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FIGURE 1A
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FIGURE 1B
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FIGURE 1C
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FIGURE 1D
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FIGURE 1F
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FIGURE 2
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FIGURE 3A
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FIGURE 3B

Chondrogenesis

B

5\

LN

E1-myc 16.3 HUES9.E1



10/24

FIGURE 3C
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FIGURE 4A
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FIGURE 4B
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FIGURE 4C
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FIGURE 5B
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FIGURE 5C
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FIGURE 6
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FIGURE 7
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FIGURE 8
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FIGURE 9
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FIGURE 10
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FIGURE 11
Primary microRNA RT PCR
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FIGURE 12
Pre-Cursor microRNA RT PCR
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FIGURE 13

Mature microRNA RT PCR
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