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<210> 36

<211> 3

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> XPA.92.042 LV (lambda) L-CDR2

<400> 36

Gln Asp Thr
1

<210> 37

<211> 10

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> XPA.92.042 LV (lambda) L-CDR3



<400> 37

Gln Ser Ala Asp Arg Ser Asp Ser Tyr Val
1 5 10

<210> 38

<211> 6

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> XPA.92.099 LV (kappa) K-CDR1

<400> 38

Glu Asp Ile Ser Asn His
1 5

<210> 39

<211> 3

<212> PRT

<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> XPA.92.099 LV (kappa) K-CDR2

<400> 39

Asp Ala Ser
1

<210> 40
<211> 10
<212> PRT
<213> Homo sapiens

<220>
<221> MISC_FEATURE
<223> XPA.92.099 LV (kappa) K-CDR3

<400> 40



His Gln Tyr His Asp Tyr Pro Ser Tyr Thr
1 5 10



