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Width: 4. 0mm
Length: 75mm

Absorbent Pad
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Heavy chain

mADb CDRI1 CDR2 CDR3
It Ab GYTFTSYWIH YITPNTGYNENSQKFRG RTYEGYLDV
(12-4.1) (SEQ ID NO: 2) (SEQ ID NO: 4) (SEQ ID NO: 6)
2" Ab GYTFTSYWMH YINPNTGFTEYSQKFKD ENYRYDGAMDY
(33-7.1) (SEQ ID NO: 16) (SEQ ID NO: 18) (SEQ ID NO: 20)
3nd Ab GYSFSNYWMH VIDPSDSETRLNQKFKD SQFGLRFAY
(43-1.3) (SEQ ID NO: 30) (SEQ ID NO: 32) (SEQ ID NO: 34)
4 Ab GYTFTDYNIH YIYPDNGDTGYNQIFKN RVLLDS
(22-1.5) (SEQ ID NO: 44) (SEQ ID NO: 46) (SEQ ID NO: 48)
5" Ab GFTEFSNYDMS AINSNGGSTYYPDSVKG PNGYGAMDY
(82-1.1) (SEQ ID NO: 58) (SEQ ID NO: 60) (SEQ ID NO: 62)
Light chain
mAb CDRI1 CDR2 CDR3
15t Ab RSSONLVHNNGNTYLE KVSNRLS FOASHVPRT
(12-4.1) (SEQ ID NO:9) (SEQID NO: 11) (SEQ ID NO: 13)
2" Ab SVSSSVSSSNLH GTSTLAS QOWSSYPLT
(33-7.1) (SEQ ID NO: 23) (SEQ ID NO: 25) (SEQ ID NO: 27)
3nd Ab QSSQSLENSGTQKNYLT WASTRDS OQNDYDSPYT
(43-1.3) (SEQ ID NO: 37) (SEQ ID NO: 39) (SEQ ID NO: 41)
4t Ab SASQDINNFLN YTSSLOS QOYSKLPRT
(22-1.5) (SEQ ID NO: 51) (SEQ ID NO: 53) (SEQ ID NO: 55)
5" Ab KSRQSLLDSDGKTYLN LVSKLDS LOATHEPWT
(82-1.1) (SEQ ID NO: 65) (SEQ ID NO: 67) (SEQ ID NO: 69)

Fig. 7
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mAb12-4.1 heavy chain amino acid sequence (SEQ ID NO: 71):
EVKLQESGAELAKPGASVKMSCRASGYTFTSYWIHWVKERPGQGLEWIG
YITPNTGYNENSQKFRGKATLTADKSSNTAYMOLSSLTSEDSAVYFCVR
RTYEGYLDVWGAGTTVTVSS

mAb12-4.1 light chain amino acid sequence (SEQ ID NO: 72):
DIVMTQTPLSLPVSLGDQASISCRSSQNLVHNNGNTYLEWYLOKPGQSP
KLLIYKVSNRLSGVPDRFSGSGSGTDFTLNISRVEAEDLGIYYCFQASH
VPRTFGGGTKLE IKR

mAb33-7.1 heavy chain amino acid sequence (SEQ ID NO: 73):
EVQLQESGAELAKPGASVKMSCKASGYTFTSYWMHWVKQRPGQVLEWIG
YINPNTGFTEYSQKFKDKATLTAVKSSSTAY IQLTSLTSDDSAVYYCAR
ENYRYDGAMDYWGQGTSVTVSS

mAb33-7.1 light chain amino acid sequence (SEQ ID NO: 74):
DIVLTQSPALMAAFPGDRVTITCSVSSSVSSSNLHWYQQKSETSPKPWI
YGTSTLASGVPVRFSGSGSGTSYSLTISSMEAEDAATYYCQQWSSYPLT
FGAGTKLELKR

mAb43-1.3 heavy chain amino acid sequence (SEQ ID NO: 75):
GELQESGPQVVRPGTSVKISCKASGYSFSNYWMHWVKQRPGQGLEWIGV
IDPSDSETRLNQKFKDKATLTVDKSSSTAYMOLSSPTSEDSAIYYCARS
QFGLRFAYWGQOGTLVTVSA -

mAb43-1.3 light chain amino acid sequence (SEQ ID NO: 76):
DIVMTQSPSSMTVTAGEKVTMSCQSSQSLFNSGTQRNYLTWYQQKPGQP
PKLLISWASTRDSGVPDRFTGSGSGTDEFTLT INGVQAEDLAVYFCQNDY
DSPYTFGGGTKLEIKR I

mAb22-1.5 heavy chain amino acid sequence (SEQ ID NO: 77):
EVQLQQSGPELVKPGASVKISCKASGYTFTDYNIHWVKQSPGKSLEWIG
YIYPDNGDTGYNQIFKNKATLTVDTSSSAAYMELRSLTSEDSAVYYCVR
RVLLDSWGQGTSVTVSS

mAb22-1.5 light chain amino acid sequence (SEQ ID NO: 78):
DIQMTQTTSSLSASLGDRVTISCSASQDINNFLNWYQQKPDGTIKLLIY
YTSSLOSGVPSRFSGSGSGTDYSLTISNLEPEDIATYYCQQYSKLPRTF
GGGTKLEIKR

mAb82-1.2 heavy chain amino acid sequence (SEQ ID NO: 79):
EVQLQQSGGGLVQPGGSLKLSCAASGFTFSNYDMSWIRQTPDKRLEMVA
AINSNGGSTYYPDSVKGRFTISRDKAKNTLY LOMSSLKSEDTAMYYCAS
PNGYGAMDYWGQGTSVTVSS

mAb82-1.2 light chain amino acid sequence (SEQ ID NO: 80):
DIVITQTPLTLSVTIGQPASISCKSRQSLLDSDGKTYLNWLLQRPGESP
KLLIYLVSKLDSGVPDRFTGSGSGTDFTLKISRVEAEDLGVYYCLQATH
FPWTFGGGTKLE IKRA
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