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98695G2041

201207629-5
2012-10-12

316

PatentIn version 3.5
1

19

PRT .

Homo sapiens

1

Met‘Asp Trp Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
1 15

5 10 . '

val Gln Ser

<210>
<211>
<212>
<213>

<400>

1

2

22

PRT

Homo sapiens

2

Met Asp Met Arg val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp
15

5 10

. Leu Ser Gly éga Arg Cys

<210> 3

<211> 19

<212> PRT

<213> Homo sapiens

<400> 3 _ -

Met Glu Phe Gly Leu Ser Trp val Phe Leu val Ala Leu Phe Arg Gly
1 .5 10 15

val GIn Cys

<210> 4

<211> 22
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<212>
<213>

<400>

PRT
Homo

4

‘Met Lys Tyr
1

Ala Gln Pro

<210> 5
<211> 19
<212> PRT
<213> Homo
<400> 5
Met Glu Leu
1

val GIn Cys
<210> 6
<211> 19
<212> PRT
<213> Homo
<400> 6
Met Glu Leu
1

val GIn Cys
<210> 7
<211> 19
<212> PRT
<213> Homo
<400> 7

Met Lys His

1

val Leu Ser

<210>
<211>
<212>
<213>

19
PRT
Homo

PCT/SG2013/000360
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sapiens
Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
S .

10

Ala Met Ala
20

sapiens

Gly Leu Ser Trp Ile Phe &eu Leu Ala Ile teu Lys Gly
5 v 15

sapiens

Gly Leu Arg Trp val Phe Leu val Ala Ile Leu Glu Gly
5 10 15

\

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 : 15

sapiens
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<400> 8

Met Asp Trp
1

Ala His Ser

<210> 9
<211> 19 -
<212> PRT .
- <213> Homo
<400> 9 -
met Glu Phe
1

val Gln Cys
<210> 10
<211> 26
<212> PRT
<213> Homo
<400> 10

Met Asp Leu
1

Leu val Ala
<210> 11
<211> 450 .
<212> PRT

<213> Homo
- <400> il
Glu val Gln
1

Sser Leu Arg

Tyr Ile His
35

Ala Arg Ile
50

PCT/$G2013/000360
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Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly
5 10 15

sapiens

Gly Leu
5

sapiens

‘Leu His

5

Ala Pro
20

sapiens
Leu val

5
Leu Ser
20

Trp'val

Tyr Pro

Ser Trp Leu Phe ieu val Ala Ile Leu Lys Gly
_ 15 '

Lys

Arg

Glu

Cys

Arg

Thr

Ash Met

Trp val

ser Gly

Ala Ala

Gln Ala
40

Asn Gly
55

Lys

Leu,

25

Gly
ser
25

Pro

Tyr

His Leu
10

Ser

Gly Leu
10

Gly Phe
Gly Lys

Thr Arg

Page

Trp Phe Phe Leu Leu
' 1

val GIn Pro Gly Gly
15
Asn Ile Lys Asp Thr
30
Gly Leu Glu Trp val
45

Tyr Ala Asp Ser val
60
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Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr
65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Sgp Thr Ala val Tyr Tyr Cys
85 95

ser Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gln
100 105 110 '

Gly Thr Leu val Thr val ser ser Ala Ser Thr Lys Gly Pro Ser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 ' . 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val ser.
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 170 : 175

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro
: 180 . 185 190

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys
195n _ 200 205 - ‘

Pro Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser Cys Asp
210 215 : 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 : 230 235 240

Pro ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
. 245 250 ‘ - 255

Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
260 265 270

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
275 280 - 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
290 295 300

val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 ' : 315 320
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Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu
355 360 ‘ 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 - 380

Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro-Pro val
385 390 - 395 » 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp
- 405 410 415

Lys Ser Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser val Met His
420 _ 425 ) - 430

Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Pro
435 © 440 445 .

Gly Lys~
450

<210> 12

<211> 453

<212> PRT

<213> Homo sapiens

<400> 12 |
Glu val GIn teu val Glu Ser Gly Gly ggy Lteu val GIn Pro Gly Gly
1 . 5 15

Ser Leu Arg LSu Ser Cys Ala Ala s§r Gly Tyr Thr Phe Tgr Asn Tyr
. 2 2 3 :

Gly Met Asn Trp val Arg GIn Ala Pro Gly Lys Gly Lgu Glu Trp val
35 40 4

Gly Trp Ile -Asn Thr Tyr ;hr Gly Glu Pro Thr g%r Ala Ala Asp Phe
50 5

Lys Arg Arg Phe Thr Phe Ser Leu Asp Thr Ser Lys Ser Thr Ala Tyr
65 70 75 80
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Leu GIn Met Asnh Ser.Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cy5
85 90 95

Ala Lys Tyr Pro His Tyr Tyr Gly Ser Ser His Trp Tyr Phe Asp val
100 105 _ 110

Trp Gly GIn Gly Thr Leu val Thr val Ser Ser Ala Ser Thr Lys Gly
115 120 125

Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
130 - 135 140

Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val
145 150 ‘ 155 160

Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr phe
165 ‘ 170 175

Pro Ala val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val
180 ' 185 190

Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val
195 200 205

Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys
210 215 - 220

ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu
225 230 235 240

Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
245 250 255

Leu Met Ile Ser Arg Thr Pro Glu VaT Thr Cys Va1'va1 val Asp val
260 265 270

Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val
C275 280 285

Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
290 295 300

Thr Tyr Arg val val Ser val Leu Thr val Leu His GIn Asp Trp Leu
305 310 315 320

Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala
. 325 330 335
' Page 6
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Pro Ile Glu Lys Thr Ile Ser Lys élg Lys Gly GIn Pro érg Glu Pro
4 50

G1n val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln
355 360 365

val Ser Leu Thr Cys.Leu Vval Lys Gly Phe Tyr Pro Ser Asp Ile Ala
370 375 380

val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
385 390 395 400

Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
405 410 415

Thr -val Asp Lys'Ser Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser
420 425 | - 430

val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser
"435 440 445 :

Leu Ser Pro Gly Lys
450

<210> 13

<211> 450

<212> PRT

<213> Homo sapiens

<400> 13 |
Glu val Lys Leu Glu Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 _ 15

Ser Met Lys Leu Ser Cys val Ala Ser Gly pPhe Ile Phe Ser Asn His
20 25 ' 30

Trp Met Asn Trp val Arg GIn Ser Pro Glu Lys Gly Leu Glu Trp val
35 40 45

Ala Glu Ile Arg Ser Lys Ser Ile Asn Ser Ala Thr His Tyr Ala Glu
50 » 55 60

ser val Lys Gly Arg Phe Thr Ile Ser Arg‘Asp Asp Ser Lys Ser Ala
65 70 75 80

val Tyr Leu GIn Met Thr Asp Leu Arg Thr Glu ASp Thr Gly val Tyr
85 90 95
: Page 7
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Tyr Cys Ser Arg Asn Tyr Tyr Gly Ser Thr Tyr Asp TyE Trp Gly Gln
100 105 110

Gly Thr Thr Leu Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser val
115 120 125

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val Ser
145 ‘ _ 150 ' 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val
165 ' ‘ 170 175

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro
180 185 190

Ser ser ser Leu Gly Thr GIn Thr Tyr ITe Cys Asn val Asn His Lys
195 200 : .205 :

" Pro Ser Asn Thr Lys val Asp Lys Lys val Glu Pro Lys Ser Cys Asp
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser val pPhe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 o 250 255

Ser Arg Thr Pro Glu val Thr Cys val val val Asp va1ISer His Glu
) 260 265 270

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
- 275 280 : 285

Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr Arg
290 - - 295 300

val val ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys
305 310 315 | 320

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 _ - 335

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn val Tyr
A Page 8
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340 - 345 _ - 350

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val ser Leu
355 : 360 365

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
370 375 : 380

Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val
385 ‘ 390 v 395 400

Leu Asp Ser Asp Gly Ser Phe phe Leu Tyr Ser Lys Leu Thr val Asp
405 - 410 415

Lys Ser Arg Trp Gin Glin Gly Asn val pPhe ser Cys Ser val Met His
420 425 430 '

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser .Leu Ser Pro

435 440 445
Gly Lys
450
<210> 14
" <211> 451
<212> PRT
<213> Homo sapiens
<400> 14

GIn val GIn Leu GIn GIn Pro Gly Ala Glu Leu val Lys Pro Gly Ala
1 _ 5 10 15

ser val Lys get Ser Cys Lys Ala ggr Gly Tyr Thr Phe ghr ser Tyr
: 0 0

Asn Met gis Trp val Lys Gln Tgr Pro Gly Arg Gly Leu Glu Trp Ile
5 4 45

Gly Ala Ile Tyr Pro Gly Asn Gly Asp Thr Ser Tyr Asn Gln Lys Phe
Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr

Met GIn Leu Ser Ser Leu Thr Ser Glu Sgp Ser Ala val Tyr Tyr Cys
: 85 _ 95

Ala Arg Ser Thr Tyr Tyr Gly Gly Asp Trp Tyr Phe Asn val Tfp Gly
Page 9
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100 . 105 : 110

Ala Gly Thr Thr val Thr val Ser Ala Ala Ser Thr Lys Gly Pro Ser’
115 120 125 .

val phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140

Ala Leu Gly Cys Leu va1‘Lys Asp Tyr Phe Pro Glu Pro Vval Thr val
145 150 » 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser.G1y val His Thr Phe Pro Ala
165 170 175

val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val
180. 185 ’ 190

Pro Ser Ser ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn val Asn His
195 200 205

Lys Pro Ser Asn Thr Lys val Asp Lys Lys Ala Glu Pro Lys Ser Cys
210 215 220

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu .Leu Leu Gly
225 . 230 - _ - 235 ‘ 240

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 255

-I7e Ser Arg Thr pPro Glu val Thr Cys val val val Asp val Ser His
' 260 265 270

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
275 . 280 285 .

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
290 295 300

Arg val val Ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
305 : 310 315 320

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
325 330 335

Glu Lys Thr Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gin val
340 345 350
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Tyr. Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser
355 360 365

Leu Thr Cys teu val Lys Gly phe fyr Pro Ser Asp Ile Ala val Glu
370 375 , 380

Trp Glu Ser'Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 - 395 400

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
405 : 410 415

Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met
420 425 430

His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu Ser
435 : 440 445

Pro Gly Lys
450

<210> 15

<211> 451

<212> PRT

<213> Homo sapiens

- <400> 15
Glu val Gln Leu val Glu Ser G1y Gly Gly Leu val GIn Pro Gly Arg
1 5 10 15

ser Leu Arg Egu Ser Cys Ala Ala gef Gly Phe Thr Phe gsp Asp Tyr
_ 5 0o -

Ala Met gis Trp val Arg Gln Aéa Pro Gly Lys Gly Leu Glu Trp val
5 - 40 45 :

Ser Ala Ile Thr Trp Asn ?gr Gly His Ile Asp Tyr Ala Asp Ser val
50 60

Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 o 70 75 80

Leu GIn Met Ash Ser Leu Afg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ' 95

Ala Lys val Ser Tyr Leu Ser Thr Ala Ser Ser-Leu Asp Tyr Trp Gly
100 105 : 110
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GIn Gly Thr Leu val Thr.val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140

Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu Pro val Thr val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His Thr phe Pro Ala
165 170 : 175

val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser ser val val Thr val
- 180 185 190

Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr Ile Cys Asn val Asn His-
195 _ 200 _ 205

Lys Pro Ser Asn Thr Lys val Asp Lys Lys Va] Glu Pro Lys Ser Cys
210 215 220 .

Asp Lys Thr His THr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
225 230 : 235 240

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
245 250 : 255

ITe Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
‘ . 260 265 270

Glu Asp Pro Glu val LysbPhe Asn Trp Tyr val Asp Gly val Glu val
275 -~ 280 285

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
290 295 300

Arg val val ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly
305 310 : - 315 320

Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile
325 ' 330 335

Glu Lys THr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro GIn val
340 345 350

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser
: 355 360 365

Page 12
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Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
370 375 : 380

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
385 390 395 ' 400

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val
‘ 405 J 410 415

Asp Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met
420 } 425. : 430

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser

435 : 440 445

Pro Gly Lys

450
<210> 16
<211> 214
<212> PRT -
<213> Homo sapiens
<400> 16

Asp ITe GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15 '

Asp Arg val Thr Ile Thr"Cys Arg Ala Ser GIn Asp val Asn Thr Ala
20 25 . 30

“val Ala Trp Tyr GIn GIn Lys Pgo Gly Lys Ala Pro Lys Leu Leu Ile
35 ' 4 45

Tyr Ser Ala Ser Phe Leu Tyr Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Asp phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 : v 70 75 80

Glu Asp pPhe Ala Thr Tyr Tyr Cys Gln GIn His Tyr Thr Thr Pro Pro
85 90 95

Thr phe Gly Gln Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
_ 100 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
. 115 120 125 :

Page 13
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Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 _ 160

- Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 - 175

Ser Thr teu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 : 185 _ 190

‘Ala cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
195 . 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 17

<211> 214

<212> PRT

<213> Homo sapiens

<400> 17
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15

Asp Arg val Thr Ile Thr Cys Ser 31a,5er Gln Asp Ile ger Asn Tyr
. 20 5 0

Leu Asn Trp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys val Leu Ile
35 40 45

Tyr Phe Thr Ser Ser Leu His Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 , 70 75 : 80

Glu Asp Phe Ala ;hr Tyr Tyr Cys GlIn Sgn Tyr Ser Thr val Sgo Trp
: 5

Thr phe Gly Gln Gly Thr Lys val Glu ITe Lys Arg Thr val Ala Ala
100 105 110

Pro Ser val phe Ile Phe Pro Pro Ser Asp Glu Glin Leu Lys Ser Gly
115 120 125

Page 14




PCT/SG2013/000360

98695G2041_SeqList. txt

Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 ‘ 135 - 140

Lys val Gln Trp Lys val Asp Asn Ala Leu G1ln Ser Gly Asn ser Gln
145 150 155 160

Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
' 165 170 175

ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
‘ 180 o ‘ 185 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
195 : 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 18

<211> 214

<212> PRT

<213> - Homo sapiens

<400> 18
Asp Ile Leu Leu Thr GIn Ser Pro Ala Ile Leu Ser val Ser Pro Gly
1 5 , 10 15

C1u Arg val ger Phe Ser Cys Arg Ala Ser Gln Phe val Gly Ser Ser
0 25 30

Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
35 40 - 45

Lys Tyr Ala Ser Glu Ser Met Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 o 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Thr val Glu Ser:
65 70 75 80

Glu Asp Ile Ala Asp Tyr Tyr Cys Gln ggn Ser His Ser Trp Pro Phe
85 95

Thr pPhe Gly Ser Gly Thr Asn teu Glu val Lys Arg Thr val Ala Ala
100 105 110 :

Pro Ser VaT Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125
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Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyf Pro Arg Glu Ala
-~ 130 135 : 140

Lys val Gln Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln
145 150 155 160

Glu ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
. 165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190

Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
195 . 200 205

Phe Asn Arg Gly Glu Cys
210

<210> 19

<211> 213

<212> PRT

<213> Homo sapiens
<400> 19

GIn ITle val Leu Ser GIn Ser Pro Ala Ile Leu Ser Ala Ser Pro Gly
1 :

Glu Lys val Thr Met Thr Cys Arg Ala Ser Ser Ser val Ser Tyr Ile
20 : 25 : 30

His Trp Phe Gln Gln Lys Pro Gly Ser Ser Pro Lys Pro Trp Ile Tyr
35 40 45

Ala Thr Ser Asn Leu Ala Ser Gly val Pro val Arg Phe Ser Gly Ser
50 55 ' . 60

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Arg val Glu Ala Glu
65 70 75 80

Asp Ala Ala Thr Tyr fyr Cys GIn GIn ggp Thr Ser Asn Pro Pro fhr
85 95

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr val Ala Ala Pro
100 105 110

ser val phe Ile Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr
115 120 - 125

Page 16
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Ala ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys
130 135 | 140

val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln Glu
145 150 155 _ 160

Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyk Ser Leu Ser Ser
165 170 : 175

Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr Ala
T 180 185 190

Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser. Phe
~ 195 1200 205

Asn Arg Gly Glu Cys
210 ’

<210> 20
<211> 214
<212> PRT
<213> Homo sapiens

<400> 20
Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 ' 15 -

Asp Arg val ;hr Iie Thr Cys Arg é;a Ser GIn Gly Ile Arg Asn Tyr
0 ‘ ' 30

Leu Ala Trp Tyr GIn GIn Lys Pgo Gly Lys Ala Pro Lys Leu Leu Ile
35 4 v 45 .

fyr Ala Ala Ser Thr Leu ggn ser Gly val Pro ggr Arg Phe Ser Gly
50 '

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITle Ser Ser Leu GIn Pro
65 70 75 80

Glu Asp val Ala ;br Tyr Tyr Cys GIln Sgg Tyr Asn Arg Ala Pro Tyr
| 95

Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys'Arg Thr val Ala Ala
- , 100 ' 105 110

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GlIn Leu Lys Ser Gly
115 120 125
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Ala
130

Thr ser

Lys val Gln

145

Glu Ser val

Ser Thr Leu

Glu
195

Ala Cys

Phe Asn

Arg
210

21
1353
DNA
Homo

<210>
<211>
<212>
<213>

<400> 21
gaggttcagc

tcctgtgcag
ccgggtaagg
gccgatageg
ctccagatga
ggggacggct
‘gctagcacca
ggcacagcgg
tggaactcag
ggactctact
tacatctgca
Aaatcttgtg
ccgtcagtct
gaggtcacat
tacgtggacg

agcacgtacc

val val

Trp Lys

Cys

val

PCT/SG2013/000360
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Leu
135

Asp

150

Glu
165

Thr

Thr
180

Leu

val Thr

Gly Glu

sapiens

tggtggagtc
cttctggett
gcctggagtg
tcaagggccg
acagcctgceg
tctatgctat
agggcccatc
ccctgggetg
gcgececctgac
ccctcageag
acgtgdatca
acaaaactca
tcctettecce
gcgtggtggt
gcgtggaggt
gtgtggtcag

Gln

Ser

Asp

Lys

Gln
. 200

Cys

tggcggtggc
caacattaaa
ggttgcaagg
tttcactata
tgctgaggac
ggactactgg
ggtcttcccc
cctggtcaag
cagcggcgtg
cgtggtgacc
caagcccagce
cacatgccca
cccaaaaccce
ggacgtgagc
gcataatgcc

cgtcctcacc

Asn Ala Leu Gln

155

Ser Lys Asp Ser
170

Ala Asp Tyr Glu
185

Gly Leu Ser Ser

ctggtgcagc
gacacctata
atttatccta
agcgcagaca
actgccgtct
ggtcaaggta
ctggcaccct
gactacttcc
cacaécttcc
gtgccctcca
aacaccaagg
ccgtgcccag
aaggacaccc
cacgaagacc
aagacaaagc

gtcctgcacc

Leu Asn Asn Phe Tyr Pro Arg
140

Ser Gly Asn
Thr Tyr Ser

Lys

Lys His
: 190

Pro val Thr
205

CnggggCtC
tccactgggt
cgaatggtta
cttcgaaaaa
attattgtag
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ccaccatgga gtttgggtgg agctgggttt tcctcg 36
<210> 32
<211> 36
<212> DNA
. <213> Homo sapiens
<400> 32 .
cgaggaaaac ccagctccac ccaaactcca tggtgg _ _ 36
<210> 33
<211> 39
<212> DNA
<213> Homo sapiens
<400> 33
gagtttgggc tgagctggct cttcctegtt gectettttt 39
<210> 34
©<211> 139
<212> DNA
<213> Homo sapiens
<400> 34 )
aaaaagagca acgaggaaga gccagctcag cccaaactc 39
<210> 35
<211> 40
<212> DNA
<213> Homo sapiens
<400> 35
ctgggttttc ctcgttgetg cttttagagg tgtccagtgt . : 40
<210> 36
<211> 40
<212> DNA
<213> Homo sapiens
<400> 36 |
acactggaca cctctaaaag cagcaacgag gaaaacccag 40
<210> 37
<211> 38.
<212> DNA
'<213> Homo sapiens
<400> 37 .
tttttagagg tgtccagtcc gaggttcagc tggtggag 38
<210> 38
<211> 38
<212> DNA
<213> Homo sapiens

<400> 38
- ‘Page 25



<210> 39

<211> 48

<212> DNA

<213> Homo sapiens

<400> 39 :

gccaccatgg agtttgggtg gagctggctc

<210> 40
<211> 48
<212> DNA
<213> Homo sapiens

<400> 40

aaaagcagca acgaggaaga gccagctcca

<210> 41

<211> 38

<212> DNA

<213> Homo sapiens

<400§ 41 :

cttttagagg tgtccagtcc gaggttcagc

<210> 42

<211> 38

<212> DNA

<213> Homo sapiens

<400> 42

ctccaccage tgaacctcgg actggacacc

<210> 43

<211> 19

<212> PRT

<213> Homo sapiens
<400> 43

Met Glu Phe Gly Leu
1 5
val GlIn Cys

<210> 44

<211> 19

<212> PRT

<213> Homo sapiens

<400> 44

Met Glu Leu
1

Gly Leu
5

PCT/$G2013/000360

98695G2041_SeqList . txt
ctccaccagc tgaacctcgg actggacacc tctaaaaa

Ser Trp val pPhe L

ttcctcgttg ctgctttt

cccaaactcc atggtggce

tggtggag

tctaaaag

38

48

48

38

38

eu val Ala Ile Leu Lys Gly
10 15 ‘

Ser Trp val phe &eu val Ala Ile Leu Lys Gly
_ 15 _
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val GIn Cys
<210> 45
<211> 19
<212> PRT

<213> Homo
<400> 45
Met Glu Ser
1

val His Cys

<210> 46
<211> 19
<212> PRT

<213> Homo

<400> 46

Met LyS His
1 .

val Leu Ser

<210> 47
<211> 19
<212> PRT
<213> Homo
<400> 47

‘Met Lys His
1
val Leu Ser

<210> 48
<211> 19
<212> PRT
<213> Homo
<400> 48

Met Asp Trp
1

Ala His Ser

PCT/SG2013/000360

08695G2041_SegList.txt

sapiens

Gly Leu Thr Trp Leu Phe Leu val Ala Ile Leu Lys Gly
5 10 15

sapiens

Leu Trb Phe Phe Leu Leu Leu Val Ala Ala Pro Arg Trp
5 ' : 1 15

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 ' 15

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly
5 10 15
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<210> 49
<211> 19
<212> PRT
<213> Homo

<400> 49

Met Glu Leu
1

‘val Gin Cys
<210> 50
<211> 19
<212> PRT
<213> Homo
<400> 50

Met Asp Trp
1

Ala His Ser

<210> 51
<211> 26
<212> PRT
<213> Homo
<400> 51
Met Asp Leu
1

»Leu val Ala

<210> 52

<211> 19
<212> PRT
<213> Homo
<400> 52
Met Glu Leu
1

val GIn Cys

sapiens

Gly Leu
-5

sapiens

Thr Trp
5

sapiens
Met Cys

5

Ala Pro
20

sapiens

Gly Leu
5

PCT/SG2013/000360

98695G2041_SeqList. txt

Arg Trp val pPhe Leu val Ala Phe Leu Glu Gly
1 15

Arg Ile Leu Phe Leu val Ala ATa Ala Thr Gly -
: 10 , 15

Lys Lys Met Lys His Leu Trp Phe Phe Leu Leu
10 " 1

Arg Trp val Leu Ser
25

Tyr Trp val Phe Leu val Ala Ile Leu Glu Gly
10 15
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<210>

53
<211> 19
<212> PRT
<213> Homo
<400> 53

Met Glu Leu
1

val GlIn Cys
<210> 54
<211> 19
<212> PRT
<213> Homo
<400> 54

Met Glu Leu
1

val Gln Cys
<210> ' 55
<211> 19
<212> PRT
<213> Homo
<400> 55
Met GlIn Phe
1
val GIn Cys
" <210> 56
<211> 19
<212> PRT
<213> Homo
<400> 56

Met Asp Thr
1

val Leu Ser

<210> 57
<211> 19
- <212> PRT

PCT/SG2013/000360

98695G2041_SeqList.txt
sapiens

Gly Leu Arg Trp val Phe Leu val Thr Phe Phe Trp Gly
5 10 15

sapiens

Gly Leu Sef‘Trp Ile Phe Leu Leu Ala Ile Leu Lys Gly
5 1 : 15

sapiens

Gly Leu Ser Trp val phe Leu val Ala Leu Leu Arg Gly
5 : 1 15

sapiens

Leu Cys Ser Thr Leu Leu Leu Leu Thr ITe Pro Ser Trp

5 10 15
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<213> Homo
<400> 57

Met Glu Ser
1

val GIn Cys
<210> 58
<211> 19
<212> PRT
<213> Homo
<400> 58
Met Glu Phe
1

val GlIn Cys
<210> 59
<211> 19
<212> PRT
<213> Homo
<400> 59

‘Met Asp Trp
1
val GIn ser

<210> 60
<211> 26
<212> PRT
<213> Homo

<400> 60

Met Asp Leu
1
Leu val Ala

<210> 61
<211> 19
<212> PRT
<213> Homo

<400> 61

PCT/SG2013/000360

98695G2041_SeqList.txt
sapiens '

Gly Leu Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
5 1 15

sapiens

Gly Leu Ser Trp val pPhe Leu val Gly Ile Leu Lys Gly
5 10 15

sapiens

Thr Trvarg Phe Leu Phe val Va1 Ala Ala val Thr Gly
. 5 : 15

sapiens

Leu His Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
5 10 15

Ala Pro Arg Trp val Leu Ser
20 25

sapiens
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Met Glu Leu
1

val GlIn Cys
<210> 62
<211> 19
<212> PRT
<213> Homo
<400> 62
Met Lys His

1

val Leu Ser

<210> 63
<211> 19
<212> PRT.
<213> Homo
<400> 63
Met Glu Phe
1

val G1n Cys
<210> 64
<211> 19
<212> PRT
<213> Homo
<400> 64
Met Glu Leu
1 .

val Gln Cys
<210> 65
<211> 26
<212> PRT
<213> Homo
<400> 65

Met Asp Leu
1 _

PCT/SG2013/000360

98695G2041_SeqList. txt

G1y Leu Ser Trp Ile Phe Leu Leu Ala ITe Leu Lys Gly
5 10 ' 15

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Pro Pro Arg Trp
5 1 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Lys Gly
5 ~ 10 15

sapiens

ser Eeu Ser Trp Phe Phe keu Leu Thr Ile I1e GIn Gly
: : 15

sapiens

Leu His Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
5 10 15
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Leu val Ala
- <210> 66
<211> 19
<212> PRT
<213> Homo
<400> 66

Met Lys His
1

val Leu Ser

Tet Asp Trp

<210> 67
<211> 19
<212> PRT
<213> Homo
<400> 67
‘Met Glu Leu
1

val GIn Cys
<210> 68
<211> 19
<212> PRT
<213> Homo
<400> 68
‘Met Glu Phe
1

val GIn Cys
<210> 69
<211> 19
<212> PRT
<213> Homo
<400> 69

Ala GIn Ser

Ala Pro
20

sapiens

Leu Trp
5

sapiens

Gly Leu
>

sapiens

Gly Leu
5

sapiens

Thr Trp
5

PCT/SG2013/000360

198695G2041_SeqList . txt

Arg Trp val Leu Ser
25

Phe Phe Phe Leu Leu val Ala Ala Pro Arg Ser
' ‘ 15

Ser Trp val Phe Leu val Ser Leu Leu Ala Gly
1 15

Ser Trp Ile pPhe &eu val val 1le Ile Lgs Gly
1 .

ser ITe Leu Phe Leu val Ala Ala Ala Thr Gly
‘ 10 _ 15
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<210> 70
<211> 19
<212> PRT
<213> Homo
<400> 70

Met Asp Trp
1

Ala His ser

<210>
<211>
<212>
<213>

<400>

71
19
PRT
Homo

71

Met Glu Phe
1

val Gln Cys
<210> . 72
<211> 19
<212> PRT
<213> Homo
<400> 72

Met Gly Trp
1

Ala Pro Ser

<210> 73
<211> 19
<212> PRT
<213> Homo
<400> 73

Met Asp Trp
1

val GIn Ser

PCT/S$G2013/000360

98695G2041_SeqList.txt

sapiens

Thr Trp Arg Leu Leu Phe Leu val Ala Ala val Thr Ser
5 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
5 o 15

10

sapiens

Leu val Ala

Thr Trp ser Ile Leu Phe
5 : 10

Ala Thr Thr Gly
: 15

sapiens

Thr Trp Arg val Phe Cys Leu Leu Ala val Ala Pro Gly
5 10 15
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<210> 74

<211> 26

<212> PRT

<213> Homo sapiens
<400> 74

Met Asp Leu Met Cys Lys Lys Met Lys His Leu Trp Phe Phe Leu Leu
1 5 : 10 15 -

Leu val Ala Ala Pro Arg Trp val Leu Ser
20 25

<210> 75

<211> 19

<212> PRT

<213> Homo sapiens

<400> 75

Met Asp Trp Thf grp Arg Ile Leu Phe Leu Ala Ala Ala Ala Thr Gly
1 . . 15

val GIn Ser

<210> 76

<211> 19

<212> PRT

<213> Homo sapiens

<400> 76

Met Lys His Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
1 5 15

val Leu Ser

<210> 77

<211> 19

<212> PRT

<213> Homo sapiens

<400> 77

Met Glu Leu‘G1y Leu Ser Trp val Phe Leu val Ala Ile Leu Glu Gly
1 ' 5 10 15

val His Cys

<210> 78
<211> 26
<212> PRT
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<213> Homo
<400> 78

Met Asp Leu
1
Leu val Ala

<210> 79
<211> 19
<212> PRT
<213> Homo

<400> 79

Met Glu Leu
1
val Pro Cys

<210> 80
<211> 19
<212> PRT
<213> Homo

<400> 80
Met Glu Leu
1

val GIn Cys

<210> 81
-<211> 19
<212> PRT
<213> Homo

<400> 81

Met Lys His
1
val Leu Ser

<210> 82
<211> 19
<212> PRT
<213> Homo

<400> 82

PCT/SG2013/000360

98695G2041_SeqList.txt
sapiens

Met Cys Lys Lys Met Lys Hgs Leu Trp Phe Phe Leu Leu
5 1 . , 1

Ala Pro Gly Trp val Leu Ser

20 25
sapiens

Gly Leu Cys Trp val Phe Leu val Ala Ile Leu Glu Gly
5 ' 10 15 ‘

‘sapiens

Gly Leu Ser Trp val.Phe Leu val Ala Ile Leu Glu Gly
5 ‘ 10 : 15

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 10 15

sapiens
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Met Asp Trp Thr Trp Arg val Phe Cys Lgu Leu Ala val Ala Pro Gly
1 5 : 1 15

Ala Asp Ser

<210> 83

<211> 684

<212> PRT

<213> Homo sapiens

<400> 83
Met Glu Leu Ser Leu Ser Trp Phe Phe Leu Leu Thr Ile Ile GIn Gly
1 5 10 15

val GIn Cys MSt Asp Leu Leu His Eys Asn Met Lys His Leu Trp Phe
20 . 25 : 30

Phe Leu Leu Leu val Ala Ala Pgo Arg Trp vVal Leu Ser Asx Ala Cys
35 4 45

His Ile Gly Ala Met Asp Leu Leu His Lys Asn Met Lys His Leu Trp
50 55 ' 60 '

Phe Phe Leu Leu Leu val A1a Ala Pro Arg Trp val Leu Ser Met Lys
65 70 ) 75 80

His Leu Trp Phe Phe Phe Leu Leu val Ala Ala Pro Arg Ser val Leu
85 90 95

Ser Asx Ala Cys His Ile Gly Ala Met Lys His Leu Trp Phe Phe Phe
100 105 110

Leu teu val Ala Ala Pro Arg Ser val Leu Ser Met Glu Leu Gly Leu
© 115 120 125

Ser Trp val Phe Leu val Ser Leu Leu Ala Gly val GIn Cys Asx Ala
130 135 140

Cys His I1e'G1y Ala Met Glu Leu Gly Leu Ser Trp val Phe Leu val
145 : 150 155 ' 160

Ser Leu Leu Ala Gly val GIn Cys Met Glu Phe Gly Leu Ser Trp Ile
165 170 175

Phe Leu val val Ile Ile Lys Gly val GIn Cys Asx Ala Cys His Tle
180 185 190
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Gly Ala Met Glu Phe Gly Leu Ser Trp Ile Phe Leu val val Ile Ile
195 200 205

Lys Gly val GIn Cys Met Asp Trp Thr Trp Ser Ile Leu Phe Leu val
210 _ 215 220

Ala Ala Ala Thr Gly Ala Gln Ser Ala Ala His His ITe Gly Ala Met
225 230 235 240

Asp Trp Thr Trp Ser Ile Leu Phe Leu val Ala Ala Ala Thr G
245 © 250 2

p Trp Thr Trp Arg Leu Leu Phe Leu val Ala Ala val

Gln Ser Met As
. 260 265 270

Thr ser Ala His Ser Ala Ala Leu His Ile Gly Ala Met Asp Trp Thr
275 ) 280 285

Trp Arg Leu Leu Phe Leu val Ala Ala val Thr Ser Ala His Ser Met
290 295 : _ 300 :

Glu Phe Gly Leu ser Trp val Phe Leu val Ala Leu Leu Arg Gly val
305 310 315 320

Gln Cys Cys Ala Glu His Ile Gly Ala Met Glu Phe Gly Leu Ser Trp
. 325 : 330 335

val phe Leu val Ala Leu Leu Arg Gly val Gln Cys Met Gly Trp Thr
340 345 350

Trp Ser Ile Leu Phe Leu val Ala Ala Thr Thr Gly Ala Pro Ser Cys
355 ' 360 365

Ala Glu His Ile Gly Ala Met Gly Trp Thr Trp Ser Ile Leu Phe Leu
370 375 380 ‘

val Ala Ala Thr Thr Gly Ala Pro Ser Met Asp Trp Thr Trp Arg val
385 390 395 400

Phe Cys Leu Leu Ala val Ala pPro Gly val Gln Ser Asx Ala Cys His
405 410 415

Ile Gly Ala Met Asp Trp Thr Trp Arg val Phe Cys Leu Leu Ala val
420 425 430

Ala Pro Gly val GIn Ser Met Asp Leu Met Cys Lys Lys Met Lys His
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98695G2041_SeqlList. txt

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp val Leu Ser
450 : 455 460

Asx Ala Cys His Ile Gly Ala Met Asp Leu Met Cys Lys Lys'Met Lys
465 . 470 . 475 ‘ 480

His Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp val Leu
485 490 , 495

Ser Met Asp Trp fhr Trp Arg Ile Leu Phe Leu Ala Ala Ala Ala Thr
500 505 _ 510

Gly val GIn Ser Ala Ala His His Ile G]y Ala Met Asp Trp Thr Trp
515 520 : 525

Arg Ile Leu Phé Leu Ala Ala Ala Ala Thr Gly val Gln Ser Mét Lys
530 : 535 540 .

Pro Arg Trp val Leu

His Leu Trp Phe Phe Leu Leu Leu val Ala Ala
555 560

545 550

"Ser Ala Ala His His Ile Gly Ala Met Lys His Leu Trp Phe Phe Leu
565 : 570 v 575

Leu Leu val Ala Ala Pro Arg Trp val Leu Ser Met Glu Leu Gly Leu
580 585 » 590

Sser Trp val Phe Leu val Ala Ile Leu Glu Gly val His Cys Asx Ala
595 » 600 - 605

Cys His Ile Gly Ala Met Glu Leu Gly Leu Ser Trp val Phe Leu val
610 615 620

Ala Ile Leu Glu Gly val His Cys Met Asp Leu Met Cys Lys Lys Met
625 - 630 635 - 640

Lys His Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Gly Trp val
: 645 : 650 655

Leu Ser Asx Ala Cys His Ile Gly Ala Met Asp Trp Thr Trp Ser Ile
: 660 665 670

teu Phe Leu val Ala Ala Ala Thr Gly val His Ser
675 : 680

<210> 84
Page 38



<211> 19
<212> PRT
<213> Homo

<400> 84

Met Glu Leu
1

val GIn Cys

<210> 85
<211> 19
<212> PRT
<213> Homo

<400> 85

Met Glu Leu
1

val GIn Cys

<210> 86
<211> 19
<212> PRT
<213> Homo

<400> 86

Met Asp Phe
1

val G1n Cys

<210> 87
<211> 19
<212> PRT
<213> Homo

<400> 87
Met Glu Leu
1

val His Cys

<210> 88
<211> 19
<212> PRT
<213> Homo

sapiens

Gly Leu
5

sapiens

Gly - Leu
5

sapiens

Gly Leu
5

sapiens

Gly Leu
5

sapiens

PCT/$G2013/000360

98695G2041_SeqList. txt

ser Trp Ile Phe ieu teu Ala Ile Leu Lys Gly
. . 15

Ser Trp Ile Phe ieu val Ala Ile Leu Lys Gly
15

Ala Trp val Phe‘Lgu val Ala Leu Leu Arg Gly
1 15

Arg Trp val Leu Leu val Ala Ile Leu Glu Gly
10 15 .
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<400>

88

Met Glu Phe

1

val GIn Cys

<210>
<211>
<212>

<213>

<400>

Met Gly Leu
1

89
26
PRT
Homo

89

Leu val Ala

- <210>
<211>
<212>
<213>

<400>

90
19
PRT
Homo

90

Met Arg His
1

val Leu Ser

<210>
<211>
'<212>
<213>

<400>

91
26
PRT
Homo

91

Met Asp Leu
1

Leu val Ala

<210>
<211>
<212>
<213>

<400>

92
18
PRT
Homo

92-

PCT/SG2013/000360

9869SG2041_seqList.txt

Gly Leu Ser Trp val Phe ieu val Ala Leu Leu Arg Gly
5 ‘ 15

sapiens

Leu His Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu

10 15

Ala Pro Arg Trp val Leu Ser
20 25

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg pr
5 - 10 15

sapiens

Leu His Lys Ash Met Lys His Leu Trp Phe Phe Leu Leu
5 10 1

Ala Pro Arg Trp Gly Leu Ser
20 25

sapiens
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Met Asp Trp
alle

" His Ser

<210>
<211>
<212>
<213>

<400>

93
19
PRT
Homo

93

Met Asp Trp
1 .

Ala His Ser

<210>
<211>
<212>
<213>

<400>

94
21
PRT
Homo

94

Met Glu Phe
1

val GIn Cys

<210>
<211>
<212>
<213>

<400>

95
26
PRT
Homo

95

Met Asp Leu

1

Leu val Ala

<210>
<211>
<212>
<213>

<400>

96
26
PRT
Homo

96

Met Asp Leu
1

PCT/$G2013/000360

98695G2041_SeqList.txt
Thr Trp I]e Leu Phe Leu Xg] Ala Ala Ala Thr Arg val
5 15

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly
5 10 _ 15

sapiens
Gly Leu Ser Trp val Phe ieu val Ala Ile Ile Lys Gly
5 . 15

GIn val
20

sapiens
Leu His Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
5 10 1

Ala Pro Arg Trp val Leu Ser
20 25

sapiens

Leu His Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
5 10 15
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Leu val Ala

<210>
<211>
<212>
<213>

<4005

97
26
PRT

Homo

97

Met Asp Leu
1

Leu val Ala

<210> 98
<211> 19
<212> PRT
<213> Homo
<400> 98
Met Glu Phe
1

val GIn Cys
<210> 99
<211> 19
<212> PRT
<213> Homo
<400> 99

Met Asp Trp
1

Ala Tyr Ser
<210> 100
<211> 19

<212> PRT
<213> Homo
<400> 100

Met Glu Phe
1

val Gln Cys

Ala Pro
20

sapiens
Leu His

5

Ala Pro
20

sapiens

Gly Leu
5

sapiens

Thr Trp
5

sapiens

Gly Leu
5

PCT/SG2013/000360
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Arg Trp val Egu Ser

Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
- 10 : 1

Arg Trp val Leu Ser
25

Ser Trp Leu Phe Leu val Ala Ile Leu Lys Gly
‘ 10 ' 15 :

Arg Ile Leu Phe Leu val Ala Ala Ala Thr Asp
: : 15

Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
1 15

Page 42



<210>
<211>
<212>
<213>

<400>

101
19
PRT
Homo

101

Met Lys His
1 g

val Leu Ser

<210>
<211>
<212>
<213>

<400>

102
19
PRT
Homo

102

Met Glu Leu

1

val GIn Cys

<210>
<211>
<212>
<213>

<400>

103
20
PRT
Homo

103

Met Ser val
1

‘Gly val Leu

<210>
<211>
<212>
<213>

<400>

104
19
PRT
Homo

104

Met Lys His
1

val Leu Ser

<210>

105

PCT/SG2013/000360

98695G2041_seqList.txt .

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 10 15

sapiens

Gly %eu Arg Trp val phe ieu val Ala Ile Leu g}u Gly

sapiens
ser Phe Leu Ile Phe Leu Pro val Leu Gly Leu Pro Trp
15

5 10

ser
20

sapiens .

Leu Trp Phe Phe Leu Leu Leu val Ala Thr Pro Arg Trp
5 15

Page 43



<211
<212>
<213>

<400>

19
PRT
Homo

105

Met Asp Trp
1

val GIn Ser

<210> 106
<211> 26
<212> PRT
<213> Homo
<400> 106
Met Asp Leu
1

teu val Ala
<210> 107
<211> - 19
<212> PRT
<213> Homo
<400> 107
Met Glu Phe
1

val Gln Cys
<210> 108
<211> 19
<212> PRT
<213> Homo
<400> 108

Met Asp Trp
1

‘ Ala His Ser

<210>
<211>
<212>
<213>

109

PRT
Homo

PCT/SG2013/000360

98695G2041_SeqList.txt

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
5 | 10 15

sapiens

Leu Cys Lys Asn Met Lys His Leu Trp Phe Phe Leu Leu
5 - 10 1

Ala Pro Arg Trp val Leu Ser
: : 25

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Leu Phe Arg Gly
5 : 15

10

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly

sapiens
Page 44




109

<400>
Met Glu Leu
1

’ Leu val Ala
<210> 110
<211> 19
<212> PRT
<213> Homo
<400> 110

Met Glu Leu
1

va1_GTn Cys
<210> 111
<211> 19

<212> PRT
<213> Homo
<400> 111

Met Glu Phe
1

val GIn Cys

<210>
<211>
<212>
<213>

<4005

112
19
PRT
Homo

112

Met Glu Leu
1

PCT/SG2013/000360
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Met Cys Lys Lys Met Lys His Leu Trp Phe Phe Leu Leu

5 10 15

Ala Pro Arg Trp val Leu Ser
20 : 25

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Glu Gly
5 1 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
5 - 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Glu Gly
5 10 15

sapiens

val GIn Cys
<210> 113
<211> 23
<212> PRT
<213> Homo
<400> 113
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Met Cys Lys
1

Ala Pro Arg

<210>
<211>
<212>
<213>

<400>

114
19
PRT
Homo

114

Met Glu Leu
1

val GIn Cys

<210>
<211>
<212>
<213>

<400>

115
19
PRT
Homo

115

Met Lys His
1

val Leu Ser

<210> 116
<211> 19
<212> PRT
<213> Homo-
‘<400> 116
Met Glu Leu
1

val GIn Cys
<210> 117
<211> 19
<212> PRT
<213> Homo
<400> 117

Met Glu Phe
1

PCT/SG2013/000360

, 98695G2041_SeglList.txt
Thr Met Lys GIn Leu Trp ige Phe Leu Leu Leu val Ala
5 15

Trp val Leu Ser
20

sapiens

Gly Leu Asn Trp val Leu Leu val Ala Ile Leu Glu Gly
5 1 - 15

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 : : 15 '

sapiens

Gly Leu Arg Trp val Phe Leu val Ala ITe Leu Glu Gly
5 10 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Ile Léu Lys Gly
5 10 ' 15
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val Gln Cys

118
19
PRT

<210>
<211>
<212>
<213> Homo

<400> 118

Met Glu Phe
1

val GIn Cys

119
19
PRT
Homo

119

<210>
<211>
<212>
<213>

<400>

Met Asp Trp
1 .
val Gln ser

<210>
<211>
<212>
<213>

<400>

120
19
PRT
Homo

120
Met Glu Phe
1

val Gln Cys
<210> 121
<211> 19

<212> PRT
<213> Homo
<400> 121

Met Asp Cys
1

Thr His Ala

PCT/SG2013/000360

9869SG2041_SeqList.txt

sapiens

Gly teu Ser Trp val Leu Leu val val Phe Leu GIn Gly
5 10 15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
5 _ 15

10

sapiens

Lys Gly’

Gly Leu Ser Trp Leu Phe ieu val Ala Ile Leu
5 15

sapiens

Thr Trp Arg Ile Leu Leu Leu val Ala val Ala Thr Gly
5 10 15
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<210>
<211> -
<212>
<213>

<400}

122
19
PRT
Homo

122
Met Asp Thr
1

val Leu Ser

<210> 123

<211> 19
<212> PRT
<213> Homo
<400> 123

Met Asp Leu
1

val Glu Cys
<210> 124
<211> 19
<212> PRT
<213> Homo
<400> 124

Met Asp Trp
1
"Ala His Ser

<210>
<211>
<212>
<213>

<400>

125
19
PRT |
Homo
125

Met Glu Phe
1
val GIn Cys

<210> 126

PCT/SG2013/000360

98695G2041_seqgList.txt

sapiens

Leu Cys Ser Thr Leu Leu Leu Leu Thr Ile Pro Ser Trp
5 10 : ' - 15

sapiens

Gly Leu Tyr Trp val Phe Leu val Ala Ile Leu Glu Gly
5 A .

10 15

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Ser
5 ‘ 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala val Ile Lys Gly
5 10 15
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26
PRT
Homo

126

<211>
<212>
<213>

<400>

Met Asp Leu
1
Leu val Ala

127
19
PRT
Homo

<210>
<211>
<212>
<213>
<400> 127

Met Glu Leu
1

val Gln Cys
<210> 128
<211> 19
<212> PRT
<213> Homo
<400> 128

Met Asp Trp
1

Ala His Ser

<210> 129
<211> 19
<212> PRT
<213> Homo
<400> 129

Met Asp Trp
1

Ala His Ser
<210> 130
<211> 19

<212> PRT
<213> Homo

PCT/SG2013/000360

98695G2041_sSeqList.txt

sapiens

Leu Leu

Leu His Lys Asn Met Lys His Leu Trp Phe Phe
5 10 : 15

Ala Pro Arg Trp val Leu Ser
20 _ 25

sapiens

Gly Leu Cys Trp val pPhe Leu val Ala Ile Leu Glu Gly
5 10 15

sapiens

Thr Trp Arg ITe Leu Phe Leu val Thr Ala Ala Thr Gly
5 15

sapiens

Thr Trp Ser ITe Leu Phe Leu val Ala Ala Ala Thr Gly
5 10 15

sapiens
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<400> 130
Met Gly Ser
1

val Cys Ala
<210> 131
<211> 19
<212> PRT
<213> Homo
<400> 131

Met Asp Trp
1

Ala His Sser

Met Asp Arg
1

PCT/SG2013/000360

' 0869562041_SeqList. txt

Thr Ala Ile Leu Ala Leu Leu Leu Ala val Leu Gln Gly
5 10 : 15

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr ser
5 10 15

sapiens

Gly Leu Ser Trp val Phe &eu val Ala Ile Leu Glu GTy
5 - 15

sapiens

<210> 132
<211> 19
<212> PRT
<213> Homo
<400> 132
Met Glu Leu
1

val Gin Cys
<210> 133
<211> 19
"<212> PRT
<213> Homo
<400> 133

Thr Trp Arg Leu Leu phe val val Ala Ala Ala Thr Gly
5 10 15

sapiens

val Gln Ser
. <210> 134
<211> 19
<212> PRT
<213>. Homo
<400> 134
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PCT/SG2013/000360

98695G2041 _seqList.txt
Met Asp Trp Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
1 5

15
val GIn ser
<210> 135
<211> 19
<212> PRT _
<213> Homo sapiens
<400> 135

Met Asp Trp Thr Trp Arg Phe Leu Ile ¥81 val Ala Ala Ala T?r Gly
1 5. 1

val Gln ser

<210> 136

<211> 19

<212> PRT

<213> Homo sapiens

<400> 136

Met Asp Trp Thr Trp Arg Ile Leu Phe igu val Ala Ala Ala Tgr Gly
1 ’ 5 : 1

Ala His ser

<210> 137

<211> 19

<212> PRT

<213> Homo sapiens

'<400> 137 |
Met Glu Leu Gly Leu Arg Trp val Phe Leu Ile Ala Thr Leu Ala Gly
1 5 | 10 15

Ala Arg Cys

<210> 138

<211> 19

<212> PRT

<213> Homo sapiens

<400> 138

Met Glu Leu G1y Leu Arg Trp val Phe Leu Ile Ala Thr Leu Ala Gly
1 5 10 15

Page 51



Ala Arg Cys
<210> 139
<211> 19
<212> PRT
<213> Homo
' <400> 139
Met Glu Phe
1
val GIn Cys
<210> 140
<211> 19
<212> PRT
<213> Homo
<400> 140

Met Asp Trp
1

Gly Gln ser
<210> 141
<211> 19

<212> PRT
<213> Homo
<400> 141

Met Gly His
1

val Leu Ser

<210>
<211>
<212>
<213>

© <400>

142
19
PRT
Homo

142

Met Asp Trp
1

val GIn Ser

PCT/S$G2013/000360

98695G2041_sSeqList.txt

sapiens

Gly Leu Ser Trp val Tyr Leu val Ala Ile Leu Lys Gly
5 .10 ’ 15

sapiens

Thr Trp Arg val Phe Cys Leu Leu Ala val Ile Ser Gly
5 10 ' 15

sapiens §

Pro Trp Phe Phe Leu Leu Leu val Thr Ala Pro Arg Trp
5. 15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Ala Gly
5 10 15
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<210>
<211>
<212>
<213>

<400>

143
19
PRT
Homo

143

Met Asp Trp
1

Ala His Ser

<210>
<211>
<212>
'<213>

<400>

144
19
PRT
Homo

144

Met Gly Trp
1

val GIn Ser

<210>
<211>
<212>
<213>

<400>

145
19
PRT
Homo

145

Met Asp Trp
ik

‘val Gln Ser
<210> 146
<211> 19
- <212> PRT
<213> Homo
<400> 146

Met Asp Trp
1

val Pro Ser

<210>

147

PCT/SG2013/000360

98695G2041__SeqList.txt

sapiens

Thr Trp Arg ITe Leu Phe Leu val Ala Ala Ala Thr Glu
5 - 10 15

sapiens

Thr ;rp Arg Phe Leu Phe Xg1 val Ala Ala Ala Ala Gly
‘ _ 15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
5 10 15

sapiens

Thr Trp Arg Phe Leu Leu val val Ala Ala Ala Thr Gly
5 10 : 15
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<211>
<212>
<213>

<400>

19
PRT
Homo

147

Met Asp Trp
1

val GIn Ser

<210>
<211>
<212>
<213>

<400>

148
19
PRT
Homo

148

Met Asp Trp
1

va1 Gln Ser

<210>
<211>
<212>
<213>

<400>

149
19
PRT
Homo

149

Met Asp Trp
1

Ala His Ser

<210>
<211>
<212>
<213>

<400>

150
19
PRT
Homo

150

Met Lys His

1

val Leu Ser

<210>
<211>
<212>
<213>

151
19
PRT
Homo

" PCT/SG2013/000360

© 9869562041_SeqList. txt

sapiens

Thr ;rp Arg Phe Leu Phe XS1 val Ala Ala Ala Thr Gly
15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Ser
5 _

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly
5 15

sapiens

Leu Frp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5. 15

sapiens
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<400>

151

Met Asp Cys
1

Thr His Ala
<210> 152
<211> 19
<212> PRT
<213> Homo
<400> 152

Met Asp Trp
1

Ala His Ser

<210>
<211>
<212>
<213>

<400>

153
19
PRT
Homo

153

Met Asp Trp
1

val Gln Ser
<210> 154
. <211> 19
<212> PRT
<213> Homo
<400> 154
Met Glu Phe
1

val GIn Cys
<210> 155
<211> 19
<212> PRT
<213> Homo
<400> 155

PCT/SG2013/000360

9869SG2041_sSeqList.txt

Thr Trp Arg Ile Leu Leu Leu val Ala Ala Ala Thr Gly
5 10 15

sapiens

Thr Trp Arg Ile Leu Phe Leu val Ala Ala Ala Thr Gly
5 15 ,

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Gly Thr Gly
5 10 15

sapiens

Gly Leu Ser Trp Leu Phe Leu val Ala Ile Leu Lys Gly
5 10 15

sapiens
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Met Asp Trp
1

val Gln Ser
<210> 156
<211> 27
<212> PRT
<213> Homo

<400> 156

Met Ala Lys
1

Ser Leu Ser

<210> 157
<211> 19
<212> PRT

<213> Homo
<400> 157

- Met Asp Trp
1 .

val GIn Ser

<210> 158
<211> 19
<212> PRT
<213> Homo
'<400> 158

Met Glu Leu
1

val GIn Cys
<210> 159
<211> 19
<212> PRT
<213> Homo
<400> 159

Met Glu Phe
1

Thr Trp

sapiens
Thr Asn
5

Ser Ala
20

sapiens

Thr Trp
5

sapiens

Gly Leu
5

sapiens

Gly Leu
5

PCT/SG2013/000360

98695G2041_SeqList.txt
Arg Phe Leu Phe XS1 val Ala Ala Ala Thr Gly
15

Leu Phe Leu Phe Leu Ile Phe Ser Leu Leu Leu
10 15

Ala G1n Pro é;a mMet Ala

Arg Phe Leu phe val val Ala Ala Va1'T2r Gly

Ser Trp val Phe ieu val val 1Ile Leu Glu Gly
15

Ser Trp Ile Phe &eu Ala Thr Ile Leu Lgs Gly
1

pPage 56




val Gln Cys

<210> 160
<211> 19

<212> PRT
<213> Homo
<400> 160

Met Glu Phe
1 v

val GlIn Cys

161
19
PRT
Homo

- 161

<210>
<211>
<212>
<213>

<400>

Met Asp Trp
1
-val Gln ser

<210>
<211>
<212>
<213>

<400>

162
19
PRT
Homo

162

Met Glu Phe
1

val Gin Cys
<210> 163
<211> 19
<212> PRT
<213> Homo
<400> 163
Met Glu Phe
1

val GIn Cys

PCT/SG2013/000360

98695G2041_seqList.txt

sapiens

Lys Gly

Gly Leu Ser Trp val Phe Leu val Ala Ile Ile
5 -1 - 15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala T?r Gly
5 _ 1

sapiens

Gly Leu Arg Trp val pPhe Leu val Ala Ile Leu Lys Asp
5 10 15

sapiens

Gly Leu Ser Trp val phe Leu val Ala Ile Leu Lys Gly
5 10 15
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<210>
<211>
<212>
<213>

<400>

164
19
PRT
Homo

164

Met Asp Trp
1

Ala His Ser

<210>
<211>
<212>
<213>

<400>

165
19
PRT
Homo

165

Met Glu Phe

1

-val Gln Cys

<210>
<211>
<212>
<213>

<400>

166
19
PRT
Homo

166

Met Glu Phe

1.

val His Cys

<210>
<211>
<212>
<213>

<400>

167
19
PRT
Homo

167

Met Glu Leu
1

val Gln Cys

<210>

168

sapiens

Thr Trp
5

sapiens

Gly Leu
5

sapiens

Gly Leu
5

sapiens

Gly Leu
5.

PCT/$G2013/000360

98695G2041_SeqList.txt

Ser Tle Leu Phe Leu val Thr Ala Ala Thr Gly
10 » 15

Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
- 1 v 15

Ser Cys val Phe Leu val Ala Ile Phe Lys Gly
10 15

Ser Trp Ile Phe Leu val Ala Leu Leu Arg Gly
10 15
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<211>
<212>
<213>

<400>

19
PRT
Homo

168

Met Asp Trp
1

Ala His Ser

<210>
<211>
<212>
<213>

<400>

169
19
PRT
Homo

169

Met Asp Trp
1

val GlIn ser

<210> 170
<211> 19
<212> PRT
<213> Homo
<400> 170
Met Glu Leu
1

val Gln Cys
<210> 171
<211> 19
<212> PRT
<213> Homo
<400> 171

Met Glu Phe
1

val Gln Cys
<210> 172
<211> 19
<212> PRT
<213> Homo

PCT/$G2013/000360

98695G2041_SeqList.txt

sapiens

Thr Trp Ser Ile Leu Phe Leu val Ala Gly Ala Ser Gly
5 10 - 15

sapiens

Thr Trp Arg val Leu Phe val val Ala Ala Ser Thr Gly
5 ‘ 10 : 15

sapiens

Gly Leu Thr Trp Ile Phe Leu Leu Ala Ile Leu Lys Gly
5 1 15

sapiens

Gly Leu Ser Trp Leu Phe Leu val Thr Ile Leu Lys Gly
5 1 15

sapiens :
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<400>

172

Met Asp Trp
1

Ala Arg Pro

<210>
<211>
<212>
<213>

<400>

173

19
PRT
Homo

173

 Met Asp Trp
1

Ala His Ser
<210> 174
<211> 19
<212> PRT
<213> Homo
.<400> 174

Met Glu Phe
1 .

val Gln Cys
<210> 175
<211> 19
<212> -PRT
<213> Homo
<400> 175

Met Lys His

1

PCT/$G2013/000360

98695G2041_SeqgList.txt

Thr Trp Ser Ile Leu Phe LSU val Ala Ala Ala Thr Gly
5 1 15

sapiens

Thr Trp Arg val Phe Cys Leu Leu Ala val Ala Pro Gly
-5 : 10 15

sapiens

G1y Leu Ser Trp Leu Leu &eu val Ala I1e‘Leu Lys Gly
5 ) 15

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 10 15

val Leu Ser

<210>
<211>
<212>
<213>

<400>

176
19
PRT
Homo

176

sapiens
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PCT/SG2013/000360

‘ 98695G2041__seqgList.txt
Met G1y Ser Thr Ala Ile Leu Ala Leu &Su Leu Ala val Leu GIn Gly
1 5 , 15

val Cys Ala’

<210> 177

<211> 19

<212> PRT :

<213> Homo sapiens

<400> 177

Met Glu Phe Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Lys Gly
1 5 10 : 15
val Gln Cys

<210> 178

<211> 19 -

<212> PRT

<213> Homo sapiens

<400> 178

Met Glu Phe G]y Leu Ser Trp val Phe Leu Va1 Ala Ile Leu Lys Gly
1 5 10 15
‘val GIn Cys

<210> 179

<211> 26

<212> PRT

<213> Homo sapiens

<400> 179

Met Asp Leu Lys Cys Lys Lys Met Lys égg Leu Trp Leu Phe Leu Leu
1 5 _ 1

Leu val Ala Ala Pro Arg Trp val Leu Ser
20 v 25

<210> 180

<211> 19

<212> PRT

<213> Homo sapiens

<400> 180

Met Lys His Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
1 5 10 15
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PCT/SG2013/000360

98695G2041_sSeqList.txt

val Leu Ser -

<210> 181

<211> 19
<212> PRT
<213> Homo

<400> 181

Met GTu Leu
1
val Gln Cys

<210> 182
<211> 19
<212> PRT
<213> Homo

<400> 182
1

val Gln Cys

<210> 183
<211> 19
<212> PRT
<213> Homo

<400> 183
. Met Glu Phe
1

val Arg Cys

<210> 184
<211> 19
<212> PRT
<213> Homo

<400> 184
Met Glu Phe
1

val Gln Cys

Met Glu Phe.

sapiens

Gly Leu Ser Trp Ile Phe Leu Leu Ala Ile Leu Lys Gly
5 1 15

sapiens

Gly Leu Ser Trp‘I1e Phe Leu val val Ile Leu Lys Gly
5 - . 10 . 15
sapiens

Gly Leu Ser Cys Leu Phe Leu val Ala Ile Leu Lys Gly
5 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Lys Gly
5 10 15
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<210>
<211>
<212>
<213>

<400>

185
19
PRT
Homo

185

Met Asp Trp
1

Ala Asn Ser

<210>
<211>
<212>
<213>

<400>

186
19

"PRT

Homo

186

Met Glu Phe

1

val Gln Cys

<210>
<211>
<212>
<213>

<400>

187
19
PRT
Homo

187

Met Gly Ser
1

val Cys Ala

<210>
<211>
<212>
<213>

<400>

188
19
PRT
Homo

188

Met Glu Leu

1

val His Cys

<210>

189

PCT/SG2013/000360

‘9869SGZO4l_SeqList.txt

sapiens

Thr Trp Arg val Phe Cys igu Leu Ala val Ala Pro Gly
5 15

sapiens

Trp Leu Ser Trp val Phe Leu val Ala Ile Leu Lys Gly
5 ' 10 : 15

sapiens

Thr Ala Ile Leu Ala Leu Leu Leu Ala val Leu Gln Gly
5 15

sapiens

Gly Leu Arg Trp val Phe Lgu val Ala Leu Leu Glu Gly
5. 1 : 15

Page 63



211> 19
<212> PRT
<213> Homo
<400> 189
Met Lys Phe
1

val Gln Cys
<210> 190
<211> 19
<212> PRT
<213> Homo
<400> 190

Met Glu Phe
1

val GIn Cys
<210> 191
<211> 19
<212> PRT
<213> Homo
<400> 191

Met Asp Trp
1 .

val Lys Ser
<210> 192
<211> 19
<212> PRT
<213> Homo
<400> 192

Met Glu Phe
1

val Gln Gly
<210> 193
<211> 19
<212> PRT
<213> Homo

PCT/$G201 3/000360

98695G2041_SeqlList. txt

sapiens

Gly Leu Ser Trp Ile Phe Leu Pro Ala Ile Leu Lys G1y
5 10 15 _

sapiens

Gly Leu Ser Trp Ile Phe ieu Ala Ala 1le Leu Lys Gly.
5 : 15

sapiens

Thr Trp Thr Ile Leu Phe Leu val Ala Gly Ala Thr Gly
5 10 15

sapiens

Gly Leu Ser Trp Ile Phe Leu Ala Ala Ile Leu Lys Gly
5 1 '

15

sapiens
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<400> 193
Met Glu Phe
1

val Gln Cys
<210> 194
<211> 19
<212> PRT
<213> Homo
<400> 194

Met Glu Phe
1

val Gln Cys
<210> 195
<211> 19
<212> PRT
<213> Homo
<400> 195

Met LysS His

1

val Leu Ser

<210>
<211>
<212>
<213>

<400>

196
26

PRT

Homo

196

Met Asp Leu
1

Leu val Ala

<210>
o <211>
<212>
<213>

<400>

197
19
PRT
Homo

197

PCT/$G2013/000360

98695G2041_seqList. txt

Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Lys Gly
5 . 10 15

sapiens

Gly %eu Ser Trp val Phe &eu val Ala Ile Leu Lys Gly
. ' 15 _

sapiens

Leu Trp Phe Phe Leu Leu Leu val Ala Ala Pro Arg Trp
5 10 15 '

.sapiens

Leu Cys Lys Lys Met Lys Hgs Leu Trp Phe Phe Leu Leu
5 1 1

-

Ala Pro Arg Trp val Leu Ser
20 25

sapiens




PCT/SG2013/000360

98695G2041_SeqList.txt
Met Glu Phe Gly %eu Ser Trp val Phe igu val Ala Leu Leu irg Gly
1 5

val GIn Cys

<210> 198

<211 19

<212> PRT

<213> Homo sapiens

<400> 198 _ _
Met Asp Trp Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
1 _ 5 15 -

val Gln Ser

<210> 199

<211> 19

<212> PRT

<213> Homo sapiens
<400> 199

Met Lys His Leu Trp Phe Phe Leu Leu Leuval Ala Ala Pro Arg Trp
1 5 _ 10 . 15
val Leu Ser

- <210> 200
<211> 19
<212> PRT
<213> Homo sapiens
‘<400> 200

Met Glu Leu Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Glu Gly
1 . 5 ' 1 15
"~ val GIn Cys

<210> 201

<211> 19

<212> PRT

<213> Homo sapiens
<400> 201

Met Asp Trp Thr ;rp Thr phe Leu Phe val val Ala Ala Ala Igr Gly
1
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val Gln ser
<210> 202
<211> 26
<212> PRT
<213> Homo
<400> 202
Met Asp Leu
1

Leu val Ala
<210> 203
<211> 19
<212> PRT
<213> Homo
<400> 203
Met Asp Thr

1

val Leu Ser

<210> 204
<211> 19
<212> PRT
<213> Homo
<400> 204
-Met Glu Phe
1

val G1nvas,
<210> 205
<211> 19
<212> PRT
<213> Homo
<400> 205

Met Asp Trp
1

val G1ln Ser

‘sapiens

Leu Cys
5

Ala Pro
20

sapiens

Leu Cys
S5

sapiens

Gly Leu
5

sapiens

Thr Trp
5

PCT/SG2013/000360

9869SG2041_seqgList.txt

Lys‘Asn Met Lys His Leu Trp Phe Phe Leu Leu
10

Arg Trp val Lgu Ser
2

15

Ser Thr Leu Leu Leu Leu Thr Ile Pro Ser Trp
: 15

10

Asn Trp val Leu Leu val Ala Leu Leu égg Gly
1

Arg Phe Leu Phe val val Ala Ala Ser Thr Gly

10
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<210>
<211>
<212>
<213>

<400>

206
19
PRT -
Homo

206

Met Glu Phe
1

val Glu Cys
210> 207
<211> 19
<212> PRT
<213> Homo
<400> 207

Met Asp Trp
1

- val G1ln Ser

Met Asp Trp
1

val Gln Ser

<210>

210

PCT/SG2013/000360

98695G2041_SeqList.txt

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
5 10 - 15

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
.5 - 10 15

sapiens

Gly Leu Ser Trp val Phe Leu val Ala Leu Leu Arg Gly
5 10 15

sapiens

<210> 208
<211> 19
<212> PRT
<213> Homo
<400> 208
Met Glu Phe
1

‘Va1 Gln Cys
<210> 209
<211>. 19
<212> PRT
<213> Homo
<400> 209

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
5 10 15
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<211>
<212>
<213>

<400>

19
PRT
Homo

210

Met Asp Trp
1

val Gln ser

<210>
<211>
<212>
<213>

<400>

211
19
PRT
Homo

211

Met Asp Leu
1

val GIn Cys

<210>
<211>
<212>
<213>

<400>

212
19
PRT
Homo

212

Met Asp Leu
1

val Gln Cys

<210>
<211>
<212>
<213>

<400>

213
26
PRT
Homo

213

Met Asp val
1

Leu val Ala

<210>
<211>
<212>
<213>

214
19
PRT
Homo

PCT/SG2013/000360

98695G2041_SeqList.txt

sapiens

Thr Trp Arg Phe Leu Phe val val Ala Ala Ala Thr Gly
5 10 15

sapiens

Gly Leu Ser Trp Leu Phe Leu val Ala Leu Leu Lys Gly
5 10 15

sapiens

Gly Leu Ser Trp Ile Phe Leu Leu Thr Ile Leu Lys Gly
5 ) 1 15

sapiens

Met Cys Lys Lys Met Lys His Leu . Trp Phe Phe Leu Leu

5 10 15

Ala Pro Arg Trp val Leu Ala
20 25

sapiens .
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<400>

214

Met Glu Phe

1

val His Cys

<210>
<211>
<212>

C<213>

<400>

215
PRT
Homo

215

Met Lys Tyr
1 .

Ala GIn Pro

<210>
<211>
<212>
<213>

<400}

216
22
PRT
Homo

216

Met Lys Tyr
1

Ala GIn Pro

<210>
-<211>
<212>
<213>

<400>

217
22
PRT
Homo

217

Met Lys Tyr
1

Ala GIn Pro

<210>
<211>

<212>-

<213>
<400>

218
22
PRT
Homo

218

Gly Leu
5

PCT/SG2013/000360

98695G2041_SeqlList.txt

Thr Trp val Phe Leu val Ala val Ile Lys Gly
10 15

sapiens

Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met

20

sapiens

pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 ‘ 15 :

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 : 15

Ala -
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Met Lys Tyr
1
Ala Gln Pro

<210> 219
<211> 22

<212> PRT
<213> Homo
<400> 219

© Met Lys Tyr
1
Ala Gln Pro

<210> 220
<211> 22

<212> PRT
<213> Homo

<400> 220
Met Lys Tyr
1

Ala GIn Pro

<210> 221
<211> 22

<212> PRT
<213> Homo

<400> 221

Met Lys Tyr
1
Ala Gln Pro

<210> 222
<211> 22
<212> PRT
<213> Homo

<400> 222

Met Lys Tyr
1

Leu Leu
-5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20 -

sapiens

Leu Leu
5

PCT/SG2013/000360

98695G2041_sSeqList. txt ,
Pro Thr Ala Ala éga Gly Leu Leu Leu Leu Ala

15
Ala -
Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15
Ala

Pro Thr Ala Ala Aga Gly Leu Leu Leu Leu Ala
' 1

Ala

pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 ' 15
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Ala GIn Pro
<210> 223
<211> 22
<212> PRT
<213> ~Homo
<400> 223
Met Lys Tyr
1 .

Ala GIn Pro
<210> 224
<211> 22
<212> PRT
<213> Homo
<400> 224

Met Lys Tyr
1

Ala GIn Pro
<210> 225
<211> 22
<212> PRT
<213> Homo
<400> 225

‘Met Lys Tyr
et

Ala Gln Pro

<210> 226
<211> 22
<212> PRT
<213> Homo
<400> 226

Met Lys Tyr
1 ,

Ala G1ln Pro

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20 -

sapiens

Leu Leu
5

Ala Met
20

sapiens
Leu Leu

5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

Ala

Pro

Ala

Pro

Ala

Pro

Pro

Ala

PCT/SG2013/000360

98695G2041_SeqList.txt

Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 .

15

Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
: 10

15

Thr Ala Ala éga Gly Leu. Leu Leu Leu Ala

15

Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala

10
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<210> 227
<211> 22
<212> PRT

<213> Homo
<400> 227

Met Lys Tyr
1

Ala GIn Pro

<210> 228
<211> 22
<212>" PRT

<213> Homo
<400> 228

Met Lys Tyr
1

Ala Gln Pro
<210> 229
<211> 22
<212> PRT
<213> Homo
<400> 229

Met Lys Tyr
1

Ala Gln Pro

<210> 230
<211> 22

<212> PRT
<213> Homo
<400> 230

Met Lys Tyr
1
Ala Gln Pro

<210> 231

sapiens

Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20

sapiens

Leu Leu
b)

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20

PCT/SG2013/000360

9869SG2041_SeqList.txt

Pro Thr Ala Ala éga Gly Leu Leu Leu Leu Ala
15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
' 10 : 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Aga Gly .Leu Leu Leu Leu Ala
1

‘Ala
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<211>
<212>
<213>

<400>

22
PRT
Homo

231

Met Lys Tyr
1

Ala G1n Pro

<210>
<211>
<212>
<213>

’<400>

232
22
PRT
Homo

232

Met Lys Tyr
1

Ala GIn Pro

<210>
<211>
<212>
<213>

<400>

233
22
PRT
Homo

233

Met Lys Tyr
1

Ala G1n Pro

<210>
<211>
<212>
<213>

<400>

234
22
PRT
Homo

234

Tet Lys Tyr

Ala GIn Pro

<210>
<211>
<212>
<213>

235

PRT
Homo

sapiens

Leu Leu
b)

Ala Met
20

sapiens
Leu Leu

5

Ala Met
20

sapiens
Leu Leu

5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens

PCT/$G2013/000360
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Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 . 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu -Leu Ala
10 1

Ala
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<400>

235 -

Met Lys Tyr
1 ‘

Ala GIn Pro

<210>
<211>
<212>
<213>

<400>

236
22
PRT
Homo

236

Met Lys Tyr
1

Ala GIn Pro

<210>
<211>
<212>
<213>

<400>

237
22
PRT
Homo

237

Met Lys Tyr
1

Ala GIn Pro

<210>
211>
<212>
<213>

<400>

238
22
PRT
Homo

238

get‘Lys'Tyr

Ala GIn Pro

<210>
<211>
<212>
<213>

<400>

239
22
PRT
Homo

239

Leu Leu
5

Ala. Met
20

sapiens
Leu Leu

5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20

sapiens

PCT/SG2013/000360

98695G2041_SeqList.txt
Pro Thr Ala Ala éga Gly Leu Leu Leu Leu Ala

15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala -
10

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 _ 15

Ala

Page 75



?et.Lys Tyr

Ala Gln Pro
<210>- 240
<211> 22
<212> PRT
<213> Homo
<400> 240
Met Lys Tyr
1

Ala Gln Pro
<210> 241
<211> 22
<212> PRT
<213> Homo
<400> 241
Met Lys Tyr
1 ,
Ala Gln Pro
<210> 242
<211> 22
<212> PRT
_<213> Homo
<400> 242
Met Lys Tyr
i

Ala G1n Pro
<210> 243
<211> 22
<212> PRT
<213> Homo
<400> 243

Met Lys Tyr
1

Leu Leu
b)

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20.

sapiens

Leu Leu
5

Ala Met
20

sapiens
Leu Leu
5

Ala Met

20

sapiens

Leu Leu
5

PCT/$G2013/000360
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Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu A1a
10

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 . 15

Ala

pPro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
- 10 15 -
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Ala Gln Pro
<210> 244
<211> 22
<212> PRT
<213> Homo
<400> 244
Met Lys Tyr
1
Ala GIn Pro
<210> 245
<211> 22
<212> PRT
<213> Homo
- <400> 245
Met Lys Tyr
1
Ala Gln Pro
<210> 246
<211> 22
<212> PRT
<213> Homo
<400> 246
‘Met Lys Tyr
10
Ala GIn Pro
<210> 247
<211> 22
<212> PRT
<213> Homo
<400> 247

Met Lys Tyr
1

Ala Gln Pro

Ala Met

sapiens
Leu Leu
5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

. PCT/SG2013/000360
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Ala

Pro Thr Ala Ala Aga Gly Leu Leu Leu Leu Ala
1

Ala

Pro Thr Ala Ala Ala C1y Leu Leu Leu Leu Ala
: 10 15

Ala

Pro Thr Ala Ala Aga Gly Leu Leu Leu Leu Ala
l .

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
. 10 15

Ala
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<210> 248
<211> 22

<212> PRT
<213> Homo
<400> 248

Met Lys Tyr
1
Ala Gln Pro

<210> 249
<211> 22
<212> PRT
<213>_ Homo
<400> 249

Met Lys Tyr
1 .
Ala GIn Pro

<210> 250
<211> 22
<212> PRT
<213> Homo
<400> 250

Met Lys Tyr
1
‘A1a Gln Pro

<210> 251
<211> 22

<212> PRT
<213> Homo
<400> 251

Met Lys Tyr
1 .
Ala GIn Pro

<210> 252

sapiens
Leu Leu
-5

Ala Met
20

sapiens

Leu Leu
b)

Ala Met
20

sapiens
Leu Leu

5

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

PCT/SG2013/000360

98695G2041_SeqgList.txt

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 ‘ 15

Ala

pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
: 10 : 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 , 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala
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<211>
<212>
<213>

<400>

22
PRT
Homo

252

Met Lys Tyr
1 ot

Ala GIn Pro
<210> 253
<211> 22
<212> PRT
<213> Homo
<400> 253
Met Lys Tyr
1

Ala G1n Pro
<210> 254
<211> 22
<212> PRT
<213> Homo
<400> 254

Met Lys Tyr
1

Ala GIn Pro

<210>
<211>
<212>
<213>

<400>

255
20
PRT
Homo

255

Met Glu Ala
1

Asp Ser Thr
<210> 256
<211> 20
<212> PRT
<213> Homo

sapiens

Leu Leu
b

Ala Met
20

sapiens
Leu Leu
5

Ala Met
20

sapiens

Leu Leu
5

Ala Met
20

sapiens

Pro Ala

5

Gly
20

sapiens

PCT/S$G2013/000360
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Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10

15

Ala

pro Thr Ala Ala Ala Gly Leu Leu Leu His Ala
10 , 15

Ala

Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala
10 15

Ala

GIn Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
' 15
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<400>

256

Met Glu Ala
1

Asp Thr Thr
<210> 257
<211> 20

<212> PRT
<213> Homo
<400> 257

Met Glu Thr
1

Gly Thr Thr
- <210> 258
<211> 20
<212> PRT
<213> Homo
<400> 258
Met Glu Thr
1
Asp Ile Thr
- <210> 259
-<211> 20
<212> PRT
<213> Homo
<400> 259
Met Glu Ala
1
Asp Thr Thr
<210> 260
<211> 20
<212> PRT
<213> Homo
<400> 260

PCT/SG2013/000360

98695G2041_SeqList.txt

Pro Ala Gln Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
5 15

Gly
20
sapiens

Pro Ala Gin Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
5 10 . 15 :

Gly
20

sapiens

Pro Ala GIn Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
5 10 15

Gly

20

sapiens

Pro Ala GIn Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
5 .10 15

Gly

20

sapiens
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Met Arg Leu
1

Gly Ser ser

<210>
<211>
<212>
<213>

<400>

261
20
PRT
Homo

261

Met Arg Leu
1 .
Gly Ser Ser

<210>
<211>
<212>
<213>

<400>

262
20
PRT
Homo

262
Met Arg Leu
1

Gly Ser Ser

<210>
<211>
<212>
<213>

<400>

263
22
PRT
Homo

263
Met Asp Met
1

Phe Pro Gly

<210>
<211>
<212>
<213>

<400>

264
22
PRT
Homo

264

Met Asp Met
1

PCT/SG2013/000360

98695G2041_sSeqgList.txt '
Pro Ala GIn Leu Leu Gly Leu Leu Met Leu Trp val Ser
5 - 10 : 15

Gly:
20
sépiens

Pro Ala Gln Leu Leu Gly LSU Leu Met Leu Trp val Ser
5 1 15

Gly

20"

sapiens

Pro Ala GIn Leu Leu Gly Leu Leu Met Leu Trp val Ser
5 10 : 15

Gly
20

sapiens

Arg val Leu Ala GIn Leu Leu Gly Leu Leu Leu Leu Cys
5 10 : 15

Ala Arg Cys
20" -

sapiens

Arg val Pro Ala Gln Leu Leu Gly Leu Leu Leu Leu Trp
5 10 15
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Leu Arg Gly

<210> 265
<211> 22.
<212> PRT
<213> Homo

<400> 265
Met Asp Met
1

Leu Ser Gly

<210> 266
<211> 22

<212> PRT
<213> Homo
<400> 266

Met Asp Met
1
Leu Ser Gly

<210> 267
<211> 22
<212> PRT
<213> Homo
<400> 267

_Met Asp Met
1 .
Leu Ser Gly

<210> 268
<211> 22
<212> PRT
<213> Homo
<400> 268

Met Asp Met
1

Leu Ser Gly

Ala Arg
20

sapiens

Arg val
5

Ala Arg
20

‘sapiens

Arg val
5

Ala Arg
20

sapiens
Arg val
5

Ala Arg
20

sapiens
Arg val
5

Ala Arg
20

PCT/SG2013/000360

98695G2041_seqgList.txt

cys

Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
- 10 15 '

Cys

Pro Ala Gin Leu Leu Gly Leu Leu Leu Leu Trp
10 ‘ 15

Cys

Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
10 : 15

Cys

Pro Ala Gln Leu Lgu Gly Leu Leu Leu Leu Trp
1 15

Cys
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<210> 269
<211> 22

<212> PRT
<213> Homo

- <400> 269

Met Asp Met
1
Leu Ser Gly

<210> 270
<211> 22

<212> PRT
<213> Homo

<400> 270

Met Asp Met
1
Leu Pro Asp

<210> 271
<211> 22

<212> PRT
<213> Homo

<400> 271

Met LyS Lys
1

\Thr val Ala
<210> 272
<211> 20
<212> PRT
<213> Homo
<400> 272

Met val Leu
1
Gly Ser Tyr

<210> 273

sapiens
Arg val
5

Ala Arg
20

sapiens
Arg val
5

Thr Arg
20

sapiens

Thr Ala
5

Gln Ala
20

sapiens

GIn Thr
5

Gly
20

. PCT/$G2013/000360

© 98695G2041_SeqList.txt

Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
10 15

Cys -~

Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
: 10 ~ 15

Cys .

Ile Ala ITe Ala val Ala Leu Ala Gly Phe Ala
10 15

Ala

GIn val Phe Ile Ser Leu Leu Leu Trp Ile Ser
- 10 15
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<211> 22
<212> PRT
<213> Homo
<400> 273
Met Glu Thr
1 .
val Ser Asp
<210> 274
<211> 21
<212> PRT
<213> Homo
<400> 274
Met Lys GIn
1

Pro val Thr
<210> 275
<211> 23
<212> PRT
<213> Homo
<400> 275

Met Lys Lys
1
Ile Ala Thr

276
22

PRT
" Homo

276

<210>
<211>
<212>
<213>

<400>
Met Lys Lys
1

Thr val Ala
<210> 277
<211> 8
<212> PRT
<213> Homo

PCT/SG2013/000360

98695G2041_SeqList. txt

sapiens

Pro Ala Gln Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
5 10 15

Thr Thr Gly

20 .

sapiens

ser Thr Ile Ala Leu Ala Leu Leu Pro Leu Leu Phe Thr
5 10 15

Lys Ala

20

Sapiens

Asn Ile Ala Phe Leu Leu Ala Ser Met Phe val Phe Ser
5 10 15

Asn Ala Tyr Ala
20

sapiens
Thr Ala ITe Ala Ile Ala val Ala Leu Ala Gly Phe Ala
5 10 15

Gln Ala Ala
20

sapiens
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

.<400>

Xaab |
(D..(1

PCT/SG2013/000360

98695G2041__seqgList.txt

Xaaé is any one of Tfp, Phe or Ile

Xaa7
(2)..(2)

Xaa7 is any one of val, Ile or Leu

"Xaal

(3)..(3)

Xaa8 is Phe or Leu

Xaa9
..®

Xaa9 is Leu or val

Xaalo

(5)..(5
Xaal0 s

Xaall

(6)..(6)
Xaall is

Xaal?
(7..(D
Xaal2 1s

Xaal3
(8)..(8)
Xaal3 1s

277

Xaa Xaa Xaa Xaa

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

278
PRT

val or Leu
Ala
any one of Leu, Ile or Ala

any one of pPhe, Leu, Pro or Ala

Xaa Xaa Xaa Xaa

Homo sapiens

Xaal
(2)..(2

Xaal is any one of Asp, Asn or Lys

XaaZ2
3)..(3)

Xaa2 is any one of Phe, Leu, His or Trp
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Xaa3
».
Xaa3

Xaa4d

().
Xaa4

Xaab

(6).
Xaab

278

Met Xaa Xaa
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

279

PRT
HOmo

Xaald
(L..

9869SG2041_sSeqList.
(4
is any one of Gly, Leu or Thr;
(5
is Leu or Trp;
. (6) '
is any one of Ser, Arg or Phe

Xaa Xaa Xaa
5

sapiens

(L

Xaal4 is any one of Arg, Lys, Asp or Thr;

Xaal5
@..

(2)

Xaal5 is Gly or Trp;

Xaalé
(3)..03
Xaal6 is val or Ala;

Xaal?7
4)..

4)

Xaal7 is any one of Glu, Leu, or His

Xaal8
5)..

A3 -

Xaal8 is Cys or Ser

misc_feature

(6)..

(6)

PCT/SG2013/000360

txt

Xaa can be any naturally occurring amino acid

279

Xaa Xaa Xaa Xaa Xaa Xaa
- 5
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PCT/SG2013/000360

9869SG2041_SeqList.txt

<210> 280
<211> 9
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (..

<223> Xaa can be any naturally occurring amino acid

<400> 280

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xad
1 5

<210> 281

<211> 6

<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (2)..(6)

<223> Xaa can be any naturally occurring amino acid

<400> 281

Met Xaa Xaa Xaa Xaa Xaa
1 5

<210> 282
<211> 7
<212> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (.. :

<223> Xaa can be any naturally occurring amino acid

<400> 282

Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5

<210> 283

<211> 57

<212> DNA

<213> Homo sapiens

<400> 283

atggagttgg gactgagctg gattttcctt ttggctattt taaaaggtgt ccagtgt 57
<210> 284

<211> 57
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<212> DNA‘

<213> Homo sapiens

<400> 284
atggaactgg ggctccgctg

<210> 285

<211> 57

<212> - DNA .

. <213> Homo sapiens

<400> 285
atgaaacacc tgtggttctt

<210> 286

<211> 57

<212> DNA

<213> Homo sapiens

<4005 - 286
atggactgga cctggaggat

<210> 287

<211> 57

<212> DNA

<213> Homo sapiens

<400> 287
atggactgga cctggaggtt

<210> 288

<211> 57

<212> DNA

<213> Homo sapiens

<400> 288
atggagtttg ggctgagctg

<210> 289

<211> 57

<212> DNA

<213> Homo sapiens

<400> 289
atggagtttg ggctgagctg

<210> 290

<211> 78

<212> DNA

<213> Homo sapiens

<400> 290
atggacctcc tgcacaagaa

cccagatggg tgctgtcc

'PCT/SG2013/000360

9869SG204L_SeqList.txt

ggttttcctt

cctectgetyg

cctcttcttg

cctctttgtg

gctttttett

ggttttcctc

Ccatgaaacac

gttgctattt

gtggcagctc

gtggcagcag

gtggcagcag

gtggcgattc

gttgctcttt

ctgtggttct

tagaaggtgt

ccagatgggt

caacaggtgc

ctacaggtgt

taaaaggtgt .

ttagaggtgt

tcctcctect
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ccagtgt

cctgtcc

ccactcg

ccagtec

ccagtgt

ccagtgt

ggtggcagct

57

57

57

57

57

57

78
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<210> - 291 . _
<211> 66
<212> DNA
<213> Homo sapiens

- <400> 291
-atggacatga gggtccctgce tcagctcctg gggctcctgce tgetctgget ctcaggtgec 60

agatgt . 66

<210> 292
<211> 66.
<212> DNA
<213> Homo sapiens

<400> 292 -
atgaaatacc tattgcctac ggcagccgct ggattgttat tactcgcggc ccagccggec 60

atggcc 66

<210> 293

<211> 6

<212> PRT

<213> Homo sapiens

<400> 293

Met Glu Leu Gly Leu Ser
1 5

<210> 294

<211> ©

<212> PRT :
<213> Homo sapiens

1 <400> 294

?et Glu Leu Gly Eeu Arg

<210> 295

<211> 6

<212> PRT

<213> Homo sapiens

<400> 295

Met Lys His Leu Trp Phe
1 5

<210> 296

<211> 6

<212> PRT

<213> Homo sapiens

<400> 296

Met Asp Trp Thr Trp Arg
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<210>
<211>
<212>
<213>

<400>-

297
6
PRT
Homo

297

Met Glu Phe

-1

<210>
<211>
<212>
<213>

<400>

298
5
PRT
Homo

298

Lys Gly val
1

<210>
<211>
<212>
<213>

<400>

299
5
PRT
Homo

299

Glu Gly val
1

<210>
<211>
<212>
<213>

<400>

300
5
PRT
Homo

300

‘Arg Trp val
1

<210>
<211>
<212>
<213>

<400>

301
5
PRT
Homo

301

Thr Gly Ala

1

<210>
<211>
<212>
<213>

302
5
PRT
Homo

sapiens

Gly Leu
5

sapiens

GIn Cy
S .

sapiens

Gln Cys
5

sapiens

Leu Ser
5

sapiens

His Ser
5

sapiens

Ser

PCT/SG2013/000360

98695G2041_SeqgList.txt
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<400>

302

Ihr Gly val

<210>
<211>
<212>
<213>

<400>

303
5
PRT
Homo -

303

Arg Gly val
1

<210>
<211>
<212>
<213>

<400>

304
8
PRT
Homo

304

Trp Ile Phe

1

<210>
<211>
<212>
<213>

<400>

305
8
PRT
Homo

305

Irp val Phe

<210>
<211>
<212>
.<213>

<400>

306
8
PRT
Homo

306

phe Leu Leu

1

<210>
<211>
<212>
<213>

<400>

1le Leu Phe

1

<210>
<211>

307
8
PRT
Homo

307

308
8

Glin. Ser
5

sapiens

Gln Cys
5

sapiens

Leu Leu
5

sapiens

Leu val
5

sapiens

Leu val
5

sapiens

Leu val
5

Ala Ile Leu

Ala Ile Leu

Ala Ala Pro

Ala Ala Ala

PCT/SG2013/000360

98695G2041_SeqList. txt
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<212> PRT
<213> Homo
<400> 308

Phé Leu Phe
1

<210> 309
<211> 8
<212> PRT .
" <213> Homo
<400> 309
Trp Leu Ph
1 .
<210> 310
<211> 8
<212> PRT
<213> Homo
<400> 310

Trp val Phe
1

<210> 311
<211> 6

<212> PRT
<213> Homo
<400> 311

Met Asp Met
1

<210> 312
<211> 6
<212> PRT
<213> Homo

<400> 312
Met Lys Tyr
1

<210> 313
<211> 5
<212> PRT
<213> Homo
<400> 313

ser Gly Ala
1

sapiens

val val
5

sapiens

Leu val
5

sapiens

Leu val
: 5

sapiens

Arg val
5

sapiens

Leu Leu
2

sapiens

Arg Cys
5

PCT/SG2013/000360
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Ala . Ala Ala

Ala Ile Leu

Ala Leu Phe

Pro

Pro
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<210> 314
<211> 5

<212> PRT
<213> Homo

<400> 314

GIn Pro Ala
1

<210> 315
<211> 11

<212> PRT
<213> Homo

<400> 315

Ala Gln Leu
1

<210> 316
<211> 11

<212> PRT
<213> Homo

<400> 316

Thr Ala Ala
1

PCT/SG2013/000360
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sapiens

Met Ala
5

sapiens

Leu Gly Leu Leu Leu Leu Tgp Leu
1

5

sapiens

Ala Gly Leu Leu Leu Leu
S .

Ala Ala

10
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