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AAGCTTRCCECCATEEARECCCCAGC TCAGCTTICTCTTCCTCOTGUTACTCTESCTCCCA 60
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FIG. 32B

hAudhkdbdrddhrhddt Fkkberdhdkrkrrbiriddkhdbrrfbdiddhdddr

GATACCACCGGAGARATTETETTGACACAGTCTCCAGCCACCCTETCTTTGTCTCCAGET
GATACCACCEGAGAMATTETCTICACACAGTCTCCAGCCACCCTGTCTTTIGTCTCCAGGD

GATACCALCGGAGARATTGTGTTGACACAGTCTCCAGCCACCCTGTC TTTGTCTCCAGGT
LR T R e R A A L s LTI

CAMRAGAGCCACCOTCTCCTECCEAGCARAGTEAALATOTTTACAGCTACTTAGCCTEGETAC
GARAGAGCCACCCTCTCCTECOEAGCAAGTEAARANGT I TACAGCTACTTAGCCTGGETAC
GARAACARGCCACCCTCTCCTECCGARCAACGTEAAANTOTT TACAGCTACTTAGCCTGGTAC

hhhkdhhkdhr kb vhbuwdhbddhidd dhhdhbkdhbdobdkhbhdbrhdbhkdrrbbhddhddhy

CAACAGAAACCTGGCCAGGCTCCTAGGCTCCTCATCTATTTTGCEAAAACCTTAGCAGAA
CAMCAGARACCTGEGCCAGGCTCCTAGGCTCCTCATCTATTTTGUARAAACCTTAGCAGAA
CAACAGARACCTGGCCAGGUTCCTAGGCTCCTICATCTATTTTGCARRAACUTTAGCAGAA

dkkdhkrh bk ok h b w bk AN R AR rh kT bk ek d kR bRk ik kv kb F e wdd

GERATTCCAGCCAGETTCACTGGCAGTGEGATCCGGRACAGACT TCACTCTCACCATCAGT
GGAATTCCAGCCAGETTCACTEGCAGTGEGATCCAGEACAGACTTCACTCTCACCATCAGT
GGAATTCCAGCCAGGTTCACTGECAGTEGATCCGEGACAGAL T TCACTCTCACCATCAGT

Khkkd kR bbb kh ki cF b FRr ke r v bR rdh kb rdhbdhhkdhrbinddhthd

AGCCTAGAGCCTGAAGAT T TIGCAGTTTATRACTGTCAACATCATTCCGATARTCCGTER
AGCCTAGRAGCCTGAAGAT I PGCAGTTTATTACTGTCAACATCATTCCGATARTCCETEG
AGCCTAGAGCCTGAAGATTTTGCACTTTATTACTGICAACATCATTCCGATARTCCETEE

LA R R A E R RS T E SRR L e R R TR LR e A S T S

ACLTTCEGCCARGGCACCAAGGTCEGARATCARACETCECECIERCTCEEECEETEATARA
ACATTCGGOCAAGCEACCALCGETGEARLTCAAAGETECLGETGGCTCEGEGCCETEETGCRA

ACATTCGGCCARGGGALCAAGGTGEAAATCARAGGTERCEETGGCTCEGGCGETCGTOGA
B L L L R S R R T R T g

TCTECAGGAGETGEGACCEETCAGCTECAGCTGETGCAGTOTECAGCACAGETEAAAAAG
TCIGEAGGAGETEEGACCGETEAGGTECAGCTEGTGCAGTCTEGAGCACGAGETCGAARARG
TCTECAGEAGETERGACCEETEAGETGCAGCTGETGCAGTCTECAGCAGACETGARRRAG

LR 2 e R R I R YR RS T R AT R L L R

CCCGGAGAGTCTCTCAAGATITCCTCTAAGGGATCCEGTTACTCATTCACTGGCTACRAT
CCCGRAGAGTCTUTGAAGAT TTCCTGTAAGEEATCCEGTTACTCATTCACTGGCTACRAT
CCOGGAGRETCTCTGRAGATITOCTETAAGHEATCCCETTACTCATTCACTGGC TACAAT

dhkk e d kR kR TRkt A A bk kR kS TR Rk Fd bk hdxFhFoahrdd o kakd

ATGARCTCEETECGCIAGATCCCCEERRALGELCTCEAGTERATGEECANTATTGATCCT
LRIGAACTEEETGCGCCAGATGCCUEGEGAAABCCCTCEAGTEGATGAECANTATIGATCCT
ATGARCTERETECCECUAGATGCOCGEEARAGCCCTCCAGTEGATGRGCARTATPEATCCT

tA AL S AR AR SR L SRt R A SRR LR EEL LR RS LR R

TATTATGETEETACTACCTACAACCEEAAETTCAAGGGCCAGETCACTATCTCCGCCGAL
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FIG. 32C

TATTATGETGETACTACCTACAAL CEGARGT TCAAGEECCAGH TCACTATOTCOGCUGAL
TATTATIEPEETACTACCTACARACCGGRAGTTCAAGRECCACETCACTATOTCOGCLGALC

Ahdkhhhhdhkw Ik ko ke hh bk hrkr ok hhdeh kb d bk b hdb bbbk ke kdhhhkdx

AAGTCCATCAGCACCGLCTACCTECARTCEAGCAGCCTEARGECCTCERACACCECCATE
AAGTCCATCAGCACCECCTACCTEGCAATGGACGCAGCLTGANGGCCUTCAGACACCECCATE
ARGTCCATCAGCACCGCCTACCTECAATEGAGCAGCCTEAAGHCUTCECACACCGCCOATE

L R L R A R 3

TATTACTGTGCACCOTCAGTCEECCCTTTCGACTACTERGGCCAGEGCACCCTGETCALT
TATTACTGTGCACGUTCAGTCEGCCCTTTCRACTCCTGEGGCCAGERCACCOTEETCALT

TATTACTETECACGCTCAGTCGECCCTATGRACTAC TEEGECCGCEECACCCTGETCALT
KEERAF AR AR FR RN I I NR IR I ARk kS & hkkd hkdkkkhbhh  AERdamkkddkdors

GTCTCCTCTEATCACGAGCCCAARTCTICTSACAARACTCACACATCTCCACCHTEOCC
GTCTCCTCTEATCAGGACCCCANATCTTCTGACARRRCTCACRCATCTCCACCGTGCOCA

GICTCCTCTGATCAGGAGCCCARATCTTCTGACAARACTCACACATCTCCACCRTGCOCA
R L T R L E g L L T

GCACCTEAACTCCTGGETEGACCATCAGTCTTLCTCTTCCCCCCAAAMCCCARGEACALC
GCACCTGAACTCCTEERTCCACCGTCAGTCTTCC TC TTCCCCCCARAACCCARGEACACT
GCACCTGAACTCCTERETECACCETICAGTCTTCCTCTTCCCCOCAARACCCARGGACACT

LR R R R L L R L L]

CTCATEATCTCCCARACCCOTCGAGETCACATGCETGETEETEGACETEAGCTACGAAGAT
CPCATCAPCTCOCOGACCCCTGAGGTCACATGCETGRTGETEGACCTEAGCCACGAAGAL
CTCATGATCICCCGGACCCCTEAGETCACATGCETERTRETGEACGTGAGCCACGRAGAL

LA AR s Rt A AR R S RS R R R LR AT R R Ry R R R g

CCTGAGGTCAAGTTCARCTEGTACGTCGACCECETGRAGETECATAATGCCALGACAAAG
CCTGAGGTCARGTTCAACTEGTACGTGGACGECETGRACGTCCATAATGCCARGACARAG

CCTGAGCICARGTTCARC TEGTACGTCGCACGECETGEACSTRCATTAATGCCARGACAARG
R L T S I s i T

CCGCEEGAGGAGCAGTACAACAGCACCTACCETGTCETCAGCGTCCTCACCETCCTECAL
CCGCGERACGAGCACTACAACAGC ACGTACCETGTCETCAGCEICCTCACCGTOOTGCAC
CCGCEERAGCAGCACTACRACAGUACCTACCETETEETCAGCETCCTCACCETOCTECAL

LR AR S AR A SR AR SRR R R LR AR R L kg g e e

CAGGACTEOCTEAATGGCAAGGAGTACAAGTGCAAGETCTECAACAAAGCCOTCOCAGCT
CAGGACTEOUTEARTEGCAACEACTACAACTGCARGETCTCCARACAAAGCCOTCCCAGES
CAGGACTGGCTGALTGECARAGCACTACAAGTGCAAGGTCTCCAACAAACCCOTCCCAGCC

LA SRS AR AR AR AL L SRR R R N Y T T L L L F S R R R R i

CCCATCGAGAAAACCATCTCCARRGCCAAAGGGCAGCCCCRAGRACCACAGGTOTACACT
CCCATCEAGAAAACCATCICCAARGCCARAGEECAGCCCCEAGRACCACAGGTETACACT
CCCRTCEACGARRACCATCTCCAARGECCAAACEGCAGCCOCEAGRACCACAGRTGTACACE

LR R L e eI
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CTGCCCCCATCCCEECATEAGCTGACCAAGARCCAGETCAGCOTCGACCTECOTEGTCARA
CTECCCCCATCCCERAATEAGCTCACCAAGAACCAGGETCAGCCTEACCTRCCTEEICARS
CTECCCCCATOCCEGEEATEAGC TEGACCAABAACCARGTCAGCCTGACCTGCCTEETCABA

LR R AR R L L R T T e T S P

GGCTTCTATCCARGCGACATCGCCETGGAGTEEEAGASCAATERECAGCCREAGAACAAC
GGCTTCTATCCARGCGACATCECCETGRACTEGEAGAGCAATGEECAGCCECAGRACAAC

GGCTTCTATCCARGCEACATCECCOTEGAGTGREAGAGCALTGAGCAGCUGEAGRACRAC
Ry Y 2 e eyt et I,

TACARGACCACGCOTOCCGTGC TGCACTCCGACEGCTCCTTCTTCCTCTACAGCAAGLTC
TACARGRCCACGCCTOCCETGCTEGACTCUGACSECTCCTTCTTCOTCTACAGCRAGCTC
TARCAAGRCCACCCOTCCCETEOTGEACTCOGACGEUTCOTTCTTCCTC TACAGCARAGCTT

hkkkFhhdhhkhkar T ok ddhd b i b kbbb d b d b kdw kb btk bkt wdhhd

ACCHTGEACAAGAGCARETGHECABCAGAERARCETCTTOTCATRCTCCATEATECATERG
ACCCTEEACARGAGCABGTCECARCAGGGEAACETCTTCTCATECTCCGTEATCCATEAG
ACCETEGACAACAGCAGETEGCARCAGHREEAACETCTTCTCATECTCCGTGATSCATGAS

LR R R R R R L g O L L

GUTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTEICTOCGEETALATGA -~~~
GUTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGPCTCCEAETARATGA ~ ~ ~~ ~ -
GUTCTTGCACAACCACTACACCCAGAAGAGCCTCTCOCTOICTCCOGETAAATEATOTAGA

Thhkkhdkkdkh b kkd kb bk h e hh bk b kh T b dr kb db bbb v r ke dh i s

FIG. 32D
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