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FIGURE 1
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FIGURE 2
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SRCR1A (aal-159)

MERPLCSHLCSCLAMLALLSPLSLAQYDSWPHYPEYFQOPAPEYHQPOAPANVAKIQLRLAGOK
RKHSEGRVEVYYDGOWGTVCDDDE STHAAHVVCRELGYVEAKSWTASSSYGKGEGPIWLDNLHC
TGNEATLAACTSNGWGVTDCKHTEDVGVVCS (SEQ ID NO:14)

SRCR1B (aa58-187)
LRLAGOQKRKHSEGRVEVYYDGQWGTVCDDDEF STHAAHVVCRELGYVEAKSWTASSSYGKGEGPT
WLDNLHCTGNEATLAACTSNGWGVTDCKHTEDVGVVCSDKRIPGFKEDNSLINQIENLNIQVED
IR (SEQ ID NO:15)

SRCR1C (aal-187)
MERPLCSHLCSCLAMLALLSPLSLAQYDSWPHYPEYFQOPAPEYHQPOAPANVAKIQLRLAGOK
RKHSEGRVEVYYDGOWGTVCDDDE STHAAHVVCRELGYVEAKSWTASSSYGKGEGPIWLDNLHC
TGNEATLAACTSNGWGVTDCKHTEDVGVVCSDKRIPGEFKEDNSLINQIENLNIQVEDIR

(SEQ ID NO:16)

SRCR2A (aalos(0-302)
DKRIPGEFRKFDNSLINQIENLNIQVEDIRIRAILSTYRKRTPVMEGYVEVKEGKTWKQICDKHWT
AKNSRVVCGMFGFPGERTYNTKVYKMFASRRKQRYWPF SMDCTGTEAHISSCKLGPQVSLDPMK
NVTCENGLPAVVSCV (SEQ ID NO:17)
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FIGURE 2 (CON’T)
B (CON’T)

SRCR2B (aal88-324)
IRATILSTYRKRTPVMEGYVEVKEGKTWKQICDKHWTAKNSRVVCGMEFGFPGERTYNTKVYKME A
SRRKORYWPEFSMDCTGTEAHISSCKLGPQVSLDPMKNVTCENGLPAVVSCVPGQVF SPDGPSRFE
RKAYKPEQP (SEQ ID NO:18)

SRCR2C (aals0-324)
DKRIPGEFRKFDNSLINQIENLNIQVEDIRIRAILSTYRKRTPVMEGYVEVKEGKTWKQICDKHWT
AKNSRVVCGMFGFPGERTYNTKVYKMFASRRKQRYWPF SMDCTGTEAHISSCKLGPQVSLDPMK
NVTCENGLPAVVSCVPGQVESPDGPSRFRKAYKPEQP (SEQ ID NO:19)

SRCR3A (aa303-425)
PGQVEFSPDGPSRFRKAYKPEQPLVRLRGGAYIGEGRVEVLEKNGEWGTVCDDKWDLVSASVVCRE
LGFGSAKEAVTGSRLGOGIGPIHLNEIQCTGNEKSIIDCKEFNAESQGCNHEEDAGVRCN

(SEQ ID NO:20)

SRCR3B (aa325-434)
LVRLRGGAYIGEGRVEVLKNGEWGTVCDDKWDLVSASVVCRELGFGSAKEAVTGSRLGQGIGPI
HLNEIQCTGNEKSIIDCKENAESQGCNHEEDAGVRCNTPAMGLQKK (SEQ ID NO:21)

SRCR3C (303-434)
PGOVFSPDGPSRFRKAYKPEQPLVRLRGGAYIGEGRVEVLKNGEWGTVCDDKWDLVSASVVCRE
LGFGSAKEAVTGSRLGOGIGPIHLNEIQCTGNEKSIIDCKENAESQGCNHEEDAGVRCNTPAMG
LOKK (SEQ ID NO:22)

SRCR4A (aa4d26-547)
TPAMGLOKKLRLNGGRNPYEGRVEVLVERNGSLVWGMVCGONWGIVEAMVVCRQLGLGFASNAF
QETWYWHGDVNSNKVVMSGVKCSGTELSLAHCRHDGEDVACPQGGVQYGAGVACSETA  (SEQ
ID NO:23)

SRCR4B (435-547)
LRLNGGRNPYEGRVEVLVERNGSLVWGMVCGONWGIVEAMVVCROLGLGFASNAFQETWYWHGD
VNSNKVVMSGVKCSGTELSLAHCRHDGEDVACPQGGVQYGAGVACSETA (SEQ ID NO:24)
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FIGURE 3
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FIGURE 6

AB0023 Vy sequence:

MEWSRVFIFLLSVTAGVHSQVQLQQSGAELVRPGTSVKVSCKASGYAFTYYLIEWVKQ
RPGQGLEWIGVINPGSGGTNYNEKFKGKATLTADKSSSTAYMQLSSLTSDDSAVYFCAR
NWMNFDYWGQGTTLTVSS (SEQ ID NO:42)

AB0023 V;, sequence:

MRCLAEFLGLLVLWIPGAIGDIVMTQAAPSVSVTPGESVSISCRSSKSLLHSNGNTYLYW
FLQRPGQSPQFLIYRMSNLASGVPDRFSGSGSGTAFTLRISRVEAEDVGVY YCMQHLEYP
YTFGGGTKLEIK (SEQ ID NO:43)

AB0024 Vy sequence:

MGWSLILLFLVAVATRVHSQVQLVQSGAEVKKPGASVKVSCKASGYAFTYYLIEWVRQ
APGQGLEWIGVINPGSGGTNYNEKFKGRATITADKSTSTAYMELSSLRSEDTAVYFCAR
NWMNFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVE
SKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFENWYV
DGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISK
AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK (SEQ ID
NO:44)

AB0024 V;, sequence:

MRVPAQLLGLLLLWLPGARCDIVMTQTPLSLSVTPGQPASISCRSSKSLLHSNGNTYLY
WFLQKPGQSPQFLIYRMSNLASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQHLE
YPYTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDN
ALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNR
GEC (SEQ ID NO:45)



