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C. AC3 Genes with Decreased Expression during a Flare

Patient 2 Patient 3

Patient 1 Patient 4

CDA5 ” 0.0000 L
FIG. 4-2

9/31
SUBSTITUTE SHEET (RULE 26)



WO 2023/097061 PCT/US2022/051005

E. PRIME cells are enriched with AC3 genes
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A. Index patient disease activity over time
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B. Hierarchical clustering of genes differentially expressed during flare vs baseline
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A. ABIS inferred cel types over time to flare ]
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FIG. 16-2

B. CIBERSORTx inferred cell types over time to flare.
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Start with genes discovered to be increased just prior to flare

This gene list is published as Supplemental Table 7 NEJM paper
Filter genes >25 percentile expression so that they are likely to be
detectable to increase sensitivity

Filter genes expressed in PRIME cells > sorted blood PBMC
to increase specificity
Unpublished gene list

Further filter genes expressed in synovial fibroblasts> CD14, CD20,
CD3 subsets to increase specificity
Published Import accession # SDY998

Preference for sublining marker genes>lining fibroblast genes
to increase specificity
Published Import accession # SDY998
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