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Phage peptides binding to MDM2 res 2-125
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Peptide 10 and 48 binding to MDM2 (res 2-125)
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Dual specific peptide PK15 (L1)_ pep48 (L1) binding to MDM2 (res 2-125)
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Fluorescence anisotropy titration curves of Fmoc-Lys-Mca, Lys-Mca,
Mca-OH, Fmoc-Gly-OH, Fmoc-Phe-OH with BSA
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HSA titration into 0.2 pM Fmoc-Phe-OH
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testing Fmoc-pentapeptides on BSA
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Mass spectrum of crude peptide
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Starting material prior to reaction with TBMB
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Bicyclic Fmoc-WGGGA-pep48-PK15 binding to BSA:
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bicyclic Fmoc-WGGGA-pep48-PK15 binding to Mdm2
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