SeguencelListing
SEQUENCE LISTING
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<151> 2010-11-11
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<160> 53
<170> pPatentIn ver. 2.0

<210> 1
<211> 107
<212> PRT
<213> Artificial Sequence
<220>
<223> human antibody
<400> 1
Aip Ile GIn Met Thr GIn Ser Pro Ser igr Leu Ser Ala Ser XaT Gly
5 5
Asp Arg val Egr Ile Thr Cys Arg §1a Ser GIn Gly Ile ggg Asn Tyr
5
Lteu Ala ggp Tyr GIn Gln Lys Zgo Gly Lys Ala Pro kgs Leu Leu Ile
Tyr Ala Ala Ser Thr Leu ggn ser Gly val Pro ggr Arg Phe Ser Gly
50
ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro
65 70 75 80
Glu Asp val Ala ggr Tyr Tyr Cys GlIn ggg Tyr Asn Arg Ala ggo Tyr
Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys
100 105
<210> 2
<21i> 121
<212> PRT
<213> Artificial Sequence
<220>

<223> human antibody

<400> 2
Glu val Gin Leu V§1 Glu ser Gly Gly Gly teu val Gin Pro igy Arg
1 10
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe ésp Asp Tyr
20 25 0
Ala Pro Gly Lys Gly Leu Glu Trp val
40 45
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Ala Met His Trp val Arg Gln
35



_SeguenceListing
Ser Ala Ile Thr Trp Asn ggr Gly His Ile Asp Tyr Ala Asp Ser val
60

Glu Gly Arg pPhe Thr Ile Ser Arg Asp Asn Ala Lys Ash Ser Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys

85 90 95
Ala Lys val Ser Tyr Leu Ser Thr Ala Ser Ser Leu Asp Tyr Trp Gly
100 105 110
GIn Gly Thr Leu val Thr val Ser Ser
115 120

<210> 3

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> human antibody

<220>

<221> VARJANT

<222> (D)

<223> Xaa = Thr or Ala

<400> 3
GIn Arg Tyr Asn Arg Ala Pro Tyr Xaa
1 5

<210> 4

<211> 12

<212> PRT

<213> Artificial Sequence

<220> .
<223> human antibody

<220>

<221> VARIANT

<222> (12)

<223> Xaa = Tyr or Asn

<400> 4
val Ser Tyr Leu s§r Thr Ala Ser Ser iLeu Asp Xaa
1

<210> 5

<211> 7

<212> PRT

<213> artificial Sequence

<220>
<223> human antibody

<400> 5
Ala Ala ser Thr Leu Gln Ser
1 5

<210> 6
<211> 17
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<212> PRT
<213> Artificial Sequence

<220>

<223> human antibody

<400> 6

1
Gly

<210> 7

<211> 11
<212> PRT
<213> Artificial Sequence

<220>

<223> human antibody

<400> 7
1

<210> 8
<211> 5

<212> PRT
<213> Artificial Sequence

<220>

<223> human antibody

<400> 8

Asp Tyr Ala Met Hgs
1

<210> 9

<211> 107
<212> PRT
<213> aArtificial Sequence

<220>

<223> 25D4 Tight chain variable

<400> 9
Asp Ile
1

AsSp Arg

Leu Ala

Tyr Ala
50

ser Gly

65

Glu Asp

Ala Phe

GIn
val
Trp
35

Ala
Ser
val

Gly

Met Thr Gin Ser

Thr
20

Tyr
Ser
Gly
Ala

Gln
100

5
Iie

Gin
Thr
Thr
Thr

85
Gly

Thr
Glin
l.eu
Asp
70

Tyr

Thr

Cys
Lys
Gln
55

Phe
Tyr

LyS

Pro
Arg
Pro
40

Ser
Thr
Cys
val

SequencelListing

Arg Ala Ser GIn Gly Ile Arg Asn Tyr Leu Ala
5

10

region

Ser
Ala
25

Gly
Gly
Leu
Gin

Glu
105

Ser Leu Ser
10
ser GIn Gly

Lys Ala Pro

val Pro ser
60
Thr Ile Ser
75
Lys Tyr Asn
90
Ile Lys
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Ala
Ile
Lys
45

Arg
Ser

Ser

Ser
Arg
30

Leu
Phe
Leu

Ala

15

Ile
15

Asn
Leu
Ser
Gln

Pro
95

Ala Ile Thr Trp Asn Ser Gly His Ile ?gp Tyr Ala Asp Ser Vval Glu
5

Gly
Tyr
Ile
Gly
Pro

80
Tyr



<210> 10

<211> 121

<212> PRT )

<213> Artificial Sequence

<220>

<223> 25Sb4 heavy chain variable

<400> 10

Gin val Gln Leu v§1 Glu Ser Gly

1
Ser Leu Arg Egu Ser Cys Ala Ala
Ala Met His Trp val Arg GIn Ala
35 40

Ser Ala Ile Thr Trp Asn Ser Gly
50 55

Glu Gly Arg Phe Ala val Ser Arg

65 70

Leu Gln Met Asn Ser Leu Arg Pro

85
Thr Lys Ala Seg Tyr Leu Ser Thr
10
GIn Gly Thr Leu val Thr val Ser
115 120

<210> 11

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> 2sp4 Tight chain variable

<400> 11
GIn Lys Tyr Asn Sgr Ala Pro Tyr
1

<210> 12
<211> 9
<212> PR

<213>

<220>

<223>

<400> 12
GIn Lys Tyr Asn Arg Ala Pro Tyr Ala
1 5

<210> 13
<21i> ¢

<212>
<213>

<220>

<223>

<400> 13

T

EP B12

PRT .
Artificial Sequence

Artificial Sequence

Sequencelisting

region

Gly
Ser
25

Pro
His
Asp
Glu
Ser

105
Ser

Gly
10

Gly
Gly
Ile
Ash
ASp

20
Ser

Leu
Phe
Lys
Asp
Ala
75

Thr

Ser

region CDR3

Ala

val
Thr
Gly
Tyr
60

Lys
Ala

Leu

Tight chain variable region CDR3

VL10E4 Tight chain variable region CDR3
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Gin
Phe
Ley
Ala
Asn
val

ASp

Pro
Asp
30

Asp
Asp
Ala
Tyr

Asn
110

Gly
15

ASp
Trp
ser
Leu
Tyr

95
Trp

Arg
Tyr
val
val
Tyr
80

Cys
Gly



SequenceListing
Gln Lys Tyr Gln Arg Ala Pro Tyr Thr
5

<210> 14
<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VL100A9 Tight chain variable region CDR3

<400> 14
G}n Lys Tyr Ser s§r Ala Pro Tyr Thr

<210> 15

<211> 9

<212> PRT

<213> Artificial Sequence

<220> .
<223> vLL100D2 1ight chain variable region CDR3

<400> 15
G}n Lys Tyr Asn Ser Ala Pro Tyr Thr
5

<210> 16

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VLLOF4 Tight chain variable region CDR3

<400> 16
G}n Lys Tyr Asn Arg Ala Pro Tyr Thr
5

<210> 17

<211> 9

<212> PRT

<213> Artificial sequence

<220>
<223> LOE5S Tight chain variable region CDR3

<400> 17
Gin Lys Tyr Asn sgr Ala Pro Tyr Tyr

<210> 18

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
page 5



SequenceListing
<223> VLLOG7 1ight chain variable region CDR3

<400> 18
G}n Lys Tyr Asn Ser Ala Pro Tyr Asn
5

<210> 19

<211> 9

<212> PRT .

<213> Artificial Sequence

<220>
<223> VLLOGY Tight chain variable region CDR3

<400> 19
G;n Lys Tyr Thr Sgr Ala Pro Tyr Thr

<210> 20

<211> 9

<212> PRT

<213> Artificial seguence

<220> )
<223> VLLOH1 Tight chain variable region CDR3

<400> 20
61n Lys Tyr Asn Arg Ala Pro Tyr Asn
5

<210> 21

<211> 9

<212> PRT i

<213> artificial Segquence

<220> . )
<223> VLLOH10 Tight chain variable region CDR3

<400> 21
G}n Lys Tyr Asn Ser Ala Ala Tyr Ser
5

<210> 22

<211> 9

<212> PRT

<213> Artificial sequence

<220> i
<223> vL1B7 1ight chain variable region CDR3

<400> 22
G}n Gln Tyr Asn Ser Ala Pro Asp Thr
. 5

<210> 23

<211> 9

<212> PRT

<213> Artificial Sequence
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Sequencelisting

<220> )
<223> VLicl Tight chain variable region CDR3

<400> 23
G}n Lys Tyr Asn Ser Asp Pro Tyr Thr
5

<210> 24

<211> 9

<212> PRT

<213> Artificial sequence

<220>
<223> VL0.1F4 Tight chain variable region CDR3

<400> 24
GIn Lys Tyr Ile ser Ala Pro Tyr Thr
5

<210> 25

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VL0.1H8 Tight chain variable region CDR3

<400> 25
Gln Lys Tyr Asn Arg Pro Pro Tyr Thr
5

<210> 26

<211> 9

© <212> PRT

<213> Artificial Sequence

<220>
<223> LOE7.A Tight chain variable region CDR3

<400> 26
G}n Arg Tyr Asn Arg Ala Pro Tyr Ala
5

<210> 27

<211> 12

<212> PRT

<213> Artificial Sequence

<220>
<223> 2Sp4 heavy chain variable region CDR3

<400> 27
Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu Asp Asn
1 5 10

<210> 28
<211> 12
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Sequencelisting
<212> PRT
<213> Artificial sequence

<220>
<223> VH1B1ll heavy chain variable region CDR3

<400> 28
Ala Ser Tyr Leu Sgr Thr ser Ser Ser igu Asp Lys
1

<210> 29

<211> 12

<212> PRT

<213> Artificial sequence

<220>
<223> VHID8 heavy chain variable region CDR3

<400> 29
Ala Ser Tyr Leu Ser Thr Ser Ser Ser igu ASp Tyr
1

5
<210> 30
<211> 12
<212> PRT
<213> Artificial Sequence
<220>

<223> VH1All heavy chain variable region CDR3

<400> 30
Ala ser Tyr Leu Ser Thr Ser Ser Ser Lgu AsSp Asp
1 5 1

<210> 31

<211> 12

<212> PRT

<213> Artificial Sequence

<220> )
<223> VHIBR1Z heavy chain variable region CDR3

<400> 31
Ala Ser Tyr Leu Ser Thr Ser Phe Ser Leu Asp Tyr
1

5 10
<210> 32
<211> 12
<212> PRT
<213> Artificial Sequence
<220>

<223> VH1E4 heavy chain variable region CDR3
<400> 32

Ala Ser Tyr Leu Ser Thr Ser Ser Ser Leu His Tyr
1 5 10
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<210>
<211>
<212>
<213>

<220>
<223>

33
12
PRT

<400> 33

Artificial Sequence

SequenceListing

VH1F6 heavy chain variable region CDR3

Ala Ser Phe Leu Ser Thr Ser Ser Ser igu Glu Tyr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34
12
PRT

34

Artificial sequence

3C-H2 heavy chain variable region CDR3

Ala Ser Tyr Leu Ser Thr Ala Ser Ser kgu Glu Tyr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35
12
PRT

35

Artificial Sequence

VH1-D2.N heavy chain variable region CDR3

val Ser Tyr Leu Ser Thr Ala Ser Ser &Su Asp Asn
1 5

<210>
<211>
<212>
<213>

36
321
DNA

<220>

<223> adalimumab 1ight chain variable region

<400> 36

gacatccaga
atcacttgtc
gggaaagccc
cggttcagtg
gaagatgtig
gggaccaagg

<210>
<211>
<212>
<213>

<220>

37
363
DNA

tgacccagtc
gggcaagtca
ctaagctect
gcagtggatc
caacttatta
tggaaatcaa

Artificial Sequence

tccatectece
gggcatcaga
gatctatgct
tgggacagat
ctgtcaaagg
a

Artificial Sequence

ctgtctgeat
aattacttag
gcatccactt
tfcactctca
tataaccgtg

ctgtagggga cagagtcacc 60

cctggtatca gcaaaaacca 120
tgcaatcagg ggtcccatct 180
ccatcagcag cctacagect 240
caccgtatac ttttggccag ggg
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) Sequencelisting
<223> adalimumab heavy chain variable region

<400> 37

gaggtgcagc tggtggagtc tgggggaggce ttggtacagc ccggcaggtce cctgagactce 60
tcctgtgegy cctetggatt cacctttgat gattatgeca tgcactgggt ccggcaaget 120
ccagggaagg gcctggaatyg ggtctcagct atcacttgga atagtggtca catagactat 180
gcggactctg tggagggecg attcaccatc tccagagaca acgccaagaa ctccctgtat 240
ctgcaaatga acagtctgag agctgaggat acggcecgtat attactgtge gaaagtctcg 300
taccttageca ccgegtecte ccttgactat tggogccaag gtaccctggt caccgtceteg ggo
agt 3

<210> 38

<211> 6

<212> PRT

<213> Homo sapiens

<400> 38 )
H?i Gly Ser His Asp Asn
5

<210> 39

<211> 12

<212> PRT

<213> Homo sapiens

<400> 39
612 Ser Tyr Asp Arg Tyr Thr His Pro Alg Leu Leu
5

<210> 40

<211> 17

<212> PRT

<213> Homo sapiens

<400> 40
Ph% Ile Arg Tyr Asp Gly Ser Asn Lys Tyg Tyr Ala Asp Ser val Lys
5 1 15

Gly

<210> 41

<211> 7

<212> PRT

<213> Homo sapiens

<400> 41
Tyr Asn Asp Gln Arg Pro Ser
1 5

<210> 42

<211> 9

<212> PRT

<213> Homo sapiens

<400> 42
Phg Thr phe Ser Ser Tyr Gly Met His
5
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<210> 43
<211> 13
<212> PRT

<213>

<400> 43
Ser Gly Ser Arg Seg
1

<210> 44
<211> 115
<212> PRT

<213>

<400> 44

Gln
1
Ser
Gly
Ala
Lys
65
Leu

Lys

val

val GlIn
Leu Arg
Met His

35
Phe Ile

50
Gly Arg
Gln Met

Thr His

Ser ser
115

<210> 45
<211> 112
<212> PRT

<213>

<400> 45

Gin ser val teu Thr
1

Leu
Leu

20
Ti”p
Arg
rhe

Ash

Gly
100

Arg val Thr Ile

20

Thr val Lys Trp
35

Ile Tyr Tyr Asn
50

Gly Ser Lys Ser
65

Homo sapiens

Homo sapiens

val

5
Ser
val
Tyr
Thr
ser

85

ser

Homo sapiens

5

ser

Tyr

Asp

Gly

Asn

Glu
Cys
Arg
Asp
Ile

70

Leu

His

Gln

Cys

Gln

Gln

Thr
70

Ile

Ser

Ala

Gin

Gly

ser

Arg

Asp

Pro

Ser

Gln

Arg

ser

Gly

Gly
Ala
Ala

40
ser
Arg

Ala

Asn

Pro
Gly
Leu

40

Pro

Ala

SequenceListing

Ser

Gly
ser

25
Pro
Asn

Asp

Glu

105

ser
ser

25
Pro

ser

Ser

Asn
10

Gly

10
Gly
Gly
Lys
Asn
Asp

90
Gly

val
10
Arg

Gly

Gly

Thr

val
Phe
Lys
Tyr
ser

75

Thr

GIn

Ser

Ser

Thr

val

val

val
Thr
Gly
Tyr

60
Lys

Ala

Gly

Gly
Asn
Ala

Pro
60

Leu Ala Ile

75

Page 11

Lys

Gln
Phe
l.eu

45
Ala
Asn

val

Thr

Ala
Ile
Pro

45

Asp

Thr

Pro
Ser

30
Glu
ASp
Thr

Tyr

Met
110

Pro
Gly

30
Lys
Arg

Gly

Gly

15
Ser
Trp
Ser
Leu
Tyr

95

val

Gly

15
Ser
Leu

Phe

Leu

Arg
Tyr
val
val
Tyr

80

Cys

Thr

Gln

Ash

Leu

Ser

Gln
80



Ala Glu Asp Glu Ala
85
His Pro Ala Leu Leu
100

<210> 46

<211> 16

<212> PRT

<213> Homo Sapiens

<400> 46

Ser Ile His Asn Arg
1 5
<210> 47

<211> 10

<212> PRT

<213> Homo Sapiens

<400> 47
Gly Arg Ser Asn Ser
1 5

<210> 48

<211> 16

<212> PRT

<213> Homo Sapiens

<400> 48
Arg ser Thr Gln Thr
1 5

<210> 49

<211> 7

<212> PRT

<213> Homo Sapiens

<400> 49
Lys val Ser Asn Arg
1 5

<210> 50

<211i> 9

<212> PRT

<213> Homo Sapiens

<400> 50

Phe G1n Gly Ser His
1 5
<210> 51
<211> 30
<212> PRT

<213> Homo Sapiens

Asp

pPhe

Gly

Tyr

Leu

Phe

val

Tyr

Gly

Thr

va'l

ser

Pro

sequencelisting

Tyr Cys

Thr Gly

105

Ile Phe

Met Asp

His Arg

Tyr Thr

Gln Ser Tyr Asp Arg Tyr Thr
90 95

Thr Lys val Thr val Leu Gly
110

Tyr Leu Asp Ser val Lys Gly
10 15

Tyr

Asn Gly Asp Thr Tyr Leu Gliu
10 15
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Sequencetisting
<400> 51
G}n val ¢in Leu Vg? GIn ser Gly Ala 613 val Lys Lys Pro ggy Ala sar val Lys gg?
1

Ser Cys Lys Ala ggr Gly Tyr Thr phe Thg
3

<210> 52

<211> 13

<212> PRT

<213> Homo Sapiens

<400> 52
Tip Arg Gln Ala Pro Gly Gin Gly Leu Glg Trp Met Gly
5 1

<210> 53

<211> 32

<212> PRT

<213> Homo Sapiens

<400> 53
Agg val Thr wmet T?r Arg Asp Thr Ser Thr Ser Thr val Tyr Met Glu Leu Ser Ser ng
10 15

Arg Ser Glu Asp ng ala val Tyr Tyr ng Ala Arg
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