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Figure 4D
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Figure 16
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Figure 22
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TCGAATCCGG
CATCAAAGAC
TACCCTACGA
CCAAAAACAC
GIGGGGTGGG
TCAACAAAGG
TGGGGIGTCT
CGGCGTACAT
CCGICCICGT
ATAAGAAGGT
GGGAGGGCCT
GTIGACGIGTIG
TCGAAGTGCA
GCTCACCGTG
CCIGCCCCCAa
CACCCTCGCG
CGACATTIGCA
GATTCGGATG
TGTTTICGIG
GGGAAAGTAA

Figure 23B
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VESGGGLVQPGGSLRLSCAASGENIKDTYIHWVR

TGGCGGCTTIG GTGCAGCCGG GTGGGICGIT GCGACIGTICG
ACCTATATCC ACTGGGIGAG GCAATCGCCC GGAAAGGGGC
ATGGTITATAC TCGATATGCG GACTCCGIGA AAGGAAGATT
TGCATACCTC CAGATGAATA GCCITCGGGC GGAGGACACG
GACGGGTTCT ATGCGATGGA CTACTIGGGGA CAGGGGACGC
GACCTAGCGT GTTICCCTIG GCTCCCICAT CGAAATCAAC
TGTCAAGGAC TATTITCCCCG AGCCCGIGAC AGTICTCGTIGG
ACGTTTICCCG CCGIGCTCCA ATCATCCGGA CTGTATTCCC
CACTICGGAAC GCAAACTITAC ATTTIGCAATG TCAACCACAA
CGAGCCAAAG TCGIGTGATA AGACCCACAC ATGCCCICCC
TCAGTGTTCC TCTITCCCGCC CAAACCCAAG GACACCCTGA
TCGTCGTCGA TGICTCACAT GAGGACCCGG AGGTAAAGTT
CAACGCAAAA ACAAAACCIC GGGAAGAGCA GTACAATAGC
CTGCACCAGG ATTGGCICAA TGGAAAGGAG TACAAGIGTA
TCGAAAAGAC AATTITCCAAA GCTAAAGGGC AACCCCGCGA
CGATGAACTG ACCAAGAACC AGGIGTCATT GACGTGICIC
GTAGAATGGG AAAGCAACGG ACAGCCGGAA AACAACTACA
GITCCTICIT TICTITACTCA AAACTTACAG TCGACAAATC
CAGCGTGATG CACGAGGCCT TGCATAATCA CTATACACAG
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TCGAATGGGT
CACCATICAGC
GCGATCTACT
TTGTAACGGT
GICCGGTGGG
AACTCGGGTG
TTTCATCCGT
ACCGTCAAAT
TGTCCAGCGC
TGATTAGCCG
CAACTGGTAC
ACGTACAGAG
AAGTGTCGAA
GCCGCRAGTA
GICAAGGGCT
AGACTACACC
GAGGTGGCAG
AAGTCGTTGT
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CGGGGTTITAA
AGCCAGAATC
GCAGATACGT
ACTGTAGCCG
CAGCTCGGCG
ACGGCGGCAT
CCCTTACAAG
CGTGACIGIG
ACAAAGGTCG
CGGAGCTIGTT
CACACCCGAG
GIGGATGGAG
TAGTCAGCGT
TAAGGCGCTG
TACACCCTCC
TCTATCCGAG
GCCTIGICCIT
CAGGGAAATG
CACTGTCGCC
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GKGLEWVARIYPTNGYTRYADSV

WT VESGGGLVQOPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARI YPTNGYTRYADSV
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Medi  KGRFTISADTSKNTAYLQMNSLRAEDTA%YYCSRWGGDGFYAMDYWGQGTLVTVSSASTK
WT KGRFTISADTSKNTAYLOMNSLRAEDTAYY YCSRWGGDGT YAMDYWGQGTLVTVSSASTK
80 90 100 110 120
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Medi  GPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYS
WT GPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
140 150 160 170 180
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AGACGICAAC ACAGCTIGTCG CGIGGIATCA GCAGCGGACA AATGGAT
GCATCATTTC TCTATITCGGG AGTICCCCICC CGATITTICCG GATCGCG
CGATTTCCTIC CCTTCAACCG GAAGATATCG CIGATITACTA CIGTCAG
TTTCGGAGCA GGGACAAAAG TGGAGATITAA GCGCACIGTA GCAGCCC
AGCGACGAAC AATTGAAGIC AGGGACCGCC TCGGTGGTAT GCCIGCT
CCAAAGTACA GTIGGAAGGTG GATAATGCGC TCCAGAGCGG AAACTCC
CTICGAAGGAT TCGACGTACT CACTCAGCTC AACGCTIGACC CTGTCGAAAG CGGACTIATGA GAAACACAAG

GICTACGCGT GCGAGGIGAC CCATCAGGGC CTIGAGCTCCC CCGTAAC
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; GATATTCAGA
G GAGCGTICCCA
CGC CGAGGCTCCT GATCTACAGC
CAG CGGTACTGAC TTCACCCICA
CAG CACTATACAA CACCTCCCAC
CCT CGGTICTITTAT CTTCCCICCT
TAA CAACTITTAC CCACGGGAAG
CAA GAGAGCGTGA CAGAACAGGA

TAA GTICATICAAC CGGGGIGAAT

GCTAA
Figure 23D
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medi YCQQHYTTPPTFGAGTKVEIKRTVAAPSVFIFPP
WT RFSGSRSGTDFTLTISSLQPEDEALTYYCQQHYTTPPTFGRGTKVETIKRTVAAPSVF IFPP
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medi SDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVIEQDSKDSTYSLSSTLT
WT SDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
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190 200 210
medi LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
WT LSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

190 200 210
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Figure 24
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Figure 25A
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s s S L 6 T 0 T Yy I ¢C NV N H K P S N T
aaggtcgataagaaggtcgagccaaagtcgtgtgataagacccacacatgcccteectgt
K vD K K Vv EP K S CDZ K T HTC P P C
ccagcgccggagetgttgggagggecttcagtgttectcettcecegeccaaacccaaggac
p AP EL L G GGP SV F L F P P K P K D
accctgatgattagccecgecacacccgaggtgacgtgtgtegtecgtecgatgtctcacatgag
T .. M~ I S R T P E V T C V V V D V S H E
gacccggaggtaaagttcaactggtacgtggatggagtcgaagtgcacaacgcaaaaaca
b Pp EV K F N WY V D GGV E V HN A K T
aaacctcgggaagagcagtacaatagcacgtacagagtagtcagcegtgctcaccgtgcetyg
K P R EE QY N S T Y RV V 5§ V L T V L
caccaggattggctcaatggaaaggagtacaagtgtaaagtgtcgaataaggcgetgect
H o D WL N G K E Y K C K V S5 N K A L P
gcccccatcgaaaagacaatttccaaagctaaagggcaaccccgcgagecgcaagtatac
A P I E K T I S K A K G Q P R E P Q V Y
accctcccaccctegegecgatgaactgaccaagaaccaggtgtcattgacgtgtetegte
T L.pPp P S R D EL T KUNOQV S L T C L V
aagggcttctatccgagcgacattgcagtagaatgggaaagcaacggacagccggaaaac
K 6 F Y P S DI AV EWE S N G Q P E N
aactacaagactacaccgcecctgtecttgattcggatggttecttetttetttactcaaaa
N Y K T T P P V L D S D G S F F L Y S K
cttacagtcgacaaatcgaggtggcagcagggaaatgtgttttecgtgcagecgtgatgeac
L T v DK S RW O OQ GGNV F S C S V M H
gaggccttgcataatcactatacacagaagtcgttgtcactgtcgeccgggaaagtaatga
E AL HNHY T QK S L S L 5 P G K - -
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Figure 25B
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tgcctgcttaacaacttttacccacgggaagccaaagtacagtggaaggtggataatgeg
c L L NNPFY P REAI KV Q W K V D N A
ctccagagcggaaactcccaagagagegtgacagaacaggactcecgaaggattcecgacgtac
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tcactcagctcaacgctgaccctgtcgaaagcggactatgagaaacacaaggtctacgeg
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QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVa

QVSLRESGGGLVQPGRSLRLSCTASGFTFRHHGMTWVRQAPGKGLEWVAS
Kk Kaakk KKkkKKk skk s akk kkkga sak: KkkKgkkkAkAK,

VIWSGGNTDYNTPFTSRLSINKDNSKSQVFFKMNSLOSNDTAIYYCARAL
LSGSGTKTHFADSVKGRFTISRDNSNNTLYLQMDNVRDEDTAIYYCAKAK

KK ek e keek akkkae s s sk kKR K KKKk

TYYDY-EFAYWGQGTLVTIVSAASTKGPSVFPLAPSSKSTSGGTAALGCLV

RVGATGYFDLWGRGTLVIVSSASTKGPSVFPLAPSSKSTSGGTAALGCLV
L R N e R T R RSy

KDYFPEPVIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVIVPSSSLGTQ

KDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQ
Ak hhhkhhkhhhhkhhhhhhkhhkkhhkhhhhkh kb ko hkkkkhhhhk kK

TYICNVNHKPSNTKVDKRVEPKS 221

TYICNVNHKPSNTKVDKKAEP-—- 221
Kk KEhkhkhh Kk KKKk ko Kk
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Figure 27
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Figure 28
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