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FIG. 2 (continued)

200 |

100 165

100




5/82

Fig. 2 (continued)
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| ‘Fig. 6 (con‘tinued)
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FIG. 8
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* Fig. 9
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Fig. 9 (continued)
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Fig. 9 (continued)
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Fig. 9 {continued)
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Fig: 10 (continued)
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Fig. 11
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Fig, 11 {continued}

Temp {°0

Duration{Mins)




22/ 82

Fig. 12
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Fig, 12 (continued)
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Fig. 14
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o Fxg 14 (continued)
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Fig. 15
Peptide - -
SPT
MPH
TAL
1 2
| 1. in-vitro translate
k. intvitro, B53 in the
translate p53 presence.of
: biotinylated
peptides

2. incubate on .

» Streptavidin plate
2 coated with
bictinylate peptide

’ -2. incubate on
streptavidin
plate

3. Detect via anti-p53 3. Detect via anti-p53

Ab and gquantify Ab and quantify
using HRP ~ using HRP
conjugated + . conjugated
secondary Ab secondary Ab




28/ 82

Fig. 16
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Fig. 17
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Fig. 17 (continued)
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Fig. 17 (contimued)
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Fig. 17 (continued)
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Fig. 18
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Fig. 18 (continued)
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Fig. 19 (continued)
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Fig. 19 (continued)
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Fig. 21
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Fig. 21 (continued) -
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Fig. 21 (continued)

D

1 - control
2 —RGC
3-p2i
4 - PUMA-BS2
5—-P2XM




- 43/82

Fig. 22
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Fig. 22 (continued)
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" Fig. 22 (continned)
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Fig. 24
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Fig. 25
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Fig. 28
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Fig. 29
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Fig. 30
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Fig. 32 {contimued)
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' Fig, 34
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Fig. 36
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Fig. 36 (continued)
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‘ | Fig. 36 (contihued)
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Fig. 36 (continued)
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Fig, 36 (comtinued)
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Fig. 37
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Fig. 37 (continued)
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| Fig. 37 (continued)
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Fig. 37 (continued)
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Fig. 41
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Fig. 41 (continued)
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Fig. 41 (continued)
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Fig. 41 (continued)
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Fig. 41 (conﬁnﬁed)
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Fig. 42

PCR
Trx-MPHS FWAEWCGE MPHLMAC PCKMIA
Trx-MPHo FWAEWCG MMPHLMACPCKMIA

Trx-MPHScram B | FWAEWCG CMAPMLHM PCKMIA ]
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Fig. 42 (continuved)
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Fig. 42 (continued)
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Fig. 43
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Fig. 43 {continued)
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Fig, 44
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Fig. 44 {continued)
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