PCT/SG2010/000118

WO 2010/110752

1/4

[ 94

:1

coam_ESmc_
-ay g Buiuy A6ojolup

.c_umo._,
w Alanp) ABojojup

co__mn__m> Emu
|oAs}-uonesyddy

£

. Anjzv Buissanold
abenbue] jeinieN

>mo_oEo_._ ainonlis

(qem)
Sjusinoo(

(induy Jasn)
sjusawnooQ

D C_ Ad m_>_
sanpisay JuUeiniy

uonejndod (1)

CO:&N:NDw_> Q.Suozbw

Jawholdwz (1)



PCT/SG2010/000118

WO 2010/110752

2/4

S &5&%@?

e

,m‘mﬁﬁ_mw_ |

et AU ISP S ¥ .5.&%@@63@?.@?” ..,.H

SEEHTR :iv T e U EEL) wmmnwﬂwv&mmmwg; .....

. $use M.la%nm:_n...f.:. n._? |

x

- _m_.w»m R v B

- e é&ﬁﬁwﬁmﬂ% L
&.Erwé?w@u% ) ,

ﬁ.. z;nmamsa}?



WO 2010/110752 PCT/SG2010/000118

3/4

Text dchments

Extract and nermalize protein names and instance_s of
. mutations from text documents

302
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Extract protein-mutation relations from the protein names
and instances of mutations

304
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Instantiate ontology with the protein names, instances of
mutations and protein-mutation relations

306 -

v
Retrieve protein sequences from sequence banks using the
protein names and populate ontology with the retrieved
protein sequences

S SS
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Map instances of mutations of each protein onto the
retrieved protein sequences of the protein 310

/

A

Rank the retrieved protein sequences based on the
. mapping 312

/

A 4
Refine ontology to retain only the highest ranked protein
sequence and the instances of mutations grounded to at 314
least one protein sequence

/ Ontology comprising correspondences
300 between a plurality of proteins and the
instances of mutations of the proteins

Fig. 3
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