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FIG. 9 continued
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FIG. 16 continued
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FIG. 22
CATATSAGCALCARA TCTGTAC AARGC AACCLETLOGT.
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TCTGGCA{ATAGCGGTEGTQCTAGCA§ E IETMMTGG’WGAGGC T

EE RN RN R RN EN RN RN NI
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SRR R RN NI RNRIRIRR 0
TGAAC SGECAGATAARL Gl TERAATC TAC T AGCATACC T TACC TCTOC

ATGECC T TTAC T TCGAC TOCATC GEGC TTAAGGEC TTC TCAARE TGEAT
SRR RN AR RN R R R R RN RN RN
ATEHCC T TTAC TTOGAC TOC AT GEGE TTAAGGGCT TC TCARAC TEEAT

GETGLAGTGG AGGAGGAGC TEATGCATGL GATGAAGATGTTTGACT
SRR RN R RN RN RIRNRARIRNERNINIEY )

EA&SGGTG{' AGTEGT AGGA&SGAGET&ATKATR &&TG&AG&TG TIFGEACT

§ 1 LG ) RS GG A AT T LS DL ALGL TG § GALGRLLUA
IR RN RN R RN RN RN

COATC TGAGTEGGAT TCGCC T T TGGCAGIC T T TGAGCACGT T TACGAGEA
SRR ERR RN RRRNERIRRRRANERRIRSIRIRRINASRENNE
COATC TEAGTHGGAT TCGUC T T TRGLAGLL T T TOAGLACGT T TAUGAGLA

TEAGETAAARTGT TACGAAGAGAAT TCACGAGC T TG T TGAGATGECAATGL
SRRERRRREREERIRIRRIRINNE D §§§§§§§§§§§i§§§ §§§§§§§
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GAAAAGS.
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CAGET TEAGGAGGAARCL TC TOCCC TCGAC AT TCTGGAGAAGC TGAGGT T
SRR NI R SRR RN IR ANERRRRRIRERRIRNRNNE
CAGET TEAGGAGGAAGRCC TC THOOC TCGAC AT TGTGGAGAAGI TGAGET T

CAT TORAGAGGAC ARAAGEEC TTTGC T TTTCC TTGATAAGGAGC TTTCTC
SRR SRR RSN RN RN IR NI R R RIRERN )
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TCAGE AGT T T AT TOC AR TEAGHRAGRAGAAG TAAGERATUUGRATI G

ERSERRRRERRERERERE §§§E§§E§§§§§§§§ §§§§§§E§§
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FIG. 23
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FIG. 24

SEQID | NAME (SEQUENCE TYPE) SEQUENCE

NO:

1 E2EP3 (DNA) AGCACCAAAGATAACTTTAATGTGTACAAA
GCAACCCGTCCGTATCTGGCACAT

2 E2EP3 mutant (DNA) AGTATTAAGGACCACTTCAATGTCTATAAAGCCACAA
GACCGTACCTAGCTCAC

3 E2EP4 (DNA) TGGGGCAACAACGAGCCGTATAAGTATTGGCCGCAG
TTATCTACAAACGGTACA

4 E2EP5 (DNA) CTCCTGTCGATGGTGGGTATGGCAGCGGGGATGTGCA
TGTGTGCACGACGCAGA

5 E2EPS mutant (DNA) CTCCTGTCGATGGTGGGTGTGGCAGTGGGGATGTGCA
TGTGTGCACGACGCAGA

6 CV (DNA) AGCACCAAAGATAACTTTAATGTGTACAAA

7 E2EP3 (protein) STKDNFNVYKATRPYLAH

8 E2EP3 mutant (protein) SIKDHFNVYKATRPYLAH

9 E2EP4 (protein) WGNNEPYKYWPQLSTNGT

10 E2EPS (protein) LLSMVGMAAGMCMCARRR

11 E2EPS mutant (protein) LLSMVGVAVGMCMCARRRK

12 CV (protein) STKDNFNVYK

Mutated ferritin (DNA)

ATGGCATCCATTTCTGAAAAAATGGTTGAGGCTTTGA
ACAGGCAGATAAACGCTGAAATC
TACTCAGCATACCTCTACCTCTCCATGGCCTCTTACTT
CGACTCCATCGGGCTTAAGGGC
TTCTCAAACTGGATGAGGGTGCAGTGGCAGGAGGAG
CTGATGCATGCGATGAAGATGTTT
GACTTTGTCAGTGAGAGGGGAGGGAGAGTTAAGCTC
TACGCTGTTGAGGAGCCACCATCT
GAGTGGGATTCGCCTTTGGCAGCCTTTGAGCACGTTT
ACGAGCATGAGGTAAATGTTACG
AAGAGAATTCACGAGCTTGTTGAGATGGCAATGCAG
GAAAAGGACTTTGCAACCTACAAC
TTCCTGCAGTGGTATGTTGCGGAGCAGGTTGAGGAGG
AAGCCTCTGCCCTCGACATTGTG
GAGAAGCTGAGGTTGATTGGAGAGGACGCGGCGGCT
TTGCTTTTCCTTGATAAGGAGCTT
TCTCTCAGGCAGTTTACTCCTCCAGCTGAGGAGGAGA
AGTAATGA
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FIG. 24 continued

SEQID
NO:

NAME (SEQUENCE TYPE)

SEQUENCE

14

Mutated ferritin (protein)

MASISEKMVEALNRQINAEIYSAYLYLSMASYFDSIGLK
GFSNWMRVQWQEELMHAMKMF
DFVSERGGRVKLYAVEEPPSEWDSPLAAFEHVYEHEVN
VTKRIHELVEMAMQEKDFATYN
FLOQWYVAEQVEEEASALDIVEKLRLIGEDAAALLFLDK
ELSLRQFTPPAEEEK**

15

Wild type ferritin (DNA)

ATGGCATCCATTTCTGAAAAAATGGTTGAGGCTTTGA
ACAGGCAGATAAACGCTGAAATC
TACTCAGCATACCTCTACCTCTCCATGGCCTCTTACTT
CGACTCCATCGGGCTTAAGGGC
TTCTCAAACTGGATGAGGGTGCAGTGGCAGGAGGAG
CTGATGCATGCGATGAAGATGTTT
GACTTTGTCAGTGAGAGGGGAGGGAGAGTTAAGCTC
TACGCTGTTGAGGAGCCACCATCT
GAGTGGGATTCGCCTTTGGCAGCCTTTGAGCACGTTT
ACGAGCATGAGGTAAATGTTACG
AAGAGAATTCACGAGCTTGTTGAGATGGCAATGCAG
GAAAAGGACTTTGCAACCTACAAC
TTCCTGCAGTGGTATGTTGCGGAGCAGGTTGAGGAGG
AAGCCTCTGCCCTCGACATTGTG
GAGAAGCTGAGGTTGATTGGAGAGGACAAAAGGGCT
TTGCTTTTCCTTGATAAGGAGCTT
TCTCTCAGGCAGTTTACTCCTCCAGCTGAGGAGGAGA
AGTAATGA

16

Wild type ferritin (protein)

MASISEKMVEALNRQINAEIYSAYLYLSMASYFDSIGLK
GFSNWMRVQWQEELMHAMKMF
DFVSERGGRVKLYAVEEPPSEWDSPLAAFEHVYEHEVN
VTKRIHELVEMAMQEKDFATYN
FLQWYVAEQVEEEASALDIVEKLRLIGEDKRALLFLDK
ELSLRQFTPPAEEEK**

17

Mutagenesis primer forward

gattggagaggacGCGGCGgctttgetttte

18

Mutagenesis primer reverse

gaaaagcaaagcCGCCGCgtectctccaate

19

CVACS (protein)

STKDNFNVYKATRPYLAHSGGASISEKMVEALNRQINA
EIYSAYLYLSMASYFDSIGLKGFSNWMRVQWQEELMH
AMKMFDFVSERGGRVKLYAVEEPPSEWDSPLAAFEHV
YEHEVNVTKRIHELVEMAMQEKDFATYNFLQWYVAEQ
VEEEASALDIVEKLRLIGEDKRALLFLDKELSLRQFTPPA
EEEK

20

CVcATf (protein)

STKDNFNVYKSGGASISEKMVEALNRQINAEIYSAYLYL
SMASYFDSIGLKGFSNWMRVQWQEELMHAMKMEFDFV
SERGGRVKLYAVEEPPSEWDSPLAAFEHVYEHEVNVTK
RIHELVEMAMQEKDFATYNFLQWYVAEQVEEEASALD
IVEKLRLIGEDKRALLFLDKELSLRQFTPPAEEEK




