Ile

val

Ala

230

Pro

val

val

GgIn

Gln

310

Ala

Pro

Thr

s5er

Thr

Ser

135

Glu

His

Ser

Cys

Glu

Pro

Lys

val

ASp

TYr

295

Asp

Leu

Arg

Lys

Asp

Sequence listing.sT25.txt
105 110

Lys Gly Pro Ser
120

Gly

Pro

Thr

val

Asn

200

Pro

Glu

ASp

Asp

Trp

Pro

Glu

Asn

360

Ile

Gly

val

Phe

val

185

val

Lys

Leu

Thr

val

265

val

Ser

Leu

Ala

Pro

345

Gin

Ala

Thi

Thr

Pro

170

Thr

Asn

Ser

Leu

Leu

250

Ser

GTu

Thr

Asn

Pro

330

Gln

val

Ala

val

155

Ala

va'l

His

Cys

Gly

Met

His

val

TYr

val

Ser

val

Ala

140

ser

val

Pro

Lys

220

Gly

Ile

Glu

His

Al

30

Lys

Glu

Tyr

Leu

val Glu Trp

page 13

Phe

125

Leu

Asn

Leu

ser

Pro

205

Lys

Pro

Ser

Asp

Asn

285

val

Glu

Lys

Thr

Thr

365

Glu

Pro

Gly

Asn

Gln

ser

190

Ser

Thr

Ser

Arg

Pro

270

Ala

val

Tyr

Thr

Leu

350

Cys

Ser

Leu

Cys

Ser

Ser

175

5er

Asn

His

val

Thr

255

Glu

Lys

ser

Lys

ile

335

Pro

Leu

Asn

Ala

Leu

Leu

Thr

Thr

Phe

240

Pro

val

Thr

val

Pro

val

Gly



370

GIn Pro Glu Asn Asn

385

Gly ser phe Phe Leu

405

GIn GIn Gly Asn val

420

Asn His Tyr Thr GlIn
435

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Asp Ile val Met

1

Glu

Asn

Pro

AsSD

65

ser

Leu

Arg

Gln

Pro

Gly

Gln

50

Arg

Arg

Glu

The

Leu

130

Pro

32
219
PRT

artificial

Tyr
390
Tyr

Phe

Lys

1ight chain of a

32

Ala

Ile

35

Ley

Phe

val

Leu

val

115

Lys

Arg

ser

20

Thr

Leu

Sear

Glu

Pro

100

Ala

Ser

Glu

Thr
5
Ile
TYyr
Ile
Gly
Ala
&s
Pro
Ala

Gly

Ala

GlIn

sSer

Phe

Tyr

ser

70

Glu

Thr

Pro

Thr

375

Sequence 1isting.ST25.txt -
380

Lys Thr Thr pro ggg val Leu Asp

Ser Lys Leu Thr val Asp Lys Ser
410 '

Ser Cys Ser val Met His Glu Ala

425

Ser Leu Ser Leu Ser Pro Gly

440

humanized antibody

Sar Pro Leu

Cys

Phe

Gln

55

Gly

Asp

Phe

ser

ala

135

val

Arg

Trp

40

Met

ser

val

Gly

val

120

s5er

Gin

Ser

Tyr

ser

Gly

Gly

Gin

105

Phe

val

Trp

Ser

10

Ser

Leu

Asn

Thr

val

90

Gly

Ile

val

Lys

Asn Pro

Lys Ser

Gln Lys

Leu Ala
60

Asp Phe
75

Tyr Tyr

Thr Lys

Phe Pro

Cys Leu

140

val Asp
155

page 14

445

val

Leu

Pro

45

Ser

Thr

Cys

val

Pro

125

Leu

Asn

430

Lys

Thr

Leu

30

Gly

Gly

Leu

Ala

Giu

110

ser

ASH

Ala

ser

Pro

15

His

G1In

val

Arg

Gln

95

Ile

AsSp

Asn

Leu

Trp

His

Gly

Ser

Ser

Pro

Ile

80

Asn

Lys

Glu

Phe

éln
160



Ssequence 1isting.sT25.txt
ser Gly Asn Ser Gln Glu Ser val Thr Glu 61n Asp Ser Lys Asp Ser
165 170 175

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Giu
180 185 190

Lys His Lys val Tyr Ala Cys Glu val Thr His GTn Gly Leu Ser Ser
195 200 205

Pro val Thr Lys Ser Phe gig Arg Gly Glu Cys

210
<210> 33
<211> 20
<212> PRT
<213> aArtificial
<220>

<223> FR Hl

<220>

<221> MISC_FEATURE
<222> (3)..(3

<223> Xaa 1is Gln or Lys

<220>

<221> MISC_FEATURE
<222> (18)..(18)

<223> Xaa 1is Leu or Met

<220>

<221> MISC_FEATURE
<222> (23)..023H

<223> Xaa 1is Ala or val
<400> 33

Glu val Xaa Leu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 15

Ser Xaa Arg Leu Ser Cys Xaa Ala Ser Gly Phe Thr Phe Ser
20 25 30

<210> 34

<211> 30

<212> PRT

<213> Artificial
<220>

<223> FR H1
<400> 34

gTu val Lys Leu val Glu Ser Gly Gly g%y Leu val GIn Pro Egy Gly
5

Ser Met Lys Leu Ser Cys val Ala Ser Gly Phe Thr Phe Ser
20 25 30

page 15



<210>
<211>
<212>
<213

<220>
<223>

<400>

Sequence 1isting.ST25.txt

35

14

PRT
Artificial

FR H2
35

Trp val arg Glin ger Pro Glu Lys Gly kgu Glu Trp val Ala
1

<210>
<211
<212>
<213>

<220>
<223>

<400

36

32

PRT
Artificial

FR H3
36

irg Phe Thr Ile ger Arg Asp Asp Ser E%s ser ser val Ser igu Gin

Met Asn Asn LSu Arg val Glu Asp Egr Gly Ile Tyr Tyr ggs Thr Arg
2

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

11

PRT
artificial

FR H4
37

Irp Gly Gln Gly ghr Thr Leu Thr val igr ser

<210>
<211>
<212>
<213>

<220>
<223>

<400

1

38

117

PRT
Artificial

heavy chain variable region
38

Glu val GIn Leu gaT Glu ser Gly Gly Gly Leu val GIn Pro ggy Gly

10

Ser Leu Arg égu ser Cys Ala Ala ggr Gly Phe Thr phe ggr Asn Tyr

Trp Met ggn Trp val Arg Glin ﬁga Pro Gly Lys Gly kgu Glu Trp val

page 16



Gly Glu Ile
50

ser val Lys
65

Leu Tyr Leu

Tyr Cys Thr

val Thr val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

39
446
PRY

Arg

Gly

cin

Leu

ATg

Met

85

His

Ser

Artificial

Lys

Phe

Asn

Tvr

heavy chain of a

39

¢Tu val Gln
1

ser

Trp

Gly

Ser

65

Leu

Tyr

val

Pro

val

Leu

Met

Giu

50

val

Tyr

Cys

Thr

Sar

130

LYs

Arg

Asn

Ile

Lys

Leu

Thr

val

115

Ser

ASD

Leu

Leu

20

Trp

Arg

Gly

GIn

Lys

Tyr

val

5

Ser

val

Leu

Arg

Met

85

His

Gly

ser

Phe

Glu
Cys
Arg
Lys
Phe
70

Asn
Tyr
ser

Thr

Pro

Sequence 1isting.ST25.txt

ser Asn Asn Tyr Thr Thr His Tyr
55 60

Thr I1e Ser Arg Asp
75

Ser Leu Lys Thr Glu
90

Tyr Phe Asp Tyr Trp
105

humanized antibody

ser Gly
Ala Ala
Gln Ala
40

ser Asn
55

Thr 1le
Ser Leu
Tyr pPhe
Thr Lys
ser Gly
135

Glu Pra

Gly

Ser

25

Pro

AsSn

ser

LYyS

Gly

Gly Leu
10

Gly phe
Gly Lys
Tyr Thr
Arg Asp

75

Thr G&lu
90
Tyr Trp

Pro ser

Thr Ala

Asp Ser Lys

Asp Thr Ala

cly GIn Gly

val

Thr

Gly

Thr

60

ASD

Asp

Gly

val

Ala
140

val Thr val ser

page 17

GIn

Phe

Leu

45

His

Ser

Thr

GIn

Phe

125

Leu

Asn

110

Pro

Ser

30

Glu

Tyr

Lys

Ala

Gly

110

Pro

Gly

Asn

Ala
Asn
val
95

Thr

Gly

15

Asn

Trp

Ala

Asn

val

95

Thr

Leu

Cys

Ser

Glu
Ser
80

Tyr

Leu

Gly

Tyr

val

Glu

Ser

80

VYR

Leu

Ala

Leu

Gly



145

Ala

Gly

Gly

Lys

Cys

225

Leu

Glu

Lys

Lys

Leu

305

Lys

Lys

ser

Lys

GlIn

385

Gly

G1n

Leu

Leu

Thr

val

210

Pro

Phe

val

Phe

Pro

290

Thr

vai

Ala

Arg

Ser

Glin

Thr

TYr

GlIn

195

Asp

Pro

Pro

Thr

Asn

275

Arg

val

Ser

LyS

Asp

Phe

Glu

Phe

Gly

Ser
ser
180
Thr
Lys
Cys
Pro
Cys
260
Trp
Glu

Leu

Ash

TYr

Asn

Phe

AsSn

Tyr

Lys

Pro

245

val

Tyr

Glu

His

Lys

GlIn

Leu

Pro

Asn

Leu

405

val

150

val

ser

Ile

val

Ala

Pro

val

val

GIn

Gin

310

Ala

Pro

Thr

Ser

TYr

390

Tyr

Phe

His

Ser

Cys

Glu

215

Pro

Lys

val

ASp

Tyr

Asp

Leu

Arg

LyS

Asp

Lys

ser

ser

sequence Tisting.ST25.txt

Thr

val

Asn

200

Pro

Glu

Asp

ASp

Gly

Asn

Trp

Pra

Glu

Asn

360

Ile

Thr

LysS

Cys

Phe
val
185
val
LyS
Leu
Thr
val
265
val
sSer
Leuy
Ala
Pro
345
GIn
Ala
Thr

Leu

ser

135

fro Ala val Leu GlIn

170

Thr

AsSn

ser

Leu

Leu

250

Ser

Glu

Thr

Asn

Pro
330

Gln

val

val

Pro

Thr
410

val

His

Cys

SN

[Ty puy]
I

Met

His

val

Tyr

val

Ser

Glu

Pro

395

val

Pro

Lys

220

Gy

Ile

Glu

His

300

Lys

Glu

Tyr

Leu

Asp

val Met His

page 18

ser

Pro
205

Lys

Pro S

Ser
Asp
Asn
285
val
Glu
Lys
Thr
Thr
365
Glu
Leu

Lys

Glu

ser
190

ser

Thr

Arg

Pro

270

Ala

val

Tyr

Thr

Leu

350

Cys

ser

Asp

Ser

Ala

ser

175

Ser

Asn

His

vai

Thr

255

Glu

Lys

Ser

Lys

wH
W —
W

Pro

Leu

Asn

ser

Arg

415

Leu

160

ser

Leu

Thr

Thr

Phe

240

Fro

val

Thr

val

Gly

Ser

Pro

val

Gly

Trp

His



Sequence Tisting.sT25.1xt
420 425 43

Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 40

<211> 446

<212> PRT

<213> Artificial

<220> _
<223> heavy chain of a chimeric antibody

<400> 40
g1u val Lys Leu gaT Glu ser Gly Gly gay Leu val GlIn Pro g}y Gly

Ser Met Lys Egu sar Cys val Ala ggr Gly Phe Thr Phe Ser Asn Tyr
30

Trp Met Asn Trp Val Arg GIn Ser Pro Glu Lys Gly Leu Glu Trp val
35 40 45

Ala ggu Ile Arg Leu Lys ggr Asn Ash Tyr Thr Egr His Tyr Ala Glu

ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Ser Sser
65 70 75 80

val Ser Leu Gln ggt Asn Asn Leu Arg gg] Glu Asp Thr Gly é;e Tyr

Tyr Cys Thr Arg His Tyr Tyr Phe Asp Tyr Trp Gly GIn Gly Thr Thr
100 105 110

Leu Thr val ser Gly Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala
115 120 125

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu
130 135 140

val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser Asn Asn Ser Gly
145 150 155 160

Ala Leu Thr ser Gly val His Thr Phe pro Ala val Leu GIn Ser Ser
165 170 175

Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser ser Leu
180 185 190

Gly Thr GIn Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn Thr
195 200 205
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Lys

Cys

225

Leu

Glu

Lys

Lys

Leu

305

Lys

Lys

ser

Lys

Glin

385

Gly

GlIn

Asn

val

210

Pro

Phe

val

Phe

Pro

290

Thr

val

Ala

Arg

Ser

Gin

His

<210>
<211>
<212>

<213>

<220>
<223>

Asp

Pro

Pro

Thr

Asn

275

Arg

val

Ser

Lys

AsSp

355

Phe

Glu

Phe

Gly

Tyr

435

411
219
PRT

Lys

Cys

Pro

Cys

260

Trp

Glu

Leu

Asn

Tyr

Asn

Phe

Asn

420

Thr

Lys

Pro

Tyr

Glu

His

Lys

325

Gn

Leu

Pro

Asn

Ley

405

vall

Gln

Artificial

val

Ala

230

Pro

val

val

Gln

Gln

310

Ala

Pro

Thr

Ser

Tyr

TYr

Phe

Lys

Tight chain of a

Sequence Tisting.ST25.txt

Glu Pro Lys Ser Cys

215

Pro

Lys

va’l

Asp

Tyr

Asp

Leu

Arg

LYys

ASDP

Lys

Ser

Ser

Ser

Glu

Asp

Asp

Trp

Pro

Glu

Asn

360

Tle

Thr

Lys

Cys

Leu
440

Leu

Thr

val

265

val

Ser

Leu

Ala

Pro

345

GIn

Ala

Thr

Leu

sSer

425

ser

Leu

Leu

250

ser

Glu

Thr

Asn

Pro

330

Gln

val

val

Pro

Thr

410

val

Leu

Gly
235
Met
His

val

TVYF

val

Ser

Glu

Pro

395

val

Met

ser

chimeric antibody

page 20

Asp Lys Thr
220

Gly

Ile

Glu

His

Lys

Glu

Tyr

Leu

Asp

His

Pro

Pro

Ser

ASp

ASn

285

val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly

Ser

Arg

Pro

270

Ala

val

TYTr

Thr

Leu

350

Cys

Ser

ASD

ser

Ala

430

Lys

His

val

Thr

255

Glu

Lys

Ser

Lys

ITe

335

Pro

Leu

Asn

Ser

The

Phe

240

Pro

val

Thr

val

Gly

Ser

Pro

val

Gly

400

Trp

His



<400> 41
Asp Ite val
1

Thr
ASn
Pro
ASp
65

ser
Leu
Arg
Gln
Tyr
145
ser
Thr

Lys

Pro

Ser

Ala

Gly Ile

GlIn

50

Arg

Arg

Glu

Thr

Leu

130

Pro

Gly

Tyr

His

val
210

<210>
<211>
<212>

<213>

<220>
<223>

<400>

35

Leu

val

Leu

val

115

Lys

Arg

Asn

ser

Lys

195

Thr

42
117
PRT

Met

ser

20

Thr

Leu

Glu

Pro

100

Ala

Ser

Glu

Ser

Leu

180

val

Lys

Thr

Ile

TYr

Ile

Ser

Ala

85

Pro

Ala

Gly

Ala

GIn

165

Ser

TYyr

Ser

Artificial

Gln Ala

Ser Cys

Phe Phe

Tyr Gln

55

ser Giy

70

Glu Asp

Thr pPhe

Pro ser

Thr Ala

Lys val

Glu Ser

Ser Thr

Ala Cys

Phe Asn
215

heavy chain variable

42

Sequence listing.ST25.txt

Ala Phe Ser Asn Pro

Arg

Trp

40

Met

Sef

val

Gly

val

120

ser

Gln

val

Leu

Glu

200

Arg

Ser
25

TYr
ser

Gly

Gly

val

Trp

Thr

Thr

185

val

Gly

region

Ser

Leu

Asn

ITe

val

LysS

Glu

170

Leu

Thr

Glu

page 21

Lys

GIn

l.eu

Asp

75

Tyr

Thr

Phe

Cys

val

155

G1In

Ser

His

Cys

ser

Lys

Ala

60

Phe

Tyr

Lys

Pro

Leuy

140

Asp

Asp

Lys

Gln

val
Leu
Pro
45

ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser

Ala

Gly

Thr

L.eu

30

Gly

Gly

Leii

Ala

Glu

110

Ser

Asn

Ala

Lys

Leu

15

His

Leu

val

Arg

Gin

95

Ile

Asp

Asn

Leu

“TYrP

ser

Gly

Ser

ser

Pro

Ile
30

Asn

Lys

Glu

Phe

GIn

160

Ser

Glu

Ser



Glu

ser

Trp

Gly

ser

65

Leu

Tyr

val

val

Leu

Met

Glu

50

val

Tyr

Cys

Thr

Gin

Arg

Asn

35

Ile

Lys

Leu

Thr

val
115

Leu

Leu

20

Trp

Arg

Gly

GIn

val

ser

val

Leu

Arg

Met

85

His

Ser

Glu Ser

Cys Ala

Arg Gln

Lys Ser

55

Phe Thr
70

Asn Sser

Tyr Tyr

<210>
<21l>
<212>
<213>

<220>
<223>

<400>

43

117

PRT
Artificial

heavy chain variable
43

Glu val GIln Leu ga1 Glu Ser
1

Ser Met

Trp Met

Arg Leu Ser cys val
20

égn Trp val Arg GIn

Gly Glu Ile Arg Leu Lys ?gr

50

ser val

65

Leu Tyr

Tyr Cys

Lys Gly Arg Phe Thr
70

Ley GIn Met Asn Ser
BS

Thr Arg His Tyr Tyr

sequence 1isting.ST25.txt

Gly Gly gay Leu val Gln Pro

Ala ser
25

Ala Pro
40

Asn Asn
Ile Ser

Leu Lys

Phe Asp

region

Gly Gly

aAla ser

Ala Pro

40

ASn Asn

Ile Ser

Leu Lys

Phe Asp

Gly

Gly

Tyr

Arg

Thr

90

Tyr

Gly

10

Gly

Gly

TYr

Arg

Thr
a0

Phe

Lys

Thr

ASp

75

Glu

Trp

Leu

Phe

Lys

Thy

Asp

75

Glu

Thir

Gly

Thr

60

Asp

Asp

Gly

val

Thr

Gly

Thr

60

Asp

Asp

Tyr Trp Gly

page 22

phe

Leu

45

His

ser

Thr

G1n

Gln

Phe

Leu

45

His

ser

Thr

Gln

Ser

30

Glu

Tyr

Lys

Ala

Gly
110

Pro

Ser

30

Glu

Tyr

Lys

Ala

Gly

Gly
15

Asn

Trp

Ala

Ser

val

95

Thr

Gly
15

AsSn

Trp_

Ala

Asn

val

95

Thr

Gly

Tyr

val

Glu

ser

80

Tyr

Leu

Gly

TYr

val

Glu

ser

80

TY"P

Leu



Sequence 1isting.ST25.txt
100 105 110

val Thr val Ser ser

<210> 44

<211> 117

<212> PRT

<213> Artificial

<220>
<223> heavy chain variable region

<400> 44

Glu val G6In teu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 S 10 15

ser Met Arg égu ser Cys val Ala ggr Gly phe Thr Phe ggr Asn Tyr

Trp Met ggn Trp val Arg Gln igr Pro Gly Lys Gly kgu Glu Trp val

Gly ggu Ile Arg Leu Lys §§r Asn Asn Tyr Thr ggr His Tyr Ala Glu

ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser
65 70 75 80

teu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala val Tyr

85 90 95
Tyr Cys Thr Arg His Tyr Tyr Phe Asp Tyr Trp Gly GIn Gly Thr Leu
100 105 110

val Thr val ser Ser

115
<210> 45
<211> 117
<212> PRT
<213> Artificial
<220>
<223> heavy chain variable region
<400> 45

Glu val GlIn Leu val Glu Ser Gly Gly Giy Leu val GIn Pro Gly Gly
1 5 10 15

ser Met Arg Egu Ser Cys val Ala ggr Gly Phe Thr Phe ger Asn Tyr
0

Trp Met Asn Trp val Arg Gln Ser Pro Glu Lys Gly Leu Glu Trp val
page 23



35

Gly 6lu Xle Arg Leu Lys Ser
50 55

ser val Lys Gly Arg Phe Thr
65 70

Leu Tyr Leu GlIn ggt Ash Sser

Tyr Cys Thr Arg His Tyr Tyr
100

val Thr val sSer Ser

115

<210>
<211>
<212>
<213>

<220>
<223>

<400>

46
114
PRT

46

Artificial

%sp ITe val Met Ehr Gin

Glu Pro Ala
Asn Gly Tle
35

Pro GIn Leu
Asp Arg Phe
65

Sser Arg val
Leu Glu Leu
Arg Ala

<210> 47
<211> 114
<212> PRT

Ser

20

Thr

Leu

ser

Glu

Pro
100

Ile

Tyr

Ile

Gly

Ala

85

Pro

Ser

Phe

TYyr

ser

70

Glu

Thr

Tight chain variable

Ser

Cys

Phe

Gln

55

Gly

Asp

Phe

Sequence 1isting.ST25.txXt
40 45

Asn Asn

Ile ser

teu Lys

rhe Asp
105

region
Pro

Leu

ser
25

Arg

Trp

Tyr
40

Met Ser
ser Gly
val Gly

Gly Gln
Y 105

Thr His
60

Tyr Thr

Arg Asp
75

Asp Ser

Thr Glu

Asp Thr
90

Tyr Trp Gly GIn

ser Leu val

10

Pro

Ser Lys Ser Leu

Leu GIn Lys Pro

45

Ala
650

Asn Leu Ser

The Asp phe Thr

75

val Tyr Tyr Cys
90

Gly Thr Lys val

page 24

Tyr

Lys

Ala

Thr

Leu

30

Gly

Gly

Leu

Ala

Glu
110

Ala

Asn

Glu

Ser
80

val Tyr

95

Thr

Pro

15

His

Gln

val

Lys

Gin

95

Ile

Leu

Gly

ser

Ser

Pro

Ile

80

ASh

Lys



<213>

<220>
<223>

<400>
Asp Ile
1

Glu Pro
Asn Gly
Pro Gin

50

ASp Arg
65

ser Ardg
Leu Glu

Arg Ala

<210>
<211>
<212>

Artificial

Tight chain variable

47
val

Ala

Ile

35

Leu

phe

val

Leu

48
114
PRT

Met The
5

ser Ile
20

Thr Tyr

Leu Ije

Ser Gly

Glu Ala

85

Pro Pro
100

<213> artificial

<220>
<223>

<400>

Gln

serp

L.eu

Tyr

ser

70

Glu

Thr

Ser

Cys

Phe

Gin

55

Gly

Asp

Phe

light chain variable

48

Asp Ile val Met ghr Gln ser
1

Asp Pro Ala ggr Ile Ser Cys

Asn Gly g}e Thr Tyr Leu Phe

Pro Gin Leu Leu Ile Tyr g}n

Asp Arg Phe Ser Gly Ser Gly
65 70

Sequence 1isting.ST25.txt

region
Pro Leu

Arg ser
25

Trp Tyr
40

Met Ser
ser Gly

val Gly

Gly Gly

region

Pro Leu

Arg Sser
25

Trp Tyr

40

Met Ser

Ser Gly

Ser
10

ser
Leu
Asn
Thr
val
g0

Gly

ser
10

ser
Leu

Asnh

Thr

Asn Pro

Lys Ser

Glin Lys

Leu Ala

60

Asp Phe
75
Tyr Tyr

Thr Lys

Asn Pro

Lys Ser

GIn Lys

Leu Ala

60

Asp Phe
75

page 25

val

Leu

Pro

45

ser

Thr

Cys

val

val

leu

Pro

45

Ser

Thr

Thr

Leu

30

Gly

Gly

Leu

Ala

Glu
110

Thr
Leu
30

Gly

Gly

L.eu

Pro

15

His

Gln

Y
vdl

Lys

GIn

95

Ile

Pro

15

His

Gln

val

Lys

Gly

ser

Ser

PI'o

Ile

80

AsSh

Lys

Gly

sar

ser

Pro

Ile
80



Sequence 1isting.ST25.txt

ser Arg val Glu g;a Glu Asp val Gly gST Tyr Tyr Cys Ala g}n Asn

Leu GIu Leu Pro Pro Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys
100 105 110
Arg Ala

<210> 49

<211> 4

<212> PRT

<213> Artificial

<220>
<223> epitope

<400> 49
iro Asp Thr Arg

<210> 50
<211> 5§

<212> PRT

<213> artificial

<220>
<223> epitope

<400> 50
Pro Asp Thr Arg Pro
1 5

<210> 51

<211> 30

<212> PRT

<213> Artificial

<220> '
<223> target peptide

<400> 51
Ala Pro Pro Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro Ala
1 5 10 15

Pro Gly Ser Thr Ala Pro Pro Ala His Gly val Thr ser Ala
20 25 30

<210> 52

<211> 41

<212> PRT

<213> artificial

<220> .
<223> target peptide
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Sequence 1isting.ST25.txt
<220>
<221> CARBOHYD
<222> (10)..Q10)
<223> GalNAc alpha

<220>

<221> CARBOHYD
<222> (30)..(30)
<223> GalNAc alpha

<400> 52

Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser
1 5 10 15
Thr Ata Pro Pro Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro
20 25 30
Ala Pro Gly Ser Thr Ala Pro Pro Ala
35 40

<210> 53

<Z211> 81

<212> PRT

<213> Artificial

<220> .
<223> target peptide

<220>

<221> CAREOHYD
«222>  (10)..C10)
<223> GalNAc alpha

<220>

<221> CARBOHYD
<222> (30)..(30
<223> GalNAc alpha

<220>

<221> CARBOHYD
<222> (50%..(50)
<223> GalNAc alpha
<220>

<221> CARBOHYD
<222> (700..(700)
<223> GalNAc alpha
<400> 53

Ala His Gly val Thr ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser
1 5 10 ' 15
Thr Ala pro pPro Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro
20 25 30
Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly val Thr ser Ala Pro
35 40 45

asp Thr Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly val
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Sequence Tlisting.ST25.txt
50 60

Thr Ser Ala Pro Asp ;Br Arg Pro Ala Pro ?;y Ser Thr Ala Pro PBO
Ala

<210> 54

<Z211> 101

<212> PRT

<213> Artificial

<220> .
<223> target peptide

<220>

<221> CARBOHYD
<222> (10)..(1D)
<223> GaiNac alpha

<220>

<221> CARBOHYD
<222> (30)..(30)
<223> GalNac alpha

<220>

<221> CARBQHYD
222> (50)..C(50)
<223> GalNAc alpha

<220>

<221> CARBOHYD
<222> (70)..(70)
<223> GalNAc alpha

<220>

<221> CARBOHYD

<222» (90)..(90)

<223> GalNAc alpha

<400> 54

Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser
1 5 10 15

Thr Ala pro Pro Ala His Gly val Thr Ser Ala Pro Asp Thr Arg Pro

Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly val Thr Ser Ala Pro
35 40 45

Asp Thr Arg Pro Ala Pro g}y ser Thr Ala Pro 250 Ala His Gly val
50

Thr ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro
6 70 75 80

Ala His Gly val Thr Ser Ala pro Asp Thr Arg Pro Ala Pro Gly Ser
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Sequence 11sting.5T25.txt
85 80

Thr Ala Pro Pro Ala
100
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