<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting_V1_3.dtd">
<ST26Sequencelisting dtdVersion="V1_3" fileName="20221102_PR94077_S285_WO_SANOFI_SEQ LIST
EXTENSION FINAL.xmI" softwareName="WIPO Sequence" softwareVersion="2.2.0"
productionDate="2022-11-02">
<ApplicantFileReference>PR94077_S285_WO_SANOFI</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>EP </IPOfficeCode>
<ApplicationNumberText>EP21306552 </ApplicationNumberText>
<FilingDate>2021-11-05</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="en">SANOFI AVENTIS</ApplicantName>
<ApplicantNameLatin>SANOFI AVENTIS </ApplicantNamelLatin>
<InventionTitle languageCode="en">ANTITUMOR COMBINATIONS CONTAINING ANTI-CEACAM5
ANTIBODY- DRUG CONJUGATES AND ANTI-VEGFR2 ANTIBODIESANTIBODIES </InventionTitle>
<SequenceTotalQuantity>17 </SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g1">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H1 of

anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g2">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic



construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFVFSSYD </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H2 of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g4" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ISSGGGIT </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">



<INSDSeq>

<INSDSeq_length>13</INSDSeq_length>

<INSDSeq_moltype>AA</INSDSeq_moltype>

<INSDSeq_division>PAT </INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g5">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H3 of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g6" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AAHYFGSSGPFAY </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>6</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier id="q7">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L1 of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g8">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ENIFSY </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L3 of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q10">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QHHYGTPFT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q11">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Variable domain of
heavy chain of anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q12">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLQESGPGLVKPGGSLSLSCAASGFVFSSYDMSWVRQTPERGLEWVAYISSGGGITYAPSTVKGRF
TVSRDNAKNTLYLQMNSLTSEDTAVYYCAAHYFGSSGPFAYWGQGTLVTVSS </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>107 </INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..107 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q13">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Variable domain of
light chain of anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..107 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPASLSASVGDRVTITCRASENIFSYLAWYQQKPGKSPKLLVYNTRTLAEGVPSRFSGSGSG
TDFSLTISSLQPEDFATYYCQHHYGTPFTFGSGTKLEIK </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>449 </INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q15">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Heavy chain of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q16">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLQESGPGLVKPGGSLSLSCAASGFVFSSYDMSWVRQTPERGLEWVAYISSGGGITYAPSTVKGRF
TVSRDNAKNTLYLQMNSLTSEDTAVYYCAAHYFGSSGPFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEL

LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK



EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q17">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Light chain of
anti-CEACAM5-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPASLSASVGDRVTITCRASENIFSYLAWYQQKPGKSPKLLVYNTRTLAEGVPSRFSGSGSG
TDFSLTISSLQPEDFATYYCQHHYGTPFTFGSGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNAL
QSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>



<INSDSeq_length>446</INSDSeq_length>

<INSDSeq_moltype>AA</INSDSeq_moltype>

<INSDSeq_division>PAT </INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..446</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q19">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Heavy chain of
Ramucirumab </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..446</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g20">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSSISSSSSYIYYADSVKGR
FTISRDNAKNSLYLQMNSLRAEDTAVYYCARVTDAFDIWGQGTMVTVSSASTKGPSVLPLAPSSKSTSGGTAALGCLVKDYFPE
PVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g21">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Light chain of
Ramucirumab </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g22">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSVSASIGDRVTITCRASQGIDNWLGWYQQKPGKAPKLLIYDASNLDTGVPSRFSGSGS
GTYFTLTISSLQAEDFAVYFCQQAKAFPPTFGGGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDN
ALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g23">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H1 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSYSMN </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..17 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g25">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H2 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..17 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SISSSSSYIYYADSVKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..7 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g27">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-H3 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="g28">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VTDAFDI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g29">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L1 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQGIDNWLG </INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..7 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g31">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L2 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..7 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g32">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DASNLDT </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q33">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>CDR-L3 of
anti-VEGFR2-antibody </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQAKAFPPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



