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SEQUENCE LISTING 

<110> FRED HUTCHINSON CANCER RESEARCH CENTER 

<120> LIPOCALIN FUSION PARTNERS 

<130> 44189-701.602 

<140> PCT/US13/74215 
<141> 2013/12/10 

<150> 61/794,685 
<151> 2013-03-15 

<150> 61/735,516 
<151> 2012-12-10 

<160> 158 

<170> Patentln version 3.5 

<210> 1 
<211> 721 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 1 
gactgagtcg cccgctcgag accatggaga cagacacact cctgctatgg gtactgctgc 60 

tctgggttcc aggttccact ggtgactaca aggacgagca tcaccatcat caccatggtg 120 

gaagccagga ctccacctca gacctgatcc cagccccacc tctgagcaag gtccctctgc 180 

agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtaggc ctggcaggga 240 

atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagctga 300 

aagaagacaa gagctacaat gtcacctccg tcctgtttag gaaaaagaag tgtgactact 360 

ggatcaggac ttttgttcca ggttgccagc ccggcgagtt cacgctgggc aacattaaga 
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gaggtagcga aaacctgtat tttcagggag gcgatacctg cggcagcggc tataatgtgg 	720 

atcagcgtcg taccaatagc ggctgcaaag cgggcaatgg cgatcgtcat ttttgcggct 	780 

gcgatcgtac cggcgtggtg gaatgcaaag gcggcaaatg gaccgaagtg caggattgcg 	840 

gcagcagcag ctgcaaaggc accagcaatg gcggcgcgac ctgctaatgc taaggatccc 	900 

gga 	 903 

<210> 3 
<211> 861 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(861) 

<400> 3 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac icc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 
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gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gat 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asp 

210 	215 	220 

acc tgc ggc agc ggc tat aat gtg gat cag cgt cgt acc aat agc ggc 	720 
Thr Cys Gly Ser Gly Tyr Asn Val Asp Gln Arg Arg Thr Asn Ser Gly 
225 	230 	235 	240 

tgc aaa gcg ggc aat ggc gat cgt cat ttt tgc ggc tgc gat cgt acc 	768 
Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr 

245 	250 	255 

ggc gtg gtg gaa tgc aaa ggc ggc aaa tgg acc gaa gtg cag gat tgc 	816 
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cgggcagcac caccctgggc ccgcagtaat gctaaggatc ccgga 	 885 

<210> 5 
<211> 843 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(843) 

<400> 5 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
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100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg. 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 . 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

' 	195 	.200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gat 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Asp 

210 	215 	220 

cag aat tgc gat att ggc aat att acc agc cag tgc cag atg cag cat 	720 
Gln Asn Cys Asp Ile Gly Asn Ile Thr Ser Gin Cys Gin Met Gln His 
225 	230 	235 	240 

aaa aat tgc gaa gat gcg aat ggc tgc gat acc att att gaa gaa tgc 	768 
Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr lie Ile Glu Glu Cys 

245 	250 	255 

aaa acc agc atg gtg gaa cgt tgc cag aat cag gaa ttt gaa agc gcg 	816 
Lys Thr Ser Met Val Glu Arg Cys Gin Asn Gln Glu Phe Glu Ser Ala 

260 	265 	270 

gcg ggc agc acc acc ctg ggc ccg cag 	 843 
Ala Gly Ser Thr Thr Leu Giy Pro Gin 

275 	280 
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<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(735) 

<400> 7 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 
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gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc, gaa aac ctg tat ttt cag gga ggc ggc 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gly 

210 	215 	220 

cat gcg tgc tat cgt aat tgc tgg cgt gaa ggc aat gat gaa gaa acc 	720 
His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr 
225 	230 	235 	240 

tgc aaa gaa cgt tgc 	 735 
Cys Lys Glu Arg Cys 

245 

<210> 8 
<211> 816 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 8 
gactgagtcg cccgctcgag accatggaga cagacacact cctgctatgg gtactgctgc 60 

tctgggttcc aggttccact ggtgactaca aggacgagca tcaccatcat caccatggtg 120 

gaagccagga ctccacctca gacctgatcc cagccccacc tctgagcaag gtccctctgc 180 
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20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac do gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Giu Leu Lys Giu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac ate gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 
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tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gaa 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Glu 

210 	215 	220 

tgc cgt tat ctg ttt ggc ggc tgc aaa acc acc agc gat tgc tgc aaa 	720 
Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys 
225 	230 	235 	240 

cat ctg ggc tgc aaa ttt cgt gat aaa tat tgc gcg tgg gat ttt acc 	768 
His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr 

245 	250 	255 

ttt agc 	 774 
Phe Ser 

<210>10 
<211> 819 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 10 
gactgagtcg cccgctcgag accatggaga cagacacact cctgctatgg gtactgctgc 60 

tctgggttcc aggttccact ggtgactaca aggacgagca tcaccatcat caccatggtg 120 

gaagccagga ctccacctca gacctgatcc cagccccacc tctgagcaag gtccctctgc 180 

agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtaggc ctggcaggga 240 

atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagctga 300 

aagaagacaa gagctacaat gtcacctccg tcctgtttag gaaaaagaag tgtgactact 360 

ggatcaggac ttttgttcca ggttgccagc ccggcgagtt cacgctgggc aacattaaga 420 

gttaccctgg attaacgagt tacctcgtcc gagtggtgag caccaactac aaccagcatg 	480 

ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cttcaagatc accctctacg 	540 
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ggagaaccaa ggagctgact tcggaactaa aggagaactt catccgcttc tccaaatctc 	600 

tgggcctccc tgaaaaccac atcgtcttcc ctgtcccaat cgaccagtgt atcgacggcg 	660 

gaggtagcga aaacctgtat tttcagggag gcgaaattag ctgcgaaccg ggcaaaacct 720 

ttaaagataa atgcaatacc tgccgttgcg gcgcggatgg caaaagcgcg gcgtgcaccc 

tgaaagcgtg cccgaatcag taatgctaag gatcccgga 	 819 

780 

<210>11 
<211> 777 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(777) 

<400> 11 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg etc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga age cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 
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gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc tic tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Vai Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gaa 	672 
Cys Ile Asp Gly Gly Giy Ser Glu Asn Leu Tyr Phe Gin Gly Gly Glu 

210 	215 	220 

att agc tgc gaa ccg ggc aaa acc lit aaa gat aaa tgc aat acc tgc 	720 
Ile Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys 
225 	230 	235 	240 

cgt tgc ggc gcg gat ggc aaa agc gcg gcg tgc acc ctg aaa gcg tgc 	768 
Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys 

245 	250 	255 

ccg aat cag 	 777 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(780) 

<400> 13 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act tit gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Vai Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 
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ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc do tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gtg 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Val 

210 	215 	220 

tgc cgt gat tgg ttt aaa gaa acc gcg tgc cgt cat gcg aaa agc ctg 	720 
Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu 
225 	230 	235 	240 

ggc aat tgc cgt acc agc cag aaa tat cgt gcg aat tgc gcg aaa acc 	768 
Gly Asn Cys Arg Thr Ser Gln Lys Tyr Arg Ala Asn Cys Ala Lys Thr 

245 	250 	255 

tgc gaa ctg tgc 	 780 
Cys Glu Leu Cys 

260 

<210> 14 
<211> 849 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 
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<222> (1)..(807) 

<400> 15 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 	 • 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val.Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 
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gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc gtg 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Val 

210 	215 	220 

agc att acc aaa tgc agc agc gat atg aat ggc tat tgc ctg cat ggc 	720 
Ser Ile Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly 
225 	230 	235 	240 

cag tgc att tat ctg gtg gat atg agc cag aat tat tgc cgt tgc gaa 	768 
Gln Cys Ile Tyr Leu Val Asp Met Ser Gin Asn Tyr Cys Arg Cys Glu 

245 	250 	255 

gtg ggc tat acc ggc gtg cgt tgc gaa cat ttt ttt ctg 	807 
Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu 

260 	265 

<210> 16 
<211> 801 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 16 
gactgagtcg cccgctcgag accatggaga cagacacact cctgctatgg gtactgctgc 60 

tctgggttcc aggttccact ggtgactaca aggacgagca tcaccatcat caccatggtg 120 

gaagccagga ctccacctca gacctgatcc cagccccacc tctgagcaag gtccctctgc 180 

agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtaggc ctggcaggga 240 

atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagctga 300 
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aagaagacaa gagctacaat gtcacctccg tcctgtttag gaaaaagaag tgtgactact 	360 

ggatcaggac ttttgttcca ggttgccagc ccggcgagtt cacgctgggc aacattaaga 	420 

gttaccctgg attaacgagt tacctcgtcc gagtggtgag caccaactac aaccagcatg 	480 

ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cttcaagatc accctctacg 	540 

ggagaaccaa ggagctgact tcggaactaa aggagaactt catccgcttc tccaaatctc 	600 

tgggcctccc tgaaaaccac atcgtcttcc ctgtcccaat cgaccagtgt atcgacggcg 	660 

gaggtagcga aaacctgtat tttcagggag gcggcattcc gtgcggcgaa agctgcgtgt 	720 

ggattccgtg cattagcgcg gcgctgggct gcagctgcaa aaataaagtg tgctatcgta 	780 

attaatgcta aggatcccgg a 	 801 

<210> 17 
<211> 759 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(759) 

<400> 17 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser GIn Asp Ser Thr Ser Asp Leu lle Pro Ala Pro Pro Leu Ser 
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35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gig gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt 0 cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa Ict 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc ggc 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gly 

210 	215 	220 
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44189-701 602_SL.TXT 
aacatgcgcg tagcggcgaa tgcttttatg atgaaaaacg taatctgcag tgcatttgcg 	840 

attattgcga atattaatgc taaggatccc gga 	 873 

<210> 19 
<211> 631 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /noteeDescription of Artificial Sequence: Synthetic 	. 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(831) 

<400> 19 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Giu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Giy Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gin Asn Phe Gin Asp Asn Gin Phe Gin Giy Lys 

50 	55 	60 

tgg t,.1  gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Page 25 
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Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Lea Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc etc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc cag 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gln 

210 	215 	220 

gat aaa tgc aaa aaa gtg tat gaa aat tat ccg gtg agc aaa tgc cag 	720 
Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin 
225 	230 	235 	240 

ctg gcg aat cag tgc aat tat gat tgc aaa ctg gat aaa cat gcg cgt 	768 
Leu Ala Asn Gln Cys Asn Tyr Asp Cys Lys Lea Asp Lys His Ala Arg 

245 	250 	255 

agc ggc gaa tgc ttt tat gat gaa aaa cgt aat ctg cag tgc att tgc 	816 
Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu Gin Cys Ile Cys 

260 	265 	270 

gat tat tgc gaa tat 	 831 
Asp Tyr Cys Chi Tyr 

275 
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<210> 20 
<211> 777 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(777) 

<400> 20 
atg gag aca gac aca ctc ctg cia tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gin Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Giu Leu Lys Giu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 
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tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc atg 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Met 

210 	215 	220 

tgc atg ccg tgc ttt acc acc gat cat cag atg gcg cgt aaa tgc gat 	720 
Cys Met Pro Cys Phe Thr Thr Asp His Gin Met Ala Arg Lys Cys Asp 
225 	230 	235 	240 

gat tgc tgc ggc ggc aaa ggc cgt ggc aaa tgc tat ggc ccg cag tgc 	768 
Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro Gln Cys 

245 	250 	255 

ctg tgc cgt 	 777 
Leu Cys Arg 

<210> 21 
<211> 734 	 . 
<212> DNA 
<213> Artificial Sequence 
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Giy Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Giy Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val kg Val 

130 	135. 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag agc gat tgc 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Ser Asp Cys 

210 	215 	220 
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gaggtagcga aaacctgtat tttcagggag gcagcgccat cagctgcggc gagacctgct 	720 

tcaagttcaa gtgctacacc cccagatgca gctgcagcta ccccgtgtgc aagtaagcta 	780 

aggatcccgg accgcc 	 796 

<210> 26 
<211> 750 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(750) 

<400> 26 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Tip Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
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85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 	 . 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc agc 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Ser 

210 	215 	220 

gcc atc agc tgc ggc gag acc tgc ttc aag ttc aag tgc tac acc ccc 	720 
Ala Ile Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro 
225 	230 	235 	240 

aga tgc agc tgc agc tac ccc gtg tgc aag 	 750 
Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys 

245 	250 

<210> 27 
<211> 745 
<212> DNA 
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<220> 
<221> CDS 
<222> (1)..(702) 

<400> 28 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att de aga gaa gac aaa 	240 
*Pp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gig 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga ace aag 	528 
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Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt age gaa aac ctg tat Itt cag gga ggc gtg 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Val 

210 	215 	220 

tgc tgc ggc tac aag ctg tgc cac ccc tgc 	 702 
Cys Cys Gly Tyr Lys Leu Cys His Pro Cys 
225 	230 

<210> 29 
<211> 751 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynueleotide" 

<400> 29 
gactgagtcg cccgctcgag accatggaga cagacacact cctgctatgg gtactgctgc 60 

tctgggttcc aggttccact ggtgactaca aggacgagca tcaccatcat caccatggtg 120 

gaagccagga ctccacctca gacctgatcc cagccccacc tctgagcaag gtccctctgc 180 

agcagaactt ccaggacaac caattccagg ggaagtggta tgtggtaggc ctggcaggga 240 

atgcaattct cagagaagac aaagacccgc aaaagatgta tgccaccatc tatgagctga 300 

aagaagacaa gagctacaat gtcacctccg tcctgtttag gaaaaagaag tgtgactact 360 

ggatcaggac ttttgttcca ggttgccagc ccggcgagtt cacgctgggc aacattaaga 420 

gttaccctgg attaacgagt tacctcgtcc gagtggtgag caccaactac aaccagcatg 
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ctatggtgtt cttcaagaaa gtttctcaaa acagggagta cttcaagatc accctctacg 	540 

ggagaaccaa ggagctgact tcggaactaa aggagaactt catccgcttc tccaaatctc 	600 

tgggcctccc tgaaaaccac atcgtcttcc ctgtcccaat cgaccagtgt atcgacggcg 	660 

gaggtagcga aaacctgtat tttcagggag gcaacggcgt gtgctgcggc tacaagctgt 

gccacccctg ctaagctaag gatcccggac c 	 751 

720 

<210> 30 
<211> 708 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<220> 
<221> CDS 
<222> (1)..(708) 

<400> 30 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu GIn Gln Asn Phe Gln Asp Asn GIn Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
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65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Vai Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp lie Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc ttc aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

tct caa aac agg gag tac ttc aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc ctc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro lie Asp Gin 

195 	200 	205 

tgt atc gac ggc gga ggt agc gaa aac ctg tat ttt cag gga ggc aac 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asn 

210 	215 	220 

ggc gtg tgc tgc ggc tac aag ctg tgc cac ccc tgc 	 708 
Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys 
225 	230 	235 

<210> 31 
<211> 831 
<212> DNA 
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<220> 
<221> CDS 
<222> (1)..(786) 

<400> 32 
atg gag aca gac aca ctc ctg cta tgg gta ctg ctg ctc tgg gtt cca 	48 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

ggt tcc act ggt gac tac aag gac gag cat cac cat cat cac cat ggt 	96 
Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

gga agc cag gac tcc acc tca gac ctg atc cca gcc cca cct ctg agc 	144 
Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

aag gtc cct ctg cag cag aac ttc cag gac aac caa ttc cag ggg aag 	192 
Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 

50 	55 	60 

tgg tat gtg gta ggc ctg gca ggg aat gca att ctc aga gaa gac aaa 	240 
Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

gac ccg caa aag atg tat gcc acc atc tat gag ctg aaa gaa gac aag 	288 
Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

agc tac aat gtc acc tcc gtc ctg ttt agg aaa aag aag tgt gac tac 	336 
Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys.Lys Cys Asp Tyr 

100 	105 	110 

tgg atc agg act ttt gtt cca ggt tgc cag ccc ggc gag ttc acg ctg 	384 
Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Giu Phe Thr Leu 

115 	120 	125 

ggc aac att aag agt tac cct gga tta acg agt tac ctc gtc cga gtg 	432 
Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 

130 	135 	140 

gtg agc acc aac tac aac cag cat get atg gtg ttc tic aag aaa gtt 	480 
Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 
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tct caa aac agg gag tac tic aag atc acc ctc tac ggg aga acc aag 	528 
Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 

165 	170 	175 

gag ctg act tcg gaa cta aag gag aac ttc atc cgc ttc tcc aaa tct 	576 
Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

ctg ggc etc cct gaa aac cac atc gtc ttc cct gtc cca atc gac cag 	624 
Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 

195 	200 	205 

tgt atc gac ggc gga ggt age gaa aac ctg tat tit cag gga ggc cag 	672 
Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gln 

210 	215 	220 

cag cat gcg gat ccg att tgc aac aaa ccg tgc aaa acc cat gat gat 	720 
Gln His Ala Asp Pro Ile Cys Asn Lys Pro Cys Lys Thr His Asp Asp 
225 	230 	235 	240 

tgc agc ggc gcg tgg ttt tgc cag gcg tgc tgg aac agc gcg cgc acc 	768 
Cys Ser Gly Ala Trp Phe Cys Gln Ala Cys Trp Asn Ser Ala Arg Thr 

245 	250 	255 

tgc ggc ccg tat gig ggc taa 	 789 
Cys Gly Pro Tyr Val Gly 

260 

<210> 33 
<211> 269 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

polypeptide 

<400> 33 
Gly Ser Asp Ile Lys Leu Gln Gln Ser Gly Ala Glu Leu Ala Arg Pro 
1 	5 	10 	15 

Gly Ala Ser Val Lys Met Ser Cys Lys Thr Ser Gly Tyr Thr Phe Thr 
20 	25 	30 
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Arg Tyr Thr Met His Trp Val Lys Gln Arg Pro Gly Gin Gly Leu Glu 
35 	40 	45 

Trp Ile Gly Tyr Ile Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin 
50 	55 	60 

Lys Phe Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr 
65 	70 	75 	80 

Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr 
85 	90 	95 

Tyr Cys Ala Arg Tyr Tyr Asp Asp His Tyr Cys Leu Asp Tyr Trp Gly 
100 	105 	110 

Gin Gly Thr Thr Leu Thr Val Ser Ser Val Glu Gly Gly Ser Gly Gly 
115 	120 	125 

Ser Gly Gly Ser Gly Gly Ser Gly Gly Val Asp Asp Ile Gin Leu Thr 
130 	135 	140 

Gin Ser Pro Ala lie Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met 
145 	150 	155 	160 

Thr Cys Arg Ala Ser Ser Ser Val Ser Tyr Met Asn Tip Tyr Gin Gin 
165 	170 	175 

Lys Ser Giy Thr Ser Pro Lys Arg Trp lie Tyr Asp Thr Ser Lys Val 
180 	185 	190 

Ala Ser Gly Val Pro Tyr Arg Phe Ser Gly Ser Giy Ser Gly Thr Ser 
195 	200 	205 
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Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr 

210 	215 	220 

Tyr Cys Gln Gin Trp Ser Ser Asn Pro Leu Thr Phe Gly Ala Gly Thr 
225 	230 	235 	240 

Lys Leu Glu Leu Lys Gly Gly Gly Gly Ser Asn Ser Ser Asn Tyr Cys 
245 	250 	255 

Cys Glu Leu Cys Cys Asn Pro Ala Cys Thr Gly Cys Tyr 
260 	265 

<210> 34 
<211> 848 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

polynucleotide 

<400> 34 
acctgtattt tcagggatcc gatattaaac tgcagcagag cggcgcggaa ctggcgcgcc 60 

cgggcgcgag cgtgaaaatg agctgcaaaa ccagcggcta tacctttacc cgctatacca 120 

tgcattgggt gaaacagcgc ccgggccagg gcctggaatg gattggctat attaacccga 180 

gccgcggcta taccaactat aaccagaaat ttaaagataa agcgaccctg accaccgata 240 

aaagcagcag caccgcgtat atgcagctga gcagcctgac cagcgaagat agcgcggtgt 

attattgcgc gcgctattat gatgatcatt attgcctgga ttattggggc cagggcacca 	360 

300 

ccctgaccgt gagcagcgtg gaaggcggca gcggcggcag cggcggcagc ggcggcagcg 	420 

gcggcgtgga tgatattcag ctgacccaga gcccggcgat tatgagcgcg agcccgggcg 480 

aaaaagtgac catgacctgc cgcgcgagca gcagcgtgag ctatatgaac tgglatcagc 540 

agaaaagcgg caccagcccg aaacgctgga tttatgatac cagcaaagtg gcgagcggcg 600 
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tggatcagga cttttgttcc aggttcccag ccgggcgagt tcacgctggg caacattaag 360 

agttaccctg gattaacgag ttacctcgtc cgagtggtga gcaccaacta caaccagcat 420 

gctatggtgt tcttcaagaa agtttctcaa aacagggagt acttcaagat caccctctac 480 

gggagaacca aggagctgac ttcggaacta aaggagaact tcatccgctt ctccaaatct 540 

ctgggcctcc ctgaaaacca catcgtcttc cctgtcccaa tcgaccagtg tatcgacggc 

ggatcc 	 606 

600 

<210> 39 
<211> 178 
<212> PRT 
<213> Homo sapiens 

<400> 39 
Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gln Gln Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Giy Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys Asp Pro 
35 	40 	45 

Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu Gly Asn 
85 	90 	95 

He Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser 
100 	105 	110 
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Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val Ser Gin 
115 	120 	125 

Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln Cys Ile 
165 	170 	175 

Asp Gly 

<210> 40 
<211> 178 
<212> PRT 
<213> Pan troglodytes 

<400> 40 
Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gln Gin Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys Asp Pro 
35 	40 	45 

Gin Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp Ile 
65 	70 	75 	80 
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Arg Thr Phe Val Pro Gly Arg Gln Pro Gly Giu Phe Thr Leu Gly Asn 
85 	90 	95 

Ile Lys Ser Tyr Pro Giy Leu Thr Ser Tyr Lea Val Arg Val Val Ser 
100 	105 	110 

Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val Ser Gin 
115 	120 	125 

Asn Arg Giu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Lea 
130 	135 	140 

Thr Ser Glu Leu Gln Glu Asn Phe Ile Arg Phe Ser Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Giy 

<210> 41 
<211> 178 
<212> PRT 
<213> Canis famiiiaris 

<400> 41 
Gin Asp Ser Thr Pro Ser Leu lie Pro Ala Pro Pro Pro Leu Lys Val 
1 	5 	10 	15 

Pro Leu Gln Pro Asp Phe Gin His Asp Gin Phe Gln Gly Lys Trp Tyr 
20 	25 	30 

Val lie Gly Ile Ala Gly Asn Ile Lea Lys Lys Gtu Gly His Gly Gln 
35 	40 	45 
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Leu Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Asp Asp Gln Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Thr Leu Leu Arg Asn Glu Arg Cys Asp Tyr Trp Asn 
65 	70 	75 	80 

Arg Asp Phe Val Pro Ser Phe Gln Pro Gly Gln Phe Ser Leu Gly Asp 
85 	90 	95 

Ile Gln Leu Tyr Pro Gly Val Gin Ser Tyr Leu Val Gin Val Val Ala 
100 	105 	110 

Thr Asn Tyr Asn Gln Tyr Ala Leu Val Tyr Phe Arg Lys Val Tyr Lys 
115 	120 	125 

Ser Gin Glu Tyr Phe Lys Ile Thr Leu Tyr Gly kg Thr Lys Glu Leu 
130 	135 	140 

Pro Leu Glu Leu Lys Lys Glu Phe Ile Arg Phe Ala Lys Ser Ile Gly 
145 	150 	155 	160 

Leu Thr Glu Asp His Ile He Phe Pro Val Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Glu 

<210> 42 
<211> 179 
<212> PRT 
<213> Bos taurus 

<400> 42 
Arg Ser Ser Ser Ser Arg Leu Leu Arg Ala Pro Pro Leu Ser Arg Ile 
1 	5 	10 	15 
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Pro Leu Gln Pro Asn Phe Gin Ala Asp Gin Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Thr Val Gly Val Ala Gly Asn Ala lle Lys Lys Glu Glu Gin Asp Pro 
35 	40 	45 

Leu Lys Met Tyr Ser Ser Asn Tyr Glu Leu Lys Glu Asp Gly Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Ile Leu Leu Lys Asp Asp Leu Cys Asp Tyr Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Ser Ser Gln Pro Gly Gin Phe Thr Leu Gly Asn 
85 	90 	95 

Ile Lys Ser Tyr Arg Gly Ile Arg Ser Tyr Thr Val Arg Val Val Asn 
100 	105 	110 

Thr Asp Tyr Asn Gln Phe Ala Ile Val Tyr Phe Lys Lys Val Gln Arg 
115 	120 	125 

Lys Lys Thr Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Thr Pro Glu Val Arg Glu Asn Phe Ile Asn Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Thr Asp Asp His Ile Val Phe Thr Val Pro Ile Asp Arg Cys Ile 
165 	170 	175 

Asp Asp Gln 

<210> 43 
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<211> 180 
<212> PRT 
<213> Mus musculus 

<400> 43 
Gln Asp Ser Thr Gin Asn Leu Ile Pro Ala Pro Ser Leu Leu Thr Vai 
1 	5 	10 	15 

Pro Leu Gln Pro Asp Phe Arg Ser Asp Gin Phe Arg Giy Arg Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Val Gin Lys Lys Thr Glu Gly Ser 
35 	40 	45 

Phe Thr Met Tyr Ser Thr Ile Tyr Glu Leu Gin Giu Asn Asn Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Ile Leu Val Arg Asp Gln Asp Gln Gly Cys Arg Tyr 
65 	70 	75 	80 

Trp Ile Arg Thr Phe Vai Pro Ser Ser Arg Ala Gly Gin Phe Thr Leu 
85 	90 	95 

Gly Asn Met His Arg Tyr Pro Gln Val Gin Ser Tyr Asn Val Gin Val 
100 	105 	110 

Ala Thr Thr Asp Tyr Asn Gin Phe Ala Met Val Phe Phe Arg Lys Thr 
115 	120 	125 

Ser Glu Asn Lys Gin Tyr Phe Lys Ile Thr Leu Tyr Giy Arg Thr Lys 
130 	135 	140 

Glu Leu Ser Pro Giu Leu i..ys Glu Arg Phe Thr Arg Phe Ala Lys Ser 
145 	150 	155 	160 

Leu Gly Leu Lys Asp Asp Asn Ile Ile Phe Ser Val Pro Thr Asp Gin 
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165 	170 	175 

Cys Ile Asp Asn 
180 

<210> 44 
<211> 178 
<212> PRT 
<213> Rattus norvegicus 

<400> 44 
Gln Asp Ser Thr Gin Asn Leu He Pro Ala Pro Pro Leu Ile Ser Val 
1 	5 	10 	15 

Pro Leu Gln Pro Gly Phe Trp Thr Glu Arg Phe Gin Gly Arg Trp Phe 
20 	25 	30 

Val Val Gly Leu Ala Ala Asn Ala Val Gln Lys Glu Arg Gln Ser kg 
35 	40 	45 

Phe Thr Met Tyr Ser Thr Ile Tyr Glu Leu Gin Glu Asp Asn Ser Tyr 
50 	55 	60 

Asn Val Thr Ser lie Leu Val Arg Giy Gin Gly Cys Arg Tyr Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Gln Phe Thr Leu Gly Asn 
85 	90 	95 

Ile His Ser Tyr Pro Gin Ile Gln Ser Tyr Asp Val Gin Val Ala Asp 
100 	105 	110 

Thr Asp Tyr Asp Gin Phe Ala Met Val Phe Phe Gln Lys Thr Ser Glu 
115 	120 	125 

Asn Lys Gln Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Gly Leu 
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130 	135 	140 

Ser Asp Glu Leu Lys Glu Arg Phe Val Ser Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Lys Asp Asn Asn Ile Val Phe Ser Val Pro Thr Asp Gln Cys Ile 
165 	170 	175 

Asp Asn.  

<210> 45 
<211> 178 
<212> PRT 
<213> Macaca mulatta 

<400> 45 
Gln Asp Ser Ser Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gin Gln Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ser Gly Asn Ala Val Gly Arg Lys Asp Glu Ala Pro 
35 	40 	45 

Leu Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Ile Leu Phe Arg Lys Glu Lys Cys Asp Tyr Trp Ile 
65 	• 	70 	75 	80 

Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu Gly Asn 
85 	90 	95 

Ile Gin Asn His Pro Gly Leu Thr Ser Tyr Val Val Arg Val Val Ser 
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100 	105 	110 

Thr Asn Tyr Lys Gln Tyr Ala Met Val Phe Phe Lys Lys Val Ser Gln 
115 	120 	125 

Asn Lys Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Thr Ser Giu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Giu Asn His lie Val Phe Ser Val Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asn Gly 

<210> 46 
<211> 181 
<212> PRT 
<213> Tursiops truncatus 

<400> 46 
Gln Asp Ser Thr Pro Asn Leu lie Pro Ala Pro Pro Leu Phe Arg Val 
1 	5 	10 	15 

Pro Leu Gin Pro Asn Phe Gln Pro Asp Gin Phe Gln Giy Lys Trp Tyr 
20 	25 	30 

lie Val Gly Leu Ala Gly Asn Ala Pile Lys Lys Glu Lys Gln Gly Gin 
35 	40 	45 

Phe Lys Met Tyr Ala Thr Thr Tyr Glu Leu Lys Giu Asp Arg Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Ala Leu Leu Arg Gly Lys Thr Gin Arg Cys Asp His 
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65 	70 	75 	80 

Trp Ile Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Gin Phe Thr Leu 
85 	90 	95 

Gly Asn Ile Lys Gly Phe Pro Gly Val Gin Ser Tyr Thr Val Arg Val 
100 	105 	110 

Ala Thr Thr Asn Tyr Asn Gln Phe Ala Ile Val Tyr Phe Lys Lys Val 
115 	120 	125 

Tyr Lys Asn Gin Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys 
130 	135 	140 

Glu Leu Thr Pro Gln Leu Lys Glu Asn Phe Ile His Phe Ala Lys Ser 
145 	150 	155 	160 

Leu Gly Leu Thr Asp Glu Tyr Ile Leu Phe Pro Val Pro Ile Asp Lys 
165 	170 	175 

Cys Ile Asp Asp Gin 
180 

<210> 47 
<211> 180 
<212> PRT 
<213> Gorilla gorilla 

<400> 47 
Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys Asp Pro 
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35 	40 	45 

Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Val Leu Phe Arg Glu Lys Ala Gln Lys Cys Asp Tyr 
65 	70 	75 	80 

Trp Ile Arg Thr Phe Val Pro Gly Ser GIn Pro Gly Glu Phe Thr Leu 
85 	90 	95 

Giy Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
100 	105 	110 

Val Ser Thr Asn Tyr Asn GIn His Ala Met Val Phe Phe Lys Lys Val 
115 	120 	125 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
130 	135 	140 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
145 	150 	155 	160 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp GIn 
165 	170 	175 

Cys Ile Asp Gly 
180 

<210> 48 
<211> 179 
<212> PRT 
<213> Procavia capensis 

<400> 48 
Gin Glu Pro Thr Pro Thr Leu Ile Pro Ala Pro Pro Leu Ser Ser Ile 
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1 	5 	10 	15 

Pro Leu. Lys Pro Asn Phe His Asn Asp Lys Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Val Ala Gly Asn Ala Ile Thr Lys Glu Lys Asp Pro Ser 
35 	40 	45 

Leu Met Tyr Thr Thr Thr Tyr Glu Leu Arg Asp Asp Gly Ser Tyr Asn 
50 	55 	60 

Val Thr Ser Thr Gin Phe Arg Glu Lys Ile Asn Cys Thr His Trp Thr 
65 	70 	75 	80 

Arg Thr Phe Val Pro Thr Ser Gin Pro Gly Gln Phe Ser Leu Gly Asn 
85 	90 	95 

Ile Asp Lys Tyr Pro His Leu Ser Ser Tyr Thr Val Arg Val Thr Ala 
100 	105 	110 

Thr Asn Tyr Asn Tyr Phe Ala Ile Val Tyr Phe Lys Lys Vai Ser Lys 
115 	120 	125 

Asn Gln Glu Tyr Phe Lys Thr Thr Leu Tyr Lys Arg Ile Lys Lys Leu 
130 	135 	140 

Thr His Gly Leu Lys Lys His Phe Ile Gln Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Asp Asn His Ile Thr Phe Leu Val Pro Thr Asp Arg Cys Ile 
165 	170 	175 

Asp Asp Ala 
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<210> 49 
<211> 179 
<212> PRT 
<213> Callithrix jacchus 

<400> 49 
Gln Asp Ser Pro Ser Pro Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gln Gin Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Ile Arg Arg Glu Asp Gin Asp Ser 
35 	40 	45 

Leu Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Val Leu Phe Arg Lys Ala Gin Lys Cys Asp Tyr Trp 
65 	70 	75 	80 

Ile Arg Thr Phe Val Pro Ser Ser Arg Pro Gly Glu Phe Lys Leu Gly 
85 	90 	95 

Asn Ile Glu Ser His Pro Gly Leu Thr Ser Tyr Ile Val Arg Val Val 
100 	105 	110 

Asn Thr Asp Tyr Lys Gln His Ala Met Val Phe Phe Met Lys Ala Ser 
115 	120 	125 

His Asn Arg Lys Tyr Phe Lys Val Thr Leu Tyr Gly Arg Thr Lys Glu 
130 	135 	140 

Leu Thr Ser Asp Leu Lys Glu Asn Phe Thr Ser Phe Ser Lys Ser Leu 
145 	150 	155 	160 
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Gly Leu Thr Glu Asn His He Ile Phe Pro Val Pro Ile Asp Gin Cys 
165 	170 	175 

Ile Asp Gly 

<210> 50 
<211> 178 
<212> PRT 
<213> Microcebus murinus 

<400> 50 
Gin Asp Ser Lys Glu Lys Leu Ile Pro Ala Pro Pro Leu Leu Arg Val 
1 	5 	10 	15 

Pro Leu Gin Pro Asp Phe Gin Asp Asp Gln Phe Arg Glu Thr Ser Trp 
20 	25 	30 

Pro Arg Giy Ser Lys Met Lys Glu Thr Pro Ala Gly Ser Arg Asp Ala 
35 	40 	45 

Gly Thr Giy Trp Ala Thr Thr Tyr Glu Leu Lys Asp His Ser Tyr Asn 
50 	55 	60 

Val Thr Ser Thr Leu Leu Arg Gin Asn Gly Lys Cys Asp Tyr Trp Ile 
65. 	70 	75 	80 

Arg Thr Phe Val Leu Thr Ser Gln Pro Gly Gin Phe Ala Leu Gly Asn 
85 	90 	95 

Ile Asn Arg Tyr Pro Gly lie. Gin Ser Tyr Thr Val Arg Val Val Thr 
100 	105 	110 

Thr Asn Tyr Asn Gin Phe Ala He Val Phe Phe Lys Lys Val Ser Glu 
115 	120 	125 
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Asn Lys Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Pro Pro Glu Leu Lys Giu Asn Phe Ile Arg Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Thr Glu Asp His Ile Ile Tyr Pro Val Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Asp 

<210> 51 
<211> 178 
<212> PRT 
<213> Pongo pygmaeus 

<400> 51 
Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gln Gln Asn Phe Gin Asp Asn Gin Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Ile Arg Arg Glu Asp Lys Asp Ser 
35 	40 	45 

Gln Lys Met Tyr Ala Thr Ile Tyr Giu Leu Lys Glu Asp Lys Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu Gly Asn 
85 	90 	95 
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Thr Lys Gly Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser 
100 	105 	110 

Thr Asn Tyr Asn Gin Tyr Ala Met Val Phe Phe Lys Lys Val Ser Gin 
115 	120 	125 

Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Thr Ser Giu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Glu Asn His Ile Val Phe Pro Ala Pro Ile Asp Gln Cys Ile 
165 	170 	175 

Asp Gly 

<210> 52 
<211> 181 
<212> PRT 
<213> Ochotona princeps 

<400> 52 
Gin Glu Leu Thr Thr Asp Leu Ile Pro Val Pro Ser Leu Arg Lys Ile 
1 	5 	10 	15 

His Val Gin Lys Asn Phe Gin Ser Asp Gin Phe Gin Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Asn Ile His Asn Ser Asp Gln Glu His 
35 	40 	45 

Gin Gin Met Tyr Ser Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr 
50 	55 	60 
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Asn Val Thr Ser Thr Leu Leu Arg Gin Arg Asn Gln Gln Cys Asp His 
65 	70 	75 	80 

Trp Ile Arg Thr Phe Val Pro Gly Ser Lys Leu Gly His Phe Asn Leu 
85 	90 	95 

Gly Asn Ile Lys Ser Tyr Pro Thr Leu Lys Ser Tyr Leu Ile Arg Val 
100 	105 	110 

Val Thr Thr Asp Tyr Asn Gln Phe Ala Ile Val Phe Phe Arg Lys Val 
115 	120 	125 

Tyr Lys Asn Asn Lys Lys Phe Phe Lys Ile Val Leu Tyr Gly Arg Thr 
130 	135 	140 

Lys Glu Leu Ser Pro Glu Leu Arg Gly Arg Phe Thr Ser Phe Ala Lys 
145 	150 	155 	160 

Thr Leu Gly Leu Thr Asp Asn His Ile Val Phe Pro Ala Pro Ile Gly 
165 	170 	175 

Gln Cys Ile Asp Asp 
180 

<210> 53 
<211> 178 
<212> PRT 
<213> Loxodonta africana 

<400> 53 
Gln Thr His Ser Pro Thr Leu Ile Pro Ala Pro Pro Leu Leu Arg Val 
1 	5 	10 	15 

Pro Leu Gln Pro Asp Phe Gln Asp Asp Lys Phe Gln Gly Lys Trp Tyr 
20 	25 	30 
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Val Ile Gly Leu Ala Gly Asn Ala Val Glu Lys Lys Glu Gln Gly Gln 
35 	40 	45 

Phe Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Gly Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Thr Leu Leu Gln Glu Asp Gly Lys Cys Ser Tyr Trp 
65 	70 	75 	80 

Ile Arg Thr Phe Val Pro Ser Phe Gln Pro Gly Gln Phe Asn Leu Gly 
85 	90 	95 

Asn Ile Lys Asn Phe Pro Gly Leu Gln Ser Tyr Thr Val Arg Val Thr 
100 	105 	110 

Ala Thr Asn Tyr Asn Gln Phe Ala Ile Val Phe Phe Lys Lys Val Ser 
115 	120 	125 

Lys Asn Gly Glu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu 
130 	135 	140 

Leu Thr Pro Glu Leu Lys Glu Arg Phe Ile Arg Phe Ala Lys Ser Leu 
145 	150 	155 	160 

Gly Leu Ser Asp His Ile Ile Phe Pro Val Pro Ile Asp Arg Cys Ile 
165 	170 	175 

Asp Asp 

<210> 54 
<211> 178 
<212> PRT 
<213> Oryctolagus cuniculus 
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<400> 54 
Gin Asp Pro Thr Pro Lys Leu Ile Pro Ala Pro Ser Leu Arg Arg Val 
1 	5 	10 	15 

Pro Leu Gln Arg Asn Phe Gin Asp Glu Gln Phe Gln Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gil/ Leu Ala Gly Asn Ala Val Gln Lys Arg Glu Glu Gly Gln 
35 	40 	45 

Giu Pro Met Tyr Ser Thr Thr Tyr Glu Leu Asn Glu Asp Arg Ser Phe 
50 	55 	60 

Asn Val Thr Ser Thr Leu Leu Arg Asp Gln Arg Cys Asp His Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Thr Ser Arg Pro Gly Gin Tyr Asn Leu Gly Asn 
85 	90 	95 

Ile Lys Ser Tyr Pro Gly Val Lys Asn Tyr Ile Val Arg Val Val Ala 
100 	105 	110 

Thr Asp Tyr Ser Gln Tyr Ala Met Met Phe Phe Arg Lys Gly Ser Arg 
115 	120 	125 

Asn Lys Gin Phe Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Glu Leu 
130 	135 	140 

Ser Pro Glu Leu Arg Glu Arg Phe Thr Arg Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Pro Asp Asp Arg Ile Vai Phe Pro Thr Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Asp 
Page 68 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



69 efied 

096 	318166613) 38266601 36)30886 6133383633 )80866)608 38381686eo 

006 	3461611)3e 6811313883 118616leee 36116)3113 3811611e3e ele1183836 

On 	0603868008 8633668336 6836693866 1863)86863 866866866e 6368)31186 

08L 	3883)08836 doell6pe )6)3386)3e 3388863336 8361338661 361eoelee6 

OZL 	3836133386 33)3838636 6)836)833) 866)660668 668886863)1683333)8o 

099 	831661136e 3118803) 8)6)680)86 3383333)63 011110)ee) 8)2800 

009 	6886138666 13331688)3 631186833e 3116636866 ee11388613 33686086 

0179 	6eepee6e) 6608)6)3)0 e3)eeee111 18)6836883 8868636883 88883633)1 

09t7 	3116166ml 3631188338 838)38633e 1386366)66 806)608808 113)883116 

OZI7 	ee33331e16 680836)808 836661313e  1116831660 3666310)16 8800816011 

09E 	838663))86 6108)36016 )8666830 6e09e666e6 )66))3)8001338))638e 

00C 	3811681881 826e68800) 06861813)8 83883)3816 1833831116 8366686838 

017Z 	eeeeee6eoe 1613618836 63066)3866 1166)63816 60386666 3)1)883)86 

091. 	)316631143 863338836) 18332)6838 3)361113)2 3383623331 8113)88683 

OZ I. 	032)6806 2336836686 21331163p 0233231831 8008008308 6366e3e)o) 

09 	666)336166  6161161131 3116661611 61130383 8633868661 8338686310 

99 <00t> 

ueploalonuAlod 

01191.1111AS :amenbas  IePIIIPV jo uolicIposaa„=elou/ <EZZ> 
aamos < 4ZZ> 

<OZZ> 

a3uenbas le13!111JV <EI.Z> 

VNCI <ZIZ> 

L66 <HZ> 

99 <013> 

1X1'15 Z091.0L-6811t 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 
gtgtgtccta tatgtagcca gaaaccctga cggaccg 	 997 

<210> 56 
<211> 326 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 56 
Met Giu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp His His His His His His Leu Val Pro Arg Gly 
20 	25 	30 

Ser Gin Asp Ser Thr Gln Asn Leu Ile Pro Ala Pro Ser Leu Leu Thr 
35 	40 	45 

Val Pro Leu Gin Pro Asp Phe Arg Ser Asp Gin Phe Arg Gly Arg Trp 
50 	55 	60 

Tyr Val Val Gly Leu Ala Giy Asn Ala Val Gin Lys Lys Thr Glu Giy 
65 	70 	75 	80 

Ser Phe Thr Met Tyr Ser Thr Ile Tyr Glu Leu Gin Giu Asn Asn Ser 
85 	90 	95 

Tyr Asn Val Thr Ser lie Leu Val Arg Asp Gin Asp Gin Giy Cys Arg 
100 	105 	110 

Tyr Trp Ile Arg Thr Phe Val Pro Ser Ser Arg Ala Gly Gln Phe Thr 
115 	120 	125 
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Leu Gly Asn Met His Arg Tyr Pro Gin Val Gin Ser Tyr Asn Val Gin 

130 	135 	140 

Val Ala Thr Thr Asp Tyr Asn Gin Phe Ala Met Val Phe Phe Arg Lys 
145 	150 	155 	160 

Thr Ser Glu Asn Lys Gin Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr 
165 	170 	175 

Lys Glu Leu Ser Pro Glu Leu Lys Glu Arg Phe Thr Arg Phe Ala Lys 
180 	185 	190 

Ser Leu Gly Leu Lys Asp Asp Asn Ile Ile Phe Ser Val Pro Thr Asp 
195 	200 	205 

Gln Cys Ile Asp Asn Ser Ala Trp Ser His Pro Gln Phe Glu Lys Gly 
210 	215 	220 

Gly Gly Gly Ser Met His Gly Asp Thr Pro Thr Leu His Glu Tyr Met 
225 	230 	235 	240 

Leu Asp Leu Gin Pro Glu Thr Thr Asp Leu Tyr Cys Tyr Glu Gln Leu 
245 	250 	255 

Asn Asp Ser Ser Glu Glu Glu Asp Glu Ile Asp Gly Pro Ala Gly Gln 
260 	265 	270 

Ala Glu Pro Asp Arg Ala His Tyr Asn lie Val Thr Phe Cys Cys Lys 
275 	280 	285 

Cys Asp Ser Thr Leu Arg Leu Cys Val Gln Ser Thr His Val Asp Ile 
290 	295 	300 

Arg Thr Leu Glu Asp Leu Leu Met Gly Thr Leu Gly Ile Val Cys Pro 
305 	310 	315 	320 
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lle Cys Ser Gln Lys Pro 
325 

<210> 57 
<211> 1189 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 57 
ctcgagacca tggagaccga cacgctcttg ttgtgggttc tcttgttgtg ggtgcctggg 	60 

tctacaggcg accaccacca tcatcaccac ctcgttccta gaggcagcca ggatagtacc 	120 

cagaatctta tcccagcacc atctttgctc acagtaccat tgcaacccga ctttcggtct 	180 

gatcaatttc ggggacgctg gtacgtggtt ggactggccg gcaatgctgt acagaaaaaa 	240 

acagagggca gtttcaccat gtactcaaca atctatgagc tccaagagaa taatagttac 	300 

aacgttacct ccatcttggt gagggaccag gatcagggat gtcgctactg gattcggaca 	360 

ttcgtaccaa gttctcgggc cggtcagttt actctgggca acatgcacag gtatccccaa 	420 

gttcaatctt acaacgtgca ggtggcgact accgactaca accaattcgc tatggtgttc 	480 

ttccgcaaaa caagcgagaa caagcagtat tttaaaatca ctctgtacgg tagaactaag 	540 

gagctgagcc ctgaacttaa ggagcggttc accagattcg ctaagtccct gggactgaag 	600 

gatgataata taatcttttc cgtccccacc gatcagtgta tcgataattc agcttggtca 	660 

catccccagt tcgagaaagg aggcggtgga tccatgcacc agaagagaac cgccatgttc 	720 

caggacccac aagagcggcc ccggaaactg ccccaactgt gcactgaatt gcagaccacc 	780 

atccacgaca tcattttgga atgtgtctac tgtaagcagc agctcctcag gcgagaggtg 	840 

tatgacttcg ccttccggga tttgtgtatt gtctacaggg atggtaatcc ctatgccgtt 	900 
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44189-701 602_SL.TXT 
<210> 68 
<211> 319 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 68 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 
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Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Ala 
210 	215 	220 

Lys Lys Val Glu Phe Lys Glu Pro Ala Cys Asn Val Thr Phe Lys Ser 
225 	230 	235 	240 

Glu Ala Asn Glu Cys Thr Thr Leu Ile Lys Cys Thr Thr Glu His Glu 
245 	250 	255 

Lys Leu Ile Ile Arg His Lys Asp Lys Ile Gly Lys Tyr Ala Val Tyr 
260 	265 	270 

Ala Ile Trp Gin Pro Gly Asp Thr Asn Asp Tyr Asn Val Thr Val Phe 
275 	280 	285 

Gln Gly Glu Asn Arg Lys Thr Phe Met Tyr Lys Phe Pro Phe Tyr Glu 
290 	295 	300 

Met Cys Asp Ile Thr Met Tyr Met Ser Lys Gln Tyr Lys Leu Trp 
305 	310 	315 

<210> 69 
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<211> 704 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 69 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gin Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 
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Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Trp 
210 	215 	220 

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr 
225 	230 	235 	240 

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp Thr Glu Val His Asn 
245 	250 	255 

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro Gin Glu 
260 	265 	270 

Ile Val Leu Giu Asn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn 
275 	280 	285 

Met Val Glu Gin Met His Giu Asp Ile Ile Ser Leu Tip Asp Gin Ser 
290 	295 	300 

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu His Cys 
305 	310 	315 	320 

Thr Asn Leu Lys Asn Ala Thr Asn Thr Lys Ser Ser Asn Trp Lys Glu 
325 	330 	335 
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Met Asp Arg Gly Glu Ile Lys Asn Cys Ser Phe Lys Val Thr Thr Ser 
340 	345 	350 

Ile Arg Asn Lys Met Gln Lys Glu Tyr Ala Leu Phe Tyr Lys Leu Asp 
355 	360 	365 

Val Val Pro Ile Asp Asn Asp Asn Thr Ser Tyr Lys Leu Ile Asn Cys 
370 	375 	380 

Asn Thr Ser Val Ile Thr Gin Ala Cys Pro Lys Val Ser Phe Glu Pro 
385 	390 	395 	400 

Ile Pro lie His Tyr Cys Ala Pro Ala Gly Phe Ala Ile Leu Lys Cys 
405 	410 	415 

Asn Asp Lys Lys Phe Asn Gly Ser Gly Pro Cys Thr Asn Val Ser Thr 
420 	425 	430 

Val Gln Cys Thr His Gly Ile Arg Pro Val Val Ser Thr Gin Leu Lea 
435 	440 	445 

Leu Asn Gly Ser Leu Ala Glu Glu Gly Val Val Ile Arg Ser Glu Asn 
450 	455 	460 

Phe Thr Asp Asn Ala Lys Thr Ile Ile Val Gln Leu Lys Glu Ser Val 
465 	470 	475 	480 

Glu Ile Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser Ile Thr 
485 	490 	495 

Ile Gly Pro Gly Arg Ala Phe Tyr Ala Thr Gly Asp Ile Ile Gly Asp 
500 	505 	510 
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Ile Arg Gin Ala His Cys Asn He Ser Gly Glu Lys Trp Asn Asn Thr 

515 	520 	525 

Leu Lys Gin Ile Val Thr Lys Leu Gin Ala Gin Phe Gly Asn Lys Thr 
530 	535 	540 

lie Val Phe Lys Gin Ser Ser Gly Gly Asp Pro Glu Ile Val Met His 
545 	550 	555 	560 

Ser Phe Asn Cys Gly Gly Giu Phe Phe Tyr Cys Asn Ser Thr Gin Leu 
565 	570 	575 

Phe Asn Ser Thr Trp Asn Asn Thr Ile Gly Pro Asn Asn Thr Asn Gly 
580 	585 	590 

Thr Ile Thr Leu Pro Cys Arg Ile Lys Gin Ile Ile Asn Arg Trp Gln 
595 	600 	605 

Glu Val Gly Lys Ala Met Tyr Ala Pro Pro Ile Arg Gly Gin Ile Arg 
610 	615 	620 

Cys Ser Ser Asn Ile Thr Gly Leu Leu Leu Thr Arg Asp Gly Gly Lys 
625 	630 	635 	640 

Glu Ile Ser Asn Thr Thr Glu lie Phe Arg Pro Gly Gly Gly Asp Met 
645 	650 	655 

Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys Val Val Lys Ile 
660 	665 	670 

Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg Arg Val Val Gln 
675 	680 	685 

Gln Giy Leu Asn Asp He Phe Glu Ala Gin Lys Ile Glu Trp His Glu 
690 	695 	700 
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<210> 70 
<211> 723 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

poiypeptide" 

<400> 70 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Giri Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Giy Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp lie Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
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130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Trp 
210 	215 	220 

Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr 
225 	230 	235 	240 

Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Glu Thr Glu Lys His Asn 
245 	250 	255 

Val Trp Ala Thr His Ala Cys Val Pro Thr Asp Pro Asn Pro Gln Glu 
260 	265 	270 

Val Val Leu Gly Asn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn 
275 	280 	285 

Met Val Glu Gln Met His Glu Asp Ile Ile Ser Leu Trp Asp Glu Ser 
290 	295 	300 

Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys Val Thr Leu Asn Cys 
305 	310 	315 	320 
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Thr Asp Glu Val Lys Thr Ser Tyr Ala Asn Lys Thr Ser Asn Glu Thr 
325 	330 	335 

Tyr Lys Thr Ser Asn Glu Thr Phe Gly Glu Ile Lys Asn Cys Ser Phe 
340 	345 	350 

Ser Val Pro Thr Gly lie Lys Asp Lys Val Gln Asn Val Tyr Ala Leu 
355 	360 	365 

Phe Tyr Lys Leu Asp Val Ile Pro Ile Asp Asp Asn Asn Asn Ser Ser 
370 	375 	380 

Lys Asn Asn Asn Gly Ser Tyr Ser Ser Tyr Arg Leu Ile Asn Cys Asn 
385 	390 	395 	400 

Thr Ser Val Ile Thr Gin Ala Cys Pro Lys Val Ser Phe Glu Pro Ile 
405 	410 	415 

Pro Ile His Tyr Cys Ala Pro Ala Gly Phe Ala Ile Leu Lys Cys Asn 
420 	425 	430 

Asn Lys Thr Phe Asn Gly Thr Gly Pro Cys Thr Asn Val Ser Thr Val 
435 	440 	445 

Gin Cys Thr His Gly Ile Arg Pro Val Val Ser Thr Gln Leu Leu Leu 
450 	455 	460 

Asn Gly Ser Leu Ala Giu Glu Giu Val Val Ile Arg Ser Glu Asn Phe 
465 	470 	475 	480 

Thr Asn Asn Ala Lys Thr Ile Ile Val His Leu Lys Lys Ser Val Glu 
485 	490 	495 

Ile Asn Cys Thr Arg Pro Gly Asn Asn Thr Arg Lys Ser Ile His Ile 
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500 	505 	510 

Gly Pro Gly Arg Ala Phe Tyr Ala Thr Gly Asp Ile Ile Gly Asp Ile 
515 	520 	525 

Arg Gin ".la His Cys Asn Leu Ser Ser Val Gin Trp Asn Asp Thr Leu 
530 	535 	540 

Lys Gln Ile Val lie Lys Leu Gly Glu Gin Phe Giy Thr Asn Lys Thr 
545 	550 	555 	560 

Ile Ala Phe Asn Gln Ser Ser Gly Gly Asp Pro Glu lie Val Met His 
565 	570 	575 

Ser Phe Asn Cys Gly Gly Giu Phe Phe Tyr Cys Asn Thr Thr Gln Leu 
580 	585 	590 

Phe Asn Ser Thr Trp Glu Phe His Gly Asn Trp Thr Arg Ser Asn Phe 
595 	600 	605 

Thr Giu Ser Asn Ser Thr Thr Ile Thr Leu Pro Cys Arg Ile Lys Gln 
610 	615 	620 

Ile Val Asn Met Trp Gin Glu Val Giy Lys Ala Met Tyr Ala Pro Pro 
625 	. 	630 	635 	640 

Ile Arg Gly Gin Ile Arg Cys Ser Ser Asn Ile Thr Gly Leu Leu Leu 
645 	650 	655 

Thr Arg Asp Gly Gly Val Asn Gly Thr Arg Glu Thr Phe Arg Pro Gly 
660 	665 	670 

Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys 
675 	680 	685 
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Val Val Lys Ile Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg 
690 	695 	700 

Arg Val Val Gin Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu 
705 	710 	715 	720 

Trp His Glu 

<210> 71 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 71 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gin Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 
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Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu TIN Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Ser 
210 	215 	220 

Lys Cys Arg Val Phe Asn Thr Thr Glu Arg Asp Glu Gin Gly Ser Lys 
225 	230 	235 	240 

Val Asn Asp Phe Phe Gin Gin Thr Giu Asp Leu Tyr Asn Glu Met Lys 
245 	250 	255 

Trp Gln Lys 
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<210> 72 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 72 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135. 	140 
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Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Pro 
210 	215 	220 

Pro His Glu Leu Thr Glu Glu Glu Lys Gln Gln Ile Leu His Ser Glu 
225 	230 	235 	240 

Glu Phe Leu Ser Phe Phe Asp His Ser Thr Arg Ile Val Glu Arg Ala 
245 	250 	255 

Leu Ser Glu 

<210> 73 
<211> 259 
<21.2> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 73 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Page 97 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Let, 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 
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Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 

195 	200 	205 

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Pro 
210 	215 	220 

Pro Pro Arg Cys Ile Ser Thr Asn Lys Cys Thr Ala Pro Glu Val Giu 
225 	230 	235 	240 

Asn Ala Ile Arg Val Pro Gly Asn Arg Ser Phe Phe Ser Leu Thr Glu 
245 	250 	255 

Ile Val Arg 

<210> 74 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 74 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gin Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 
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Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Thr 
210 	215 	220 

Glu Arg Asp Glu Gln Gly Ser Lys Ile Asn Asp Phe Phe Let, Arg Ser 
225 	230 	235 	240 

Glu Asp Leu Phe Asn Glu Met Asn Trp Gin Lys Lys Leu kg Ala Gin 
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245 	250 	255 

Pro Val Leu 

<210> 75 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> • 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 75 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu GIn Gln Asn Phe Gin Asp Asn Gin Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Giy Leu Ala Gly Asn Ala Ile Leu Arg Giu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 
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Trp He Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 

115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys He Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Giu Leu Lys Giu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Giu Asn Leu Tyr Phe Gln Gly Gly Leu 
210 	215 	220 

Thr Glu Glu Thr Lys His Arg Leu Phe Thr Thr Thr Glu Gin Asp Glu 
225 	230 	235 	240 

Gin Gly Ser Lys Val Ser Asp Phe Phe Asp Gln Ser Ser Phe Leu His 
245 	250 	255 

Asn Glu Met 

<210> 76 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> 
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<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 76 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130. 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Giy Arg Thr Lys 
Page 103 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe He Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly 
210 	215 	220 

Ala Gin Pro Pro Phe Asp Ala Gin Ser Pro Leu Asp Ser Gin Pro Gln 
225 	230 	235 	240 

Pro Ser Gly Gln Pro Trp Asn Phe His Ala Ser Thr Ser Trp Tyr Trp 
245 	250 	255 

Arg Gln Ser 

<210> 77 
<211> 488 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 77 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 
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Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 

35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys He Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe He Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Vai Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Met 
210 	215 	220 
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Glu Arg Pro Gin Pro Asp Ser Met Pro Gln Asp Leu Ser Glu Ala Leu 
225 	230 	235 	240 

Lys Glu Ala Thr Lys Glu Val His Thr Gln Ala Glu Asn Ala Glu Phe 
245 	250 	255 

Met Arg Asn Phe Gin Lys Gly Gin Val Thr Arg Asp Gly Phe Lys Leu 
260 	265 	270 

Val Met Ala Ser Leu Tyr His Ile Tyr Val Ala Leu Glu Glu Glu Ile 
275 	280 	285 

Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr Phe Pro Glu • 
290 	295 	300 

Glu Leu His Arg Lys Ala Ala Leu Glu Gin Asp Leu Ala Phe Trp Tyr 
305 	310 	315 	320 

Gly Pro Arg Trp Gln Glu Val Ile Pro Tyr Thr Pro Ala Met Gin Arg 
325 	330 	335 

Tyr Val Lys Arg Leu His Glu Val Gly Arg Thr Glu Pro Glu Leu Leu 
340 	345 	350 

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gln 
355 	360 	365 

Val Leu Lys Lys Ile Ala Gln Lys Ala Leu Asp Leu Pro Ser Ser Gly 
370 	375 	380 

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn Ile Ala Ser Ala Thr Lys 
385 	390 	395 	400 

Page 106 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602 SL.TXT 
Phe Lys Gin Leu Tyr Arg Ser Arg Met Asn Ser Leu au Met Thr Pro 

405 	410 	415 

Ala Val Arg GIn Arg Val Ile Glu Glu Ala Lys Thr Ala Phe Leu Leu 
420 	425 	430 

Asn He Gin Leu Phe Glu Glu Leu GIn Glu Leu Leu Thr His Asp Thr 
435 	440 	445 

Lys Asp Gin Ser Pro Ser Arg Ala Pro Gly Leu Arg Gin Arg Ala Ser 
450 	455 	460 

Asn Lys Val GIn Asp Ser Ala Pro Val Glu Thr Pro Arg Gly Lys Pro 
465 	470 	475 	480 

Pro Leu Asn Thr Arg Ser Gin Ala 
485 

<210> 78 
<211> 488 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 78 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 
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Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn lie Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Giu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Giu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Giu Asn Leu Tyr Phe Gin Gly Gly Met 
210 	215 	220 

Glu Arg Pro Gin Pro Asp Ser Met Pro Gin Asp Leu Ser Glu Ala Leu 
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225 	230 	235 	240 

Lys Glu Ala Thr Lys Glu Val His Ile Gln Ala Glu Asn Ala Glu Phe 
245 	250 	255 

Met Lys Asn Phe Gln Lys Gly Gln Val Ser Arg Glu Gly Phe Lys Leu 
260 	265 	270 

Val Met Ala Ser Leu Tyr His Ile Tyr Thr Ala Leu Glu Glu Glu Ile 
275 	280 	285 

Glu Arg Asn Lys Gin Asn Pro Val Tyr Ala Pro Leu Tyr Phe Pro Giu 
290 	295 	300 

Glu Leu His Arg Arg Ala Ala Leu Glu Gln Asp Met Ala Phe Trp Tyr 
305 	310 	315 	320 

Gly Pro His Trp Gin Glu Ile Ile Pro Cys Thr Pro Ala Thr Gin His 
325 	330 	335 

Tyr Vai Lys Arg Leu His Glu Val Gly Arg Thr His Pro Glu Leu Leu 
340 	345 	350 

Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser Gly Gly Gln 
355 	360 	365 

Val Leu Lys Lys Ile Ala Gln Lys Ala Met Ala Leu Pro Ser Ser Gly 
370 	375 	380 

Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn Ile Asp Ser Pro Thr Lys 
385. 	390 	395 	400 

Phe Lys GIn Leu Tyr Arg Ala Arg Met Asn Thr Leu Giu Met Thr Pro 
405 	410 	415 
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Glu Val Lys His Arg Val Thr Giu Glu Ala Lys Thr Ala Phe Leu Leu 
420 	425 	430 

Asn Ile Glu Leu Phe Giu Glu Leu Gln Val Met Leu Thr Glu Giu His 
435 	440 	445 

Lys Asp Gin Ser Pro Ser Gin Met Ala Ser Leu Arg Gin Arg Pro Ala 
450 	455 	460 

Ser Leu Val Gln Asp Thr Ala Pro Ala Glu Thr Pro Arg Gly Lys Pro 
465 	470 	475 	480 

Gin lie Ser Thr Ser Ser Ser Gin 
485 

<210> 79 
<211> 489 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 79 
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu 
1 	5 	10 	15 

His Ala Gln Ala Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro 
20 	25 	30 

Leu Ser Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gin Phe Gin 
35 	40 	45 

Gly Lys Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu 
50 	55 	60 
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Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu 
65 	70 	75 	80 

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys 
85 	90 	95 

Asp Tyr Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe 
100 	105 	110 

Thr Leu Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val 
115 	120 	125 

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys 
130 	135 	140 

Lys Val Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg 
145 	150 	155 	160 

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe ile Arg Phe Ser 
165 	170 	175 

Lys Ser Leu Gly Leu Pro Giu Asn His Ile Val Phe Pro Val Pro Ile 
180 	185 	190 

Asp Gin Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly 
195 	200 	205 

Gly Gly Met Glu Arg Pro Gin Pro Asp Ser Met Pro Gln Asp Leu Ser 
210 	215 	220 

Glu Ala Leu Lys Glu Ala Thr Lys Glu Val His Thr Gin Ala Glu Asn 
225 	230 	235 	240 
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Ala Glu Phe Met Arg Asn Phe Gin Lys Gly Gln Val Thr Arg Asp Gly 

245 	250 	255 

Phe Lys Leu Val Met Ala Ser Leu Tyr His He Tyr Val Ala Leu Glu 
260 	265 	270 

Glu Glu Ile Glu Arg Asn Lys Glu Ser Pro Val Phe Ala Pro Val Tyr 
275 	280 	285 

Phe Pro Glu Giu Leu His Arg Lys Ala Ala Leu Glu Gin Asp Leu Ala 
290 	295 	300 

Phe Trp Tyr Gly Pro Arg Trp Gln Glu Val Ile Pro Tyr Thr Pro Ala 
305 	310 	315 	320 

Met Gln Arg Tyr Val Lys Arg Leu His Giu Val Gly Arg Thr Glu Pro 
325 	330 	335 

Giu Leu Leu Val Ala His Ala Tyr Thr Arg Tyr Leu Gly Asp Leu Ser 
340 	345 	350 

Gly Gly Gln Val Leu Lys Lys Ile Ala Gin Lys Ala Leu Asp Leu Pro 
355 	360 	365 

Ser Ser Gly Glu Gly Leu Ala Phe Phe Thr Phe Pro Asn Ile Ala Ser 
370 	375 	380 

Ala Thr Lys Phe Lys Gln Leu Tyr Arg Ser Arg Met Asn Ser Leu Glu 
385 	390 	395 	400 

Met Thr Pro Ala Val Arg Gin Arg Val Ile Glu Giu Ala Lys Thr Ala 
405 	410 	415 

Phe Leu Leu Asn Ile Gin Leu Phe Glu Glu Leu Gln Glu Leu Leu Thr 
420 	425 	430 
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His Asp Thr Lys Asp Gin Ser Pro Ser Arg Ala Pro Gly Leu Arg Gln 
435 	440 	445 

Arg Ala Ser Asn Lys Val Gln Asp Ser Ala Pro Val Glu Thr Pro Arg 
450 	455 	460 

Gly Lys Pro Pro Leu Asn Thr Arg Ser Gln Ala Gly Gly Leu Val Pro 
465 	470 	475 	480 

Arg Gly Ser His His His His His His 
485 

<210> 80 
<211> 387 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 80 
Met Pro Leu Gly Leu Leu Trp Leu Giy Leu Ala Leu Leu Gly Ala Leu 
1 	5 	10 	15 

His Ala Gln Ala Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro 
20 	25 	30 

Leu Ser Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gin Phe Gin 
35 	40 	45 

Gly Lys Trp Tyr Val Val Gly Leu Ala Giy Asn Ala Ile Leu Arg Glu 
50 	55 	60 

Asp Lys Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu 
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65 	70 	75 	80 

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys 
85 	90 	95 

Asp Tyr Tip Ile Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe 
100 	105 	110 

Thr Leu Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val 
115 	120 	125 

Arg Val Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys 
130 	135 	140 

Lys Val Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg 
145 	150 	155 	160 

Thr Lys Giu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser 
165 	170 	175 

Lys Ser Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile 
180 	185 	190 

Asp Gln Cys Ile Asp Gly Gly Gly Ser Giu Asn Leu Tyr Phe Gin Gly 
195 	200 	205 

Gly Gly Pro Pro Lys Met Asn Pro Val Val Glu Pro Leu Ser Trp Met 
210 	215 	220 

Leu Gly Thr Tip Leu Ser Asp Pro Pro Gly Ala Gly Thr Tyr Pro Thr 
225 	230 	235 	240 

Leu Gln Pro Phe Gin Tyr Leu Glu Glu Val His Ile Ser His Val Gly 
245 	250 	255 
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Gln Pro Met Leu Asn Phe Ser Phe Asn Ser Phe His Pro Asp Thr Arg 
260 	265 	270 

Lys Pro Met His Arg Glu Cys Gly Phe He Arg Leu Lys Pro Asp Thr 
275 	280 	285 

Asn Lys Val Ala Phe Val Ser Ala Gin Asn Thr Gly Val Val Glu Val 
290 	295 	300 

Glu Glu Gly Glu Val Asn Gly Gin Giu Leu Cys Ile Ala Ser His Ser 
305 	310 	315 	320 

Ile Ala Arg lie Ser Phe Ala Lys Glu Pro His Val Glu Gin Ile Thr 
325 	330 	335 

Arg Lys Phe Arg Leu Asn Ser Glu Gly Lys Leu Giu Gin Thr Val Ser 
340 	345 	350 

Met Ala Thr Thr Thr Gin Pro Met Thr Gln His Leu His Val Thr Tyr 
355 	360 	365 

Lys Lys Val Thr Pro Gly Gly Leu Val Pro Arg Gly Ser His His His 
370 	375 	380 

• 

His His His 
385 

<210> 81 
<211> 295 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 
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<400> 81 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Giy Leu Ala Giy Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Giu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp lie Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Giu Phe Thr Leu 
115 	120 	125 

Gly Asn lie Lys Ser Tyr Pro Giy Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 

180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gly 
210 	215 	220 

Arg Ser Ala Gly Ala His Ala Gly Trp Glu Thr Pro Glu Gly Cys Glu 
225 	230 	235 	240 

Gln Val Leu Thr Gly Lys Arg Leu Met Gln Cys Leu Pro Asn Pro Glu 
245 	250 	255 

Asp Val Lys Met Ala Leu Glu Val Tyr Lys Leu Ser Leu Glu Ile Glu 
260 	265 	270 

Gin Leu Glu Leu Gin Arg Asp Ser Ala Arg Gin Ser Thr Leu Asp Lys 
275 	280 	285 

Glu Leu Val Pro Arg Gly Ser 
290 	295 

<210> 82 
<211> 522 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<220> 
<221> MOD_RES 
<222> (490)..(490) 
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<223> Any amino acid 

<400> 82 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Giy 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Giu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Giy Glu Phe Thr Leu 
115 	120 	125 

Giy Asn lie Lys Ser Tyr Pro Giy Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys lie Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gly 
210 	215 	220 

Ile Ile Gln Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys 
225 	230 	235 	240 

Asp Tyr Asn Ile Ser Thr Thr Glu Leu Met Lys Val Arg Ile Tyr Trp 
245 	250 	255 

Gin Lys Asp Asp Glu Val Val Leu Ala Val Thr Ser Gly Gln Thr Lys 
260 	265 	270 

Val Trp Ser Lys Tyr Glu Asn Arg Thr Phe Ala Asp Phe Thr Asn Asn 
275 	280 	285 

Leu Ser 110 Val Ile Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr 
290 	295 	300 

Thr Cys Ile Val Gin Lys Thr Glu Lys Arg Ser Tyr Lys Val Lys His 
305 	310 	315 	320 

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser 
325 	330 	335 

Ile Thr Asp Leu Gly Asn Pro Ser His Asp Ile Lys Arg Ile Met Cys 
340 	345 	350 

Ser Thr Ser Gly Giy Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn 
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355 	360 	365 

Glu Glu Giu Leu Asn Ala Ala Asn Thr Thr Val Ser Gln Asp Pro Asp 
370 	375 	380 

Thr Glu Leu Tyr Thr Ile Ser Ser Giu Leu Asp Phe Asn Ile Thr Ser 
385 	390 	395 	400 

Asn His Ser Phe Val Cys Leu Val Lys Tyr Gly Asp Leu Thr Val Ser 
405 	410 	415 

Gln Ile Phe Asn Trp Gin Lys Ser Val Giu Pro His Pro Pro Asn Asn 
420 	425 	430 

Ser Ala Trp Ser His Pro Gln Phe Glu Lys Gly Giy Ser Leu Val Pro 
435 	440 	445 

Arg Gly Ser Gly Ser Ala Giy Ala His Ala Gly Trp Glu Thr Pro Glu 
450 	455 	460 

Gly Cys Glu Gin Val Leu Thr Gly Lys Arg Leu Met Gin Cys Leu Pro 
465 	470 	475 	480 

Asn Pro Giu Asp Val Lys Met Ala Leu Xaa Val Tyr Lys Leu Ser Leu 
485 	490 	495 

Glu Ile Glu Gln Leu Glu Leu Gin Arg Asp Ser Ala Arg Gin Ser Thr 
500 	505 	510 

Leu Asp Lys Glu Leu Val Pro Arg Gly Ser 
515 	520 

<210> 83 
<211> 279 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 83 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gin Asn Phe Gln Asp Asn Gin Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 
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Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gly 
210 	215 	220 

Arg Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met Leu Gln Lys 
225 	230 	235 	240 

Ala His Leu Val Ile Glu Gly Thr Phe Ile Tyr Leu Arg Asp Ser Thr 
245 	250 	255 

Glu Phe Phe Ile Arg Val Arg Asp Gly Trp Lys Lys Leu Gin Leu Gly 
260 	265 	270 

Glu Leu Ile Pro Ile Pro Ala 
275 

<210> 84 
<211> 506 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 84 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
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1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala He Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 
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Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly 
210 	215 	220 

Ile Ile Gin Val Asn Lys Thr Val Lys Glu Val Ala Val Leu Ser Cys 
225 	230 	235 	240 

Asp Tyr Asn Ile Ser Thr Thr Glu Leu Met Lys Val Arg Ile Tyr Trp 
245 	250 	255 

Gin Lys Asp Asp Glu Val Val Leu Ala Val Thr Ser Gly Gln Thr Lys 
260 	265 	270 

Val Trp Ser Lys Tyr Glu Asn Arg Thr Phe Ala Asp Phe Thr Asn Asn 
275 	280 	285 

Leu Ser Ile Val Ile Met Ala Leu Arg Leu Ser Asp Asn Gly Lys Tyr 
290 	295 	300 

Thr Cys Ile Val Gln Lys Thr Glu Lys Arg Ser Tyr Lys Vai Lys His 
305 	310 	315 	320 

Met Thr Ser Val Met Leu Leu Val Arg Ala Asp Phe Pro Val Pro Ser 
325 	330 	335 

Ile Thr Asp Leu Gly Asn Pro Ser His Asp Ile Lys Arg Ile Met Cys 
340 	345 	350 

Ser Thr Ser Gly Gly Phe Pro Lys Pro His Leu Ser Trp Trp Glu Asn 
355 	360 	365 

Glu Glu Glu Leu Asn Ala Ala Asn Thr Thr Val Ser Gin Asp Pro Asp 
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370 	375 	380 

Thr Glu Leu Tyr Thr Ile Ser Ser Glu Leu Asp Phe Asn Ile Thr Ser 
385 	390 	395 	400 

Asn His Ser Phe Val Cys Leu Val Lys Tyr Gly Asp Leu Thr Val Ser 
405 	410 	415 

Gln Ile Phe Asn Trp Gln Lys Ser Val Glu Pro His Pro Pro Asn Asn 
420 	425 	430 

Ser Ala Trp Ser His Pro Gln Phe Glu Lys Gly Gly Ser Leu Val Pro 
435 	440 	445 

Arg Gly Ser Gly Asn Leu Val Thr Ala Phe Ser Asn Met Asp Asp Met 
450 	455 	460 

Leu Gln Lys Ala His Leu Val Ile Glu Gly Thr Phe Ile Tyr Leu Arg 
465 	470 	475 	480 

Asp Ser Thr Glu Phe Phe Ile Arg Val Arg Asp Gly Trp Lys Lys Leu 
485 	490 	495 

Gin Leu Gly Glu Leu Ile Pro Ile Pro Ala 
500 	505 

<210> 85 
<211> 278 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 85 
Page 125 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 
Met Glu Thr Asp Thr Leu Leu Leu Tip Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Giy Asp Tyr Lys Asp Giu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Giu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Giu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leo Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gin Pro Giy Giu Phe Thr Leo 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leo Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Giu Leu Thr Ser Giu Leo Lys Giu Asn Phe lie Arg Phe Ser Lys Ser 
180 	. 	185 	190 
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Leu Gly Leu Pro Glu Asn His He Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly 
210 	215 	220 

Arg Ser Ser Asn Ala Lys Trp Asp Gln Trp Ser Ser Asp Trp Gln Thr 
225 	230 	235 	240 

Trp Asn Ala Lys Trp Asp Gln Trp Ser Asn Asp Trp Asn Ala Trp Arg 
245 	250 	255 

Ser Asp Trp Gln Ala Trp Lys Asp Asp Trp Ala Arg Trp Asn Gln Arg 
260 	265 	270 

Trp Asp Asn Trp Ala Thr 
275 

<210> 86 
<211> 302 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 86 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
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35 	40 	45 

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Vai Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Giu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Giu Leu Thr Ser Glu Leu Lys Giu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Cys 
210 	215 	220 
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Tyr Asn Ser Thr Gly Val Asp Tyr Arg Gly Thr Val Ser Val Thr Lys 
225 	230 	235 	240 

Ser Gly Arg Gln Cys Gin Pro Trp Asn Ser Gln Tyr Pro His Thr His 
245 	250 	255 

Thr Phe Thr Ala Leu Arg Phe Pro Glu Leu Asn Gly Gly His Ser Tyr 
260 	265 	270 

Cys Arg Asn Pro Gly Asn Gin Lys Glu Ala Pro Trp Cys Phe Thr Leu 
275 	280 	285 

Asp Glu Asn Phe Lys Ser Asp Leu Cys Asp Ile Pro Ala Cys.  
290 	295 	300 

<210> 87 
<211> 343 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 87 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Giy Ser Thr Gly Asp Tyr Lys Asp Giu His His His His His His Giy 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Page 129 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Met 
210 	215 	220 

His Val Ala Gln Pro Ala Val Val Leu Ala Ser Ser Arg Gly Val Ala 
225 	230 	235 	240 

Page 130 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602 SL.TXT 
Ser Phe Val Cys Glu Tyr Gly Ser Ser Gly Asn Ala Ala Glu Val Arg 

245 	250 	255 

Val Thr Val Leu Arg GIn Ala Gly Ser Gin Met Thr Glu Val Cys Ala 
260 	265 	270 

Ala Thr Tyr Thr Val Glu Asp Glu Leu Ala Phe Lea Asp Asp Ser Thr 
275 	280 	285 

Cys Thr Gly Thr Ser Ser Gly Asn Lys Val Asn Leu Thr Ile Gln Gly 
290 	295 	300 

• 

Leu Arg Ala Met Asp Thr Gly Leu Tyr Ile Cys Lys Val Glu Leu Met 
305 	310 	315 	320 

Tyr Pro Pro Pro Tyr Tyr Val Gly Met Gly Asn Gly Thr GIn Ile Tyr 
325 	330. 	335 

Val Ile Asp Pro Glu Pro Cys 
340 

<210> 88 
<211> 788 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 88 
ctcgagacca tggagacaga cacactcctg ctatgggtac tgctgctctg ggttccaggt 60 

tccactggtg actacaagga cgagcatcac catcatcacc atggtggaag ccaggactcc 120 

acctcagacc tgatcccagc cccacctctg agcaaggtcc ctctgcagca gaacttccag 180 

gacaaccaat tccaggggaa gtggtatglg gtaggcctgg cagggaatgc aattctcaga 240 
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gaagacaaag acccgcaaaa gatgtatgcc accatctatg agctgaaaga agacaagagc 	300 

tacaatgtca cctccgtcct gtttaggaaa aagaagtgtg actactggat caggactttt 	360 

gttccaggtt gccagcccgg cgagttcacg ctgggcaaca ttaagagtta ccctggatta 	420 

acgagttacc tcgtccgagt ggtgagcacc aactacaacc agcatgctat ggtgttcttc 	480 

aagaaagttt ctcaaaacag ggagtacttc aagatcaccc tctacgggag aaccaaggag 	540 

ctgacttcgg aactaaagga gaacttcatc cgcttctcca aatctctggg cctccctgaa 	600 

aaccacatcg tcttccctgt cccaatcgac cagtgtatcg acggcggagg tagcgaaaac 	660 

ctgtattttc agggaggcga ctgcctgccc cacctgagga ggtgcagggc cgacaacgac 	720 

tgctgcggca ggaggtgcag gaggaggggc accaacgccg agaggaggtg caggtaagct 	780 

aaggatcc 	 788 

<210> 89 
<211>20 
<212> PRT 
<213> Mus musculus 

<400> 89 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly 
20 

<210> 90 
<211> 60 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

oligonucleotide 

<400> 90 	• 
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atggagacag acacactcct gctatgggta ctgctgctct gggttccagg ttccactggt 	60 

<210> 91 
<211>5 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

peptide 
Sequence: Synthetic 

<400> 91 
Asp Tyr Lys Asp Glu 
1 	5 

<210> 92 
<211>15 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

oligonucleotide 
Sequence: Synthetic 

<400> 92 
gactacaagg acgag 15 

<210> 93 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

6xHis tag 

<400> 93 
His His His His His His 
1 	5 

<210> 94 
<211>18 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

oligonucleotide 
Sequence: Synthetic 

<400> 94 
catcatcatc atcatcat 18 

<210> 95 
<211> 6 
<212> PRT 
<213> Tobacco etch virus . 

<400> 95 
Glu Asn Leu Tyr Phe Gln 
1 	5 

<210> 96 
<211>18 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

oligonucleotide 
Sequence: Synthetic 

<400> 96 
gagaatttat attttcag 18 

<210> 97 
<211> 6 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial 

oligonucleotide 
Sequence: Synthetic 

<400> 97 
ggatcc 6 
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<210> 98 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

peptide" 

<400> 98 
Arg Ala Arg Tyr Lys Arg 
1 	5 

<210> 99 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

peptide 

<400> 99 
Arg Ala Arg Tyr Lys Arg Gly Ser 
1 	5 

<210> 100 
<211> 24 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Description of Artificial Sequence: Synthetic 

oligonucleotide 

<400> 100 
cgggcccggt ataaacgggg atcc 24 

<210> 101 
<211> 4 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

peptide" 

<400> 101 
Cys Ile Asp Gly 
1 

<210> 102 
<211> 198 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<220> 
<221> misc feature 
<222> (96).4195) 
<223> /note="Disulfide bond between residues" 

<400> 102 
Met Pro Leu Gly Leu Leu Trp Leu Gly Leu Ala Leu Leu Gly Ala Leu 
1 	5 	10 	15 

His Ala Gln Ala Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro 
20 	25 	30 

Leu Ser Lys Val Pro Leu Gln Gin Asn Phe Gln Asp Asn Gln Phe Gln 
35 	40 	45 

Gly Lys Trp Tyr Val Val Gly 1.6u Ala Gly Asn Ala Ile Leu Arg Glu 
50 	55 	60 

Asp Lys Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu 
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65 	70 	75 	80 

Asp Lys Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys 
85 	90 	95 

Asp Tyr Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe 
100 	105 	110 

Thr Leu Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val 
115 	120 	125 

Arg Val Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys 
130 	135 	140 

Lys Val Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg 
145 	150 	155 	160 

Thr Lys Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser 
165 	170 	175 

Lys Ser Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile 
180 	185 	190 

Asp Gln Cys Ile Asp Gly 
195 

<210> 103 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /noteeDescription of Artificial Sequence: Synthetic 

oligonucieotide" 

<400> 103 
Page 137 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



44189-701 602_SL.TXT 
aacctgtatt ttcagggagg c 	 21 

<210> 104  
<211> 25 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

oligonucleotide" 

<400> 104 
gctaaggatc ccggaccgcc tctcc 	 25 

<210> 105 
<211> 287 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 105 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 
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Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Giu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro lie Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Giy Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asp 
210 	215 	220 

Thr Cys Gly Ser Gly Tyr Asn Val Asp Gln Arg Arg Thr Asn Ser Gly 
225 	230 	235 	240 

Cys Lys Ala Gly Asn Gly Asp Arg His Phe Cys Gly Cys Asp Arg Thr 
245 	250 	255 
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Gly Val Val Glu Cys Lys Gly Gly Lys Trp Thr Glu Val Gln Asp Cys 

260 	265 	270 

Gly Ser Ser Ser Cys Lys Gly Tlir Ser Asn Gly Gly Ala Thr Cys 
275 	280 	285 

<210> 106 
<211> 281 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 106 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 
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Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Giu Tyr Phe Lys He Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Giu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His He Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asp 
210 	215 	220 

Gin Asn Cys Asp Ile Gly Asn Ile Thr Ser Gln Cys Gin Met Gin His 
225 	230 	235 	240 

Lys Asn Cys Glu Asp Ala Asn Gly Cys Asp Thr Ile Ile Glu Glu Cys 
245 	250 	255 

Lys Thr Ser Met Val Giu Arg Cys Gln Asn Gln Glu Phe Glu Ser Ala 
260 	265 	270 

Ala Gly Ser Thr Thr Leu Gly Pro Gln 
275 	280 

<210> 107 
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<211> 245 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 107 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Giy Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Giy Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 
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Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly 
210 	215 	220 

His Ala Cys Tyr Arg Asn Cys Trp Arg Glu Gly Asn Asp Glu Glu Thr 
225 	230 	235 	240 

Cys Lys Glu Arg Cys 
245 

<210> 108 
<211> 258 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 108 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 
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Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Giu 
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210 	215 	220 

Cys Arg Tyr Leu Phe Gly Gly Cys Lys Thr Thr Ser Asp Cys Cys Lys 
225 	230 	235 	240 

His Leu Gly Cys Lys Phe Arg Asp Lys Tyr Cys Ala Trp Asp Phe Thr 
245 	250 	255 

Phe Ser 

<210> 109 	• 
<211> 259 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> Thote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 109 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gin Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala lie Leu Arg Glu Asp Lys 
65 	70 	75 	80 
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Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 

85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Giy Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Vai Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Giy Gly Giy Ser Glu Asn Leu Tyr Phe Gin Giy Gly Glu 
210 	215 	220 

Ile Ser Cys Glu Pro Gly Lys Thr Phe Lys Asp Lys Cys Asn Thr Cys 
225 	230 	235 	240 

Arg Cys Gly Ala Asp Gly Lys Ser Ala Ala Cys Thr Leu Lys Ala Cys 
245 	250 	255 

Pro Asn Gin 
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<210> 110 
<211> 260 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 110 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
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130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile kg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Val 
210 	2.15 	220 

Cys Arg Asp Trp Phe Lys Glu Thr Ala Cys Arg His Ala Lys Ser Leu 
225 	230 	235 	240 

Gly Asn Cys Arg Thr Ser Gln Lys Tyr Arg Ala Asn Cys Ala Lys Thr 
245 	250 	255 

Cys Glu Leu Cys 
260 

<210> 111 
<211> 269 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

poiypeptide" 

<400> 111 
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Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu lie Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gin Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr lie Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Vai Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

I rp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 
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Leu Giy Leu Pro Glu Asn His Ile Val Pile Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Giy Gly Val 
210 	215 	220 

Ser Ile Thr Lys Cys Ser Ser Asp Met Asn Gly Tyr Cys Leu His Gly 
225 	230 	235 	240 

Gin Cys Ile Tyr Leu Val Asp Met Ser Gin Asn Tyr Cys Arg Cys Glu 
245 	250 	255 

Val Gly Tyr Thr Gly Val Arg Cys Glu His Phe Phe Leu 
260 	265 

<210> 112 
<211> 253 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 112 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys 
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50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His lie Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Gly 
210 	215 	220 

Ile Pro Cys Gly Glu Ser Cys Val Trp Ile Pro Cys Ile Ser Ala Ala 
225 	230 	235 	240 
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Leu Gly Cys Ser Cys Lys Asn Lys Val Cys Tyr Arg Asn 
245 	250 

<210> 113 
<211> 277  
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 113 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 
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Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys lie Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Gln 
210 	215 	220 

Asp Lys Cys Lys Lys Val Tyr Glu Asn Tyr Pro Val Ser Lys Cys Gin 
225 	230 	235 	240 

Leu Ala Asn Gln Cys Asn Tyr Asp Cys Lys Leu Asp Lys His Ala Arg 
245 	250 	255 

Ser Gly Glu Cys Phe Tyr Asp Glu Lys Arg Asn Leu Gln Cys Ile Cys 
260 	265 	270 

Asp Tyr Cys Glu Tyr 
275 

<210> 114 
<211> 259 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 114 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gln Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 
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Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Met 
210 	215. 	220 

Cys Met Pro Cys Phe Thr Thr Asp His Gln Met Ala Arg Lys Cys Asp 
225 	230 	235 	240 

Asp Cys Cys Gly Gly Lys Gly Arg Gly Lys Cys Tyr Gly Pro Gin Cys 
245 	250 	255 

Leu Cys Arg 

<210> 115 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

peptide" 

<400> 115 
Arg Ala Arg Tyr Lys Arg Ser 
1 	5 

<210> 116 
<211> 266 
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<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 116 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gin Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
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145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Lou Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Ser Asp Cys 
210 	215 	220 

Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly Gly Thr Gly Thr 
225 	230 	235 	240 

Lys Val Arg Gin Gly Thr Leu Lys Lys Ala Arg Tyr Asn Ala Gin Cys 
245 	250 	255 

Gln Glu Thr Ile Arg Val Thr Lys Pro Cys 
260 	265 

<210> 117 
<211> 250 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 117 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 
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Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 

20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Giu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Giu Leu Thr Ser Glu Leu Lys Glu Asn Phe lie Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 
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Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gin Gly Gly Ser 
210 	215 	220 

Ala Ile Ser Cys Gly Glu Thr Cys Phe Lys Phe Lys Cys Tyr Thr Pro 
225 	230 	235 	240 

Arg Cys Ser Cys Ser Tyr Pro Val Cys Lys 
245 	250 

<210> 118 
<211> 234 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 118 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gin Gln Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
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85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gln 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Val 
210 	215 	220 

Cys Cys Gly Tyr Lys Leu Cys His Pro Cys 
225 	230 

<210> 119 
<211> 236 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
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<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 119 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gln Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gin Asn Phe Gln Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
65 	70 	75 	80 

Asp Pro Gln Lys Met Tyr Ala Thr Ile Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp Ile Arg Thr Phe Val Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gln His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gln Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 
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Glu Leu Thr Ser Glu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Glu Asn His Ile Val Phe Pro Val Pro Ile Asp Gin 
195 	200 	205 

Cys Ile Asp Gly Gly Gly Ser Glu Asn Leu Tyr Phe Gln Gly Gly Asn 
210 	215 	220 

Gly Val Cys Cys Gly Tyr Lys Leu Cys His Pro Cys 
225 	230 	235 

<210> 120 
<211> 262 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 120 
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro 
1 	5 	10 	15 

Gly Ser Thr Gly Asp Tyr Lys Asp Glu His His His His His His Gly 
20 	25 	30 

Gly Ser Gin Asp Ser Thr Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser 
35 	40 	45 

Lys Val Pro Leu Gln Gin Asn Phe Gin Asp Asn Gln Phe Gln Gly Lys 
50 	55 	60 

Trp Tyr Val Val Gly Leu Ala Gly Asn Ala Ile Leu Arg Glu Asp Lys 
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65 	70 	75 	80 

Asp Pro Gin Lys Met Tyr Ala Thr He Tyr Glu Leu Lys Glu Asp Lys 
85 	90 	95 

Ser Tyr Asn Val Thr Ser Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr 
100 	105 	110 

Trp He Arg Thr Phe Vai Pro Gly Cys Gin Pro Gly Glu Phe Thr Leu 
115 	120 	125 

Gly Asn Ile Lys Ser Tyr Pro Gly Leu Thr Ser Tyr Leu Val Arg Val 
130 	135 	140 

Val Ser Thr Asn Tyr Asn Gin His Ala Met Val Phe Phe Lys Lys Val 
145 	150 	155 	160 

Ser Gin Asn Arg Glu Tyr Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys 
165 	170 	175 

Glu Leu Thr Ser Giu Leu Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser 
180 	185 	190 

Leu Gly Leu Pro Giu Asn His Ile Val Phe Pro Val Pro He Asp Gin 
195 	200 	205 

Cys Ile Asp Giy Gly Gly Ser Giu Asn Leu Tyr Phe Gin Gly Gly Gin 
210 	215 	220 

Gin His Ala Asp Pro Ile Cys Asn Lys Pro Cys Lys Thr His Asp Asp 
225 	230 	235 	240 

Cys Ser Gly Ala Trp Phe Cys Gin Ala Cys Trp Asn Ser Ala Arg Thr 
245 	250 	255 
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Cys Gly Pro Tyr Val Gly 
260 

<210> 121 
<211> 185 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 121 
cctgatcctg ctagcgggtc tcaaggtgga tccatgtgca tgccgtgctt caccaccgat 60 

aacgaaatgg cggcgaactg cgatcgctgc tgcggtggcc gtggccgtgg ccgctgctat 120 

ggcccgcagt gcctgtgccg ctaatgcggc cgctagtgag accgcttgca tggctagtac 

ctacg 	 185 

180 

<210> 122 
<211> 185 
<212> DNA 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 122 
cctgatcctg ctagcgggtc tcaaggtgga tccatgtgca tgccgtgctt caccaccgat 60 

aacgatatgg cggatgaatg cgatcgctgc tgcggtggcc gtggccgtgg ccgctgctat 120 

ggcccgcagt gcctgtgccg ctaatgcggc cgctagtgag accgcttgca tggctagtac 

ctacg 	 185 

180 

<210> 123 
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<211> 36 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<220> 
<221> MOD RES 
<222> (21)..(27) 
<223> Any amino acid 

<220> 
<221> MOD RES 
<222> (29)..--(32) 
<223> Any amino acid 

<220> 
<221> MOD RES 
<222> (34)..(34) 
<223> Any amino acid 

<220> 
<221> MOD RES 
<222> (36)..(-36) 
<223> Any amino acid 

<400> 123 
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys 
1 	5 	10 	15 

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 
20 	25 	30 

Cys Xaa Cys Xaa 
35 

<210> 124 	 • 
<211> 36 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of 

polypeptide" 
Artificial Sequence: Synthetic 

<220> 
<221> MOD_RES 
<222> (21)..(27) 
<223> Any amino acid 

<220> 
<221> MOD_RES 
<222> (29)..(32) 
<223> Any amino acid 

<220> 
<221> MOD_RES 
<222> (34)..(34) 
<223> Any amino acid 

<220> 
<221> MOD_RES 
<222> (36)..(36) 
<223> Any amino acid 

<400> 124 
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Asp Met Ala Asp Glu Cys 
1 	5 	10 15 

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 
20 	25 30 

Cys Xaa Cys Xaa 
35 

<210> 125 
<211> 112 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polynucleotide" 

<400> 125 
atgtgcatgc cgtgcttcac caccgataac gaaatggcgg cgaactgcga tcgctgctgc 

ggtggccgtg gccgtggccg ctgctatggc ccgcagtgcc tgtgccgcta at 	112 

60 

<210> 126 
<211> 36 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<220> 
<221> MODRES 
<222> (21).,(27) 
<223> Any amino acid 

<220> 
<221> MOD_RES 
<222> (29)..(32) 
<223> Any amino acid 

<220> 
<221> MODRES 
<222> (34)..(34) 
<223> Any amino acid 

<400> 126 
Met Cys Met Pro Cys Phe Thr Thr Asp Asn Glu Met Ala Ala Asn Cys 
1 	5 	10 	15 

Asp Arg Cys Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 
20 	25 	30 
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Cys Xaa Cys Arg 

35 

<210> 127 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 127 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Gln Cys Phe Cys Gly Phe Asp Gly Arg Arg Ala Ala Cys Thr Ile 
20 	25 	30 

Arg Ala Cys Pro Asn Gin 
35 

<210> 128 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence.  Synthetic 

polypeptide" 

<400> 128 
Gly Ser Glu Ile His Cys Gln Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Tyr Cys Gly Trp Tyr Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 129 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 129 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Gly Thr Phe Glu Asp Arg Cys 
1 	5 	10 	15 

Asn Val Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Gly Cys Thr Leu 
20 	25 	30 

Arg Ala Cys Pro Asn Gin 
35 

<210> 130 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 130 
Gly Ser Arg Ile Asp Cys Arg Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Met Cys Gly Trp Thr Gly His Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 131 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 131 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys His Cys Tip Ala Asp Gly Arg Gly Ala Ala Cys Thr Glu 
20 	25 	30 

Arg Ala Cys Pro Asn Gln 
35 

<210> 132 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 132 
Gly Ser Glu Ser Ser Cys Glu Pro Gly Ala Thr Trp Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Arg Ala Asp Gly Arg Ser Ala Ala Cys Thr Val 
20 	25 	30 
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Arg Gln Cys Pro Asn Gin 

35 

<210> 133 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 133 
Gly Ser Glu Ile Phe Cys Ile Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Arg Arg Gly Ile Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Arg Ala Cys Pro Asn GIn 
35 

<210> 134 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 	 • 

<400> 134 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala'Cys Thr Leu 
20 	25 	30 
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Phe Asp Cys Ser Leu Gin 

35 

<210> 135 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 135 
Gly Ser Glu Ile Ser Cys Glu Pro Giy Arg Thr Ser Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Ile Asp Cys Pro Gly Gin 
35 

<210> 136 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 136 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Asp Ala Ala Cys Thr Leu 
20 	25 	30 
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Gly His Cys Phe Phe Tyr 

35 

<210> 137 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 137 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Phe Thr Glu Gln Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Ile Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Arg Ala Cys Pro Asn GIn 
35 

<210> 138 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220>  
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 138 
Gly Ser Glu Ile Ser Cys Glu Pro Tyr Ser Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Ser Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Met 
20 	25 	30 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 139 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 139 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Val Ala Cys Leu Ile Thr 
35 

<210> 140 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 140 
Gly Ser Glu Ile Phe Cys Ile Pro Gly Val Thr Phe Arg Phe Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Met Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 141 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 141 
Gly Ser Glu Asn Asp Cys His Pro Gly Thr Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Gly Glu Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Arg Ala Cys Pro Asn Gln 
35 

<210> 142 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 142 
Gly Ser Gln Arg Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Phe Ile Cys Pro Phe Gin 

35 

<210> 143 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 143 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys. Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Phe Leu Cys Gly Phe Ile 
35 

<210> 144 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 144 
Gly Ser Glu lie Ser Cys Glu Pro Asp Ser Thr Thr Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Ser Cys Arg Cys Gly Asn Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 	. 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 145 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 145 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Giu Ala Cys Thr Leu 
20 	25 	30 

His Asn Cys Arg Glu Gin 
35 

<210> 146 
<211>38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 146 
Gly Ser Asp Ile Ser Cys Glu Pro Gly Ser Thr His Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Ser Ala Asp Gly Arg Ser Arg Ala Cys Thr Leu 
20 	25 	30 
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Arg Ala Cys Pro Asn GIn 

35 

<210> 147 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 147 
Gly Ser Glu Asp Ser Cys Glu Pro Gly Trp Thr Gin Arg Met Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Thr Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Arg Ala Cys Pro Mn Gin 
35 

<210> 148 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 148 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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His His Cys Ile Tyr Trp 

35 

<210> 149 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 149 
Gly Ser Glu Val Ser Cys Glu Pro Gly Arg Thr Phe Arg Ser Arg Cys 
1 	5 	10 	15 

Asn Asp Cys Val Cys Gly Ala Asp Gly Arg His Ala Ala Cys Thr Ile 
20 	25 	30 

Arg Ala Cys Pro Asn Gin 
35 

<210> 150 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> inote="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 150 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Val Phe Cys His Glu Asp 

35 

<210> 151 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide." 

<400> 151 
Gly Ser Glu Ile Ser Cys Glu Pro Trp Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Gly Ala Ala Cys Thr Leu 
20 	25 	30 

Val Ile Cys Gly Met Gin 
35 

<210> 152 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 152 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Met Cys Gly Cys Gly Ala Asp Gly Arg Tip Ala Arg Cys Thr Arg 
20 	25 	30 
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Arg Ala Cys Pro Asn Gln 

35 

<210> 153 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 153 
Gly Ser Glu Ile Ser Cys Glu Pro Gly kg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Phe Thr Cys Thr Tyr Phe 
35 

<210> 154 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 154 
Gly Ser Glu Ile Ser Cys Glu Pro Gly Arg Thr Trp Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 
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Asn Gly Cys Leu Leu Gln 

35 

<210> 155 
<211> 38 
<212> PRT 
<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 155 
Gly Ser Glu lie Ser Cys Glu Pro Gly Arg Thr Phe Arg Asp Arg Cys 
1 	5 	10 	15 

Asn Thr Cys Arg Cys Gly Ala Asp Gly Arg Ser Ala Ala Cys Thr Leu 
20 	25 	30 

Ala Asn Cys Phe Phe Ala 
35 

<210> 156 
<211> 179 
<212> PRT 
<213> Sus scrofa 

<400> 156 
GIn Gly Thr lie Pro Asn Trp Ile Pro Ala Pro Pro Leu Ser Lys Val 
1 	5 	10 	15 

Pro Leu Gin Pro Asn Phe Gln Ala Asp Gln Phe Gln Gly Lys Trp Tyr 
20 	25 	30 

Val Val Gly Leu Ala Gly Asn Ala Val Lys Lys Glu Giu Gin Gly Arg 
35 	40 	45 

Phe Lys Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp Giy Ser Tyr 
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50 	55 	60 

Asn Val Ile Ser Thr Leu Leu Arg Gly Gin Leu Cys Asp Asn Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Val Pro Ser Leu Gln Pro Gly Gin Phe Lys Leu Gly Asp 
85 	90 	95 

Ile Lys Lys Tyr Ser Gly Leu Gln Ser Tyr Val Val Arg Val Val Ser 
100 	105 	110 

Thr Asn Tyr Ser Gln Phe Ala Ile Val Phe Phe Lys Lys Val Ser Asn 
115 	120 	125 

Asn Gln Giu Tyr Phe Lys Thr Thr Leu Tyr Gly Arg Thr Lys Val Leu 
130 	135 	140 

Ser Pro GIL, Leu Lys Glu Asn Phe Val Arg Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Ser Asp Asp Asn Ile Ile Phe Pro Val Ala Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Gly Gln 

<210> 157 
<211> 179 
<212> PRT 
<213> Equus caballus 

<400> 157 
Arg Asp Pro Ala Pro Lys Leu Ile Pro Ala Pro Pro Leu Asp Arg Val 
1 	5 	10 	15 

Pro Leu Gin Pro Asp Phe Lys Asp Asp Gln Phe Gln Gly Lys Trp Tyr 
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20 	25 	30 

Val Val Gly Val Ala Gly Asn Ala Phe Lys Lys Glu Glu Gin Gly Gln 
35 	40 	45 

Phe Thr Met Tyr Thr Thr Thr Tyr Glu Leu Lys Glu Asp His Ser Tyr 
50 	55 	60 

Asn Val Thr Ser Ile Leu Leu Arg Asp Gin Asn Cys Asp His Trp Ile 
65 	70 	75 	80 

Arg Thr Phe Ile Pro Ser Ser Gin Pro Gly Gin Phe Asn Leu Gly Asp 
85 	90 	95 

Ile Lys Arg Tyr Phe Gly Val Gln Ser Tyr Ile Val Arg Val Ala Asp 
100 	105 	110 

Thr Asp Tyr Asn Gln Phe Ala Ile Val Phe Phe Arg Lys Val Tyr Lys 
115 	120 	125 

Asn Gin Glu Tyr Phe Lys Thr Thr Leu Tyr Arg Arg Thr Lys Glu Leu 
130 	135 	140 

Thr Pro Glu Lea Arg Glu Lys Phe Ile Ser Phe Ala Lys Ser Leu Gly 
145 	150 	155 	160 

Leu Thr Asp Asp His Ile Ile Phe Pro Val Pro Ile Asp Gin Cys Ile 
165 	170 	175 

Asp Glu Glu 

<210> 158 
<211> 430 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<221> source 
<223> /note="Description of Artificial Sequence: Synthetic 

polypeptide" 

<400> 158 
Met Asp Phe Gln Val Gin Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 
1 	5 	10 	15 

Val Ile Met Ser Arg Gly Asp Ile Val Met Thr Gin Ala Ala Pro Ser 
20 	25 	30 

Val Pro Val Thr Pro Gly Glu Ser Val Ser Ile Ser Cys Arg Ser Thr 
35 	40 	45 

Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu 
50 	55 	60 

Gin Arg Pro Gly Gin Ser Pro Gln Arg Leu Ile Tyr Tyr Met Ser Asn 
65 	70 	75 	80 

Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Arg Gly Ser Gly Thr 
85 	90 	95 

Asp Phe Thr Leu Arg Ile Ser Arg Val Glu Ala Giu Asp Ala Gly Val 
100 	105 	110 

Tyr Tyr Cys Met Gln Ser Leu Glu Tyr Pro Tyr Thr Phe Gly Gly Gly 
115 	120 	125 

Thr Lys Leu Giu Ile Lys Arg Ala Asp Ala Ala Pro Thr Val Ser Ile 
130 	135 	140 

Phe Pro Pro Ser Ser Glu Gln Leu Thr Ser Gly Gly Ala Ser Val Val 
145 	150 	155 	160 
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Cys Phe Leu Asn Asn Phe Tyr Pro Lys Asp Ile Asn Val Lys Trp Lys 
165 	170 	175 

lie Asp Gly Ser Glu Arg Gin Asn Gly Val Leu Asn Ser Trp Thr Asp 
180 	185 	190 

Gin Asp Ser Lys Asp Ser Thr Tyr Ser Met Ser Ser Thr Leu Thr Leu 
195 	200 	205 

Thr Lys Asp Glu Tyr Glu Arg His Asn Ser Tyr Thr Cys Giu Ala Thr 
210 	215 	220 

His Lys Thr Ser Thr Ser Pro Ile Val Lys Ser Phe Asn Arg Asn Glu 
225 	230 	235 	240 

Cys Gly Arg Gly Gly Ser Gly Gly Ser Gly Giy Ser Gin Asp Ser Thr 
245 	250 	255 

Ser Asp Leu Ile Pro Ala Pro Pro Leu Ser Lys Val Pro Leu Gin Gin 
260 	265 	270 

Asn Phe Gln Asp Asn Gin Phe Gin Gly Lys Trp Tyr Val Val Gly Leu 
275 	280 	285 

Ala Giy Asn Ala Ile Leu Arg Glu Asp Lys Asp Pro Gln Lys Met Tyr 
290 	295 	300 

Ala Thr Ile Tyr Giu Leu Lys Giu Asp Lys Ser Tyr Asn Val Thr Ser 
305 	310 	315 	320 

Val Leu Phe Arg Lys Lys Lys Cys Asp Tyr Trp Ile Arg Thr Phe Val 
325 	330 	335 
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Pro Gly Ser Gln Pro Gly Glu Phe Thr Leu Gly Asn Ile Lys Ser Tyr 

340 	345 	350 

Pro Gly Leu Thr Ser Tyr Leu Val Arg Val Val Ser Thr Asn Tyr Asn 
355 	360 	365 

Gln His Ala Met Val Phe Phe Lys Lys Val Ser Gln Asn Arg Glu Tyr 
370 	375 	380 

Phe Lys Ile Thr Leu Tyr Gly Arg Thr Lys Glu Leu Thr Ser Glu Leu 
385 	390 	395 	400 

Lys Glu Asn Phe Ile Arg Phe Ser Lys Ser Leu Gly Leu Pro Glu Asn 
405 	410 	415 

His Ile Val Phe Pro Val Pro Ile Asp Gln Cys Ile Asp Gly 
420 	425 	430 
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